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(57) Abstract: The sequences of antisense nucleic acids which inhibit the proliferation of prokaryotcs arc disclosed. Cell-based 
assays which employ the antisense nucleic acids to identify and develop antibiotics arc also disclosed. The antisense nucleic acids 
can also be used to identify proteins required for proliferation, express these proteins or portions thereof, obtain antibodies capable 
£J of specifically binding to the expressed proteins, and to use those expressed proteins as a screen to isolate candidate molecules 
for rational drug discovery programs. The nucleic acids can also be used to screen for homologous nucleic acids that are required 
for proliferation in cells other than Staphylococcus aureus, Salmonella typhimurium, Klebsiella pneumoniae, and Pseudomonas 
^ aeruginosa. The nucleic acids of the present invention can also be used in various assay systems to screen for proliferation required 
^ genes in other organisms. 
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IDENTIFICATION OF ESSENTIAL GENES IN MICROORGANISMS 

Sequence Listing 

The present application is being filed along with quadruplicate copies of a CD-ROM 
marked "Copy 1 - SEQUENCE LISTING PART," "Copy 2 - SEQUENCE LISTING PART," 
5 "Copy 3 - SEQUENCE LISTING PART," and "CRF" containing a Sequence Listing in electronic 
format. The quadruplicate copies of the CD-ROM each contain a file entitled 
034WCJinai.ST25.txt, created on March 15, 2002, which is 181,323,31 1 bytes in size. 

background of the Invention 
Since the discovery of penicillin, the use of antibiotics to treat- the ravages of bacterial 
10 infections has saved millions of lives. With the advent of these "miracle drugs " for a time it was 
popularly believed that humanity might, once and for all, be saved from the scourge of bacterial 
infections. In fact, during the 1980s and early 1990s, many large pharmaceutical companies cut 
back or eliminated antibiotics research and development. They believed that infectious disease 
caused by bacteria finally had been conquered and that markets for new drugs were limited. 
1 5 Unfortunately, this belief was overly optimistic. 

The tide is beginning to turn in favor of the bacteria as reports of drug resistant bacteria 
become more frequent. The United States Centers for Disease Control announced that one of the most 
powerful known antibiotics, vancomycin, was unable to treat an infection of the common 
Staphylococcus aureus (staph). This organism is commonly found in our environment and is 
20 responsible for many nosocomial infections. The import of this announcement becomes clear when 
one considers that vancomycin was used for years to treat infections caused by Staphylococcus 
species as well as other stubborn strains of bacteria. In short, bacteria are becoming resistant to our 
most powerful antibiotics. If this trend continues, it is conceivable that we will return to a time 
when what are presently considered minor bacterial infections are fatal diseases. 
25 Over-prescription and improper prescription habits by some physicians have caused an 

indiscriminate increase in the availability of antibiotics to the public. The patients are also partly 
responsible, since they will often improperly use the drug, thereby generating yet another population of 
bacteria that is resistant, in whole or in part, to traditional antibiotics. 

The bacterial pathogens that have haunted humanity remain, in spite of the development of 
30 modern scientific practices to deal with the diseases that they cause. Drug resistant bacteria are now an 
increasing threat to the health of humanity. A new generation of antibiotics is needed to once again 
deal with the pending health threat that bacteria present. 

Discovery of New Antibiotics 
As more and more bacterial strains become resistant to the panel of available antibiotics, 
35 new antibiotics are required to treat infections. In the past, practitioners of pharmacology would 
have to rely upon traditional methods of ding discovery to generate novel, safe and efficacious 
compounds for the treatment of disease. Traditional drug discovery methods involve blindly testing 
potential drug candidate-molecules, often selected at random, in the hope that one might prove to be 
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an effective treatment for some disease. The process is painstaking and labonous, with no 
guarantee of success. Today, the average cost to discover and develop a new drug exceeds US $500 
million, an "d the average time from laboratory to patient is 15 years. Improving this process, even 
incrementally, would represent a huge advance in the generation of novel antimicrobial agents. 

Newly emerging practices in drug discovery utilize a number of biochemical techniques to 
provide for directed approaches to creating new drugs, rather than discovering them at random. For 
example, gene sequences and proteins encoded thereby that are required for the proliferation of a 
cell or microorganism make excellent targets since exposure of bacteria to compounds active 
against these targets would result in the inactivation of the cell or microorganism. Once a target « 
identified, biochemical analysis of that target can be used to discover or to design molecules that 
interact with and alter the functions of the target. Use of physical and computational techniques to 
analyze structural and biochemical properties of targets in order to derive compounds that interact 
with such targets is called rational drug design and offers great potential. Thus, emerging drug 
discovery practices use molecular modeling techniques, combinatorial chemistry approaches, and 
other means to produce and screen and/or design large numbers of candidate compounds. 

Nevertheless, while this approach to drug discovery is clearly the way of the future, 
problems remain. For example, the initial step of identifying molecular targets for investigation can 
be an extremely time consuming task. It may also be difficult to design molecules that interact with 
the target by using computer modeling techniques. Furthermore, in cases where the function of the 
20 target is not known or is poorly understood, it may be difficult to design assays to detect molecules 
that interact with and alter the functions of the target. To improve the rate of novel drug discovery 
and development, methods of identifying important molecular targets in pathogenic cells or 
microorganisms and methods for identifying molecules that interact with and alter the functions of 
such molecular targets are urgently required. 
25 Escherichia coli represents an excellent model system to understand bacterial biochemistry 

and physiology. The estimated 4288 genes scattered along the 4.6 x 10 6 base pairs of the 
Escherichia coli (E. coli) chromosome offer tremendous promise for the understanding of bacterial 
biochemical processes. In turn, this knowledge will assist in the development of new tools for the 
diagnosis and treatment of bacteria-caused human disease. The entire E. coli genome has been 
30 sequenced, and this body of information holds a tremendous potential for application to the 
discovery and development of new antibiotic compounds. Yet, in spite of this accomplishment, the 
general functions or roles of many of these genes are still unknown. For example, the total number 
of proliferation-required genes contained within the E. coli genome is unknown, but has been 
variously estimated at around 200 to 700 (Armstrong, K.A. and Fan, DP. Essential Genes in the 
35 metB-malB Region of Escherichia coli K12, 1975, J. Bacteriol. 126: 48-55). 

Staphylococcus aureus is a Gram positive microorganism which is the causative agent of 
many infectious diseases. Local infection by Staphylococcus aureus can cause abscesses on skin 
and cellulitis in subcutaneous tissues and can lead to toxin-related diseases such as toxic shock and 



2 



WO 02/077183 PCT/US02/09107 
scalded skin syndromes. Staphylococcus aureus can cause serious systemic infections such as 
osteomyelitis, endocarditis, pneumonia, and septicemia. Staphylococcus aureus is also a common 
cause of food poisoning, often arising from contact between prepared food and infected food 
industry workers. Antibiotic resistant strains of Staphylococcus aureus have recently been 
5 identified, including those that are now resistant to all available antibiotics, thereby severely 
limiting the options of care available to physicians. 

Pseudomonas aeruginosa is an important Gram negative opportunistic pathogen. It is the 
most common Gram negative found in nosocomial infections. P. aeruginosa is responsible for 16% 
of nosocomial pneumonia cases, 12% of hospital-acquired urinary tract infections, 8% of surgical 
10 wound infections, and 10% of bloodstream infections. Immunocompromised patients, such as 
neutropenic cancer and bone marrow transplant patients, are particular susceptible to opportunistic 
infections. In this group of patients, P. aeruginosa is responsible for pneumonia and septicemia 
with attributable deaths reaching 30%. P. aeruginosa is also one of the most common and lethal 
pathogens responsible for ventilator-associated pneumonia in intubated patients, with directly 
15 attributable death rates reaching 38%. Although P. aeruginosa outbreaks in bum patients are rare, it 
is associated with 60% death rates. In the AIDS population, P. aeruginosa is associated with 50% 
of deaths. Cystic fibrosis patients are characteristically susceptible to chronic infection by P . 
aeruginosa, which is responsible for high rates of illness and death. Current antibiotics work poorly 
for CF infections (Van Delden & Igelwski. 1998. Emerging Infectious Diseases 4:551-560; 
20 references therein). 

The gram negative enteric bacterial genus, Salmonella, encompasses at least 2 species. One 
of these, S. enterica, is divided into multiple subspecies and thousands of serotypes or serovars 
(Brenner, et al. 2000 J. Clin. Microbiol. 38:2465-2467). The S. enterica human pathogens include 
serovars Typhi, Paratyphi, Typhimurium, Cholerasuis, and many others deemed so closely related 
25 that they are variants of a widespread species. Worldwide, disease in humans caused by Salmonella 
is a very serious problem. In many developing countries, S. enterica ser. Typhi still causes often- 
fatal typhoid fever. This problem has been reduced or eliminated in wealthy industrial states. 
However, enteritis induced by Salmonella is widespread and is the second most common disease 
caused by contaminated food in the United States (Edwards, BH 1999 "Salmonella and Shigella 
30 species" Clin. Lab Med. 19(3):469-487). Though usually self-limiting in healthy individuals, others 
such as children, seniors, and those with compromising illnesses can be at much greater risk of 
serious illness and death. 

Some iS. enterica serovars (e.g. Typhimurium) cause a localized infection in the 
gastrointestinal tract. Other serovars (i.e. Typhi and Paratyphi) cause a much more serious systemic 
35 infection. In animal models, these roles can be reversed which has allowed the use of the relatively 
safe S. enterica ser, Typhimurium as a surrogate in mice for the typhoid fever agent, S. enterica ser. 
Typhi. In mice, S. enterica ser Typhimurium causes a systemic infection similar in outcome to 
typhoid fever. Years of study of the Salmonella have led to the identification of many determinants 
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of virulence in animals and humans. Salmonella is interesting jn its ability to localize to ana mvaae 
the intestinal epithelium, induce morphologic changes in target cells via injection of certain cell- 
remodeling proteins, and to reside intracellularly in membrane-bound vesicles (Wailis, TS and 
Galyov, EE 2000 "Molecular basis of Salmonella-induced enteritis." Molec. Microb. 36:997-1005; 
5 Falkow, S "The evolution of pathogenicity in Escherichia, Shigella, and Salmonella," Chap. 149 in 
Neidhardt, et al. eds pp 2723-2729; Gulig, PA "Pathogenesis of Systemic Disease," Chap. 152 in 
Neidhardt, et al. ppp 2774-2787). The immediate infection often results in a severe watery diarrhea 
but Salmonella also can establish and maintain a subclinical carrier state in some individuals. 
Spread is via food contaminated with sewage. 
10 The gene products implicated in Salmonella pathogenesis include type three secretion 

systems (TTSS), proteins affecting cytoplasmic structure of the target cells, many proteins carrying 
out fonctions necessary for survival and proliferation of Salmonella in the host, as well as 
"traditional" factors such as endotoxin and secreted exotoxins. Additionally, there must be factors 
mediating species-specific illnesses. Despite this most of the genomes of S. enterica ser. Typhi (see 
15 http://www.sanger.ac.ulc/Projects/S_typhi/ for the genome database) and S enterica ser. 
Typhimurium (see http://genome.wustl.edu/gsc/bacterial/salmonella.shtml for the genome database) 
are highly conserved and are mutually useful for gene identification in multiple serovars. The 
Salmonella are a complex group of enteric bacteria causing disease similar to but distinct from 
other gram negative enterics such as E. coli and have been a focus of biomedical research for the 
20 last century. 

Enterococcus faecalis, a Gram positive bacterium, is by far the most common member of 
the enterococci to cause infections in humans. Enterococcus faecium generally accounts for less 
than 20% of clinical isolates. Enterococci infections are mostly hospital-acquired though they are 
also associated with some community-acquired infections. Of nosocomial infections enterococci 
25 account for 12% of bacteremia, . 15% of surgical wound infections, 14% of urinary tract infections, 
and 5 tol5% of endocarditis cases (Huycke, M. M., D. F., Sahm and M. S. Gilmore. 1998. 
Emerging Infectious Diseases 4:239-249). Additionally enterococci are frequently associated with 
intraabdominal and pelvic infections. Enterococci infections are often hard to treat because they are 
resistant to a vast array of antimicrobial drugs, including aminoglycosides, penicillin, ampicillin 
30 and vancomycin. The development of multiple-drug resistant (MDR) enterococci has made this 
bacteria a major concern for treating nosocomial infections. 

Current drug discovery methods involve screening large number of prospective therapeutic 
compounds to identify those that are effective therapeutic agents or that can be optimized to provide 
an effective therapeutic agents. For example, the compounds to be evaluated for therapeutic 
35 activity may be members of a library of compounds generated by combinatorial chemistry or 
members of a library of natural products. 

Unfortunately, current methods are laborious and time consuming and may yield 
compounds which have already been identified or which act on gene products which are already 
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targeted by an existing therapeutic agent. In addition, a large number of compounds have been 
identified which have antimicrobial activity but which cannot be administered to individuals 
suffering from infection due to the fact that their targets are unknown. 

The above reasons underscore the urgency of developing new antibiotics that are effective 
5 against Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, and Salmonella typhimurium. Accordingly, there is an urgent need for 
more novel methods to identify and characterize bacterial genomic sequences that encode gene 
products involved in proliferation, and are thereby potential new targets for antibiotic development. 
Likewise, there is a need for rapid screening techniques which yield novel compounds or 
10 compounds which act on novel targets as well as a need for methods which permit the identification 
of the target on which a compound with antimicrobial activity acts. 

Prior to the present invention, the discovery of Escherichia coli, Staphylococcus aureus, 
Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, and Salmonella 
typhimurium genes required for proliferation of the microorganism was a painstaking and slow 
15 process. Rapid screening techniques for identifying novel targets on which novel compounds act 
were undeveloped. While the detection and identification of new cellular drug targets within a 
Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, and Salmonella typhimurium cell is key for novel antibiotic development 
and effective treatment, the current methods of drug target discovery available prior to this 
20 invention have required painstaking processes requiring years of effort. 

Summary of the Invention 
Some aspects of the present invention are described in the numbered paragraphs below. 

1. A purified or isolated nucleic acid sequence comprising a nucleotide sequence 
consisting essentially of one of SEQ ID NOs: 1-6213, wherein expression of said nucleic acid 

25 inhibits proliferation of a cell. 

2. The nucleic acid sequence of Paragraph i, wherein said nucleotide sequence is 
complementary to at least a portion of a coding sequence of a gene whose expression is required for 
proliferation of a cell, 

3. The nucleic acid of Paragraph 1, wherein said nucleic acid sequence is 
30 complementary to at least a portion of a nucleotide sequence of an RNA required for proliferation 

of a cell. 

4. The nucleic acid of Paragraph 3, wherein said RNA is an RNA comprising a 
sequence of nucleotides encoding more than one gene product. 

5. A purified or isolated nucleic acid comprising a fragment of one of SEQ ID NOs.: 
35 1-6213, said fragment selected from the group consisting of fragments comprising at least 10, at 

least 20, at least 25, at least 30, at least 50 and more than 50 consecutive nucleotides of one of SEQ 
ID NOs: 1-6213. 
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6. The fragment of Paragraph 5, wherein said fragment is included in a nucleic acid 
obtained from an organism selected from the group consisting of Acinetobacter baumannii, 
Anaplasma ynarginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia 
5 mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis 
glabrata), Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida Icrusei, 
Candida kejyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium aceiobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfiingens, Coccidioides immitis, Coiynebacterium diptheriae, 
10 Ciyptococcus neofornians, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 
Escherichia coll Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella 
pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catairhalis, 
Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
15 Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 
Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
20 Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enter ocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

7. The fragment of Paragraph 5, wherein said fragment is included in a nucleic acid 
obtained from an organism other than Escherichia coll 
25 8. A vector comprising a promoter operably linked to the nucleic acid of any one of 

Paragraphs 1-7. 

9. The vector of Paragraph 8, wherein said promoter is active in a microorganism 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 

30 Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida krusei, Candida kejyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae. Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 

35 Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
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Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolyiica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 

5 Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutatis, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyiicus, Vibrio vuhiificans, Yersinia enterocolitica, 

1 0 Yersinia pestis and any species falling within the genera of any of the above species. 

10. A host cell containing the vector of Paragraph 8 or Paragraph 9. 

11. A purified or isolated antisense nucleic acid comprising a nucleotide sequence 
complementary to at least a portion of an intragenic sequence, intergenic sequence, sequences 
spanning at least a portion of two or more genes, 5' noncoding region, or 3' noncoding region 

15 within an operon comprising a proliferation-required gene whose activity or expression is inhibited 
by an antisense nucleic acid comprising the nucleotide sequence of one of SEQ ID NOs.: 1-6213. 

12. The purified or isolated antisense nucleic acid of Paragraph 11, wherein said 
antisense nucleic acid is complementary to a nucleic acid from an organism selected from the group % 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus * 

20 anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, ; 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis t Candida parapsilosis, Candida 
guilliermondii, Candida Jcrusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 

25 Clostridium botulinum, Clostridium difficile, Clostridium perfringem, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 

30 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 

35 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
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ureatyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia ehtemcoliiica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

13. The purified or isolated antisense nucleic acid of Paragraph 11, wherein said 
nucleotide sequence is complementary to a nucleotide sequence of a nucleic acid from an organism 

5 other than E. coli. 

14. The purified or isolated antisense nucleic acid of Paragraph 11, wherein said 
proliferation-required gene comprises a nucleotide sequence selected from the group consisting of 
SEQIDNOS.: 6214-42397. 

15. A purified or isolated nucleic acid comprising a nucleotide sequence having at least 
10 70% identity to a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, 

fragments comprising at least 25 consecutive nucleotides of SEQ ID NOs.: 1-6213, the nucleotide 
sequences complementary to SEQ ID NOs.: 1-6213 and the sequences complementary to fragments 
comprising at least 25 consecutive nucleotides of SEQ ID NOs.: 1-6213 as determined using 
BLASTN version 2.0 with the default parameters. 

15 16. The purified or isolated nucleic acid of Paragraph 15, wherein said nucleic acid is 

obtained from an organism selected from the group consisting of Acinetobacter baumannii, 
Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burklxoldena 
mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Tondopsis 

20 glabrata), Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida h'usei, 
Candida kejyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium peifringens, Coccidioides immitis, Corynebacterium diptheriae, 
Cryptococcus neoformans, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 

25 Escherichia coli, Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella 
pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 
Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 

30 Proteus mirabilis, Proteus vulgaris, Pseudomonas aemginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella iyphimurium, Shigella boydii, Shigella dysenteriae, Shigella Jlexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 

35 Ureaplasma urealyticum, Vibrio cholerae, Vibiio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

17. The nucleic acid of Paragraph 15, wherein said nucleic acid is obtained from an 
organism other than E. coli. 
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18. A vector comprising a promoter operably linked to a nucleic acFd encoding a 
polypeptide whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence of any one of SEQ ID NOs.: 1-6213. 

19. The vector of Paragraph 18, wherein said nucleic acid encoding said polypeptide is 
5 obtained from an organism selected from the group consisting of Acinetobacter baumannii, 

Anaplasma marginale, Aspergillus fumigatus, Bacillus anihracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, BurJdwlderia cepacia, Burkholderia fungomm, Burkholderia 
mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis 
glabrata), Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida Icrusei, 

10 Candida kejyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfi'ingens, Coccidioides immitis, Corynebacterium diptheriae, 
Ciyptococcus neoformans, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 
Escherichia coli, Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella 

15 pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 
Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tubercxdosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 
Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 

20 syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, , 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 

25 enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

20. The vector of Paragraph 18, wherein said nucleotide sequence encoding said 
polypeptide is obtained from an organism other than E. coli. 

21. A host cell containing the vector of Paragraph 18. 

22. The vector of Paragraph 18, wherein said polypeptide comprises a polypeptide 
30 comprising an amino acid sequence selected from the group consisting of SEQ ED NOs: 42398- 

78581. 

23. The vector of Paragraph 18, wherein said promoter is operably linked to a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ED NOS.; 6214- 
42397. 

35 24. A purified or isolated polypeptide comprising a polypeptide whose expression is 

inhibited by an antisense nucleic acid comprising a nucleotide sequence of any one of SEQ ID 
NOs.: 1-6213, or a fragment selected from the group consisting of fragments comprising at least 5, 
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at least 10, at least 20, at least 30, at least 40, at least 50, at least 60 or more than 60 consecutive 
amino acids of one of the said polypeptides. 

25. The polypeptide of Paragraph 24, wherein said polypeptide comprises an amino 
acid sequence of any one of SEQ ID NOs.: 42398-78581 or a fragment comprising at least 5, at 

5 least 10, at least 20, at least 30, at least 40, at least 50, at least 60 or more than 60 consecutive 
amino acids of a polypeptide comprising an amino acid sequence selected from the group consisting 
of SEQ ID NOs.: 42398-78581. 

26. The polypeptide of Paragraph 24, wherein said polypeptide is obtained from an 
organism selected from the group consisting of Acinetobacter baumamxii, Anaplasma marginale, 

10 Aspergillus fumigatus, Bacillus anihracis, Bacteroides fragilis, Bordeiella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burldiolderia fungorum, Burlcholderia mallei, Campylobacter 
jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata\ Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 

15 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Qyptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 

20 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 

25 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

30 27. The polypeptide of Paragraph 24, wherein said polypeptide is obtained from an 

organism other than E. coli. 

28. A purified or isolated polypeptide comprising a polypeptide having at least 25% 
amino acid identity to a polypeptide whose expression is inhibited by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, or at least 25% 

35 amino acid identity to a fragment comprising at least 10, at least 20, at least 30, at least 40, at least 
50, at least 60 or more than 60 consecutive amino acids of a polypeptide whose expression is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group consisting of 
SEQ ID NOs.: 1-6213 as determined using FASTA version 3.0t78 with the default parameters. 
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29. The polypeptide of Paragraph 28, wherein said polypeptide has at least 25% 
identity to a polypeptide comprising one of SEQ ID NOs: 42398-78581 or at least 25% identity to a 
fragment comprising at least 5, at least 10, at least 20, at least 30, at least 40, at least 50, at least 60 
or more than 60 consecutive amino acids of a polypeptide comprising one of SEQ ID NOs.: 42398- 

5 7858 1 as determined using FASTA version 3 .0t78 with the default parameters. 

30. The polypeptide of Paragraph 28, wherein said polypeptide is obtained from an 
organism selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, 
Aspergillus fumigates, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, BurMiolderia cepacia, Burldwlderia fiingorum, Burldiolderia mallei, Campylobacter 

10 jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida Iwusei, Candida Jcefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium Botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 

15 cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

20 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vidgaris, , 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, . 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnet, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus k 

25 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

31. The polypeptide of Paragraph 28, wherein said polypeptide is obtained from an 
organism other than E. coli, 

30 32. An antibody capable of specifically binding the polypeptide of one of Paragraphs 

28-31. 

33. A method of producing a polypeptide, comprising introducing a vector comprising 
a promoter operably linked to a nucleic acid comprising a nucleotide sequence encoding a 
polypeptide whose expression is inhibited by an antisense nucleic acid comprising one of SEQ ID 

35 NOs.: 1-6213 into a cell. 

34. The method of Paragraph 33, further comprising the step of isolating said 
polypeptide. 
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35. The method of Paragraph 33, wherein said polypeptide comprises an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42398-78581. 

36. The method of Paragraph 33, wherein said nucleic acid encoding said polypeptide 
is obtained from an organism selected from the group consisting of Acinetobacter baumannii, 

5 Anaplasma marginale, Aspergillus fianigatus, Bacillus anthracis, Barter oides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia 
mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis 
glabrata), Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida la-usei, 
Candida kefyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 

10 pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfringens, Coccidioides immitis, Corynebacterium diptheriae, 
Qyptococcus neoformans, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 
Escherichia coli f Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella 
pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 

15 Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 
Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 

20 Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasrna urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 
' 25 37. The method of Paragraph 33, wherein said nucleic acid encoding said polypeptide 

is obtained from an organism other than E. coli. 

38. The method of Paragraph 33, wherein said promoter is operably linked to a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397. 

30 39. A method of inhibiting proliferation of a cell in an individual comprising inhibiting 

the activity or reducing the amount of a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213 or inhibiting the activity or reducing the amount of a nucleic acid encoding said gene 
product. 

35 40. The method of Paragraph 39, wherein said method comprises inhibiting said 

activity or reducing said amount of a gene product in an organism selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides Jragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
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Burkholderia fungorum, Burkholderia mallei. Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
5 Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli t Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
10 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
Jiaemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vtdgaris, 
Pseudomonas aemginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
15 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei t 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Sfreptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica,. 
Yersinia pestis and any species falling within the genera of any of the above species. 
20 41. The method of Paragraph 39, wherein said method comprises inhibiting said 

activity or reducing said amount of a gene product in an organism other than E. coli. 

42. The method of Paragraph 39, wherein said gene product is present in an organism 
other than E. coli. 

43. The method of Paragraph 39, wherein said gene product comprises a polypeptide 
25 comprising a sequence selected from the group consisting of SEQ ID NOs.: 42398-78581. 

44. A method for identifying a compound which influences the activity of a gene 
product required for proliferation, said gene product comprising a gene product whose expression is 
inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, said method comprising: 

30 contacting said gene product with a candidate compound; and 

detennining whether said compound influences the activity of said gene product. 

45. The method of Paragraph 44, wherein said gene product is from an organism 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigatus, Bacillus anthracis, Bacteroides fi-agilis, Bordetella pertussis, Borrelia burgdorferi, 

35 Burkholderia cepacia, Burldiolderia fungorum, BurkJiolderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
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Clostridium acetobutylicum, Clostridium Botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Oyptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
5 Listeria monocytogenes, Moraxella catarrhal, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aemginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
10 Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnifwans, Yersinia enterocolitica, 
15 Yersinia pestis and any species falling within the genera of any of the above species. 

46. The method of Paragraph 44, wherein said gene product is from an organism other 
than E. coll. 

47. The method of Paragraph 44, wherein said gene product is a polypeptide and said 
activity is an enzymatic activity. 

20 48. The method of Paragraph 44, wherein said gene product is a polypeptide and said 

activity is a carbon compound catabolism activity. 

49. The method of Paragraph 44, wherein said gene product is a polypeptide and said 
activity is a biosynthetic activity, 

50. The method of Paragraph 44, wherein said gene product is a polypeptide and said 

25 activity is a transporter activity. 

51. The method of Paragraph 44, wherein said gene product is a polypeptide and said 
activity is a transcriptional activity. 

52. The method of Paragraph 44, wherein said gene product is a polypeptide and said 
activity is a DNA replication activity. 

30 53. The method of Paragraph 44, wherein said gene product is a polypeptide and said 

activity is a cell division activity. 

54. The method of Paragraph 44, wherein said gene product is an RNA. 

55. The method of Paragraph 44, wherein said gene product is a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 

35 78581. 

56. A compound identified using the method of Paragraph 44. 

57. A method for identifying a compound or nucleic acid having the ability to reduce 
the activity or level of a gene product required for proliferation, said gene product comprising a 
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gene product whose activity or expression is inhibited by an antisense nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, said method 
comprising; 

(a) contacting a target gene or RNA encoding said gene product with a candidate 
5 compound or nucleic acid; and 

(b) measuring an activity of said target. 

58. The method of Paragraph 57, wherein said target gene or RNA is from an organism 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigatus, Bacillus anthracis, Bacteroides jragilis, Bordetella pertussis, Borrelia burgdorferi, 

10 Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Tomlopsis glabrata), Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida h-usei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 

15 Coccidioides immitis, Corynebacterium diptheriae, Qyptococcus neoformans, Enter obacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

20 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 

25 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

59. The method of Paragraph 57, wherein said target gene or RNA is from an organism 
30 other than E. coli. 

60. The method of Paragraph 57, wherein said gene product is from an organism other 
than E. coli. 

61. The method of Paragraph 57, wherein said target is a messenger RNA molecule 
and said activity is translation of said messenger RNA. 

35 62. The method of Paragraph 57, wherein said target is a messenger RNA molecule 

and said activity is transcription of a gene encoding said messenger RNA. 

63. The method of Paragraph 57, wherein said target is a gene and said activity is 
transcription of said gene. 
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64. The method of Paragraph 57 3 wherein said target is a nontranslated RNA and said 
activity is processing or folding of said nontranslated RNA or assembly of said nontranslated RNA 
into a protein/RNA complex. 

65. The method of Paragraph 57, wherein said target is a messenger RNA molecule 
5 encoding a polypeptide comprising an amino acid sequence selected from the group consisting of 

SEQ IDNOs.: 42398-78581. 

66. The method of Paragraph 57, wherein said target comprises a nucleic acid selected 
from the group consisting of SEQ ID NOS.: 6214-42397. 

67. A compound or nucleic acid identified using the method of Paragraph 57. 

10 68. A method for identifying a compound which reduces the activity or level of a gene 

product required for proliferation of a cell, wherein the activity or expression of said gene product 
is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, said method comprising the steps of: 

(a) providing a sublethal level of an antisense nucleic acid comprising a nucleotide 
1 5 sequence complementary to a nucleic acid comprising a nucleotide sequence encoding said 

gene product in a cell to reduce the activity or amount of said gene product in said cell, 
thereby producing a sensitized cell; 

(b) contacting said sensitized cell with a compound; and 

(c) determining the degree to which said compound inhibits proliferation of said 
20 sensitized cell relative to a cell which does not contain said antisense nucleic acid. 

69. The method of Paragraph 68, wherein said determining step comprises determining 
whether said compound inhibits the growth of said sensitized cell to a greater extent than said 
compound inhibits the growth of a nonsensitized cell. 

70. The method of Paragraph 68, wherein said cell is a Gram positive bacterium. 

25 71. The method of Paragraph 68, wherein said Gram positive bacterium is selected 

from the group consisting of Staphylococcus species, Streptococcus species, Enterococcus species, 
Mycobacterium species, Clostridium species, and Bacillus species. 

72. The method of Paragraph 68, wherein said bacterium is Staphylococcus aureus. 

73. The method of Paragraph 72, wherein said Staphylococcus species is coagulase 
30 negative. 

74. The method of Paragraph 72, wherein said bacterium is selected from the group 
consisting of Staphylococcus aureus RN450 and Staphylococcus aureus RN4220. 

75. The method of Paragraph 68, wherein said cell is an organism selected from the 
group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, 

35 Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia 
cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, 
Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, 
Candida guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotivpicalis), 

16 
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Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium 
acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 

5 Helicobacter pylori, Histoplasma capsulation, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 

10 Pseudomonas aemginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

15 urealyticum, Vibrio cholerae, Vibrio par ahaemolyticus, Vibrio vulniflcans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

76. The method of Paragraph 68, wherein said cell is not an E. coli cell. 

77. The method of Paragraph 68, wherein said gene product is from an organism other 
than E. coli. 

20 78. The method of Paragraph 68, wherein said antisense nucleic acid is transcribed 

from an inducible promoter. 

79. The method of Paragraph 68, further comprising the step of contacting said cell 
with a concentration of inducer which induces transcription of said antisense nucleic acid to a 
sublethal level. ■ 

25 80. The method of Paragraph 68, wherein growth inhibition is measured by monitoring 

optical density of a culture growth solution. 

81. The method of Paragraph 68, wherein said gene product is a polypeptide. 

82. The method of Paragraph 81, wherein said polypeptide comprises an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42398-78581. 

30 83 . The method of Paragraph 68, wherein said gene product is an RNA. 

84. The method of Paragraph 68, wherein nucleic acid encoding said gene product 
comprises a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397. 

85 . A compound identified using the method of Paragraph 68. 

86. A method for inhibiting cellular proliferation comprising introducing an effective 
35 amount of a compound with activity against a gene whose activity or expression is inhibited by an 

antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213 or a compound with activity against the product of said gene into a population of 
cells expressing said gene. 
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87. The method of Paragraph 86, wherein said compound is an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, or a 
proliferation-inhibiting portion thereof. 

88. The method of Paragraph 86, wherein said proliferation inhibiting portion of one of 
5 SEQ ID NOs.: 1-6213 is a fragment comprising at least 10, at least 20, at least 25, at least 30, at 

least 50 or more than 51 consecutive nucleotides of one of SEQ ID NOs.: 1-6213. 

89. The method of Paragraph 86, wherein said population is a population of Gram 
positive bacteria. 

90. The method of Paragraph 89, wherein said population of Gram positive bacteria is 
10 selected from the group consisting of a population of Staphylococcus species, Streptococcus 

species, Enterococcus species, Mycobacterium species, Clostridium species, and Bacillus species. 

91. The method of Paragraph 86, wherein said population is a population of 

Staphylococcus aureus. 

92. The method of Paragraph 91, wherein said population is a population of a 
15 bacterium selected from the group consisting of Staphylococcus aureus RN450 and Staphylococcus 

aureus RN4220. 

93. The method of Paragraph 86, wherein said population is a population of a 
bacterium selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, 
Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 

20 burgdorferi, Burkholderia cepacia, Burkholderia fiingorum, Burkholderia mallei, Campylobacter 
jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, 
Candida parapsilosis, Candida guilliennondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium peifringens, 

25 Coccidioides immitis, Corynebacterium diptheriae, Cryplococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

30 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimwium, Shigella boydii, Shigella dysenteriae, Sliigella flexneri, Shigella sonnei, 

35 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnifxcans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

18 
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94. The method of Paragraph 86, wherein said population is a population of an 

organism other than E. coli. 

95. The method of Paragraph 86, wherein said product of said gene is from an 
organism other than E. coli. 

5 96. The method of Paragraph 86, wherein said gene encodes a polypeptide comprising 

an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398-78581. 

97. The method of Paragraph 86, wherein said gene comprises a nucleotide sequence 
selected from the group consisting of SEQ ID NOS.: 6214-42397. 

98. A composition comprising an effective concentration of an antisense nucleic acid 
10 comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, or a 

proliferation-inhibiting portion thereof in a pharmaceutically acceptable carrier. 

99. The composition of Paragraph 98, wherein said proliferation-inhibiting portion of 
one of SEQ ID NOs.: 1-6213 comprises at least 20, at least 25, at least 30, at least 50 or more than 
50 consecutive nucleotides of one of SEQ ID NOs.: 1-6213. 

15 100. A method for inhibiting the activity or expression of a gene in an operon required 

for proliferation wherein the activity or expression of at least one gene in said operon is inhibited by 
an antisense nucleic acid comprising a sequence selected from the group consisting of SEQ ID 
NOs.: 1-6213, said method comprising contacting a cell in a cell population with an antisense 
nucleic acid complementary to at least a portion of said operon. 

20 101. The method of Paragraph 100, wherein said antisense nucleic acid comprises a 

nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 or a proliferation- ? 
inhibiting portion thereof. 

102. The method of Paragraph 100, wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 

25 anthracis, Bacteroides fi'agilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida h-usei, Candida kefyr (also called Candida pseudotropicalis\ Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 

30 Clostridium Botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacteriiim diptheriae, Qyptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Hisioplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 

35 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas puiida, Pseudomonas syringae, Salmonella bongori, 
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Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimuriwn, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
5 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

103. The method of Paragraph 100, wherein said cell is not an E. coli cell. 

104. The method of Paragraph 100, wherein said gene is from an organism other than E. 

coll 

10 105. The method of Paragraph 100, wherein said cell is contacted with said antisense 

nucleic acid by introducing a plasmid which expresses said antisense nucleic acid into said cell 
population. 

106. The method of Paragraph 100, wherein said cell is contacted with said antisense 
nucleic acid by introducing a phage which encodes said antisense nucleic acid into said cell 

15 population. 

107. The method of Paragraph 100, wherein said cell is contacted with said antisense 
nucleic acid by expressing said antisense nucleic acid from the chromosome of cells in said cell 
population. 

108. The method of Paragraph 100, wherein said cell is contacted with said antisense 
20 nucleic acid by introducing a promoter adjacent to a chromosomal copy of said antisense nucleic 

acid such that said promoter directs the transcription of said antisense nucleic acid. 

109. The method of Paragraph 100, wherein said cell is contacted with said antisense 
nucleic acid by introducing a retron which expresses said antisense nucleic acid into said cell 
population. 

25 110. The method of Paragraph 100, wherein said cell is contacted with said antisense 

nucleic acid by introducing a ribozyme into said cell-population, wherein a binding portion of said 

ribozyme comprises said antisense nucleic acid. 

111. The method of Paragraph 100, wherein said cell is contacted with said antisense 

nucleic acid by introducing a liposome comprising said antisense nucleic acid into said cell. 
30 112. The method of Paragraph 100, wherein said cell is contacted with said antisense 

nucleic acid by electrop oration of said antisense nucleic acid into said ceil. 

113. The method of Paragraph 100, wherein said antisense nucleic acid is a fragment 

comprising at least 10, at least 20, at least 25, at least 30, at least 50 or more than 50 consecutive 

nucleotides of one of SEQ ID NOs.: 1-6213. 
35 114. The method of Paragraph 100 wherein said antisense nucleic acid is a synthetic 

oligonucleotide. 

115. The method of Paragraph 100, wherein said gene comprises a nucleotide sequence 
selected from the group consisting of SEQ ID NOS.: 6214-42397. 
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116. A method for identifying a gene which is required for proliferation of a cell 
comprising: 

(a) contacting a cell with an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, wherein said cell is a 

5 cell other than the organism from which said nucleic acid was obtained; 

(b) determining whether said nucleic acid inhibits proliferation of said cell; and 

(c) identifying the gene in said cell which encodes the mRNA which is 
complementary to said antisense nucleic acid or a portion thereof. 

117. The method of Paragraph 116, wherein said cell is selected from the group 
10 consisting of Staphylococcus species, Streptococcus species, Enterococcus species, Mycobacterium 

species, Clostridium species, and Bacillus species. 

118. The method of Paragraph 116 wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus jumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 

15 Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 

20 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacteiium bovis, 
Mycobacterium leprae, Mycobacteiium tuberculosis, Mycoplasma genitalium, Mycoplasma 

25 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaAs, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 

30 Staphylococcus aureus, Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

119. The method of Paragraph 116, wherein said cell is not E. coli. 

35 120. The method of Paragraph 116, further comprising operably linking said antisense 

nucleic acid to a promoter which is functional in said cell, said promoter being included in a vector, 
and introducing said vector into said cell. 
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121. A method for identifying a compound having the ability to inhibit proliferation of a 
cell comprising: 

(a) identifying a homolog of a gene or gene product whose activity or level is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 

5 consisting of SEQ ID NOs. 1-6213 in a test cell, wherein said test cell is not the cell from 

which said nucleic acid was obtained; 

(b) identifying an inhibitory nucleic acid sequence which inhibits the activity of 
said homolog in said test cell; 

(c) contacting said test cell with a sublethal level of said inhibitory nucleic acid, 
10 thus sensitizing said cell; 

(d) contacting the sensitized cell of step (c) with a compound; and 

(e) determining the degree to which said compound inhibits proliferation of said 
sensitized cell relative to a cell which does not contain said inhibitory nucleic acid. 

122. The method of Paragraph 121, wherein said determining step comprises 
15 determining whether said compound inhibits proliferation of said sensitized test cell to a greater 

extent than said compound inhibits proliferation of a nonsensitized test cell. 

123. The method of Paragraph 121, wherein step (a) comprises identifying a nucleic acid 
homologous to a gene or gene product whose activity or level is inhibited by a nucleic acid selected 
from the group consisting of SEQ ID NOs. 1-6213 or a nucleic acid encoding a homologous 

20 polypeptide to a polypeptide whose activity or level is inhibited by a nucleic acid selected from the 
group consisting of SEQ ID NOs. 1-6213 by using an algorithm selected from the group consisting 
of BLASTN version 2.0 with the default parameters and FASTA version 3.0t78 algorithm with the 
default parameters to identify said homologous nucleic acid or said nucleic acid encoding a 
homologous polypeptide in a database. 

25 124. The method of Paragraph 121 wherein said step (a) comprises identifying a 

homologous nucleic acid or a nucleic acid comprising a sequence of nucleotides encoding a 
homologous polypeptide by identifying nucleic acids which hybridize to said nucleic acid selected 
from the group consisting of SEQ ID NOs. 1-6213 or the complement of said nucleic acid selected 
from the group consisting of SEQ ID NOs. 1-6213. 

30 125. The method of Paragraph 121 wherein step (a) comprises expressing a nucleic acid 

selected from the group consisting of SEQ ID NOs. 1-6213 in said test cell. 

126. The method of Paragraph 121, wherein step (a) comprises identifying a 
homologous nucleic acid or a nucleic acid encoding a homologous polypeptide in a test cell 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 

35 fumigatus, Bacillus anthracis, Barter oides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungomm, Burkholderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kejyr (also called Candida 
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pseudotropicalis), Candida dublinieiisis, Chlamydia ■ pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Closridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans t Enterobacter 
cloacae, Enter ococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
5 Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
10 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteiiae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
15 urealyticum, Vibrio cholerae, Vibrio par ahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

127. The method of Paragraph 121, wherein step (a) comprises identifying a 
homologous nucleic acid or a nucleic acid encoding a homologous polypeptide in a test cell other 
than E. colu 

20 128. The method of Paragraph 121, wherein said inhibitory nucleic acid is an antisense 

nucleic acid. 

129. The method of Paragraph 121, wherein said inhibitory nucleic acid comprises an 
antisense nucleic acid to a portion of said homolog. 

130. The method of Paragraph 121, wherein said inhibitory nucleic acid comprises an 
25 antisense nucleic acid to a portion of the operon encoding said homolog. 

131. The method of Paragraph 121, wherein the step of contacting the cell with a 
sublethal level of said inhibitory nucleic acid comprises directly contacting the surface of said cell 
with said inhibitory nucleic acid. 

132. The method of Paragraph 121, wherein the step of contacting the cell with a 
30 sublethal level of said inhibitory nucleic acid comprises transcribing an antisense nucleic acid 

complementary to at least a portion of the RNA transcribed from said homolog in said cell. 

133. The method of Paragraph 121, wherein said gene product comprises a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

35 134. The method of Paragraph 121, wherein said gene comprises a nucleotide sequence 

selected from the group consisting of SEQ ID NOS.: 6214-42397. 

135. A compound identified using the method of Paragraph 121. 
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136. A method of identifying a compound having the ability to inhibit proliferation 
comprising: 

(a) contacting a test cell with a sublethal level of a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs. 1-6213 or a 
portion thereof which inhibits the proliferation of the cell from which said nucleic acid was 
obtained, thus sensitizing said test cell; 

(b) contacting the sensitized test cell of step (a) with a compound; and 

(c) determining the degree to which said compound inhibits proliferation of said 
sensitized test cell relative to a cell which does not contain said nucleic acid. 

137. The method of Paragraph 136, wherein said determining step comprises 
determining whether said compound inhibits proliferation of said sensitized test cell to a greater 
extent than said compound inhibits proliferation of a nonsensitized test cell. 

138. A compound identified using the method of Paragraph 136. 

139. The method of Paragraph 136, wherein said test cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkfiolderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis. Chlamydia pneumoniae. Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immUis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhal, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium. Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans. Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

140. The method of Paragraph 136, wherein the test cell is not£. coli. 

141 . A method for identifying a compound having activity against a biological pathway 
required for proliferation comprising: 
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(a) sensitizing a cell by providing a sublethal level of an antisense nucleic acid 
complementary to a nucleic acid encoding a gene product required for proliferation, 
wherein the activity or expression of said gene product is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID 

5 NOs.: 1-6213, in said cell to reduce the activity or amount of said gene product; 

(b) contacting the sensitized cell with a compound; and 

(c) determining the degree to which said compound inhibits the growth of said 
sensitized cell relative to a cell which does not contain said antisense nucleic acid. 

142. The method of Paragraph 141, wherein said determining step comprises 
10 determining whether said compound inhibits the growth of said sensitized cell to a greater extent 

than said compound inhibits the growth of a nonsensitized cell. 

143. The method of Paragraph 141, wherein said cell is selected from the group 
consisting of bacterial cells, fungal cells, plant cells, and animal cells. 

144. The method of Paragraph 141, wherein said cell is a Gram positive bacterium. 

15 145. The method of Paragraph 144, wherein said Gram positive bacterium is selected 

from the group consisting of Staphylococcus species, Streptococcus species, Enterococcus species, 
Mycobacterium species, Clostridium species, and Bacillus species. 

146. The method of Paragraph 145, wherein said Gram positive bacterium is 
Staphylococcus aureus. 

20 147. The method of Paragraph 146, wherein said Gram positive bacterium is selected 

from the group consisting of Staphylococcus aureus RN450 and Staphylococcus aureus RN4220. 

148. The method of Paragraph 141, wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fi'agilis, Bordeiella pertussis, Borrelia burgdorferi, BurkJiolderia cepacia, 

25 Burkholdena fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabraia), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Closiiidium difficile, Clostridium perfringens, Coccidioides immitis, 

30 Coiynebacterium diptheriae, Ciyptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

35 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteur ella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
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typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
5 Yersinia pestis and any species falling within the genera of any of the above species. 

149. The method of Paragraph 141, wherein said cell is not an E. coli cell. 

150. The method of Paragraph 141, wherein said gene product is from an organism other 
than E. coli. 

151. The method of Paragraph 141, wherein said antisense nucleic acid is transcribed 
10 from an inducible promoter. 

152. The method of Paragraph 141, further comprising contacting the cell with an agent 
which induces transcription of said antisense nucleic acid from said inducible promoter, wherein 
said antisense nucleic acid is transcribed at a sublethal level. 

153. The method of Paragraph 141, wherein inhibition of proliferation is measured by 
1 5 monitoring the optical density of a liquid culture. 

154. The method of Paragraph 141, wherein said gene product comprises a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

155. The method of Paragraph 141, wherein said nucleic acid encoding said gene 
20 product comprises a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 

6214-42397. 

156. A compound identified using the method of Paragraph 141. 

157. A method for identifying a compound having the ability to inhibit cellular 
proliferation comprising: 

25 (a) contacting a cell with an agent which reduces the activity or level of a gene 

product required for proliferation of said cell, wherein said gene product is a gene product 
whose activity or expression is inhibited by an antisense nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213; 
(b) contacting said cell with a compound; and 

30 (c) determining whether said compound reduces proliferation of said contacted cell 

by acting on said gene product. 

158. The method of Paragraph 157, wherein said determining step comprises 
determining whether said compound reduces proliferation of said contacted cell to a greater extent 
than said compound reduces proliferation of cells which have not been contacted with said agent. 

35 159. The method of Paragraph 157, wherein said cell is selected from the group 

consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burklxolderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
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glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum t 
Clostridium botidinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 

5 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

10 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 

15 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 
160. The method of Paragraph 1 57, wherein said cell is not an E. coli cell. 

20 161. The method of Paragraph 157, wherein said gene product is from an organism other 

than E. coli. 

162. The method of Paragraph 157, wherein said agent which reduces the activity or 

level of a gene product required for proliferation of said cell comprises an antisense nucleic acid to 

a gene or operon required for proliferation. 
25 163. The method of Paragraph 157, wherein said agent which reduces the activity or 

level of a gene product required for proliferation of said cell comprises a compound known to 

inhibit growth or proliferation of a cell. 

164. The method of Paragraph 157, wherein said cell contains a mutation which reduces 

the activity or level of said gene product required for proliferation of said cell. 
30 . 165. The method of Paragraph 157, wherein said mutation is a temperature sensitive 

mutation. 

166. The method of Paragraph 157, wherein said gene product comprises a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ED NOs.: 42398- 
78581. 

35 167. A compound identified using the method of Paragraph 157. 

168. A method for identifying the biological pathway in which a proliferation-required 
gene or its gene product lies, wherein said gene or gene product comprises a gene or gene product 
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whose activity or expression is inhibited by an antisense nucleic acid comprising a sequence 
selected from the group consisting of SEQ ID NOs.: 1.-6213, said method comprising: 

(a) providing a sublethal level of an antisense nucleic acid which inhibits the 
activity of said proliferation-required gene or gene product in a test cell; 
5 (b) contacting said test cell with a compound known to inhibit growth or 

proliferation of a cell, wherein the biological pathway on which said compound acts is 
known; and 

(c) determining the degree to which said proliferation of said test cell is inhibited 
relative to a cell which was not contacted with said compound. 
10 169. The method of Paragraph 168, wherein said determining step comprises 

determining whether said test cell has a substantially greater sensitivity to said compound than a 
cell which does not express said sublethal level of said antisense nucleic acid. 

170. The method of Paragraph 168, wherein said gene product comprises a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 

15 78581. 

171. The method of Paragraph 168, wherein said test cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma margitmle, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi Burldiolderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 

20 glabrata (also called Tondopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis\ Candida 
dubliniensis t Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 

25 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonon-hoeae, Neissena meningitidis, Nocardia asteroides, Pasteurella 

30 haemolydca, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enteiica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenleriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

35 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

172. The method of Paragraph 1 68, wherein said test cell is not an E. coli cell. 
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173. The method of Paragraph 1 68, wherein said gene product is from an organism other 

than E. colL 

174. A method for determining the biological pathway on which a test compound acts 
comprising: 

5 (a) providing a sublethal level of an antisense nucleic acid complementary to a 

proliferation-required nucleic acid in a first cell, wherein the activity or expression of said 
proliferation-required nucleic acid is inhibited by an antisense nucleic acid comprising a 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213 and wherein the 
biological pathway in which said proliferation-required nucleic acid or a protein encoded 

10 by said proliferation-required nucleic acid lies is known, 

(b) contacting said first cell with said test compound; and 

(c) determining the degree to which said test compound inhibits proliferation of 
said first cell relative to a cell which does not contain said antisense nucleic acid. 

175. The method of Paragraph 174, wherein said determining step comprises 
15 determining whether said first cell has a substantially greater sensitivity to said test compound than 

a cell which does not express said sublethal level of said antisense nucleic acid. 

176. The method of Paragraph 174, further comprising: 

(d) providing a sublethal level of a second antisense nucleic acid complementary to 
a second proliferation-required nucleic acid in a second cell, wherein said second 

20 proliferation-required nucleic acid is in a different biological pathway than said 

proliferation-required nucleic acid in step (a); and 

(e) determining whether said second cell does not have a substantially greater 
sensitivity to said test compound than a cell which does not express said sublethal level of 
said second antisense nucleic acid, wherein said test compound is specific for the biological 

25 pathway against which the antisense nucleic acid of step (a) acts if said first cell has a 

substantially greater sensitivity to said test compound than said second cell. 

177. The method of Paragraph 174, wherein said first cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella peHussis, Borrelia burgdorferi, Burkholderia cepacia, 

30 Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Tondopsis glabrata), Candida tropicalis t Candida parapsilosis, Candida 
guilliermondii, Candida lonsei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium Botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 

35 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium' bovis, 
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Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
5 Salmonella cholerasuis, Salmonella enlenca, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
1 0 Yersinia pestis and any species falling within the genera of any of the above species. 

178. The method of Paragraph 174, wherein said first cell is not an E. coli cell. 

179. The method of Paragraph 174, wherein said proliferation-required nucleic acid is 
from an organism other than E. coli. 

180. A purified or isolated nucleic acid comprising a sequence selected from the group 
15 consisting of SEQ ID NOs.: 1-6213. 

181. A compound which interacts with a gene or gene product whose activity or 

» 

expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence of one of 
SEQ ID NOs.: 1-6213 to inhibit proliferation. 

182. The compound of Paragraph 181, wherein said gene product is a polypeptide 
20 comprising one of SEQ ID NOs.: 42398-78581. 

183. The compound of Paragraph 181, wherein said gene comprises a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397. 

184. A compound which interacts with a gene product whose expression is inhibited by 
an antisense nucleic acid comprising a nucleotide sequence of one of SEQ ID NOs.: 1-6213 to 

25 inhibit proliferation. 

185. A method for manufacturing an antibiotic comprising the steps of: 
screening one or more candidate compounds to identify a compound that reduces the 

activity or level of a gene product required for proliferation, said gene product comprising a gene 
product whose activity or expression is inhibited by an antisense nucleic acid comprising a 
30 nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213; and 
manufacturing the compound so identified. 

186. The method of Paragraph 185, wherein said screening step comprises performing 
any one of the methods of Paragraphs 44, 68, 121, 136, 141, and 157. 

187. The method of Paragraph 185, wherein said gene product is a polypeptide 
35 comprising one of SEQ ID NOs:42398-7858l. 

188. A method for inhibiting proliferation of a cell in a subject comprising administering 
an effective amount of a compound that reduces the activity or level of a gene product required for 
proliferation of said cell, said gene product comprising a gene product whose activity or expression 
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is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 to said subject. 

189. The method of Paragraph 188 wherein said subject is selected from the group 
consisting of vertebrates, mammals, avians, and human beings. 
5 190. The method of Paragraph 188, wherein said gene product comprises a polypeptide 

comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

191. The method of Paragraph 188, wherein said cell is selected from the group 
consisting of Acinetobacter bawnannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 

10 anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
BurkJiolderia fungorum, Burldiolderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
gtiilliennondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium aceiobutylicum, 

15 Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, MycobacteHum avium, Mycobacterium bovis^ 

20 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enierica, Salmonella paratyphi, Salmonella typhi, Salmonella 

25 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

30 192. The method of Paragraph 1 88, wherein said cell is not E. coli. 

193. The method of Paragraph 188, wherein said gene product is from an organism other 
than E. coli. 

194. A purified or isolated nucleic acid consisting essentially of the coding sequence of 
one of SEQ ID NOs: 6214-42397. 

35 195. A fragment of the nucleic acid of Paragraph 8, said fragment comprising at least 

10, at least 20, at least 25, at least 30, at least 50 or more than 50 consecutive nucleotides of one of 
SEQ ID NOs: 6214-42397. 
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196. A purified or isolated nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity to a nucleotide sequence selected from the group consisting of SEQ ID 
NOs.: 6214-42397, fragments comprising at least 25 consecutive nucleotides of SEQ ID NOs.: 
6214-42397, the nucleotide sequences complementary to SEQ ID NOs.:6214-42397, and the 
nucleotide sequences complementary to fragments comprising at least 25 consecutive nucleotides 
of SEQ ID NOs.: 6214-42397 as determined using BLASTN version 2.0 with the default 
parameters. 

197. The nucleic acid of Paragraph 196, wherein said nucleic acid is from an organism 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fiingorum, Burkholderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida 
parapsilosis, Candida guiltier mondii, Candida Icrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis. Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhal, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae. Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Sahnonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus. Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio par ahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

198. The nucleic acid of Paragraph 196, wherein said nucleic acid is from an organism 
other than E. coli. 

199. A method of inhibiting proliferation of a cell comprising inhibiting the activity or 
reducing the amount of a gene product in said cell or inhibiting the activity or reducing the amount 
of a nucleic acid encoding said gene product in said cell, wherein said gene product is selected from 
the group consisting of a gene product having having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product whose 
expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from 
the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid having at 
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least 70% nucleotide sequence identity as detennined using BLASTN version 2.0 with the default 
parameters to a nucleic acid encoding a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ ID 
NOs:l-6213, a gene product having at least 25% amino acid identity as determined using FASTA 
5 version 3.0t78 with the default parameters to a gene product whose expression is inhibited by an 
antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 
under stringent conditions, a gene product encoded by a nucleic acid which hybridizes to a nucleic 

10 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 
under moderate conditions, and a gene product whose activity may be complemented by the gene 
product whose activity is inhibited by a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs: 1-6213. 

200. The method of Paragraph 199, wherein said method comprises inhibiting said 

15 activity or reducing said amount of said gene product or inhibiting the activity or reducing the 
amount of a nucleic acid encoding said gene product in an organism selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 

20 glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida . 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Coiynebacteiium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 

25 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tubercidosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

30 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enierica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Sliigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

35 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 
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201. The method of Paragraph 199, wherein said method comprises inhibiting said 
activity or reducing said amount of said gene product or inhibiting the activity or reducing the 
amount of a nucleic acid encoding said gene product in an organism other than E. coli. 

202. The method of Paragraph 199, wherein said gene product is from an organism other 
than E. coli. 

203. The method of Paragraph 199, wherein said gene product comprises a polypeptide 
selected from the group consisting of a polypeptide having at least 25% amino acid identity as 
determined using FASTA version 3.0t78 to a polypeptide selected from the group consisting of 
SEQ ID NOs, 42398-78581 and a polypeptide whose activity may be complemented by a 
polypeptide selected from the group consisting of SEQ ID NOs: 42398-7858 1 

204. The method of Paragraph 199, wherein said gene product is encoded by a nucleic 
acid selected from the group consisting of a nucleic acid comprising a nucleic acid having at least 
70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 
from the group consisting of SEQ ID NOS, 6214-42397 under stringent conditions, and a nucleic 
add comprising a nucloetide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

205. A method for identifying a compound which influences the activity of a gene 
product required for proliferation comprising: 

contacting a candidate compound with a gene product selected from the group 
consisting of a gene product having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a gene product whose expression 
is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs, 1-6213, a gene product encoded by a nucleic acid having 
at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with 
the default parameters to a nucleic acid encoding a gene product whose expression is 
inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs:l-6213, a gene product having at least 25% ammo add 
identny as determined using FASTA version 3.0t78 with the default parameters to a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs, 1-6213, a gene product 
encoded by a nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic 
add selected from the group consisting of SEQ ID NOs, 1-6213 under stringent 
conditions, a gene product encoded by a nucleic acid comprising a nucleotide sequence 
whxch hybndizes to a nucleic ac ld selected from the group consisting of SEQ ID NOs - 1- 
6213 under moderate conditions, and a gene product whose activity may be complemented 
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by the gene product whose activity is inhibited by a nucleic acid selected from the group 
consisting of SEQ ID NOs: 1-6213; and 

determining whether said candidate compound influences the activity of said gene 

product. 

5 206. The method of Paragraph 205, wherein said gene product is from an organism 

selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkliolderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida 

10 parapsilosis, Candida guilliermondii, Candida h-usei, Candida Icejyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Qyptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 

15 Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listena monocytogenes, Moraxella catairhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 

20 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimwium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

25 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

207. The method of Paragraph 205, wherein said gene product is from an organism other 
than E. coli. 

208. The method of Paragraph 205, wherein said gene product is a polypeptide selected 
30 from the group consisting of a polypeptide having at least 25% amino acid identity as determined 

using FASTA version 3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 
42398-78581 and a polypeptide whose activity may be complemented by a polypeptide selected 
from the group consisting of SEQ ED NOs: 42398-78581. 

209. The method of Paragraph 205, wherein said gene product is encoded by a nucleic 
35 acid selected from the group consisting of a nucleic acid comprising a nucleic acid having at least 

70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397, a nucleic acid which hybridizes to a sequence selected from the group consisting of SEQ ID 
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Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobactenum bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus inirabilis, Proteus vulgaris, 

5 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

10 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vidnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

213. The method of Paragraph 211, wherein said target gene or RNA is from an 
organism other than E. coli. 

214. The method of Paragraph 211, wherein said gene product is from an organism other 

15 than E. colL 

215. The method of Paragraph 211, wherein said target is a messenger RNA molecule 
and said activity is translation of said messenger RNA. 

216. The method of Paragraph 211, wherein said compound is a nucleic acid and said 
activity is translation of said gene product. 

20 217." The method of Paragraph 211, wherein said target is a gene and said activity is 

transcription of said gene. 

218. The method of Paragraph 211, wherein said target is a nontranslated RNA and said 
activity is processing or folding of said nontranslated RNA or assembly of said nontranslated RNA 
into a protein/RNA complex. 

25 219. The method of Paragraph 211, wherein said target gene is a messenger RNA 

molecule encoding a polypeptide selected from the group consisting of a polypeptide having at least 
25% amino acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from 
the group consisting of SEQ ED NOs.: 42398-78581 and a polypeptide whose activity may be 
complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42398-78581. 

30 220. The method of Paragraph 11, wherein said target gene comprises a nucleic acid 

selected from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 
nucleic acid which hybridizes to a sequence selected from the group consisting of SEQ ID NOS.: 

35 6214-42397 under stringent conditions, and a nucleic acid which hybridizes to a sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

22 1 . A compound or nucleic acid identified using the method of Paragraph 211. 
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222. A method for identifying a compound which reduces the activity or level of a gene 
product required for proliferation of a cell comprising: 

(a) providing a sublethal level of an antisense nucleic acid complementary to a 
nucleic acid encoding said gene product in a cell to reduce the activity or amount of said 

5 gene product in said cell, thereby producing a sensitized cell, wherein said gene product is 

selected from the group consisting of a gene product having having at least 70% nucleic 
acid identity as determined using BLASTN version 2.0 with the default parameters to a 
gene product whose expression is inhibited by an antisense nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene 

10 product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 

determined using BLASTN version 2.0 with the default parameters to a nucleic acid 
encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs:l- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 

15 version 3.0t78 with the default parameters to a gene product whose expression is inhibited 

by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a 
nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 
of SEQ ID NOs. : 1 -62 1 3 under stringent conditions, a gene product encoded by a nucleic 

20 acid comprising a nucleotide sequence which hybridizes to a nucleic acid comprising a 

nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 under 
moderate conditions, and a gene product whose activity may be complemented by the gene 
product whose activity is inhibited by a nucleic acid selected from the group consisting of 
SEQ ID NOs: 1-6213; 

25 (b) contacting said sensitized cell with a compound; and 

(c) determining the degree to which said compound inhibits the growth of said 
sensitized cell relative to a cell which does not contain said antisense nucleic acid. 

223. The method of Paragraph 222, wherein said determining step comprises 
determining whether said compound inhibits the growth of said sensitized cell to a greater extent 

30 than said compound inhibits the growth of a nonsensitized cell. 

224. The method of Paragraph 222, wherein said sensitized cell is a Gram positive 
bacterium. 

225. The method of Paragraph 224, wherein said Gram positive bacterium is selected 
from the group consisting of Staphylococcus species, Streptococcus species, Enterococcus species, 

35 Mycobacterium species, Clostridium species, and Bacillus species. 

226. The method of Paragraph 225, wherein said bacterium is Staphylococcus aureus, 

227. The method of Paragraph 224, wherein said Staphylococcus species is coagulase 
negative. 
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228. The method of Paragraph 226, wherein said bacterium is selected from the group 
consisting of Staphylococcus aureus RN450 and Staphylococcus aureus RN4220. 

229. The method of Paragraph 222, wherein said sensitized cell is an organism selected 
from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 

5 fitmigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungoram, Burldiolderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida hrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 

10 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Coiynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enter ococcus faecalis, Enierococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 

15 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asieroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 

20 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocotitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

25 230. The method of Paragraph 222, wherein said cell is an organism other than E. colL 

231. The method of Paragraph 222, wherein said gene product is from an organism other 
thani?. colu 

232. The method of Paragraph 222, wherein said antisense nucleic acid is transcribed 
from an inducible promoter. * 

30 233. The method of Paragraph 222, further comprising the step of contacting said cell 

with a concentration of inducer which induces transcription of said antisense nucleic acid to a 
sublethal level. 

234. The method of Paragraph 222, wherein growth inhibition is measured by 
monitoring optical density of a culture medium. 
35 235. The method of Paragraph 222, wherein said gene product is a polypeptide. 

236. The method of Paragraph 235, wherein said polypeptide comprises a polypeptide 
selected from the group consisting of a polypeptide having at least 25% amino acid identity as 
determined using FASTA version 3.0t78 to a polypeptide selected from the group consisting of 
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SEQ ID NOs.: 42398-78581 and a polypeptide whose activity may be complemented by a 
polypeptide selected from the group consisting of SEQ ID NOs: 42398-78581. 

237. The method of Paragraph 222, wherein said gene product is an RNA. 

238. The method of Paragraph 222, wherein said nucleic acid encoding said gene 
5 product comprises a nucleic acid selected from the group consisting of a nucleic acid comprising a 

nucleic acid having at least 70% nucleic acid identity as determined using BLASTN version 2.0 
with the default parameters to a sequence selected from the group consisting of SEQ ID NOS.: 
6214-42397, a nucleic acid which hybridizes to a sequence selected from the group consisting of 
SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid which hybridizes to a 
10 sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under moderate 
condtions. 

239. A compound identified using the method of Paragraph 222. 

240. A method for inhibiting cellular proliferation comprising introducing a compound 
with activity against a gene product or a compound with activity against a gene encoding said gene 

15 product into a population of cells expressing said gene product, wherein said gene product is 
selected from the group consisting of a gene product having at least 70% nucleotide sequence 
identity as determined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.; 1-6213, a gene product encoded by a nucleic 

20 acid having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 
with the default parameters to a nucleic acid encoding a gene product whose expression is inhibited- 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of 
SEQ ID NOs: 1-6213, a gene product having at least 25% amino acid identity as determined using 
FASTA version 3.0t78 with the default parameters to a gene product whose expression is inhibited 

25 by an antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of 
SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a nucleotide sequence 
which hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213 
under stringent conditions, a gene product encoded by a nucleic acid comprising a nucleotide 
sequence which hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1- 

30 6213 under moderate conditions, and a gene product whose activity may be complemented by the 
gene product whose activity is inhibited by a nucleic acid selected from the group consisting of 
SEQ ID NOs: 1-6213. 

241. The method of Paragraph 240, wherein said compound is an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, or a 

3 5 proliferation-inhibiting portion thereof. 

242. The method of Paragraph 240, wherein said proliferation inhibiting portion of one 
of SEQ ID NOs.: 1-6213 is a fragment comprising at least 10, at least 20, at least 25, at least 30, at 
least 50 or more than 51 consecutive nucleotides of one of SEQ ID NOs.: 1-6213. 
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243. The method of Paragraph 240, wherein said population is a population of Gram 
positive bacteria. 

244. The method of Paragraph 243, wherein said population of Gram positive bacteria is 
selected from the group consisting of a population of Staphylococcus species, Streptococcus 

5 species, Enterococcus species, Mycobacterium species, Clostridium species, and Bacillus species. 

245. The method of Paragraph 243, wherein said population is a population of 
Staphylococcus aureus, 

246. The method of Paragraph 245, wherein said population is a population of a 
bacterium selected from the group consisting of Staphylococcus aureus RN450 and Staphylococcus 

10 aureus RN4220. 

247. The method of Paragraph 240, wherein said population is a population of a 
bacterium selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, 
Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter 

15 jejuni, Candida albicans, Candida glabrata (also called Tondopsis glabrata), Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, _ 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 

20 cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, ■ 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

25 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidertnidis, Staphylococcus haemolyticus, Streptococcus 

30 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

248. The method of Paragraph 240, wherein said population is a population of an 
organism other than E. coli. 

35 249. The method of Paragraph 240, wherein said product of said gene is from an 

organism other than E. coli. 

250. The method of Paragraph 240, wherein said gene product is selected from the 
group consisting of a polypeptide having at least 25% amino acid identity as determined using 
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FASTA version 3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42398- 
78581 and a polypeptide whose activity may be complemented by a polypeptide selected from the 
group consisting of SEQ ID NOs: 42398-78581. 

25 1. The method of Paragraph 240, wherein said gene comprises a nucleic acid selected 
from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

252. A preparation comprising an effective concentration of an antisense nucleic acid in 
a pharmaceutically acceptable carrier wherein said antisense nucleic acid is selected from the group 
consisting of a nucleic acid comprising a sequence having at least 70% nucleotide sequence identity 
as determined using BLASTN version 2.0 with the default parameters to a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213 or a proliferation-inhibiting portion 
thereof, a nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected 
from the group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the group . 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions. 

253. The preparation of Paragraph 252, wherein said proliferation-inhibiting portion of 
one of SEQ ID NOs.: 1-6213 comprises at least 10, at least 20, at least 25, at least 30, at least 50 or 
more than 50 consecutive nucleotides of one of SEQ ID NOs.: 1-6213. 

254. A method for inhibiting the activity or expression of a gene in an operon which 
encodes a gene product required for proliferation comprising contacting a cell in a ceil population 
with an antisense nucleic acid comprising at least a proliferation-inhibiting portion of said operon in 
an antisense orientation, wherein said gene product is selected from the group consisting of a gene 
product having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 
with the default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, 
a gene product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
detennined using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a 
gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs:l-6213, a gene product having at least 
25% amino acid identity as determined using FASTA version 3.0t78 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
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group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic acid 
5 selected from the group consisting of SEQ ID NOs: 1 -621 3 . 

255. The method of Paragraph 254, wherein said antisense nucleic acid comprises a 
nucleotide sequence having at least 70% nucleotide sequence identity as determined using 
BLASTN version 2.0 with the default parameters to a nucleotide seqence selected from the group 
consisting of SEQ DD NOs.: 1-6213, a proliferation inhibiting portion thereof, a nucleic acid 

10 comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the group 
consisting of SEQ ID NOs.: 1-6213 under stringent conditions, and a nucleic acid which comprising 
a nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting of SEQ 
ID NOs.: 1-6213 under moderate conditions. 

256. The method of Paragraph 254, wherein said cell is selected from the group 
15 consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 

anthracis, Bacleroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis), Candida 

20 dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immiiis, 
Coiynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 

25 monocytogenes, Moraxella catairhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 

30 Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 

35 Yersinia pestis and any species falling within the genera of any of the above species. 

257. the method of Paragraph 254, wherein said cell is not an E. coli cell. 

258. The method of Paragraph 254, wherein said gene is from an organism other than E. 

coli. 
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259. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a plasmid which transcribes said antisense nucleic acid into said cell 
population. 

260. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a phage which transcribes said antisense nucleic acid into said cell 
population. 

261. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by transcribing said antisense nucleic acid from the chromosome of cells in said cell 
population. 

262. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a promoter adjacent to a chromosomal copy of said antisense nucleic 
acid such that said promoter directs the synthesis of said antisense nucleic acid. 

263. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a retron which expresses said antisense nucleic acid into said cell 
population. 

264. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a ribozyme into said cell-population, wherein a binding portion of said 
ribozyme is complementary to said antisense oligonucleotide. 

265. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a liposome comprising said antisense oligonucleotide into said cell. 

266. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by electroporanon of said antisense nucleic acid into said cell. 

267. The method of Paragraph 254, wherein said antisense nucleic acid has at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a nucleotide sequence comprising at least 10, at least 20, at least 25; at least 30, at least 50 or 
more than 50 consecutive nucleotides of one of SEQ ID NOs.: 1-6213. 

268. The method of Paragraph 254 wherein said antisense nucleic acid is a synthetic 
oligonucleotide. 

269. The method of Paragraph 254, wherein said gene comprises a nucleic acid selected 
from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 
nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

270. A method for identifying a gene which is required for proliferation of a cell 
comprising: 
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(a) contacting a cell with an antisense nucleic acid selected from the group 
consisting of a nucleic acid at least 70% nucleotide sequence identity as determined using 
BLASTN version 2.0 with the default parameters to a nucleotide sequence selected from 
the group consisting of SEQ ID NOs.: 1-6213 or a proliferation-inhibiting portion thereof, a 
5 nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected 

from the group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, and a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected 
from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, wherein 
said cell is a cell other than the organism from which said nucleic acid was obtained; 
10 (b) determining whether said nucleic acid inhibits proliferation of said cell; and 

(c) identifying the gene in said cell which encodes the rnRNA which is 
complementary to said antisense nucleic acid or a portion thereof. 

271. The method of Paragraph 270, wherein said cell is selected from the group 
consisting of Staphylococcus species, Streptococcus species, Enterococcus species, Mycobacterium 

15 species, Clostridium species, and Bacillus species. 

272. The method of Paragraph 270 wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 

20 glabrata (also called Tomlopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 

25 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

30 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimuiium, Shigella boydii. Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

35 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibno vulnificans, Yersinia enterocolitica, 
Yersinia pesiis and any species falling within the genera of any of the above species. 

273. The method of Paragraph 270, wherein said cell is not E. coli. 
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274. The method of Paragraph 270, further comprising operably linking said antisense 
nucleic acid to a promoter which is functional in said cell, said promoter being included in a vector, 
and introducing said vector into said cell. 

275 . A method for identifying a compound having the ability to inhibit proliferation of a 
5 cell comprising: 

(a) identifying a homolog of a gene or gene product whose activity or level is 
inhibited by an antisense nucleic acid in a test cell, wherein said test cell is not the 
microorgaism from which the antisense nucleic acid was obtained, wherein said antisense 
nucleic acid is selected from the group consisting of a nucleic acid having at least 70% 

1 0 nucleotide sequence identity as determined using BLASTN version 2.0 with the default 

parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOs. 1- 
6213, a nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid 
selected from the group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, and 
a nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected 

15 from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions; 

(b) identifying an inhibitory nucleic acid sequence which inhibits the activity of 
said homolog in said test cell; 

(c) contacting said test cell with a sublethal level of said inhibitory nucleic acid, 
thus sensitizing said cell; 

20 (d) contacting the sensitized cell of step (c) with a compound; and 

(e) determining the degree to which said compound inhibits proliferation of said 
sensitized cell relative to a cell which does not express said inhibitory nucleic acid. 

276. The method of Paragraph 275, wherein said determining step comprises 
determining whether said compound inhibits proliferation of said sensitized test cell to a greater 

25 extent than said compound inhibits proliferation of a nonsensitized test cell. 

277. The method of Paragraph 275, wherein step (a) comprises identifying a 
homologous nucleic acid to a gene or gene product whose activity or level is inhibited by a nucleic 
acid having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 
with the default parameters to a nucleotide sequence selected from the group consisting of SEQ ID 

30 NOs. 1-6213 or a nucleic acid encoding a homologous polypeptide to a polypeptide whose activity 
or level is inhibited by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleotide sequence 
selected from the group consisting of SEQ ID NOs. 1-6213 by using an algorithm selected from the 
group consisting of BLASTN version 2.0 with the default parameters and FASTA version 3.0t78 

35 algorithm with the default parameters to identify said homologous nucleic acid or said nucleic acid 
encoding a homologous polypeptide in a database. 

278. The method of Paragraph 275 wherein said step (a) comprises identifying a 
homologous nucleic acid or a nucleic acid encoding a homologous polypeptide by identifying 
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nucleic acids comprising nucleotide sequences which hybridize to said nucleic acid having at least 
70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOs. 1-6213 or 
the complement of the nucleotide sequence of said nucleic acid selected from the group consisting 
5 of SEQ ID NOs. 1-6213. 

279. The method of Paragraph 275 wherein step (a) comprises expressing a nucleic acid 
having at least 70% nucleic acid identity as determined using BLASTN version 2.0 with the default 
parameters to a sequence selected from the group consisting of SEQ ED NOs. 1-6213 in said test 
cell. 

10 280. The method of Paragraph 275, wherein step (a) comprises identifying a 

homologous nucleic acid or a nucleic acid encoding a homologous polypeptide in an test cell 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei t Campylobacter jejuni, 

15 Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida 
parapsilosis, Candida gidlliermondii, Candida hrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicwn, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Coiynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 

20 cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listena monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

25 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

30 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulniflcans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

281. The method of Paragraph 275, wherein . step (a) comprises identifying a 
homologous nucleic acid or a nucleic acid encoding a homologous polypeptide in a test cell other 

35 than E. coli. 

282. The method of Paragraph 275, wherein said inhibitory nucleic acid is an antisense 
nucleic acid. 
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283. The method of Paragraph 275, wherein said inhibitory nucleic acid comprise an 
antisense nucleic acid to a portion of said homolog. 

284. The method of Paragraph 275, wherein said inhibitory nucleic acid comprises an 
antisense nucleic acid to a portion of the operon encoding said homolog. 

285. The method of Paragraph 275, wherein the step of contacting the cell with a 
sublethal level of said inhibitory nucleic acid comprises directly contacting said cell with said 
inhibitory nucleic acid. 

286. The method of Paragraph 275, wherein the step of contacting the cell with a 
sublethal level of said inhibitory nucleic acid comprises expressing an antisense nucleic acid to said 
homolog in said cell. 

287. The method of Paragraph 275, wherein said gene product comprises a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

288. The method of Paragraph 275, wherein said gene comprises a nucleic acid selected 
from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS, 6214-42397 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

289. A compound identified using the method of Paragraph 275. 

290. A method of identifying a compound having the ability to inhibit proliferation 
comprising: 

(a) sensitizing a test cell by contacting said test cell with a sublethal level of an 
antisense nucleic acid, wherein said antisense nucleic acid is selected from the group 
consisting of a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleotide sequence selected 
from the group consisting of SEQ ID NOs. 1-6213 or a portion thereof which inhibits the 
proliferation of the cell from which said nucleic acid was obtained, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs, 1-6213 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group conning of SEQ ID NOs.: 1-6213 under moderate condition^; 

(b) contacting the sensitized test cell of step (a) with a compound; and 

(c) determining the degree to which said compound inhibits proliferation of said 
sensitized test cell relative to a cell which does not contain said antisense nucleic acid. 



48 



WO 02/077183 PCT/US02/09107 

291. The method of Paragraph 290, wherein said determining step comprises 
determining whether said compound inhibits proliferation of said sensitized test cell to a greater 
extent than said compound inhibits proliferation of a nonsensitized test cell. 

292. A compound identified using the method of Paragraph 290. 

5 293. The method of Paragraph 290, wherein said test cell is selected from the group 

consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fi'agilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida parapsilosis, Candida 

10 guilliermondii, Candida Jcrusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Qyptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 

15 Histoplasma capsidatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhal^, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium iuberadosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgans, 

20 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, . 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

25 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

294. The method of Paragraph 290, wherein the test cell is not E. coli. 

295. . A method for identifying a compound having activity against a biological pathway 
required for proliferation comprising: 

30 (a) sensitizing a cell by providing a sublethal level of an antisense nucleic acid 

complementary to a nucleic acid encoding a gene product required for proliferation, 
wherein said gene product is selected from the group consisting of a gene product having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 

35 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 
identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 
acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
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comprising a nucleotide sequence selected from the group consisting ofSEQ ED NOs.l- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
5 consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a 

nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 
of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product 
10 whose activity may be complemented by the gene product whose activity is inhibited by a 

nucleic acid selected from the group consisting of SEQ ID NOs: 1-6213; 

(b) contacting the sensitized cell with a compound; and 

(c) detemiining the extent to which said compound inhibits the growth of said 
sensitized cell relative to a cell which does not contain said antisense nucleic acid. 

15 296. The method of Paragraph 295, wherein said determining step comprises 

determining whether said compound inhibits the growth of said sensitized cell to a greater extent 
than said compound inhibits the growth of a nonsensitized cell. 

297. The method of Paragraph 295, wherein said cell is selected from the group 
consisting of bacterial cells, fungal cells, plant cells, and animal cells. 

20 298. The method of Paragraph 295, wherein said cell is a Gram positive bacterium. 

299. The method of Paragraph 298, wherein said Gram positive bacterium is selected 
from the group consisting of Staphylococcus species, Streptococcus species, Enterococcus species, 
Mycobacterium species, Clostridium species, and Bacillus species. 

300. The method of Paragraph 299, wherein said Gram positive bacterium is 
25 Staphylococcus aureus, 

301. The method of Paragraph 298, wherein said Gram positive bacterium is selected 
from the group consisting of Staphylococcus aureus RN450 and Staphylococcus aureus RN4220. 

302. The method of Paragraph 295, wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginal* Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia 
Burkholderiafungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum 
Clostridium bolulinum, Clostridia difficile, Clostridium perfiingens, Coccidioides immitis 
Corynebacterium diptheriae. Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori 
Histoplasma capsulatum. Klebsiella pneumoniae, Legionella pneumophila, Listeria 
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monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
5 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella Jlexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
10 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans t Yersinia enierocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

303. The method of Paragraph 295, wherein said cell is not an E. coli cell. 

304. The method of Paragraph 295, wherein said gene product is from an organism other 
than E, coli, 

15 305. The method of Paragraph 295, wherein said antisense nucleic acid is transcribed 

from an inducible promoter. 

306. The method of Paragraph 305, further comprising contacting the cell with an agent 
which induces expression of said antisense nucleic acid from said inducible promoter, wherein said 
antisense nucleic acid is expressed at a sublethal level. 
20 307. The method of Paragraph 295, wherein inhibition of proliferation is measured by - 

monitoring the optical density of a liquid culture. 

308. The method of Paragraph 295, wherein said gene product comprises a polypeptide 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with the default 
parameters to a sequence selected from the group consisting of SEQ ID NOs.: 42398-78581. 
25 309. The method of Paragraph 295, wherein said nucleic acid encoding said gene 

product comprises a nucleic acid selected from the group consisting of a nucleic acid comprising a 
nucleic acid having at least 70% nucleotide sequence identity as determined using BLASTN 
version 2.0 with the default parameters to a nucleotide sequence selected from the group consisting 
of SEQ ID NOS.: 6214-42397, a nucleic acid comprising a nucleotide sequence which hybridizes to 
30 a nucleotide sequence selected from the group consisting of SEQ ED NOS.: 6214-42397 under 
stringent conditions, and a nucleic acid comprising a nucleotide sequence which hybridizes to a 
nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under 
moderate condtions. 

310. A compound identified using the method of Paragraph 295 . 
35 311. A method for identifying a compound having the ability to inhibit cellular 

proliferation comprising: 

(a) contacting a cell with an agent which reduces the activity or level of a gene 
product required for proliferation of said cell, wherein said gene product is selected from 
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the group consisting of a gene product having at least 70% nucleotide sequence identity as 
detennined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product having 
at least 25% amino acid identity as determined using FASTA version 3.0t78 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213, a gene product encoded by a nucleic acid comprising a nucleotide sequence which 
hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213 
under stringent conditions, a gene product encoded by a nucleic acid comprising a 
nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 
of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose activity 
may be complemented by the gene product whose activity is inhibited by a nucleic acid 
selected from the group consisting of SEQ ED NOs: 1-6213; 

(b) contacting said cell with a compound; and 

(c) determining the degree to which said compound reduces proliferation of said 
contacted cell relative to a cell which was not contacted with said agent. 

312. The method of Paragraph 311, wherein said detenmriing step comprises 
determining whether said compound reduces proliferation of said contacted cell to a greater extent 
than said compound reduces proliferation of cells which have not been contacted with said agent. 

313. The method of Paragraph 311, wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Bur/diolderia mallei, Campylobacter jejuni, Candida albicans. Candida 
glabrata (also called Torulopsis glabrata), Candida fropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens t Coccidioides imnutis, 
Corynebacteriwn diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
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haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 

5 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus, 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 
314. The method of Paragraph 31 1, wherein said cell is not an E. coli cell. 

10 315. The method of Paragraph 311, wherein said gene product is from an organism other 

than E. coli. 

316. The method of Paragraph 311, wherein said agent which reduces the activity or 

level of a gene product required for proliferation of said cell comprises an antisense nucleic acid to 

a gene or operon required for proliferation. 
15 317. The method of Paragraph 311, wherein said agent which reduces the activity or 

level of a gene product required for proliferation of said cell comprises a compound known to 

inhibit growth or proliferation of a cell. 

318. The method of Paragraph 311, wherein said cell contains a mutation which reduces 

the activity or level of said gene product required for proliferation of said cell. 
20 319. The method of Paragraph 311, wherein said mutation is a temperature sensitive 

mutation. 

320. The method of Paragraph 311, wherein said gene product comprises a gene product 
comprises a polypeptide having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to an amino acid sequence selected from the group 

25 consisting of SEQ ID NOs.: 42398-78581. 

321 . A compound identified using the method of Paragraph 311. 

322. A method for identifying the biological pathway in which a proliferation-required 
gene product or a gene encoding a proliferation-required gene product lies comprising: 

(a) providing a sublethal level of an antisense nucleic acid which inhibits the 
30 activity or reduces the level of said gene encoding a proliferation-required gene product or 

said said proliferation-required gene product in a test cell, wherein said proliferation- 
required gene product is selected from the group consisting of a gene product having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
35 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 
identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 
acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
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comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs:l- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a 
nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 
of SEQ ED NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ED NOs.: 1-6213 under moderate conditions, and a gene product 
whose activity may be complemented by the gene product whose activity is inhibited by a 
nucleic acid selected from the group consisting of SEQ ID NOs: 1-6213; 

(b) contacting said test cell with a compound known to inhibit growth or 
proliferation of a cell, wherein the biological pathway on which said compound acts is 
known; and 

(c) determining the degree to which said compound inhibits proliferation of said 
test cell relative to a cell which does not contain said antisense nucleic acid. 

323. The method of Paragraph 322, wherein said determining step comprises 
determining whether said test cell has a substantially greater sensitivity to said compound than a 
cell which does not express said sublethal level of said antisense nucleic acid. 

324. The method of Paragraph 322, wherein said gene product comprises a polypeptide 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with the default 
parameters to an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

325. The method of Paragraph 322, wherein said test cell is selected from the group 
consisting of Acinetobacter baitmannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Jcrusei, Candida kejyr (also called Candida pseudotropicalis)> Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Cotynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonon-hoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella midtocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
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Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasiiis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
5 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

326. The method of Paragraph 322, wherein said test cell is not an E. coli cell. 

327. The method of Paragraph 322, wherein said gene product is from an organism other 
10 than£. colL 

328. A method for determining the biological pathway on which a test compound acts 
comprising: 

(a) providing a sublethal level of an antisense nucleic acid complementary to a 
proliferation-required nucleic acid in a cell, thereby producing a sensitized cell, wherein 

15 said antisense nucleic acid is selected from the group consisting of a nucleic acid having at 

least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a nucleotide sequence selected from the group consisting of SEQ ID 
NOs:l-6213 or a proliferation-inhibiting portion thereof,a nucleic acid comprising a 
nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 

20 of SEQ ID NOs.: 1-621 3 under stringent conditions, and a nucleic acid comprising a 

nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 
of SEQ ID NOs.: 1-6213 under moderate conditions and wherein the biological pathway in 
which said proliferation-required nucleic acid or a protein encoded by said proliferation- 
required polypeptide lies is known, 

25 (b) contacting said cell with said test compound; and 

(c) determining the degree to which said compound inhibits proliferation of said 
sensitized cell relative to a cell which does not contain said antisense nucleic acid. 

329. The method of Paragraph 328, wherein said determining step comprises 
determining whether said sensitized cell has a substantially greater sensitivity to said test compound 

30 than a cell which does not express said sublethal level of said antisense nucleic acid. 

330. The method of Paragraph 328, further comprising: 

(d) providing a sublethal level of a second antisense nucleic acid complementary to 
a second proliferation-required nucleic acid in a second cell, wherein said second 
proliferation-required nucleic acid is in a different biological pathway than said 

35 proliferation-required nucleic acid in step (a); and 

(e) determining whether said second cell does not have a substantially greater 
sensitivity to said test compound than a cell which does not express said sublethal level of 
said second antisense nucleic acid, wherein said test compound is specific for the biological 
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pathway against which the antisense nucleic acid of step (a) acts if said sensitized cell has 
substantially greater sensitivity to said test compound than said second cell. 

331. The method of Paragraph 328, wherein said sensitized cell is selected from the 
group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, 
Bacillus anihracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia 
cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, 
Candida glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida parapsilosis, 
Candida guilliermondii, Candida Icrusei, Candida kejyr (also called Candida pseudotropicalis), 
Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium 
acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enter vcoccus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Pivteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

332. The method of Paragraph 328, wherein said sensitized cell is not an E. coli cell. 

333. The method of Paragraph 328, wherein said proliferation-required nucleic acid is 
from an organism other than E. coli. 

334. A compound which inhibits proliferation by interacting with a gene encoding a 
gene product required for proliferation or with a gene product required for proliferation, wherein 
said gene product is selected from the group consisting of a gene product having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a gene product whose expression is inhibited by an antisense nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined using 
BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene product whose 
expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from 
the group consisting of SEQ ID NOs: 1-62 13, a gene product having at least 25% amino acid 
identity as determined using FASTA version 3.0t78 with the default parameters to a gene product 
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whose expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the group 
consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic 
5 acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose activity 
may be complemented by the gene product whose activity is inhibited by a nucleic acid selected 
from the group consisting of SEQ ID NOs: 1-621 3. 

335. The compound of Paragraph 334, wherein said gene product comprises a 
10 polypeptide having at least 25% amino acid identity as determined using FASTA version 3.0t78 

with the default parameters to a sequence selected from the group consisting of SEQ ID NOs.: 
42398-78581. 

336. The compound of Paragraph 334, wherein said gene comprises a nucleic acid 
selected from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 

15 nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected 
from the group consisting of SEQ ED NOS.: 6214-42397 under stringent conditions, and a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the ; 

20 group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

337. A method for manufacturing an antibiotic comprising the steps of: 
screening one or more candidate compounds to identify a compound that reduces the 

activity or level of a gene product required for proliferation wherein said gene product is selected 
from the group consisting of a gene product having at least 70% nucleotide sequence identity as 

25 determined using BLASTN version 2.0 with the default parameters to a gene product whose 

expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from 
the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleic acid encoding a gene product whose expression is inhibited by an antisense 

30 nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ ID 

NOs: 1-6213, a gene product having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to a gene product whose expression is inhibited by an 
antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a nucleotide sequence 

35 which hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213 
under stringent conditions, a gene product encoded by a nucleic acid comprising a nucleotide 
sequence which hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1- 
6213 under moderate conditions, and a gene product whose activity may be complemented by the 
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gene product whose activity is inhibited by a nucleic acid selected from the group consisting of 
SEQIDNOs: 1-6213 ; and 

manufacturing the compound so identified. 

338. The method of Paragraph 337, wherein said screening step comprises performing 
any one of the methods of Paragraphs 205, 211, 222, 275, 290, 295, 311. 

339. The method of Paragraph 337, wherein said gene product comprises a polypeptide 
having at least 25% amino acid identity as determined using FASTA version 3,0t78 with the default 
parameters to an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

340. A method for inhibiting proliferation of a cell in a subject comprising administering 
an effective amount of a compound that reduces the activity or level of a gene product required for 
proliferation of said cell, wherein said gene product is selected from the group consisting of a gene 
product having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 
with the default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, 
a gene product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a 
gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-62 13, a gene product having at least 
25% amino acid identity as determined using FASTA version 3.0t78 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic acid 
selected from the group consisting of SEQ ID NOs: 1-6213. 

341. The method of Paragraph 340 wherein said subject is selected from the group 
consisting of vertebrates, mammals, avians, and human beings. 

342. The method of Paragraph 340, wherein said gene product comprises a polypeptide 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with the default 
parameters to an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

343. The method of Paragraph 340, wherein said cell is selected from the group 
consisting of Acinetobacter bawnannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdoiferi, Burkholderia cepacia, 
Burkholderia fangorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
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glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringetis, Coccidioides immitis, 
5 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsidatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

10 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteur ella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 

15 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 
344. The method of Paragraph 340, wherein said cell is not E. coli. 

20 345. The method of Paragraph 340, wherein said gene product is from an organism other . 

than E. coli. 

346. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain in said 
25 culture overexpresses a different gene product which is essential for proliferation of said 

organism, wherein said culture comprises a strain in which a gene product whose activity or 
level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
30 the proliferation of strains of said organism which do not overexpress said gene product on 

which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
35 more rapidly in said culture. 

347. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 
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obtaining a culture comprising a plurality of strains wherein each strain in said 
culture overexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
5 ID NOs.: 6214-42397 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
1 0 gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture. 

348. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

15 obtaining a culture comprising a plurality of strains wherein each strain in said 

culture overexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product comprising an 
amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
overexpressed; 

20 contacting said culture with a sufficient concentration of said compound to inhibit 

the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

25 identifying the gene product which is overexpressed in a strain which proliferated 

more rapidly in said culture. 

349. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain in said 
30 culture overexpresses a different gene product which is essential for proliferation of said 

organism, wherein said culture comprises a strain in which a gene product selected from the 
group consisting of a gene product having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
35 sequence selected from the group consisting of SEQ ED NOs.: 1-6213, a gene product 

encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
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sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
5 ED NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 

acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 

10 activity may be complemented by the gene product whose activity is inhibited by a nucleic 

acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 
1-6213 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 

15 which said compound acts, such that strains which overexpress said gene product on which 

said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture. 

20 350. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain in said 
culture overexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product encoded by a 

25 nucleic acid comprising a nucleotide sequence selected from the group consisting of a 

nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a sequence selected from the group 

30 consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 

comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 
the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
35 the proliferation of strains of said organism which do not overexpress said gene product on 

which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 
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identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture. 

351. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 
5 obtaining a culture comprising a plurality of strains wherein each strain in said 

culture overexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product comprises a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the 
10 group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 

complemented by a polypeptide selected from the group consisting of SEQ 3D NOs: 42938- 
78581 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
15 which said compound acts, such that strains which overexpress said gene product on which 

said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture. 
20 352. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said culture 

includes at least one strain which does not overexpresses a gene product which is essential for 
proliferation of said organism. 

353. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said strains 
which overexpress said gene products comprise a nucleic acid encoding said gene product which is 

25 essential for proliferation of said organism operably linked to a regulatable promoter. 

354. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said strains 
which overexpress said gene products a nucleic acid encoding said gene product which is essential 
for proliferation of said organism operably linked to a constitutive promoter. 

355. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said 
30 identification step comprises determining the nucleotide sequence of a nucleic acid encoding said 

gene product in said cell which proliferated more rapidly in said culture. 

356. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said 
identification step comprises performing an amplification reaction to identify the nucleic acid 
encoding said gene product in said cell which proliferated more rapidly in said cell culture. 

35 357. The method of Paragraph 356, wherein the products of said amplification reaction 

are labeled with a detectable dye. 

358. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said 
identification step comprises performing a hybridization procedure. 
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359. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said 
identification step comprises contacting a nucleic acid array with a nucleic acid encoding said gene 
product in said cell which proliferated more rapidly in said cell culture. 

360. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said organism is 
5 selected from the group consisting of bacteria,, fungi, and protozoa. 

361. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said culture is a 
culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasma 
marginale, Aspergillus jumigatus, Bacillus anthracis, Bacteroides jragilis, Bordetella pertussis, 
Bonelia burgdorferi, Burkholderia cepacia, BurkJtolderia fungorum, Burkholderia mallei, 

10 Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kefyr 
(also called Candida pseudotropicalis\ Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botidinum, Clostridium difficile, Clostridium 
perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 

15 Enter obacter cloacae, Enierococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma ... 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 

20 asteroides, Pasteurella liaemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 

mirabilis, Proteus vulgaris, Pseudomonas aemginosa, Pseudomonas putida, Pseudomonas \ 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 

25 Streptococcus pneumoniae, Streptococcus mutatis, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

362. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said compound 
is obtained from a library of natural compounds. 

30 363. The method of Paragraph 346, 347, 348, 349, 350 or 35 1, wherein said compound 

is obtained from a library of synthetic compounds. 

364. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said compound 
is present in a crude or partially purified state. 

365. The method of Paragraph 346, 347, 348, 349, 350 or 351, further comprising 
35 determining whether said gene product in said strain which proliferated more rapidly in said culture 

has a counterpart in at least one other organism. 

366. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 



WO 02/077183 PCT/US02/09107 

obtaining an array of strains on a solid growth medium wherein each strain 
overexpresses a different gene product which is essential .for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product whose activity or level is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 
5 consisting of SEQ ID NOs.: 1-6213 is overexpressed; 

contacting said array of strains with a sufficient concentration of said compound to 
inhibit the proliferation of strains of said organism which do not overexpress said gene 
product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 
10 overexpress said gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly on said solid medium. 

367. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

15 obtaining an array of strains on a solid growth medium wherein each strain 

overexpresses a different gene product which is essential for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product encoded by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
6214-42397 is overexpressed; 

20 contacting said array of strains with a sufficient concentration of said compound to 

inhibit the proliferation of strains of said organism which do not overexpress said gene 
product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 
overexpress said gene product on which said compound acts; and 

25 identifying the gene product which is overexpressed in a strain which proliferated 

more rapidly on said solid medium. 

368. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining an array of strains on a solid growth medium wherein each strain 
30 overexpresses a different gene product which is essential for proliferation of said organism, 

wherein said culture comprises a strain in which a gene product comprising an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
overexpressed; 

contacting said array of strains with a sufficient concentration of said compound to 
35 inhibit the proliferation of strains of said organism which do not overexpress said gene 

product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 
overexpress said gene product on which said compound acts; and 
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identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly on said solid medium. 

369. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

5 obtaining an array of strains on a solid growth medium wherein each strain 

overexpresses a different gene product which is essential for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product selected from the group 
consisting of a gene product having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a gene product whose expression 

10 is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 

group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid having 
at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with 
the default parameters to a nucleic acid encoding a gene product whose expression is 
inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 

15 group consisting of SEQ ID NOs: 1-6213, a gene product having at least 25% amino acid 

identity as determined using FASTA version 3.0t78 with the default parameters to a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide 

20 sequence selected from the group consisting of SEQ ID NOs.: 1-6213 under stringent . 

conditions, a gene product encoded by a nucleic acid which hybridizes to a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1- 
6213 under moderate conditions, and a gene product whose activity may be complemented 
by the gene product whose activity is inhibited by a nucleic acid comprising a nucleotide 

25 sequence selected from the group consisting of SEQ ID NOs: 1-6213 is overexpressed; 

contacting said array of strains with a sufficient concentration of said compound to 
inhibit the proliferation of strains of said organism which do not overexpress said gene 
product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 

30 overexpress said gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly on said solid medium. 

370. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

35 obtaining an array of strains on a solid growth medium wherein each strain 

overexpresses a different gene product which is essential for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product encoded by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of a nucleic acid 
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comprising a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleotide sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid comprising a 
nucleotide sequence which hybridizes to a sequence selected from the group consisting of 
5 SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid comprising a 

nucleotide sequence which hybridizes to a nucleotide sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is overexpressed; 

contacting said array of strains with a sufficient concentration of said compound to 
inhibit the proliferation of strains of said organism which do not overexpress said gene 
10 product on which said compound acts, such that strains which overexpress said gene 

product on which said compound acts proliferate more rapidly than strains which do not 
overexpress said gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly on said solid medium. 
15 371. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining an array of strains on a solid growth medium wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product comprises a polypeptide 
20 selected from the group consisting of a polypeptide having at least 25% amino acid identity 

as determined using FASTA version 3.0t78 to a polypeptide selected from the group 
consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 
complemented by a polypeptide selected from the group consisting of SEQ 3D NOs: 42938- 
78581 is overexpressed; 

25 contacting said array of strains with a sufficient concentration of said compound to 

inhibit the proliferation of strains of said organism which do not overexpress said gene 
product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 
overexpress said gene product on which said compound acts; and 

30 identifying the gene product which is overexpressed in a strain which proliferated 

more rapidly on said solid medium. 

372. The method of Paragraph 366, 367, 368, 369, 370 or 371, wherein at least one 
strain in said array does not overexpresses a gene product which is essential for proliferation of said 
organism. 

35 373. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures, wherein each culture comprises a plurality of 
strains wherein each strain overexpresses a different gene product which is essential for 
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proliferation of said organism, wherein said culture comprises a strain in which a gene 
product whose activity or level is inhibited by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is overexpressed; 

contacting each of said cultures with a different concentration of said compound; 

5 and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 

374. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

10 obtaining a plurality of cultures, wherein each culture comprises a plurality of 

strains wherein each strain overexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
product encoded by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 6214-42397 is overexpressed; 

15 contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 

375. A method for identifying the gene product on which a compound which inhibits , 
20 proliferation of an organism acts comprising: { 

obtaining a plurality of cultures, wherein each culture comprises a plurality of . 
strains wherein each strain overexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
product comprising an amino acid sequence selected from the group consisting of SEQ ID 
25 NOs.: 42938-78581 is overexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 
30 376. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures, wherein each culture comprises a plurality of 
strains wherein each strain overexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
35 product selected from the group consisting of a gene product having at least 70% nucleotide 

sequence identity as determined using BLASTN version 2.0 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene 
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product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid 
encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 
5 6213, a gene product having at least 25% amino acid identity as determined using FASTA 

version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 

10 consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 

a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene 
product whose activity may be complemented by the gene product whose activity is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 

15 consisting of SEQ ID NOs: 1-6213 is overexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 
20 377. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures, wherein each culture comprises a plurality of 
strains wherein each strain overexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
25 product encoded by a nucleic acid comprising a nucleotide sequence selected from the 

group consisting of a nucleic acid comprising a nucleic acid having at least 70% nucleotide 
sequence identity as determined using BLASTN version 2.0 with the default parameters to 
a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 
nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 
30 from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a 

nucleic acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence 
selected from the group consisting of SEQ ID NOS.: 6214-42397 under moderate 
conditions is overexpressed; 

contacting each of said cultures with a different concentration of said compound; 

35 and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 
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378. A method for identifying the gene product on which a compound which innibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures, wherein each culture comprises a plurality of 
strains wherein each strain overexpresses a different gene product which is essential for 
5 proliferation of said organism, wherein said culture comprises a strain in which a gene 

product comprises a polypeptide selected from the group consisting of a polypeptide having 
at least 25% amino acid identity as determined using FASTA version 3.0t78 to a 
polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 and a 
polypeptide whose activity may be complemented by a polypeptide selected from the group 
10 consisting of SEQ ID NOs: 42938-78581 is overexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 
15 379. The method of Paragraph 373, 374, 375, 376, 377 or 378, wherein at least one 

strain in said plurality of cultures does not overexpress a gene product which is essential for 
proliferation of said organism. 

380. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 346 on a first culture using a first compound; 
20 performing the method of Paragraph 346 on a second culture using a second 

compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

381. A method of profiling a compound's activity comprising: 

25 performing the method of Paragraph 347 on a first culture using a first compound; 

performing the method of Paragraph 347 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

30 382. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 348 on a first culture using a first compound; 
performing the method of Paragraph 348 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
35 second culture. 

383. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 349 on a first culture using a first compound; 
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performing the method of Paragraph 349 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

5 384. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 350 on a first culture using a first compound; 
performing the method of Paragraph 350 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
10 second culture. 

385. A method of profiling a compound' s activity comprising: 

performing the method of Paragraph 35 1 on a first culture using a first compound; 
performing the method of Paragraph 351 on a second culture using a second 
compound; and 

15 comparing the strains identified in said first culture to the strains identified in said 

second culture. 

386. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 

20 array overexpresses a different gene product which is essential for proliferation of an 

organism, wherein said culture comprises a strain in which a gene product whose activity or 
level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 is overexpressed, and wherein said first 
compound and said second compound inhibit the proliferation of said organism; and 

25 comparing the pattern of strains which grow on said first solid medium with the 

pattern of strains which grow on said second solid medium. 

387. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 

30 array overexpresses a different gene product which is essential for proliferation of an 

organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 6214-42397 is overexpressed, and wherein said first compound and said second 
compound inhibit the proliferation of said organism; and 

35 comparing the pattern of strains which grow on said first solid medium with the 

pattern of strains which grow on said second solid medium. 

388. A method of profiling a first compound's activity comprising: 
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growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 
array overexpresses a different gene product which is essential for proliferation of an 
organism, wherein said culture comprises a strain in which a gene product comprising an 

5 amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 

overexpressed, and wherein said first compound and said second compound inhibit the 
proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 

10 389. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 
array overexpresses a different gene product which is essential for proliferation of an 
organism, wherein said culture comprises a strain in which a gene product selected from the 

15 group consisting of a gene product having at least 70% nucleotide sequence identity as 

determined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 

20 using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 

product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 

25 nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 

ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ED NOs.: 
1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 

30 consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 

activity may be complemented by the gene product whose activity is inhibited by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 
1-6213 is overexpressed, and wherein said first compound and said second compound 
inhibit the proliferation of said organism; and 

35 comparing the pattern of strains which grow on said first solid medium with the 

pattern of strains which grow on said second solid medium. 
390. A method of profiling a first compound's activity comprising: 
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growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 
array overexpresses a different gene product which is essential for proliferation of an 
organism, wherein said culture comprises a strain in which a gene product encoded hy a 
5 nucleic acid comprising a nucleotide sequence selected from the group consisting of a 

nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
10 consisting of SEQ ED NOS.: 6214-42397 under stringent conditions, and a nucleic acid 

comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 
the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
overexpressed, and wherein said first compound and said second compound inhibit the 
proliferation of said organism; and 
15 comparing the pattern of strains which grow on said first solid medium with the 

pattern of strains which grow on said second solid medium. 
391. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 
20 array overexpresses a different gene product which is essential for proliferation of an 

organism, wherein said culture comprises a strain in which a gene product comprises a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the 
group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 
25 complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 

78581 is overexpressed, and wherein said first compound and said second compound 
inhibit the proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 
30 392. The method of any one of Paragraphs 380, 381, 382, 383, 384, 385, 386, 387, 388, 

389, 390 or 391, wherein said first compound is present in a crude or partially purified state. 

393. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
35 underexpresses a different gene product which is essential for proliferation of said 

organism, wherein said culture comprises a strain in which a gene product whose activity or 
level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 is underexpressed; 
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contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress said gene 
5 product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more slowly in said culture. 

394. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

10 obtaining a culture comprising a plurality of strains wherein each strain 

underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 6214-42397 is underexpressed; 

15 contacting said culture with a sufficient concentration of said compound to inhibit 

the proliferation of strains of said organism which underexpress said gene product on which 
said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress said gene 
product on which said compound acts; and 

20 identifying the gene product which is underexpressed in a strain which proliferated 

more slowly in said culture. 

395. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
25 underexpresses a different gene product which is essential for proliferation of said 

organism, wherein said culture comprises a strain in which a gene product comprising an 
amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
30 the proliferation of strains of said organism which underexpress said gene product on which 

said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress said gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
35 more slowly in said culture. 

396. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 
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obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product selected from the 
group consisting of a gene product having at least 70% nucleotide sequence identity as 
5 determined using BLASTN version 2.0 with the default parameters to a gene product 

whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
10 product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 

sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
15 ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 

acid comprising a nucleotide sequence selected from the group consisting of SEQ ED NOs.: 
1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ED NOs.: 1-6213 under moderate conditions, and a gene product whose- 
20 activity may be complemented by the gene product whose activity is inhibited by a nucleic 

acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 
1-6213 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
25 said compound acts, such that strains which underexpress said gene product on which said 

compound acts proliferate more slowly than strains which do not underexpress said gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more slowly in said culture. 
30 397. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product encoded by a 
35 nucleic acid comprising a nucleotide sequence selected from the group consisting of a 

nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
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comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 
the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
5 underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress said gene 
10 product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more slowly in said culture. 

398. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 
15 obtaining a culture comprising a plurality of strains wherein each strain 

underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product comprises a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the 
20 group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 

complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
25 said compound acts, such that strains which underexpress said gene product on which said 

compound acts proliferate more slowly than strains which do not underexpress said gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more slowly in said culture. 
30 399. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein at least one 

strain in said culture does not underexpresses a gene product which is essential for proliferation of 
said organism. 

400. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said strains 
which underexpresess said gene products comprise a nucleic acid complementary to at least a 

35 portion of a gene encoding said gene product which is essential for proliferation of said organism 
operably linked to a regulatable promoter. 

401. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said strains 
which underexpress said gene products express an antisense nucleic acid complementary to at least 
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a portion of a gene encoding said gene product which is essential for proliferation of said organism, 
wherein expression of said antisense nucleic acid reduces expression of said gene product in said 
strain. 

402. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said 
5 identification step comprises determining the nucleotide sequence of a nucleic acid encoding said 

gene product in said strain which proliferated more slowly. 

403. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said 
identification step comprises performing an amplification reaction to identify the nucleic acid 
encoding said gene product in said cell which proliferated more slowly. 

10 ■ 404. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein the products of 

said amplification reaction are labeled with a detectable dye. 

405. The method of Paragraph 404, wherein said identification step comprises 
performing a hybridization procedure. 

406. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said 
15 identification step comprises contacting a nucleic acid array with a nucleic acid encoding said gene 

product in said cell which proliferated more slowly. 

407. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said organism is 
selected from the group consisting of bacteria, fungi, protozoa. 

408. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said culture is a 
20 culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasma 

marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 
Borrelia burgdorferi, Burldiolderia cepacia, Burkholderia fungorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kejyr 

25 (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 
perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 

30 Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 

35 syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella iyphimurium, Shigella boydii, Shigella dysentenae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
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Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

409. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said compound 
is obtained from a library of natural compounds. 
5 410. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said compound 

is obtained from a library of synthetic compounds. 

411. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said compound 
is present in a crude or partially purified state. 

412. The method of Paragraph 393, 394, 395, 396, 397 or 398, further comprising 
10 determining whether said gene product in said strain which proliferated more slowly in said culture 

has a counterpart in at least one other organism. 

413. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures, each culture comprising a plurality of strains 
15 wherein each strain underexpresses a different gene product which is essential for 

proliferation of said organism, wherein said culture comprises a strain in which a gene 
product whose activity or level is inhibited by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-62 13 is underexpressed; . 

contacting each of said cultures with a different concentration of said compound; 

20 and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

414. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

25 obtaining a plurality of cultures, each culture comprising a plurality of strains 

wherein each strain underexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
product encoded by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ED NOs.: 6214-42397 is underexpressed; 

30 contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

415. A method for identifying the gene product on which a compound which inhibits 
35 proliferation of an organism acts comprising: 

obtaining a plurality of cultures, each culture comprising a plurality of strains 
wherein each strain underexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
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product comprising an amino acid sequence selected from the group consisting of SEQ ID 
NOs.: 42938-78581 is underexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

5 identifying the gene product which is underexpressed in a strain whose rate of 

proliferation is reduced by said compound. 

416. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures, each culture comprising a plurality of strains 

10 wherein each strain underexpresses a different gene product which is essential for 

proliferation of said organism, wherein said culture comprises a strain in which a gene 
product selected from the group consisting of a gene product having at least 70% nucleotide 
sequence identity as determined using BLASTN version 2.0 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a 

15 nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene 

product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid 
encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 

20 6213, a gene product having at least 25% amino acid identity as determined using FASTA 

version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 

25 consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 

a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene 
product whose activity may be complemented by the gene product whose activity is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 

30 consisting of SEQ ID NOs: 1-6213 is underexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 
35 417. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures, each culture comprising a plurality of strains 
wherein each strain underexpresses a different gene product which is essential for 
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proliferation of said organism, wherein said culture comprises a strain in which a gene 
product encoded by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of a nucleic acid comprising a nucleic acid having at least 70% nucleotide 
sequence identity as determined using BLASTN version 2.0 with the default parameters to 

5 a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 

nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence 
selected from the group consisting of SEQ ID NOS.: 6214-42397 under moderate 

10 conditions is underexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 
15 41 g a method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures, each culture comprising a plurality of strains 
wherein each strain underexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
20 product comprises a polypeptide selected from the group consisting of a polypeptide having 

at least 25% amino acid identity as determined using FASTA version 3.0t78 to a 
polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 and a 
polypeptide whose activity may be complemented by a polypeptide selected from the group 
consisting of SEQ ID NOs: 42938-78581 is underexpressed; 
25 contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 
419. A method of profiling a compound's activity comprising: 
30 performing the method of Paragraph 393 on a first culture using a first compound; 

performing the method of Paragraph 393 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

35 420. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 394 on a first culture using a first compound; 
performing the method of Paragraph 394 on a second culture using a second 
compound; and 
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comparing the strains identified in said first culture to the strains identified in said 
second culture. 

42 1 . A method of profiling a compound's activity comprising: 

performing the method of Paragraph 395 on a first culture using a first compound; 
5 performing the method of Paragraph 395 on a second culture using a second 

compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

422. A method of profiling a compound 1 s activity comprising 

10 performing the method of Paragraph 396 on a first culture using a first compound; 

perfomiing the method of Paragraph 396 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

15 423 . A method of profiling a compound's activity comprising 

performing the method of Paragraph 397 on a first culture using a first compound; 
performing the method of Paragraph 397 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
20 second culture. 

424. A method of profiling a compound 5 s activity comprising 

performing the method of Paragraph 398 on a first culture using a first compound; 
performing the method of Paragraph 398 on a second culture using a second 
compound; and 

25 comparing the strains identified in said first culture to the strains identified in said 

second culture. 

425. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 

30 comprises a plurality of strains wherein each strain underexpresses a different gene product 

which is essential for proliferation of an organism, wherein said culture comprises a strain 
in which a gene product whose activity or level is inhibited by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is 
underexpressed, and wherein said first compound and said second compound inhibit the 

35 proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 

426. A method of profiling a first compound's activity comprising: 
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growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 
comprises a plurality of strains wherein each strain underexpresses a different gene product 
which is essential for proliferation of an organism, wherein said culture comprises a strain 
5 in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 

selected from the group consisting of SEQ ED NOs.: 6214-42397 is underexpressed, and 
wherein said first compound and said second compound inhibit the proliferation of said 
organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
10 pattern of strains which grow on said second solid medium. 

427. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 
comprises a plurality of strains wherein each strain underexpresses a different gene product 
15 which is essential for proliferation of an organism, wherein said culture comprises a strain 

in which a gene product comprising an amino acid sequence selected from the group 
consisting of SEQ ID NOs.: 42938-78581 is underexpressed, and wherein said first 
compound and said second compound inhibit the proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the. 
20 pattern of strains which grow on said second solid medium. 

428. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 
comprises a plurality of strains wherein each strain underexpresses a different gene product 

25 which is essential for proliferation of an organism, wherein said culture comprises a strain 

in which a gene product selected from the group consisting of a gene product having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

30 1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 

identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 
acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 

35 version 3.0t78 with the default parameters to a gene product whose expression is inhibited 

by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
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consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 
a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene 
product whose activity may be complemented by the gene product whose activity is 
5 inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 

consisting of SEQ ID NOs: 1-6213 is underexpressed, and wherein said first compound 
and said second compound inhibit the proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 
10 429. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 
comprises a plurality of strains wherein each strain underexpresses a different gene product 
which is essential for proliferation of an organism , wherein said culture comprises a strain 
15 m which a gene product encoded by a nucleic acid comprising a nucleotide sequence 

selected from the group consisting of a nucleic acid comprising a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a nucleotide sequence selected from the group consisting of SEQ ID 
NOS.: 6214-42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a 
20 sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under stringent 

conditions, and a nucleic acid comprising a nucleotide sequence which hybridizes to a 
nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 
under moderate conditions is underexpressed, and wherein said first compound and said 
second compound inhibit the proliferation of said organism; and 
25 comparing the pattern of strains which grow on said first solid medium with the 

pattern of strains which grow on said second solid medium. 
430. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 
30 comprises a plurality of strains wherein each strain underexpresses a different gene product 

which is essential for proliferation of an organism, wherein said culture comprises a strain 
in which a gene product comprises a polypeptide selected from the group consisting of a 
polypeptide having at least 25% amino acid identity as determined using FASTA version 
3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 
35 and a polypeptide whose activity may be complemented by a polypeptide selected from the 

group consisting of SEQ ID NOs: 42938-78581 is underexpressed, and wherein said first 
compound and said second compound inhibit the proliferation of said organism; and 
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comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 

431. The method of any one of Paragraphs 419, 420, 421, 422, 423, 424, 425, 426, 427, 
428, 429 or 430, wherein said first compound is present in a crude or partially purified state. 
5 432, A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures comprising a plurality of strains wherein each 
strain underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product whose activity or 
10 level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 

group consisting of SEQ ID NOs.: 1-6213 is underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
regulatory agent which regulates the level of expression of said gene products which are 
essential for proliferation of said organism; and 
15 identifying the gene product which is underexpressed in a strain whose rate of 

proliferation is reduced by said compound. 

433. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures comprising a plurality of strains wherein each 
20 strain underexpresses a different gene product which is essential for proliferation of said 

organism, wherein said culture comprises a strain in which a gene product encoded by a ^ 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 62 14-42397 is underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
25 regulatory agent which regulates the level of expression of said gene products which are 

essential for proliferation of said organism; and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

434. A method for identifying the gene product on which a compound which inhibits 
30 proliferation of an organism acts comprising: 

obtaining a plurality of cultures comprising a plurality of strains wherein each 
strain underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product comprising an 
amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
35 underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
regulatory agent which regulates the level of expression of said gene products which are 
essential for proliferation of said organism; and 

83 



WO 02/077183 PCT/US02/09107 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

435. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

5 obtaining a plurality of cultures comprising a plurality of strains wherein each 

strain underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product selected from the 
group consisting of a gene product having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product 

10 whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 

sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 

15 sequence selected from the group consisting of SEQ ID NOs; 1-6213, a gene product 

having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 

20 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic 

25 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 

1-6213 is underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
regulatory agent which regulates the level of expression of said gene products which are 
essential for proliferation of said organism; and 

30 identifying the gene product which is underexpressed in a strain whose rate of 

proliferation is reduced by said compound. 

436. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures comprising a plurality of strains wherein each 
35 strain underexpresses a different gene product which is essential for proliferation of said 

organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of a 
nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
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determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
5 comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 

the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
regulatory agent which regulates the level of expression of said gene products which are 
10 essential for proliferation of said organism; and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

437. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

15 obtaining a plurality of cultures comprising a plurality of strains wherein each 

strain underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product comprises a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the • 

20 group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 

complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
regulatory agent which regulates the level of expression of said gene products which are 

25 essential for proliferation of said organism; and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

438. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

30 comprises a strain in which a gene product whose activity or level is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is 
overexpressed. 

439. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

35 comprises a strain in which a gene product encoded by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 6214-42397 is overexpressed. 

440. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
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comprises a strain in which a gene product comprising an amino acid sequence selected from the 
group consisting of SEQ ID NOs.: 42938-78581 is overexpressed. 

441. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

5 comprises a strain in which a gene product selected from the group consisting of a gene product 
having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a 
gene product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 

10 determined using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a 
gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product having at least 
25% amino acid identity as determined using FASTA version 3.0t78 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 

15 sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a 
nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 

20 activity may be complemented by the gene product whose activity is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1-6213 is 
overexpressed. 

442. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

25 comprises a strain in which a gene product encoded by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of a nucleic acid comprising a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 

30 from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is overexpressed. 

443. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

35 comprises a strain in which a gene product comprises a polypeptide selected from the group 
consisting of a polypeptide having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 
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and a polypeptide whose activity may be complemented by a polypeptide selected from the group 
consisting of SEQ ED NOs: 42938-78581 is overexpressed. 

444. The culture of Paragraph 438, 439, 440, 441, 442 or 443, wherein said strains 
which overexpresess said gene products comprise a nucleic acid encoding said gene product which 

5 is essential for proliferation of said organism operably linked to a regulatable promoter. 

445. The culture of Paragraph 438, 439, 440, 441, 442 or 443, wherein said strains 
which overexpresess said gene products comprise a nucleic acid encoding said gene product which 
is essential for proliferation of said organism operably linked to a constitutive promoter. 

446. The culture of Paragraph 438, 439, 440, 441, 442 or 443, wherein said culture is a 
10 culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasma 

marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 
Borrelia burgdorferi, BurlcJiolderia cepacia, Burkholderia fangorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida iropicalis, Candida parapsilosis, Candida guilliermondii, Candida la-usei, Candida kejyr 

15 (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 
perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, , : 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, ,. 

20 Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma . [ 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella muttocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 

25 syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 

30 enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

447. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
comprises a strain in which a gene product whose activity or level is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is 

35 underexpressed. 

448. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
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comprises a strain in which a gene product encoded by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 6214-42397 is underexpressed. 

449. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

5 comprises a strain in which a gene product comprising an amino acid sequence selected from the 
group consisting of SEQ ID NOs.: 42938-78581 is underexpressed. 

450. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
comprises a strain in which a gene product selected from the group consisting of a gene product 

10 having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a 
gene product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a 

15 gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product having at least 
25% amino acid identity as determined using FASTA version 3.0t78 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 

20 nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a 
nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic acid 

25 comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1-6213 is 
under-expressed. 

451. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
comprises a strain in which a gene product encoded by a nucleic acid comprising a nucleotide 

30 sequence selected from the group consisting of a nucleic acid comprising a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic 

35 acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is underexpressed. 

452. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
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comprises a strain in which a gene product comprises a polypeptide selected from the group 
consisting of a polypeptide having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 
and a polypeptide whose activity may be complemented by a polypeptide selected from the group 
5 consisting of SEQ ED NOs: 42938-78581 is underexpressed. 

453. The culture of Paragraph 447, 448, 449, 450, 451 or 452, wherein said strains 
which underexpress said gene products comprise a nucleic acid encoding said gene product which 
is essential for proliferation of said organism operably linked to a regulatable promoter. 

454. The culture of Paragraph 447, 448, 449, 450, 451 or 452, wherein said strains 
10 which underexpress said gene products comprise a nucleic acid encoding said gene product which 

is essential for proliferation of said organism operably linked to a constitutive promoter. 

455. The culture of Paragraph 447, 448, 449, 450, 451 or 452, wherein said culture is a 
culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasma 
marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 

15 Borrelia burgdorferi, Burldwlderia cepacia, Burkholderia fungorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida h'usei, Candida kejyr 
(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium: 

20 perfi-ingens, Coccidioides immitis, Coiynebacterium diptheriae, Cryptococcus neoformans,. 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 

25 genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 

30 Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

456. A method for identifying the gene product on which a compound which inhibits 
35 proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
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as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 
in which a gene product whose activity or level is inhibited by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is 
5 overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
10 gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

457. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

15 obtaining a culture comprising a plurality of strains wherein each strain 

overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 

20 in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 

selected from the group consisting of SEQ ED NOs.: 6214-42397 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 

25 said compound acts proliferate more rapidly than strains which do not overexpress said 

gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

458. A method for identifying the gene product on which a compound which inhibits 
30 proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
as to include a nucleotide sequence which can be used to generate a unique product 
35 corresponding to each of the overexpressed genes, wherein said culture comprises a strain 

in which a gene product comprising an amino acid sequence selected from the group 
consisting of SEQ ID NOs.: 42938-78581 is overexpressed; 
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contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
5 gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 
459. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 
10 obtaining a culture comprising a plurality of strains wherein each strain 

overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 
15 in which a gene product selected from the group consisting of a gene product having at 

least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence > 
20 identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 

acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
25 by an antisense nucleic acid comprising a nucleotide sequence selected from the group 

consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 
a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 
30 from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene 

product whose activity may be complemented by the gene product whose activity is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs: 1-6213 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
35 the proliferation of strains of said organism which do not overexpress said gene product on 

which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 
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identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

460. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 
in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of a nucleic acid comprising a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a nucleotide sequence selected from the group consisting of SEQ ID 
NOS.: 6214-42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under stringent 
conditions, and a nucleic acid comprising a nucleotide sequence which hybridizes to a 
nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 
under moderate conditions is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

461. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 
in which a gene product comprises a polypeptide selected from the group consisting of a 
polypeptide having at least 25% amino acid identity as determined using FASTA version 
3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 
and a polypeptide whose activity may be complemented by a polypeptide selected from the 
group consisting of SEQ ID NOs: 42938-78581 is overexpressed; 
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contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
5 gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

462. The method of Paragraph 456, 457, 458, 459, 460 or 461, wherein the nucleotide 
sequence of each of the genes encoding an overexpressed gene product has been altered by 

10 replacing the native promoters of said genes with promoters which facilitate overexpression of said 
gene products. 

463. The method of Paragraph 456, 457, 458, 459, 460 or 461, wherein the nucleotide 
sequence of each of the genes encoding an overexpressed gene product has been altered by inserting 
a regulatory element into the native promoters of said genes with a promoter which facilitates 

1 5 overexpression of said gene products. 

464. The method of Paragraph 463, wherein said regulatory element is selected from the 
group consisting of a regulatable promoter, an operator which is recognized by a repressor, a 
nucleotide sequence which is recognized by a transcriptional activator, a transcriptional terminator, 
a nucleotide sequence which introduces a bend in the DNA and an upstream activating sequence. 

20 465. The method of Paragraph 456, 457, 458, 459, 460 or 461, wherein the step of 

identifying the gene product which is overexpressed in a strain which proliferated more rapidly in 
said culture by detecting the unique product corresponding to said gene comprises performing an 
amplification reaction and detecting a unique amplification product corresponding to said gene. 

466. The method of Paragraph 462, wherein the native promoter of each of the genes 
25 encoding a gene product essential for proliferation is replaced with the same promoter. 

467. The method of Paragraph 462, wherein the native promoters of the genes encoding 
gene products essential for proliferation are replaced with a plurality of promoters selected to give a 
desired expression level for each gene product. 

468. The method of Paragraph 462, wherein said promoters which replaced the native 
30 promoters in each strain comprise regulatable promoters. 

469. The method of Paragraph 462, wherein said promoters which replaced the native 
promoters in each strain each strain comprise constitutive promoters. 

470. The method of Paragraph 456, 457, 458, 459, 460 or 461, wherein said organism is 
selected from the group consisting of bacteria, fungi, and protozoa. 

35 471. The method of Paragraph 456, 457, 458, 459, 460 or 461, wherein said culture is a 

culture of an organism selected from the group consisting of Acinetobacter bawnannii, Anaplasma 
marginale, Aspergillus fumigatus, Bacillus anihracis, Bacteroides fragilis, Bordetella pe}-tussis, 
Borrelia burgdorferi, Burkholderia cepacia, Burlcholderia fungorum, Burkholderia mallei, 
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Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida Jcrusei, Candida kefyr 
(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 

5 perfringens, Coccidioides immitis, Corynebacierium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia colt, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 

10 genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroid.es, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 

15 Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus muians, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

472. A method for identifying the gene product on which a compound which inhibits 
20 proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the underexpressed genes has been altered 
so as to include a nucleotide sequence which can be used to generate a unique product 

25 corresponding to each of the underexpressed genes and wherein said culture comprises a 

strain in which a gene product whose activity or level is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1- 
6213 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 

30 the proliferation of strains of said organism which underexpress said gene product on which 

said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 

35 more rapidly in said culture by detecting the unique product corresponding to said gene. 

473. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 
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obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the underexpressed genes has been altered 
so as to include a nucleotide sequence which can be used to generate a unique product 
5 corresponding to each of the underexpressed genes and wherein said culture comprises a 

strain in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 6214-42397 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
10 said compound acts, such that strains which underexpress said gene product on which said 

compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 
15 474. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the underexpressed genes has been altered 
20 so as to include a nucleotide sequence which can be used to generate a unique product . 

corresponding to each of the underexpressed genes, wherein said culture comprises a strain 
in which a gene product comprising an amino acid sequence selected from the group 
consisting of SEQ ID NOs.: 42938-78581 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
25 the proliferation of strains of said organism which underexpress said gene product on which 

said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
30 more rapidly in said culture by detecting the unique product corresponding to said gene. 

475. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
35 and wherein the nucleotide sequence of each of the underexpressed genes has been altered 

so as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the underexpressed genes, wherein said culture comprises a strain 
in which a gene product selected from the group consisting of a gene product having at 
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least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 
5 identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 

acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to a gene product whose expression is inhibited 

10 by an antisense nucleic acid comprising a nucleotide sequence selected from the group 

consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 
a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 

15 from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene 

product whose activity may be complemented by the gene product whose activity is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs: 1-6213 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 

20 the proliferation of strains of said organism which underexpress said gene product on which 

said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 

25 more rapidly in said culture by detecting the unique product corresponding to said gene. 

476. A method for identifying the gene product on winch a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 

30 and wherein the nucleotide sequence of each of the underexpressed genes has been altered 

so as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the underexpressed genes, wherein said culture comprises a strain 
in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of a nucleic acid comprising a nucleic acid having at 

35 least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 

default parameters to a nucleotide sequence selected from the group consisting of SEQ ID 
NOS.: 6214-42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under stringent 
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conditions, and a nucleic acid comprising a nucleotide sequence which hybridizes to a 
nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 
under moderate conditions is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
5 the proliferation of strains of said organism which underexpress said gene product on which 

said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
10 more rapidly in said culture by detecting the unique product corresponding to said gene. 

477. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a " culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
15 and wherein the nucleotide sequence of each of the underexpressed genes has been altered 

so as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the underexpressed genes , wherein said culture comprises a strain 
in which a gene product comprises a polypeptide selected from the group consisting of a 
polypeptide having at least 25% amino acid identity as determined using FASTA version 
20 3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 

and a polypeptide whose activity may be complemented by a polypeptide selected from the 
group consisting of SEQ ID NOs: 42938-78581 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
25 said compound acts, such that strains which underexpress said gene product on which said 

compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 
30 478. The method of Paragraph 472, 473, 474, 475, 476 or 477, wherein the nucleotide 

sequence of each of the genes encoding an underexpressed gene product has been altered by 
replacing the native promoters of said genes with promoters which facilitate underexpression of 
said gene products. 

479. The method of Paragraph 472, 473, 474, 475, 476 or 477, wherein the nucleotide 
35 sequence of each of the genes encoding an underexpressed gene product has been altered by 
inserting a regulatory element into the native promoters of said genes with a promoter which 
facilitates underexpression of said gene products. 
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480. The method of Paragraph 479, wherein said regulatory element is selected from the 
group consisting of a regulatable promoter, an operator which is recognized by a repressor, a 
nucleotide sequence which is recognized by a transcriptional activator, a transcriptional terminator, 
a nucleotide sequence which introduces a bend in the DNA and an upstream activating sequence. 
5 481. The method of Paragraph 472, 473, 474, 475, 476 or 477, wherein the step of 

identifying the gene product which is underexpressed in a strain which proliferated more slowly in 
said culture by detecting the unique product corresponding to said gene comprises performing an 
amplification reaction and detecting a unique amplification product corresponding to said gene. 

482. The method of Paragraph 478, wherein the native promoter of each of the genes 
10 encoding a gene product essential for proliferation is replaced with the same promoter. 

483. The method of Paragraph 478, wherein the native promoters of the genes encoding 
gene products essential for proliferation are replaced with a plurality of promoters selected to give a 
desired expression level for each gene product. 

484. The method of Paragraph 478, wherein said promoters which replaced the native 
1 5 promoters in each strain comprise regulatable promoters . 

485. The method of Paragraph 478, wherein said promoters which replaced the native 
promoters in each strain each strain comprise constitutive promoters. 

486. The method of Paragraph 472, 473, 474, 475, 476 or 477, wherein said organism is 
selected from the group consisting of bacteria, fungi, and protozoa. 

20 487. The method of Paragraph 472, 473, 474, 475, 476 or 477, wherein said culture is a 

culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasma 
marginate, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 
Borrelia burgdoifen, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 

25 Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kefyr 

(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 

trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 

i 

perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neofonnans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 

30 Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 

35 mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
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Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticwn, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enierocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

488. A method for determining the extent to which each of a plurality of strains are 
5 present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism wherein said culture comprises a strain in 

10 which a gene product whose activity or level is inhibited by a nucleic acid comprising a 

nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is 
overexpressed or underexpressed; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the genes which encode said 

15 gene products, wherein the members of said set of primer pairs are designed such that each 

primer pair would yield an amplification product having a length distinguishable from the 
lengths of the amplification products from the other primer pairs if a strain comprising the 
nucleotide sequences complementary to said primer pair is present in said culture or 
collection of strains; and v 

20 determining the lengths of the amplification products obtained in said amplification 

reaction. 

489. A method for detennining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
25 collection of strains wherein said culture or collection of strains comprises a plurality of 

strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism , wherein said culture comprises a strain in 
which a gene product encoded by a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs.: 6214-42397 is overexpressed or 
30 underexpressed; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the genes which encode said 
gene products, wherein the members of said set of primer pairs are designed such that each 
primer pair would yield an amplification product having a length distinguishable from the 
35 lengths of the amplification products from the other primer pairs if a strain comprising the 

nucleotide sequences complementary to said primer pair is present in said culture or 
collection of strains; and 
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determining the lengths of the amplification products obtained in said amplification 
reaction. 

490. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

5 obtaining a nucleic acid sample comprising nucleic acids from a culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism, wherein said culture comprises a strain in 
which a gene product comprising an amino acid sequence selected from the group 

10 consisting of SEQ ID NOs.: 42938-78581 is overexpressed or underexpressed; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the genes which encode said 
gene products, wherein the members of said set of primer pairs are designed such that each 
primer pair would yield an amplification product having a length distinguishable from the 

15 lengths of the amplification products from the other primer pairs if a strain comprising the 

nucleotide sequences complementary to said primer pair is present in said culture or 
collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 

reaction. 

20 491. A method for determining the extent to which each of a plurality of strains are 

present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 

25 is required for proliferation of said organism , wherein said culture comprises a strain in 

which a gene product selected from the group consisting of a gene product having at least 
70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

30 1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 

identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 
acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 

35 version 3.0t78 with the default parameters to a gene product whose expression is inhibited 

by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
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consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 
a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ED NOs.: 1-6213 under moderate conditions, and a gene 
product whose activity may be complemented by the gene product whose activity is 
5 inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 

consisting of SEQ ID NOs: 1-6213 is overexpressed or underexpressed; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the genes which encode said 
gene products, wherein the members of said set of primer pairs are designed such that each 

10 primer pair would yield an amplification product having a length distinguishable from the 

lengths of the amplification products from the other primer pairs if a strain comprising the 
nucleotide sequences complementary to said primer pair is present in said culture or 
collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 

15 reaction. 

492. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 

20 strains wherein each strain overexpresses or underexpresses a different gene product which •{ 

is required for proliferation of said organism , wherein said culture comprises a strain in , 
which a gene product encoded by a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default 

25 parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 

6214-42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under stringent 
conditions, and a nucleic acid comprising a nucleotide sequence which hybridizes to a 
nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 

30 under moderate conditions is overexpressed or underexpressed; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the genes which encode said 
gene products, wherein the members of said set of primer pairs are designed such that each 
primer pair would yield an amplification product having a length distinguishable from the 

35 lengths of the amplification products from the other primer pairs if a strain comprising the 

nucleotide sequences complementary to said primer pair is present in said culture or 
collection of strains; and 
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determining the lengths of the amplification products obtained in said amplification 
reaction. 

493. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

5 obtaining a nucleic acid sample comprising nucleic acids from a culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism , wherein said culture comprises a strain in 
which a gene product comprising a polypeptide selected from the group consisting of a 

10 polypeptide having at least 25% amino acid identity as determined using FASTA version 

3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 
and a polypeptide whose activity may be complemented by a polypeptide selected from the 
group consisting of SEQ ID NOs: 42938-78581 is overexpressed or underexpressed; 

performing an amplification reaction using a set of primer pairs which are 

15 complementary to nucleotide sequences within or adjacent to the genes which encode said 

gene products, wherein the members of said set of primer pairs are designed such that each 
primer pair would yield an amplification product having a length distinguishable from the 
lengths of the amplification products from the other primer pairs if a strain comprising the 
nucleotide sequences complementary to said primer pair is present in said culture or 

20 collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 
reaction. 

494. The method of Paragraph 488, 489, 490, 491, 492 or 493, wherein one member of 
each primer pair for each of said genes is labeled with a detectable dye. 
25 495. The method of Paragraph 488, 489, 490, 491, 492 or 493, wherein: 

said nucleic acid sample is divided into N aliquots; and 

said amplification reaction is performed on each aliquot using primer pairs 
complementary to nucleotide sequences within or adjacent to 1/N of the genes which 
encode said gene products, wherein one of the members of each primer pair in each aliquot 
30 is labeled with a dye and wherein the dyes on the primers in each aliquot are 

distinguishable from one another. 

496. The method of Paragraph 494, further comprising pooling the amplification 
products from each of the aliquots prior to determining the lengths of the amplification products. 

497. The method of Paragraph 488, 489, 490, 491, 492 or 493, wherein the native 
35 promoters of said genes which encode said gene products have been replaced with a regulatable 

promoter and one of the primers in said primer pairs is complementary to a nucleotide sequence 
within said regulatable promoter. 
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498. The method of Paragraph 496, wherein the native promoters for each of said genes 
were replaced with the same regulatable promoter. 

499. The method of Paragraph 496, wherein more than one regulatable promoter was 
used to replace the promoters of said genes such that some of said genes are under the control of a 

5 different regulatable promoter. 

500. A method for identifying the target of a compound which inhibits the proliferation 

of an organism comprising: 

obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 

10 strains wherein each strain overexpresses or underexpresses a different gene product which 

is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

obtaining a second nucleic acid sample comprising nucleic acids from a second 
culture or collection of strains wherein said culture or collection of strains comprises the 

15 same sixains as said first culture or collection of strains wherein said second culture or 

collection of strains has not been contacted with said compound; 

performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 

20 are designed such that each primer pair would yield an amplification product having a 

length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 

25 using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding 

30 to said amplification product is the target of said compound if said culture or strain 

overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 

35 cultures or collection of strains comprise a strain in which a gene product whose activity or 

level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ED NOs.: 1-6213 is overexpressed or underexpressed. 
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501. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 

obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
5 strains wherein each strain overexpresses or underexpresses a different gene product which 

is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

obtaining a second nucleic acid sample comprising nucleic acids from a second 
culture or collection of strains wherein said culture ot collection of strains comprises the 
10 same strains as said first culture or collection of strains wherein said second culture or 

collection of strains. has not been contacted with said compound; 

performing a first amplification reaction on said first nucleic acid, sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 
15 are designed such that each primer pair would yield an amplification product having a 

length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 
20 using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding 
25 to said amplification product is the target of said compound if said culture or strain 

overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 
30 cultures or collection of strains comprise a strain in which a gene product encoded by a 

nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 6214-42397 is overexpressed or underexpressed. 

502. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 
35 obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
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is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

obtaining a second nucleic acid sample comprising nucleic acids from a second 
culture or collection of strains wherein said culture or collection of strains comprises the 
5 same strains as said first culture or collection of strains wherein said second culture or 

collection of strains has not been contacted with said compound; 

performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 
10 are designed such that each primer pair would yield an amplification product having a 

length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 
15 using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding ■ 
20 to said amplification product is the target of said compound if said culture or strain 

overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 
25 cultures or collection of strains comprise a strain in which a gene product comprising an 

amino acid sequence selected from the group consisting of SEQ ED NOs.: 42938-78581 is 
overexpressed or underexpressed. 

503. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 

30 obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

35 obtaining a second nucleic acid sample comprising nucleic acids from a second 

culture or collection of strains wherein said culture or collection of strains comprises the 
same strains as said first culture or collection of strains wherein said second culture or 
collection of strains has not been contacted with said compound; 
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performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 
are designed such that each primer pair would yield an amplification product having a 

5 length distinguishable from the lengths of the amplification products from the other primer 

pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 
using the same set of primer pairs used in said first amplification reaction; 

10 and comparing the amount of each amplification product in said first amplification 

reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding 
to said amplification product is the target of said compound if said culture or strain 

15 overexpresses said gene products and a decreased level of of an amplification product in 

said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 
cultures or collection of strains comprise a strain in which a gene product selected from the 

20 group consisting of a gene product having at least 70% nucleotide sequence identity as 

determined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as detennined 

25 using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 

product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 

30 nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 

ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 

35 consisting of SEQ ED NOs.: 1-6213 under moderate conditions, and a gene product whose 

activity may be complemented by the gene product whose activity is inhibited by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 
1-6213 is overexpressed or underexpressed. 
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504. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 

obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
5 strains wherein each strain overexpresses or underexpresses a different gene product which 

is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

obtaining a second nucleic acid sample comprising nucleic acids from a second 
culture or collection of strains wherein said culture or collection of strains comprises the 
10 same strains as said first culture or collection of strains wherein said second culture or 

collection of strains has not been contacted with said compound; 

performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 
15 are designed such that each primer pair would yield an amplification product having a 

length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 
20 using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding 
25 to said amplification product is the target of said compound if said culture or strain 

overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 
30 cultures or collection of strains comprise a strain in which a gene product encoded by a 

nucleic acid comprising a nucleotide sequence selected from the group consisting of a 
nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ED NOS.: 6214-42397, a nucleic acid 
35 comprising a nucleotide sequence which hybridizes to a sequence selected from the group 

consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 
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the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
overexpressed or underexpressed. 

505. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 

obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each stain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

obtaining a second nucleic acid sample comprising nucleic acids from a second 
culture or collection of strains wherein said culture or collection of strains comprises the 
same strains as said first culture or collection of strains wherein said second culture or 
collection of strains has not been contacted with said compound; 

performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 
are designed such that each primer pair would yield an amplification product having a 
length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 
using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding 
to said amplification product is the target of said compound if said culture or strain 
overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 
culture or collection of strains comprise a strain in which a gene product comprising a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the 
group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 
complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is overexpressed or underexpressed. 
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506. The method of Paragraph 500, 501, 502, 503, 504 or 505, wherein one member of 
each primer pair for each of said genes is labeled with a detectable dye. 

507. The method of Paragraph 500, 501, 502, 503, 504 or 505, wherein the native 
promoters of said genes which encode said gene products have been replaced with a regulatable 

5 promoter and one of the primers in said primer pairs is complementary to a nucleotide sequence 
within said regulatable promoter. 

508. The method of Paragraph 500, 501, 502, 503, 504 or 505, wherein the native 
promoters for each of said genes were replaced with the same regulatable promoter. 

509. The method of Paragraph 500, 501, 502, 503, 504 or 505, wherein more than one 
10 regulatable promoter was used to replace the promoters of said genes such that some of said genes 

are under the control of a different regulatable promoter. 

510. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
15 collection of strains wherein said culture or collection of strains comprises a plurality of 

strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the nucleic acids which 
20 encode said antisense nucleic acids, wherein the members of said set of primer pairs are 

designed such that each primer pair would yield an amplification product having a length 
distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 
in said culture or collection of strains; and 
25 determining the lengths of the amplification products obtained in said amplification 

reaction, wherein said culture comprises a strain in which a gene product whose activity or 
level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 is overexpressed or underexpressed. 

511. A method for determining the extent to which each of a plurality of strains are 
30 present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 
35 performing an amplification reaction using a set of primer pairs which are 

complementary to nucleotide sequences within or adjacent to the nucleic acids which 
encode said antisense nucleic acids, wherein the members of said set of primer pairs are 
designed such that each primer pair would yield an amplification product having a length 
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distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 
in said culture or collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 
5 reaction, wherein said culture comprises a strain in which a gene product encoded by a 

nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 6214-42397 is overexpressed or underexpressed. 

512. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

10 obtaining a nucleic acid sample comprising nucleic acids from a culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 

performing an amplification reaction using a set of primer pairs which are 

15 complementary to nucleotide sequences within or adjacent to the nucleic acids which 

encode said antisense nucleic acids, wherein the members of said set of primer pairs are 
designed such that each primer pair would yield an amplification product having a length 
distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 

20 in said culture or collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 
reaction, wherein said culture comprises a strain in which a gene product comprising an 
amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
overexpressed or underexpressed. 

25 513. A method for detemiining the extent to which each of a plurality of strains are 

present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which transcribe an antisense nucleic acid complementary to a different gene 

30 product which is required for proliferation of said organism; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the nucleic acids which 
encode said antisense nucleic acids, wherein the members of said set of primer pairs are 
designed such that each primer pair would yield an amplification product having a length 

35 distinguishable from the lengths of the amplification products from the other primer pairs if 

a strain comprising the nucleotide sequences complementary to said primer pair is present 
in said culture or collection of strains; and 
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determining the lengths of the amplification products obtained in said amplification 
reaction, wherein said culture comprises a strain in which a gene product selected from the 
group consisting of a gene product having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product 
5 whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 

sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 

10 sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product 

having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 

15 acid comprising a nucleotide sequence selected from the group consisting of SEQ ED NOs.: 

1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic . 

20 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: #■ 

1 -62 1 3 is overexpressed or underexpressed. 

514. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 

25 collection of strains wherein said culture or collection of strains comprises a plurality of 

strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the nucleic acids which 

30 encode said antisense nucleic acids, wherein the members of said set of primer pairs are 

designed such that each primer pair would yield an amplification product having a length 
distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 
in said culture or collection of strains; and 

35 determining the lengths of the amplification products obtained in said amplification 

reaction, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of a 
nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
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determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
5 comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 

the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
overexpressed or underexpressed. 

515. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 
10 obtaining a nucleic acid sample comprising nucleic acids from a culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 

performing an amplification reaction using a set of primer pairs which are 
15 complementary to nucleotide sequences within or adjacent to the nucleic acids which 

encode said antisense nucleic acids, wherein the members of said set of primer pairs are 
designed such that each primer pair would yield an amplification product having a length 
distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 
20 in said culture or collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 
reaction, wherein said culture comprises a strain in which a gene product comprising a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the 
25 group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 

complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is overexpressed or underexpressed. 

516. The method of Paragraph 510, 511, 512, 513, 514 or 515, wherein one member of 
each primer pair for each of said genes is labeled with a detectable dye. 
30 517. The method of Paragraph 510, 511, 512, 513, 514 or 515, wherein: 

said nucleic acid sample is divided into N aliquots; and 

said amplification reaction is performed on each aliquot using primer pairs 
complementary to nucleotide sequences within or adjacent to 1/N of the genes which 
encode said gene products, wherein one of the members of each primer pair in each aliquot 
35 is labeled with a dye and wherein the dyes on the primers in each aliquot are 

distinguishable from one another. 

518. The method of Paragraph 517, further comprising pooling die amplification 
products from each of the aliquots prior to determining the lengths of the amplification products. 
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519. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 

5 strains which overexpress or underexpress a different gene product which is required for 

proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
to nucleotide sequences within or adjacent to the genes which encode said gene products, 
wherein said primer pairs are designed such that each primer pair would yield an 

10 amplification product which is distinguishable from the amplification products produced by 

the other primer pairs on the a basis selected from the group consisting of length, detectable 
label and both length and detectable label if a strain comprising the nucleotide sequences 
complementary to said primer pair is present in said culture or collection of strains; and 

identifying the amplification products obtained in said amplification reaction, 

15 wherein said culture comprises a strain in which a gene product whose activity or level is 

inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 is overexpressed or underexpressed. 

520. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

20 obtaining a nucleic acid sample comprising nucleic acids from a culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which overexpress or underexpress a different gene product which is required for 
proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
25 to nucleotide sequences within or adjacent to the genes which encode said gene products, 

wherein said primer pairs are designed such that each primer pair would yield an 
amplification product which is distinguishable from the amplification products produced by 
the other primer pairs on the a basis selected from the group consisting of length, detectable 
label and both length and detectable label if a strain comprising the nucleotide sequences 
30 complementary to said primer pair is present in said culture or collection of strains; and 

identifying the amplification products obtained in said amplification reaction, 
wherein said culture comprises a strain in which a gene product encoded by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
62 14-42397 is overexpressed or underexpressed. 
35 521. A method for determining the extent to which each of a plurality of strains are 

present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
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strains which overexpress or underexpress a different gene product which is required for 
proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
to nucleotide sequences within or adjacent to the genes which encode said gene products, 
5 wherein said primer pairs are designed such that each primer pair would yield an 

amplification product which is distinguishable from the amplification products produced by 
the other primer pairs on the a basis selected from the group consisting of length, detectable 
label and both length and detectable label if a strain comprising the nucleotide sequences 
complementary to said primer pair is present in said culture or collection of strains; and 
10 identifying the amplification products obtained in said amplification reaction, 

wherein said culture comprises a strain in which a gene product comprising an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
overexpressed or underexpressed. 

522. A method for determining the extent to which each of a plurality of strains are 

15 present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which oyerexpress or underexpress a different gene product which is required for 
proliferation of said organism; 

20 performing an amplification reaction using primer pairs which are complementary 

to nucleotide sequences within or adjacent to the genes which encode said gene products, 
wherein said primer pairs are designed such that each primer pair would yield an 
amplification product which is distinguishable from the amplification products produced by 
the other primer pairs on the a basis selected from the group consisting of length, detectable 

25 label and both length and detectable label if a strain comprising the nucleotide sequences 

complementary to said primer pair is present in said culture or collection of strains; and 

identifying the amplification products obtained in said amplification reaction, 
wherein said culture comprises a stain in which a gene product selected from the group 
consisting of a gene product having at least 70% nucleotide sequence identity as determined 

30 using BLASTN version 2.0 with the default parameters to a gene product whose expression 

is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid having 
at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with 
the default parameters to a nucleic acid encoding a gene product whose expression is 

35 inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 

group consisting of SEQ ID NOs: 1-6213, a gene product having at least 25% amino acid 
identity as determined using FASTA version 3.0t78 with the default parameters to a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
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sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ED NOs.: 1-6213 under stringent 
conditions, a gene product encoded by a nucleic acid which hybridizes to a nucleic acid 
5 comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1- 

6213 under moderate conditions, and a gene product whose activity may be complemented 
by the gene product whose activity is inhibited by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213 is overexpressed or 
underexpressed, 

10 523. A method for determining the extent to which each of a plurality of strains are 

present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which overexpress or underexpress a different gene product which is required for 

1 5 proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
to nucleotide sequences within or adjacent to the genes which encode said gene products, 
wherein said primer pairs are designed such that each primer pair would yield an 
amplification product which is distinguishable from the amplification products produced by 

20 the other primer pairs on the a basis selected from the group consisting of length, detectable 

label and both length and detectable label if a strain comprising the nucleotide sequences 
complementary to said primer pair is present in said culture or collection of strains; and 

identifying the amplification products obtained in said amplification reaction, 
wherein said culture comprises a strain in which a gene product encoded by a nucleic acid 

25 comprising a nucleotide sequence selected from the group consisting of a nucleic acid 

comprising a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2,0 with the default parameters to a nucleotide sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid comprising a 
nucleotide sequence which hybridizes to a sequence selected from the group consisting of 

30 SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid comprising a 

nucleotide sequence which hybridizes to a nucleotide sequence selected from the group 
consisting of SEQ ED NOS.: 6214-42397 under moderate conditions is overexpressed or 
underexpressed. 

524. A method for determining the extent to which each of a plurality of strains are 
35 present in a culture or collection of strains comprising: J 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
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strains which overexpress or underexpress a different gene product which is required for 
proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
to nucleotide sequences within or adjacent to the genes which encode said gene products, 
5 wherein said primer pairs are designed such that each primer pair would yield an 

amplification product which is distinguishable from the amplification products produced by 
the other primer pairs on the a basis selected from the group consisting of length, detectable 
label and both length and detectable label if a strain comprising the nucleotide sequences 
complementary to said primer pair is present in said culture or collection of strains; and 

10 identifying the amplification products obtained in said amplification reaction, 

wherein said culture comprises a strain in which a gene product comprising a polypeptide 
selected from the group consisting of a polypeptide having at least 25% amino acid identity 
as determined using FASTA version 3.0t78 to a polypeptide selected from the group 
consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 

15 complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 

7858 1 is overexpressed or underexpressed. 

525. The method of Paragraph 519, 520, 521, 522, 523 or 524, wherein said primer pairs 
are divided into at least two sets, each primer pair comprises a primer which is labeled with a 
distinguishable dye, and the distinguishable dye used to label each set of primer pairs is 

20 distinguishable from the dye used to label the other sets of primer pairs. 

526. The method of Paragraph 519, 520, 521, 522, 523 or 524, wherein: 
said nucleic acid sample is divided into N aliquots; and 

said amplification reaction is performed on each aliquot using primer pairs 
complementary to nucleotide sequences within or adjacent to 1/N of the genes which 
25 encode said gene products, wherein one of the members of each primer pair in each aliquot 

is labeled with a dye and wherein the dyes on the primers in each aliquot are 
distinguishable from one another. 

527. The method of Paragraph 526, further comprising pooling the amplification 
products from each of the aliquots prior to determining the lengths of the amplification products. 

30 528. The method of Paragraph 519, 520, 521, 522, 523 or 524, wherein the native 

promoters of said genes which encode said gene products have been replaced with a regulatable 
promoter and one of the primers in said primer pairs is complementary to a nucleotide sequence 
within said regulatable promoter. 

529. The method of Paragraph 528, wherein the native promoters for each of said genes 
35 were replaced with the same regulatable promoter. 

530. The method of Paragraph 528, wherein more than one regulatable promoter was 
used to replace the promoters of said genes such that some of said genes are under the control of a 
different regulatable promoter. 
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Petitions 

By "biological pathway" is meant any discrete cell function or process that is carried out by 

a gene product or a subset of gene products. Biological pathways include anabolic, catabolic, 

enzymatic, biochemical and metabolic pathways as well as pathways involved in the production of 
5 cellular structures such as cell walls. Biological pathways that are usually required for proliferation 

of cells or microorganisms include, but are not limited to, cell division, DNA synthesis and 

replication, RNA synthesis (transcription), protein synthesis (translation), protein processing, 

protein transport, fatty acid biosynthesis, electron transport chains, cell wall synthesis, cell 

membrane production, synthesis and maintenance, and the like. 
10 By "inhibit activity of a gene or gene product" is meant having the ability to interfere with 

the function of a gene or gene product in such a way as to decrease expression of the gene, in such a 

way as to reduce the level or activity of a product of the gene or in such a way as to inhibit the 

interaction of the gene or gene product with other biological molecules required for its activity. 

Agents which inhibit the activity of a gene include agents that inhibit transcription of the gene, 
15 agents that inhibit processing of the transcript of the gene, agents that reduce the stability of the 

transcript of the gene, and agents that inhibit translation of the mRNA transcribed from the gene. 

In microorganisms, agents which inhibit the activity of a gene can act to decrease expression of the 

operon in which the gene resides or alter the folding or processing of operon RNA so as to reduce ■ . 

the level or activity of the gene product. The gene product can be a non-translated RNA such as . 
20 ribosomal RNA, a translated RNA (mRNA) or the protein product resulting from translation of the 

gene mRNA. Of particular utility to the present invention are antisense RNAs that have activities 

against the operons or genes to which they specifically hybridze. 

By "activity against a gene product" is meant having the ability to inhibit the function or to 

reduce the level or activity of the gene product in a cell. This includes, but is not limited to, 
25 inhibiting the enzymatic activity of the gene product or the ability of the gene product to interact 

with other biological molecules required for its activity, including inhibiting the gene product's 

assembly into a multimeric structure. 

By "activity against a protein" is meant having the ability to inhibit the function or to 

reduce the level or activity of the protein in a cell. This includes, but is not limited to, inhibiting the 
30 enzymatic activity of the protein or the ability of the protein to interact with other biological 

molecules required for its activity, including inhibiting the protein's assembly into a multimeric 

structure. 

By "activity against a nucleic acid" is meant having the ability to inhibit the function or to 
reduce the level or activity of the nucleic acid in a cell. This includes, but is not limited to, 
35 inhibiting the ability of the nucleic acid interact with other biological molecules required for its 
activity, including inhibiting the nucleic acid's assembly into a multimeric structure. 
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By "activity against a gene" is meant having the ability to inhibit the function or expression 

of the gene in a cell. This includes, but is not limited to, inhibiting the ability of the gene to interact 

with other biological molecules required for its activity. 

By "activity against an operon" is meant having the ability to inhibit the function or reduce 
5 the level of one or more products of the operon in a cell. This includes, but is not limited to, 

inhibiting the en2ymatic activity of one or more products of the operon or the ability of one or more 

products of the operon to interact with other biological molecules required for its activity. 

By "antibiotic" is meant an agent which inhibits the proliferation of a cell or 

microorganism. 

10 By "E. coli or Escherichia coli" is meant Escherichia coli or any organism previously 

categorized as a species of Shigella including Shigella boydii, Shigella flexneri, Shigella 
dysenteriae, Shigella sonnei, Shigella 2A. 

By "homologous coding nucleic acid" is meant a nucleic acid homologous to a nucleic acid 
encoding a gene product whose activity or level is inhibited by a nucleic acid selected from the 

15 group consisting of SEQ ID NOs.: 1-6213 or a portion thereof. In some embodiments, the 
homologous coding nucleic acid may have at least 97%, at least 95%, at least 90%, at least 85%, at 
least 80%, or at least 70% nucleotide sequence identity to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42,397 and fragments comprising at least 10, 15, 20, 25, 
30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides thereof. In other 

20 embodiments the homologous coding nucleic acids may have at least 97%, at least 95%, at least 
90%, at least 85%, at least 80%, or at least 70% nucleotide sequence identity to a nucleotide 
sequence selected from the group consisting of the nucleotide sequences complementary to one of 
SEQ ID NOs.: 1-6213 and fragments comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 
200, 300, 400, or 500 consecutive nucleotides thereof. Identity may be measured using BLASTN 

25 version 2.0 with the default parameters or tBLASTX with the default parameters. (Altschul, S.F. et 
al. Gapped BLAST and PSI-BLAST: A New Generation of Protein Database Search Programs, 
Nucleic Acid Res. 25: 3389-3402 (1997). Alternatively a "homologuous coding nucleic acid" 
could be identified by membership of the gene of interest to a functional orthologue cluster. All 
other members of that orthologue cluster would be considered homologues. Such a library of 

30 functional orthologue clusters can be found at http://www.ncbi.nlm.nih.gov/COG. A gene can be 
classified into a cluster of orthologous groups or COG by using the COGNITOR program available 
at the above web site, or by direct BLASTP comparison of the gene of interest to the members of 
the COGs and analysis of these results as described by Tatusov, R.L., Galperin, M.Y., Natale, D. A. 
and Koonin, E. V. (2000) The COG database: a tool for genome-scale analysis of protein functions 

35 and evolution. Nucleic Acids Research v. 28 n. 1, pp33-36. 

Homologous coding nucleic acids and the homologous polypeptides which they encode 
may also be identified using a "reciprocal" best-hit analysis. To facilitate the identification of 
homologous coding nucleic acids and homologous polypeptides, paralogous genes within each of 
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51 organisms are identified and clustered prior to comparison' to other organisms. Briefly, the 
polypeptide sequence of each polypeptide encoded by each open reading frame (ORF) in a given 
organism is compared to the polypeptide sequence encoded by every other ORF for that organism 
for each of the 51 pathogenic organisms (PathoSeq Sept 2001 release) using BLASTP 2.09 
5 algorithm without filtering. Simultaneously, the polypeptide sequence encoded by each ORF of an 
organism is compared to the polypeptide sequences encoded by each of the ORFs in the remaining 
51 organisms. Those polypeptides within a single organism that shared a higher degree of sequence 
identity to one another than to polypeptide sequences obtained from any other organisms are 
clustered as "paralog" sequences for "reciprocal" best-hit analysis. 
10 For each reference organism, the 50 homologous coding nucleic acids (and the 50 

homologous polypeptides which they encode) can be determined by identifying the ORFs in each of 
the 50 comparison organisms which encode a polypeptide sharing the highest degree of amino acid 
sequence identity to the polypeptide encoded by the ORF from the reference organism. The 
accuracy of the identification of the predicted homologous coding nucleic acids (and the 
15 homologous polypeptides which they encode) is confirmed by a "reciprocal" BLAST analysis in 
which the polypeptide sequence of the predicted homologous polypeptide is compared against the 
polypeptides encoded by each of the ORFS in the reference organism using BLASTP 2.09 
algorithm without filtering. Only those polypeptides that share the highest degree of amino acid _ 
sequence identity in each portion of the two-way comparison are retained for further analysis. 
20 The term "homologous coding nucleic acid" also includes nucleic acids comprising % 

nucleotide sequences which encode polypeptides having at least 99%, 95%, at least 90%, at least 
85%, at least 80%, at least 70%, at least 60%, at least 50%, at least 40% or at least 25% maino acid 
identity or similarity to a polypeptide comprising the amino acid sequence of one of SEQ ID NOs: 
42,398-78,581 or to a polypeptpide whose expression is inhibited by a nucleic acid comprising a 
25 nucleotide sequence of one of SEQ ID NOs: 1-6213 or fragments comprising at least 5, 10, 15, 20, 
25, 30, 35, 40, 50, 75, 100, or 150 consecutive amino acids thereof as determined using the FASTA 
version 3.0t78 algorithm with the default parameters. Alternatively, protein identity or similarity 
may be identified using BLASTP with the default parameters, BLASTX with the default 
parameters, TBLASTN with the default parameters, or tBLASTX with the default parameters. 
30 (Altschul, S.F. et al. Gapped BLAST and PSI-BLAST: A New Generation of Protein Database 
Search Programs, Nucleic Acid Res. 25: 3389-3402 (1997). 

Additionally, homologous coding nucleic acids and the homologous polypeptides which 
they encode may be identified using a "reciprocal" best-hit analysis. To facilitate the identification 
of homologous coding nucleic acids and homologous polypeptides, paralogous genes within each of 
35 51 organisms are identified and clustered prior to comparison to other organisms. Briefly, the 
polypeptide sequence of each polypeptide encoded by each open reading frame (ORF) in a given 
organism is compared to the polypeptide sequence encoded by every other ORF for that organism 
for each of the 51 pathogenic organisms (PathoSeq Sept 2001 release) using BLASTP 2.09 
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algorithm without filtering. Simultaneously, the polypeptide sequence encoded by each ORF of an 
organism is compared to the polypeptide sequences encoded by each of the ORFs in the remaining 
5 1 organisms. Those polypeptides within a single organism that shared a higher degree of sequence 
identity to one another than to polypeptide sequences obtained from any other organisms are 
5 clustered as "paralog" sequences for "reciprocal" best-hit analysis. 

For each reference organism, the 50 homologous coding nucleic acids (and the 50 
homologous polypeptides which they encode) can be determined by identifying the ORFs in each of 
the 50 comparison organisms which encode a polypeptide sharing the highest degree of amino acid 
sequence identity to the polypeptide encoded by the ORF from the reference organism. The 

10 accuracy of the identification of the predicted homologous coding nucleic acids (and the 
homologous polypeptides which they encode) is confirmed by a "reciprocal" BLAST analysis in 
which the polypeptide sequence of the predicted homologous polypeptide is compared against the 
polypeptides encoded by each of the ORFS in the reference organism using BLASTP 2.09 
algorithm without filtering. Only those polypeptides that share the highest degree of amino acid 

15 sequence identity in each portion of the two-way comparison are retained for further analysis. 

The term "homologous coding nucleic acid" also includes coding nucleic acids which 
hybridize under stringent conditions to a nucleic acid selected from the group consisting of the 
nucleotide sequences complementary to one of SEQ ID NOS.: 6214-42,397 and coding nucleic 
acids comprising nucleotide sequences which hybridize under stringent conditions to a fragment 

20 comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200,' 300, 400, or 500 consecutive 
nucleotides of the sequences complementary to one of SEQ ID NOS.: 6214-42,397. As used 
herein, "stringent conditions" means hybridization to filter-bound nucleic acid in 6xSSC at about 
45°C followed by one or more washes in 0.1xSSC/0.2% SDS at about 68°C. Other exemplary 
stringent conditions may refer, e.g., to washing in 6xSSC/0.05% sodium pyrophosphate at 37°C, 

25 48°C, 55°C, and 60°C as appropriate for the particular probe being used. 

The term "homologous coding nucleic acid" also includes coding nucleic acids comprising 
nucleotide sequences which hybridize under moderate conditions to a nucleotide sequence selected 
from the group consisting of the sequences complementary to one of SEQ ID NOS.: 6214-42,397 
and coding nucleic acids comprising nucleotide sequences which hybridize under moderate 

30 conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 
400, or 500 consecutive nucleotides of the sequences complementary to one of SEQ ID NOS.: 
6214-42,397. As used herein, "moderate conditions" means hybridization to filter-bound DNA in 
6x sodium chloride/sodium citrate (SSC) at about 45°C followed by one or more washes in 
0.2xSSC/0.1% SDS at about 42-65°C. 

35 The term "homologous coding nucleic acids" also includes nucleic acids comprising 

nucleotide sequences which encode a gene product whose activity may be complemented by a gene 
encoding a gene product whose activity is inhibited by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213. In some embodiments, the 

120 



WO 02/077183 PCT7US02/09107 
homologous coding nucleic acids may encode a gene product whose activity is complemented by 
the gene product encoded by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42,397. In other embodiments, the homologous coding 
nucleic acids may comprise a nucleotide sequence encode a gene product whose activity is 
5 complemented by one of the polypeptides of SEQ ED NOs. 42,398-78,58 1 . 

The term "homologous antisense nucleic acid" includes nucleic acids comprising a 
nucleotide sequence having at least 97%, at least 95%, at least 90%, at least 85%, at least 80%, or at 
least 70% nucleotide sequence identity to a nucleotide sequence selected from the group consisting 
of one of the sequences of SEQ ID NOS. 1-6213 and fragments comprising at least 10, 15, 20, 25, 
10 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides thereof. Homologous 
antisense nucleic acids may also comprising nucleotide sequences which have at least 97%, at least 
95%, at least 90%, at least 85%, at least 80%, or at least 70% nucleotide sequence identity to a 
nucleotide sequence selected from the group consisting of the sequences complementary to one of 
sequences of SEQ ID NOS.: 6214-42,397 and fragments comprising at least 10, 15, 20, 25, 30, 35, 
15 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides thereof. Nucleic acid identity 
may be determined as described above. 

The term "homologous antisense nucleic acid" also includes antisense nucleic acids 
comprising nucleotide sequences which hybridize under stringent conditions to a nucleotide _ . 
sequence complementary to one of SEQ ID NOs.: 1-6213 and antisense nucleic acids comprising ■ 
20 nucleotide sequences which hybridize under stringent conditions to a fragment comprising at least / , 
10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides of the 
sequence complementary to one of SEQ ID NOs. 1-6213. Homologous antisense nucleic acids also 
include antisense nucleic acids comprising nucleotide sequences which hybridize under stringent 
conditions to a nucleotide sequence selected from the group consisting of SEQ ED NOS.: 6214- 
25 42,397 and antisense nucleic acids comprising nucleotide sequences which hybridize under 
stringent conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 
300, 400, or 500 consecutive nucleotides of one of SEQ ID NOS.: 6214-42,397. 

The term "homologous antisense nucleic acid" also includes antisense nucleic acids 
comprising nucleotide sequences which hybridize under moderate conditions to a nucleotide 
30 sequence complementary to one of SEQ ID NOs.: 1-6213 and antisense nucleic acids comprising 
nucleotide seuqences which hybridize under moderate conditions to a fragment comprising at least 
10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides of the 
sequence complementary to one of SEQ ID NOs. 1-6213. Homologous antisense nucleic acids also 
include antisense nucleic acids comprising nucleotide seuqences which hybridize under moderate 
35 conditions to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42,397 and antisense nucleic acids which comprising nucleotide sequences hybridize under 
moderate conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 
200, 300, 400, or 500 consecutive nucleotides of one of SEQ ID NOS.: 6214-42,397. 
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By "homologous polypeptide" is meant a polypeptide homologous to a polypeptide whose 
activity or level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 or by a homologous antisense nucleic acid. The term 
"homologous polypeptide" includes polypeptides having at least 99%, 95%, at least 90%, at least 
5 85%, at least 80%, at least 70%, at least 60%, at least 50%, at least 40% or at least 25% amino acid 
identity or similarity to a polypeptide whose activity or level is inhibited by a nucleic acid selected 
from the group consisting of SEQ ID NOs: 1-6213 or by a homologous antisense nucleic acid, or 
polypeptides having at least 99%, 95%, at least 90%, at least 85%, at least 80%, at least 70%, at 
least 60%, at least 50%, at least 40% or at least 25% amino acid identity or similarity to a 
10 polypeptide to a fragment comprising at least 5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 150 
consecutive amino acids of a polypeptide whose activity or level is inhibited by a nucleic acid 
selected from the group consisting of SEQ ID NOs.: 1-6213 or by a homologous antisense nucleic 
acid. Identity or similarity may be determined using the FASTA version 3.0t78 algorithm with the 
default parameters. Alternatively, protein identity or similarity may be identified using BLASTP 
15 with the default parameters, BLASTX with the default parameters, or TBLASTN with the default 
parameters. (Altschul, S.F. et ai. Gapped BLAST and PSI-BLAST: A New Generation of Protein 
Database Search Programs, Nucleic Acid Res. 25: 3389-3402 (1 997). Additionally, homologous 
coding nucleic acids and the homologous polypeptides which they encode may be identified using a 
"reciprocal" best-hit analysis. To facilitate the identification of homologous coding nucleic acids 
20 and homologous polypeptides, paralogous genes within each of 5 1 organisms are identified and 
clustered prior to comparison to other organisms. Briefly, the polypeptide sequence of each 
polypeptide encoded by each open reading frame (ORF) in a given organism is compared to the 
polypeptide sequence encoded by every other ORF for that organism for each of the 51 pathogenic 
organisms (PathoSeq Sept 2001 release) using BLASTP 2.09 algorithm without filtering. 
25 Simultaneously, the polypeptide sequence encoded by each ORF of an organism is compared to the 
polypeptide sequences encoded by each of the ORFs in the remaining 51 organisms. Those 
polypeptides within a single organism that shared a higher degree of sequence identity to one 
another than to polypeptide sequences obtained from any other organisms are clustered as "paralog" 
sequences for "reciprocal" best-hit analysis. 
30 For each reference organism, the 50 homologous coding nucleic acids (and the 50 

homologous polypeptides which they encode) can be determined by identifying the ORFs in each of 
the 50 comparison organisms which encode a polypeptide sharing the highest degree of amino acid 
sequence identity to the polypeptide encoded by the ORF from the reference organism. The 
accuracy of the identification of the predicted homologous coding nucleic acids (and the 
35 homologous polypeptides which they encode) is confirmed by a "reciprocal" BLAST analysis in 
which the polypeptide sequence of the predicted homologous polypeptide is compared against the 
polypeptides encoded by each of the ORFS in the reference organism using BLASTP 2.09 
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algorithm without filtering. Only those polypeptides that share the highest degree of amino acid 
sequence identity in each portion of the two-way comparison are retained for further analysis. 

The term homologous polypeptide also includes polypeptides having at least 99%, 95%, at 
least 90%, at least 85%, at least 80%, at least 70%, at least 60%, at least 50%, at least 40% or at 
5 least 25% amino acid identity or similarity to a polypeptide selected from the group consisting of 
SEQ ID NOs: 42,398-78,581 and polypeptides having at least 99%, 95%, at least 90%, at least 
85%, at least 80%, at least 70%, at least 60%, at least 50%, at least 40% or at least 25% amino acid 
identity or similarity to a fragment comprising at least 5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 
150 consecutive amino acids of a polypeptide selected from the group consisting of SEQ ID NOs: 
10 42,398-78,581. 

The invention also includes polynucleotides, preferably DNA molecules, that hybridize to 
one of the nucleic acids of SEQ ID NOs.: 1-6213, SEQ ID NOs.: 6214-42,397 or the complements 
of any of the preceding nucleic acids. Such hybridization may be under stringent or moderate 
conditions as defined above or under other conditions which permit specific hybridization. Hie 
15 nucleic acid molecules of the invention that hybridize to these DNA sequences include 
oligodeoxynucleotides ("oligos") which hybridize to the target gene under highly stringent or 
stringent conditions. In general, for oligos between 14 and 70 nucleotides in length the melting 
temperature (Tm) is calculated using the formula: 

Tm (°C) = 81.5 + 1 6.6(log[monovalent cations (molar)] + 0.4 1 (% G+C) - (500/N) 
20 where N is the length of the probe. If the hybridization is carried out in a solution 

containing formamide, the melting temperature may be calculated using the equation: 

Tm(°C) = 81.5 + 16.60og[monovalent cations (molar)] + 0.41(% G+C) - (0.61) 

(% formamide) - (500/N) 

where N is the length of the probe. In general, hybridization is earned out at about 20-25 
25 degrees below Tm (for DNA-DNA hybrids) or about 10-15 degrees below Tm (for RNA-DNA * 
hybrids). 

Other hybridization conditions are apparent to those of skill in the art (see, for example, 
Ausubel, F.M. et ai 9 eds., 1989, Current Protocols in Molecular Biology, Vol. I, Green Publishing 
Associates, Inc. and John Wiley & Sons, Inc., New York, atpp. 6:3.1-6.3.6 and 2.10.3. 

30 The term, Salmonella, is the generic name for a large group of gram negative enteric 

bacteria that are closely related to Escherichia coli. The diseases caused by Salmonella are often 
due to contamination of foodstuffs or the water supply and affect millions of people each year. 
Traditional methods of Salmonella taxonomy were based on assigning a separate species name to 
each serologically distinguishable strain (Kauffmann, F 1966 The bacteriology of the 

35 Enter obacteriaceae. Munksgaard, Copenhagen). Serology of Salmonella is based on surface 
antigens (O [somatic] and H [flagellar]). Over 2,400 serotypes or serovars of Salmonella are 
known (Popoff, et al. 2000 Res. Microbiol. 151:63-65). Therefore, each serotype was considered to 
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be a separate species and often given names, accordingly (e.g. S paratyphi, S. typhimurium, S. 
typhi, S. enteriditis, etc.). 

However, by the 1970s and 1980s it was recognized that this system was not only 
cumbersome, but also inaccurate. Then, many Salmonella species were lumped into a single 
5 species (all serotypes and subgenera I, II, and IV and all serotypes of Arizona) with a second 
subspecies, S. bongorii also recognized (Crosa, et al, 1973, J. Bacteriol. 115:307-315). Though 
species designations are based on the highly variable surface antigens, the Salmonella are very 
similar otherwise with a major exception being pathogenicity determinants. 

There has been some debate on the correct name for the Salmonella species. Currently 
10 (Brenner, et al. 2000 J. Clin. Microbiol. 38:2465-2467), the accepted name is Salmonella enterica. 
S. enterica is divided into six subspecies (I, S. enterica subsp. enterica; II, S. enterica, subsp. 
salamae; Ilia, S. enterica subsp. arizonae; ITJb, S enterica subsp. diarizonae; IV, S. enterica subsp. , 
houtenae; and VI, S. enterica subsp. indica). Within subspecies I, serotypes are used to distinguish 
each of the serotypes or serovars (e.g. S. enterica serotype Enteriditis, S. enterica serotype 
15 Typhimurium, S. enterica serotype Typhi, and S. enterica serotype Choleraesuis, etc.). Current 
convention is to spell this out on first usage (Salmonella enterica ser. Typhimurium) and then use 
an abbreviated form (Salmonella Typhimurium or S. Typhimurium). Note, the genus and species 
names (Salmonella enterica) are italicized but not the serotype/serovar name (Typhimurium). 
Because the taxonomic committees have yet to officially approve of the actual species name, this 
20 latter system is what is employed by the CDC (Brenner, et al. 2000 J. Clin. Microbiol. 38:2465- 
2467). Due to the concerns of both taxonomic priority and medical importance, some of these 
serotypes might ultimately receive full species designations (S.typhi would be the most notable). 

Therefore, as used herein "Salmonella enterica or S. enterica" includes serovars Typhi, 
Typhimurium, Paratyphi, Choleraesuis, etc." However, appeals of the "official" name are in process 
25 and the taxonomic designations may change (S. choleraesuis is the species name that could replace 
S. enterica based solely on priority). 

By "identifying a compound" is meant to screen one or more compounds in a collection of 
compounds such as a combinatorial chemical library or other library of chemical compounds or to 
characterize a single compound by testing the compound in a given assay and determining whether 
30 it exhibits the desired activity. 

By "inducer" is meant an agent or solution which, when placed in contact with a cell or 
microorganism, increases transcription, or inhibitor and/or promoter clearance/fidelity, from a 
desired promoter. 

As used herein, "nucleic acid" means DNA, RNA, or modified nucleic acids. Thus, the 
35 terminology "the nucleic acid of SEQ ID NO: X" or "the nucleic acid comprising the nucleotide 
sequence" includes both the DNA sequence of SEQ ID NO: X and an RNA sequence in which the 
thymidines in the DNA sequence have been substituted with uridines in the RNA sequence and in 
which the deoxyribose backbone of the DNA sequence has been substituted with a ribose backbone 
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in the RNA sequence. Modified nucleic acids are nucleic acids having nucleotides or structures 
which do not occur in nature, such as nucleic acids in which the internucleotide phosphate residues 
with methylphosphonates, phosphorothioates, phosphoramidates, and phosphate esters. 
Nonphosphate internucleotide analogs such as siloxane bridges, carbonate brides, thioester bridges, 
5 as well as many others known in the art may also be used in modified nucleic acids. Modified 
nucleic acids may also comprise, ct-anomeric nucleotide units and modified nucleotides such as 1,2- 
dideoxy-d-ribofuranose, 1,2-dideoxy-l-phenylribofuranose, and TV 4 , A^-ethano-5-methyl-cytosine 
are contemplated for use in the present invention. Modified nucleic acids may also be 

peptide nucleic acids in which the entire deoxyribose-phosphate backbone has been exchanged with a 
10 chemically completely different, but structurally homologous, polyamide (peptide) backbone 
containing 2-aminoethyl glycine units. 

As used herein, "sub-lethal" means a concentration of an agent below the concentration 
required to inhibit all cell growth. 

Brief Description of the Drawings 
15 Figure 1A illustrates a method for replacing a promoter using a promoter replacement 

cassette comprising a 5' region homologous to the sequence which is 5 s of the natural promoter in 
the chromosome, the promoter which is to replace the chromosomal promoter and a 3' region which 
is homologous to sequences 3 ' of the natural promoter in the chromosome. ri 
Figure IB illustrates a method for replacing a promoter using a promoter replacement , 
20 cassette comprising a nucleic acid encoding an identifiable or selectable marker disposed between v 
the 5' region which is homologous to the sequence 5' of the natural promoter and the promoter 
which is to replace the chromosomal promoter and a transcriptional terminator 3' of the gene 
encoding an identifiable or selectable marker. 

Figures 2A and 2B illustrate one method for identifying amplification products which are 
25 underrepresented or overrepresented in a culture. 

Figures 3A and 3B illustrate another method for identifying amplification products which 
are underrepresented or overrepresented in a culture. 

Figure 4 illustrates the results of a hybridization analysis where the antisense nucleic acid 
expressed by a strain in the culture is not complementary to all or a portion of the gene encoding the 
30 target of the compound (i.e. a nonspecific strain). 

Figure 5 illustrates the results of a hybridization analysis where the antisense nucleic acid 
expressed by a strain in the culture is complementary to all or a portion of the gene encoding the 
target of the compound, the hybridization intensity for that strain will be intimately correlated with 
the concentration of the compound (i.e. a specific strain). 
35 Figure 6 illustrates an oligonucleotide comprising a lac operator flanked on each side by 40 

nucleotides homologous to the promoter is the promoter which drives expression of the yabB yabC 
ftsL ftsImurE genes in an operon for use in inserting the lac operator into the promoter. 
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Figure 7 is an IPTG dose response curve in E. coli transformed with an IPTG-induciole 
plasmid containing either an antisense clone to the E. coli ribosomal protein rpNJ (AS-rplW) which 
is required for protein synthesis and essential for cell proliferation, or an antisense clone to the elaD 
(AS-elaD) gene which is not known to be involved in protein synthesis and which is also essential 
5 for proliferation. 

Figure 8A is a tetracycline dose response curve in E. coli transformed with an EPTG- 
inducible plasmid containing antisense to rplW (AS-rplW) in the absence (0) or presence of IPTG at 
concentrations that result in 20% and 50% growth inhibition. 

Figure 8B is a tetracycline dose response curve in E. coli transformed with an IPTG- 
10 inducible plasmid containing antisense to elaD (AS-e/aZ))in the absence (0) or presence of IPTG at 
concentrations that result in 20% and 50% growth inhibition. 

Figure 9 is a graph showing the fold increase in tetracycline sensitivity of E. coli 
transfected with antisense clones to essential ribosomal proteins L23 (AS-rplW) and L7/L12 and 
L10 (AS-rplLrpU). Antisense clones to genes known to not be directly involved in protein 
15 synthesis, atpB/E (AS-atpB/E ), visC (AS-v/sQ, elaD (AS-e/oD), yohH (AS-yohH), are much less 
sensitive to tetracycline. 

Figure 10 illustrates the results of an assay in which Staphylococcus aureus cells 
transcribing an antisense nucleic acid complementary to the gyrB gene encoding the P subunit of 
gyrase were contacted with several antibiotics whose targets were known. 
20 Figure 1 1 illustrates a microtitration plate which contains antibiotic and inducer at gradient 

concentrations in a matrix format in 10 times excess quantity. 

Figure 12 illustrates the results of an experiment demonstrating that at appropriate 
concentrations of inducer, cells which overexpress the defB gene product were able to grow at 
elevated concentrations of the antibiotic actinonin 
25 Figure 13 illustrates the results of an experiment demonstrating that at appropriate 

concentrations of inducer cells which overexpress the folA gene product were able to grow at 
elevated concentrations of the antibiotic trimethoprim. 

Figure 14 illustrates the results of an experiment demonstrating that overexpression of the 
fabl gene confers resistance to triclosan, which acts on the gene product of the fabl gene, but does 
30 not confer resistance to cerulenin, trimethoprim, or actinonin, each of which act on other gene 
products. 

Figure 1 5 illustrates the results of an experiment demonstrating that overexpression of the 
folA gene confers resistance to trimethoprim, which acts on the gene product of the folA gene but 
does not confer resistance to triclosan, cerulenin, or actinonin, each of which act on other gene 
35 products. 

Figure 16 illustrates the results of an experiment demonstrating that overexpression of the 
defB gene conferred resistance to actinonin, which acts on the gene product of the defB gene but 
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does not confer resistance to cerulenin, trimethoprim, or triclosan, each of which act on other gene 
products. 

Figure 17 illustrates the results of an experiment demonstrating that overexpression of the 
fabF gene conferred resistance to cerulenin, which acts on the gene product of the fabF gene, P 
5 keto-acyl carrier protein synthase but does not confer resistance to triclosan, trimethoprim, or 
actinonin, each of which act on other gene products. 

Figure 18 illustrates the results of experiments in which a mixture of nine strains was 
grown wells in a 96 well plate in medium containing various concentrations of inducer and a 
sufficient concentration of actinonin, cerulenin, triclosan or trimethoprim to inhibit the growth of 

10 strains which do not overexpress the targets of these antibiotics. 

Petailed Description of Embodiments of the Invention 
The present invention describes a group of prokaryotic genes and gene families required for 
cellular proliferation. Exemplary genes and gene families from Escherichia coli, Staphylococcus 
aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeinginosa, Salmonella 

15 typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burldiolderia 
mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium 
acetobutylicum, Clostridium botulinum, Clostridium difficile, Corymebacterium diptheriae, 
Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter pylon, 

20 Legionella pneumophila, Listeria monocytogenes, Moraxella catarrlialis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

25 mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholera and Yersinia pestis are provided. A proliferation-required gene or gene 
family is one where, in the absence or substantial reduction of a gene transcript and/or gene product, 
growth or viability of the cell or microorganism is reduced or eliminated. Thus, as used herein, the 
terminology "proliferation-required" or "required for proliferation" encompasses instances where the 

30 absence or substantial reduction of a gene transcript and/or gene product completely eliminates cell 
growth as well as instances where the absence of a gene transcript and/or gene product merely reduces 
cell growth. These proliferation-required genes can be used as potential targets for the generation of 
new antimicrobial agents. To achieve that goal, the present invention also encompasses assays for 
analyzing proliferation-required genes and for identifying compounds which interact with the gene 

35 and/or gene products of the proliferation-required genes. In addition, the present invention 
contemplates the expression of genes and the purification of the proteins encoded by the nucleic acid 
sequences identified as required proliferation genes and reported herein. The purified proteins can be 
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used to generate reagents and screen small molecule libraries' or other candidate compound liberies' for 
compounds that can be further developed to yield novel antimicrobial compounds. 

The present invention also describes methods for identification of nucleotide sequences 
homologous to these genes and polypeptides described herein, including nucleic acids comprising 
nucleotide sequences homologous to the nucleic acids of SEQ ID NOS.: 6214-42397 and 
polypeptides homologous to the polypeptides of SEQ ID NOs.: 42398-78581. For example, these 
sequences may be used to identify homologous coding nucleic acids, homologous antisense nucleic 
acids, or homologous polypeptides in microorganisms such as Acinetobacter baumannii, Anaplasma 
marginal* Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 
Borrelia burgdorferi, Burkliolderia cepacia, Burkholderia fungorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guiUiermondii, Candida krusei, Candida kefyr 
(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 
perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhal, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma, 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae. Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahemolyticus, Vibrio vulnificans. Yersinia 
enterocolitica, Yersinia pestis or any species falling within the genera of any of the above species. 
In some embodiments, the homologous coding nucleic acids, homology antisense nucleic acids, or 
30 homologous polypeptides are identified in an organism other than E. coli. 

The homologous coding nucleic acids, homologous antisense nucleic acids, or homologous 
polypeptides, may then be used in each of the methods described herein, including methods of ' 
identifying compounds which inhibit the proliferation of the organism containing the homologous 
coding nucleic acid, homologous antisense nucleic acid or homologous polypeptide, methods of 
mhibiting the growth of the organism containing the homologous coding nucleic acid, homologus 
antisense nucleic acid or homologous polypeptide, methods of identifying compounds which 
influence the activity or level of a gene product required for proliferation of the organism 
containing the homologous coding nucleic acid, homologous antisense nucleic acid or homologous 
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polypeptide, methods for identifying compounds or nucleic acids having the ability to reduce the 
level or activity of a gene product required for proliferation of the organism containing the 
homologous coding nucleic acid, homologous antisense nucleic acid or homologous polypeptide, 
methods of inhibiting the activity or expression of a gene in an operon required for proliferation of 

5 the organism containing the homologous coding nucleic acid, homologous antisense nucleic acid or 
homologous polypeptide, methods for identifying a gene required for proliferation of the organism 
containing the homologous coding nucleic acid, homologous antisense nucleic acid or homologous 
polypeptide, methods for identifying the biological pathway in which a gene or gene product 
required for proliferation of the organism containing the homologous coding nucleic acid, 

10 homologous antisense nucleic acid or homologous polypeptide lies, methods for identifying 
compounds having activity against biological pathway required for proliferation of the organism 
containing the homologous coding nucleic acid, homologous antisense nucleic acid or homologous 
polypeptide, methods for determining the biological pathway on which a test compound acts in the 
organism containing the homologous coding nucleic acid, homologous antisense nucleic acid or 

15 homologous polypeptide, methods of replacing an endogenous promoter with a regulatable 
promoter which controls the expression of the homologous coding nucleic acid, homologous 
antisense nucleic acid or homologous polypeptide, methods of inserting an operator within or near 
an endogenous promoter to provide regulatable expression of the homologous coding nucleic acid, ^ 
homologous antisense nucleic acid or homologous polypeptide, methods of identifying the target on 

20 which a compound acts in the organism containing the homologous coding nucleic acid, 
homologous antisense nucleic acid or homologous polypeptide, and methods of inhibiting the 
proliferation of the organism containing the homologous coding nucleic acid, homologous antisense 
nucleic acid or homologous polypeptide in a subject. In some embodiments of the present 
invention, the methods are performed using an organism, other than E. coli or a gene or gene 

25 product from an organism other than E. coll 

One embodiment of the present invention utilizes a novel method to identify proliferation- 
required sequences. Generally, a library of nucleic acid sequences from a given source are subcloned 
or otherwise inserted immediately downstream of an inducible promoter on an appropriate vector, such 
as a Staphylococcus aureiislE. coli or Pseudomonas aeruginosa/ E. coli shuttle vector, or a vector 

30 which will replicate in both Salmonella typhimurium and Klebsiella pneumoniae, or other vector or 
shuttle vector capable of functioning in die intended organism, thus forming an expression library. It is 
generally preferred that expression is directed by a regulatable promoter sequence such that expression 
level can be adjusted by addition of variable concentrations of an inducer molecule or of an inhibitor 
molecule to the medium. For example, a number of regulatable promoters useful for regulating the 

35 expression of nucleic acid sequences over a wide range of expression levels are described in U.S. 
Patent Application Serial. Number 10/032,393, filed December 21, 2001. Temperature activated 
promoters, such as promoters regulated by temperature sensitive repressors, such as the lambda Cig5 7 
repressor, are also envisioned. Although the insert nucleic acids may be derived from the chromosome 
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of the cell or microorganism into which the expression vector is to "be introduced, because the insert is 
not in its natural chromosomal location, the insert nucleic acid is an exogenous nucleic acid for the 
purposes of the discussion herein. Hie term "expression" is denned as the production of a sense or 
antisense RNA molecule from a gene, gene fragment, genomic fragment, chromosome, operon or 
5 portion thereof. Expression can also be used to refer to the process of peptide or polypeptide synthesis. 
An expression vector is defined as a vehicle by which a ribonucleic acid (RNA) sequence is transcribed 
from a nucleic acid sequence carried within the expression vehicle. The expression vector can also 
contain features that permit translation of a protein product from the transcribed RNA message 
expressed from the exogenous nucleic acid sequence carried by the expression vector. Accordingly, an 
10 expression vector can produce an RNA molecule as its sole product or the expression vector can 
produce a RNA molecule that is ultimately translated into a protein product 

Once generated, the expression library containing the exogenous nucleic acid sequences is 
introduced into a population of cells (such as the organism from which the exogenous nucleic acid 
sequences were obtained) to search for genes that are required for bacterial proliferation. Because the 
library molecules are foreign, in context, to the population of cells, the expression vectors and the 
nucleic acid segments contained therein are considered exogenous nucleic acid. 

Expression of the exogenous nucleic, acid fragments in the test population of cells containing 
the expression library is then activated. Activation of the expression vectors consists of subjecting the 
cells containing the vectors to conditions that result in the expression of the exogenous nucleic acid 
sequences carried by the expression library. The test population of cells is then assayed to determine 
me effect of expressing the exogenous nucleic acid fragments on the test population of cells. Those 
expression vectors that negatively impact the growth of the cells upon induction of expression of the 
random sequences contained therein are identified, isolated, and purified for further study. 

In some embodiments, vectors which comprises a regulable fusion promoter selected 
from a suite of fusion promoters, wherein the promoter suite is useful for modulating both the basal 
and maximal levels of transcription of a nucleic acid over a wide dynamic range thus allowing the 
desired level of production of a transcript, can be used to express exogenous nucleic acids, 
including the nucleic acids of the present invention. Such promoters are described in U.S. Patent 
Application Serial Number 10/032,393, filed December 21, 2001, the disclosure of which is 
incoiported herein by reference in its entirety. 

In some other embodiments, vectors useful for the production of stabilized mRNA having 
an increased lifetime (including antisense RNA) in Gram negative organisms are described in U.S. 
Provisional Patent Application Serial Number 60/343,512, filed December 21, 2001. Briefly, the 
stabilized antisense RNA may comprise an antisense RNA which was identified as inhibiting 
proliferation as described above which has been engineered to contain at least one stem loop 
flanking each end of the antisense nucleic acid. In some embodiments, the at least one stem-loop 
structure formed at the 5' end of the stabilized antisense nucleic acid comprises a flush, double 
stranded 5' end. In some embodiments, one or more of the stem loops comprises a rho independent 
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terminator. In additional embodiments, the stabilized antisense RNA lacks a ribosome binding site. 
In further embodiments, the stabilized RNA lacks sites which are cleaved by one or more RNAses, 
such as RNAse E or RNAse HI. In some embodiments, the stabilized antisense RNA may be 
transcribed in a cell which the activity of at least one enzyme involved in RNA degradation has 
5 been reduced. For example, the activity of an enzyme such as RNase E, RNase n, RNase HI, 
polynucleotide phosphorylase, and poly(A) polymerase, RNA helicase, enolase or an enzyme 
having similar functions may be reduced in the cell. 

Alternatively, genes required for proliferation may be identified by replacing the natural 
promoter for the proliferation required gene with a regulatable promoter as described above. The 
10 growth of such strains under conditions in which the promoter is active or non-repressed is 
compared to the growth under conditions in which the promoter is inactive or repressed. If the 
strains fail to grow or grow at a substantially reduced rate under conditions in which the promoter is 
inactive or repressed but grow normally under conditions in which the promoter is active or non- 
repressed, then the gene which is operably linked to the regulatable promoter encodes a gene 
15 product required for proliferation. For example, proliferation-required genes and gene products 
identified using promoter replacement are described in U.S. Patent Application Serial Number 
09/948,993. 

For example, in some embodiments, the natural promoter may be replaced using techniques i 
which employ homologous recombination to exchange a promoter present on the chromosome of 

20 the cell with the desired promoter. In such methodology, a nucleic acid comprising a promoter 
replacement cassette is introduced into the cell. As illustrated in Figure 1A, the promoter : 
replacement cassette comprises a 5' region homologous to the sequence which is 5' of the natural 
promoter in the chromosome, the promoter which is to replace the chromosomal promoter and a 3' 
region which is homologous to sequences 3' of the natural promoter in the chromosome. In some 

25 embodiments, the promoter replacement cassette may also include a nucleic acid encoding an 
identifiable or selectable marker disposed between the 5' region which is homologous to the 
sequence 5 5 of the natural promoter and the promoter which is to replace the chromosomal 
promoter. If desired, the promoter replacement cassette may also contain a transcriptional 
terminator 3' of the gene encoding an identifiable or selectable marker, as illustrated in Figure IB. 

30 As illustrated in Figure 1A and IB, homologous recombination is allowed to occur between the 
chromosomal region containing the natural promoter and the promoter replacement cassette. Cells 
in which the promoter replacement cassette has integrated into the chromosome are identified or 
selected. To confirm that homologous recombination has occurred, the chromosomal structure of 
the cells may be verified by Southern analysis or PCR. 

35 In some embodiments, the promoter replacement cassette may be introduced into the cell as 

a linear nucleic acid, such a PCR product or a restriction fragment. Alternatively, the promoter 
replacement may be introduced into the cell on a plasmid. Figures 1A and IB illustrates the 
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replacement of a chromosomal promoter with a desired promoter through homologous 
recombination. 

In some embodiments, the cell into which the promoter replacement cassette is introduced 
may carry mutations which enhance its ability to be transformed with linear DNA or which enhance 
5 the frequency of homologous recombination. For example, if the cell is an Escherichia coli cell it 
may have a mutation in the gene encoding Exonuclease V of the RecBCD recombination complex. 
If the cell is an Escherichia coli cell it may have a mutation that activates the RecET recombinase 
of the Rac prophage and/or a mutation that enhances recombination through the RecF pathway. For 
example, the Escherichia coli cells may be RecB or RecC mutants carrying an sbcA or sbcB 

10 mutation. Alternatively, the Escherichia coli cells may be recD mutants. In other embodiments the 
Escherichia coli cells may express the X Red recombination genes. For example, Escherichia coli 
cells suitable for use in techniques employing homologous recombination have been described in 
Datsenlco, K.A. and Wanner, B.L., PNAS 97:6640-6645 (2000); Murphy, K.C., J. Bact 180: 2053- 
2071 (1998); Zhang, Y., et al, Nature Genetics 20: 123-128 (1998); and Muyrers, J.P.P. et al., 

15 Genes & Development 14: 19714982 (2000). It will be appreciated that cells carrying mutations in 
similar genes may be constructed in organisms other than Escherichia colL 

In some embodiments of the present invention, a regulatable fusion promoter selected from 
a suite of fusion promoters, wherein the promoter suite is useful for modulating both the basal and 
maximal levels of transcription of a nucleic acid over a wide dynamic range thus allowing the 

20 desired level of production of a transcript, is with the promoter replacement methods described 
above. Such promoters are described in U.S. Patent Application Serial Number 10/032,393, filed 
December 21, 2001, the disclosure of which is incorported herein by reference in its entirety. 

A variety of assays are contemplated to identify nucleic acid sequences that negatively impact 
growth upon expression. In one embodiment, growth in cultures expressing exogenous nucleic acid 

25 sequences and growth in cultures not expressing these sequences is compared. Growth measurements 
are assayed by examining the extent of growth by measuring optical densities. Alternatively, 
enzymatic assays can be used to measure bacterial growth rates to identify exogenous nucleic acid 
sequences of interest. Colony size, colony morphology, and cell morphology are additional factors 
used to evaluate growth of the host cells. Those cultures that fail to grow or grow at a reduced rate 

30 under expression conditions are identified as containing an expression vector encoding a nucleic acid 
fragment that negatively affects a proliferation-required gene. 

Once exogenous nucleic acids of interest are identified, they are analyzed. The first step of the 
analysis is to acquire the nucleotide sequence of the nucleic acid fragment of interest. To achieve this 
end, the insert in those expression vectors identified as containing a nucleotide sequence of interest is 

35 sequenced, using standard techniques well known in the art. The next step of the process is to 
determine the source of the nucleotide sequence. As used herein "source" means the genomic region 
containing the cloned fragment. 
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Determination of the gene(s) corresponding to the nucleotide sequence is achieved by 
comparing the obtained sequence data with databases containing known protein and nucleotide 
sequences from various microorganisms. Thus, initial gene identification is made on the basis of 
significant sequence similarity or identity to either characterized or predicted Escherichia coli, 

5 Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, 
and Salmonella typhimurium genes or their encoded proteins and/or homologues in other species. 

The number of nucleotide and protein sequences available in database systems has been 
growing exponentially for years. For example, the complete nucleotide sequences of Caenorhabditis 
elegans and several bacterial genomes, including E. coli, Aeropyrum pernix, Aquifex aeolicus, 

10 Archaeoglobus fulgidus, Bacillus subtilis, Borrelia burgdorferi, Chlamydia pneumoniae, 
Chlamydia trachomatis, Clostridium tetani, Corynebacterium diptheria, Deinococcus radiodurans, 
Haemophilus influenzae, Helicobacter pylori 26695, Helicobacter pylori J99, Methanobacterium 
thermoautotrophicum, Methanococcus jannaschii, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Pseudomonas aeruginosa, Pyrococcus abyssi, Pyrococcus 

15 horikoshii, Rickettsia prowazekii, Synechocystis PCC6803, Tlxermotoga maritima, Treponema 
pallidum, Bordetella pertussis, Campylobacter jejuni, Clostridium acetobutylicum, Mycobacterium 
tuberculosis CSU#93 t Neisseria gonorrhoeae, Neisseria meningitidis, Pseudomonas aeruginosa, 
Pyrobaculum aerophilum, Pyrococcus furiosus, Rhodobacter capsulatus, Salmonella typhimurium, 
Streptococcus mutans, Streptococcus pyogenes, Ureaplasma urealyticum and Vibrio cholera are 

20 available. This nucleotide sequence information is stored in a number of databanks, such as GenBank, 
the National Center for Biotechnology Information (NCBI), the Genome Sequencing Center 
(http://genome.wusd.edu/gsc/salmonella.shtml), and the Sanger Centre 

(http://www.sanger.ac.uk/projects/S__typhi) which are publicly available for searching. A variety 
of computer programs are available to assist in the analysis of the sequences stored within these 

25 databases. FASTA, (W. R. Pearson (1990) "Rapid and Sensitive Sequence Comparison with 
FASTP and FASTA" Methods in Enzymology 183:63- 98), Sequence Retrieval System (SRS), 
(Etzold & Argos, SRS an indexing and retrieval tool for flat file data libraries. Comput. Appl. 
Biosci. 9:49-57, 1993) are two examples of computer programs that can be used to analyze 
sequences of interest. In one embodiment of the present invention, the BLAST family of computer 

30 programs, which includes BLASTN version 2.0 with the default parameters, or BLASTX version 
2.0 with the default parameters, is used to analyze nucleotide sequences. 

BLAST, an acronym for "Basic Local Alignment Search Tool," is a family of programs for 
database similarity searching. The BLAST family of programs includes: BLASTN, a nucleotide 
sequence database searching program, BLASTX, a protein database searching program where the input 

35 is a nucleic acid sequence; and BLASTP, a protein database searching program. BLAST programs 
embody a fast algorithm for sequence matching, rigorous statistical methods for judging the 
significance of matches, and various options for tailoring the program for special situations. Assistance 



133 



WO 02/077183 PCT/US02/09107 
in using the program can be obtained by e-mail at blast@ncbi.nlm.nih.gov. tfiLASTX can be used to 
translate a nucleotide sequence in all three potential reading frames into an amino acid sequence. 

Bacterial genes are often transcribed in polycistronic groups. These groups comprise operons, 
which are a collection of genes and intergenic sequences under common regulation. The genes of an 
operon are transcribed on the same mRNA and are often related functionally. Given the nature of the 
screening protocol, it is possible that the identified exogenous nucleic acid corresponds to a gene or 
portion thereof with or without adjacent noncoding sequences, an intragenic sequence (i.e. a sequence 
within a gene), an intergenic sequence (i.e. a sequence between genes), a nucleotide sequence spanning 
at least a portion of two or more genes, a 5' noncoding region or a 3' noncoding region located 
upstream or downstream from the actual nucleotide sequence that is required for bacterial proliferation. 
Accordingly, it is often desirable to determine which gene(s) that is encoded within the operon is 
individually required for proliferation. 

In one embodiment of the present invention, an operon is identified and then dissected to 
determine which gene or genes are required for proliferation. Operons can be identified by a 
variety of means known to those in the art. For example, the RegulonDB DataBase described by 
Huerta et al. (Nucl. Acids Res. 26:55-59, 1998), which may also be found on the website 
http://www.cifn.unam.mx/Computational_Biology/regulondb/, provides information about operons 
in Escherichia colL The Subtilist database (http://bioweb.pasteur.fr/GenoList/SubtiList), ( Moszer, 
L, Glaser, P. and Danchin, A. (1995) Microbiology 141: 261-268 and Moszer, I (1998) FEBS 
Letters 430: 28-36, may also be used to predict operons. This database lists genes from the fully 
sequenced, Gram positive bacteria, Bacillus subtilis, together with predicted promoters and 
terminator sites. This information can be used in conjunction with the Staphylococcus aureus 
genomic sequence data to predict operons and thus produce a list of the genes affected by the 
antisense nucleic acids of the present invention. The Pseudomonas aeruginosa web site 
(http://www.pseudomonas.com) can be used to help predict operon organization in this bacterium. 
The databases available from the Genome Sequencing Center 
(http://genome.wustledu/gsc/salmonella.shtml), and the Sanger Centre 

(http://www.sanger.ac.Uk/projects/S typhi) may be used to predict operons in Salmonella 

typhimurium. The TIGR microbial database has an incomplete version of the E. faecalis genome 
http://ww.tigr.org/cgi-bi^ One can take a nucleotide 

sequence and BLAST it for homologs. 

A number of techniques that are well known in the art can be used to dissect the operon. 
Analysis of RNA transcripts by Northern blot or primer extension techniques are commonly used to 
analyze operon transcripts. In one aspect of this embodiment, gene disruption by homologous 
recombination is used to individually inactivate the genes of an operon that is thought to contain a gene 
required for proliferation. 

Several gene disruption techniques have been described for the replacement of a functional 
gene with a mutated, non-functional (null) allele. These techniques generally involve the use of 
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homologous recombination. One technique using homologous recombination in Staphylococcus 
aureus is described in Xia et a.. 1999, Plasmid 42: 144-149. This technique uses crossover PGR to 
create a null allele with an in-frame deletion of the coding region of a target gene. The null allele is 
constructed in such a way that nucleotide sequences adjacent to the wild type gene are retained. 
5 These homologous sequences surrounding the deletion null allele provide targets for homologous 
recombination so that the wild type gene on the Staphylococcus aureus chromosome can be 
replaced by the constructed null allele. This method can be used with other bacteria as well, 
including Salmonella and Klebsiella species. Similar gene disruption methods that employ the 
counter selectable marker sacB (Schweizer, H. P., Klassen, T. and Hoang, T. (1996) Mol. Biol, of 

10 Pseudomoyias. ASM press, 229-237, are available for Pseudomonas, Salmonella and Klebsiella 
species. E. faecalis genes can be disrupted by recombining in a non-replicating plasmid that 
contains an internal fragment to that gene (Leboeuf, C„ L. Leblanc, Y. Auffray and A. Hartke. 
2000. J. Bacterid. 182:5799-5806. 

The crossover PCR amplification product is subcloned into a suitable vector having a 

15 selectable marker, such as a drug resistance marker. In some embodiments the vector may have an 
origin of replication which is functional in E. coli or another organism distinct from the organism in 
which homologous recombination is to occur, allowing the plasmid to be grown in E. coli or the 
organism other than that in which homologous recombination is to occur, but may lack an origin of 
replication functional in Escherichia coll Staphylococcus aureus, Enterococcus faecalis, Klebsiella 

20 pneumoniae, Pseudomonas aeruginosa, Salmonella typhimuriwn, Acinetobacter baumannii; 
Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia 
cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum; 
Closfi'idium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, 

25 Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, 
Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, 
Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria 
gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas 
putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus 

30 epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, 
Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or 
Yersinia pestis such that selection of the selectable marker requires integration of the vector into the 
homologous region of the Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimuriwn, Acinetobacter 

35 baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholdena cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, ClosMdiwn acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
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faecium, Haemophilus influenzae, Helicobacter pylon, ^Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 

5 mirabilis, Pseudomonas putida f Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis chromosome. Usually a single crossover event is responsible for this 
integration event such that the Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 

10 Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fi'agilis, Bordetella pertussis, Bonelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostiidium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Coiynebacterium diptheriae, Enterobacter cloacae, Enterococcus 

15 faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 

20 Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholera or Yersinia pestis chromosome now contains a tandem duplication of the target gene 
consisting of one wild type allele and one deletion null allele separated by vector sequence. 
Subsequent resolution of the duplication results in both removal of the vector sequence and either 

25 restoration of the wild type gene or replacement by the in-frame deletion. The latter outcome will 
not occur if the gene should prove essential. A more detailed description of this method is provided 
in Example 10 below. It will be appreciated that this method may be practiced with any of the 
nucleic acids or organisms described herein. 

Recombinant DNA techniques can be used to express the entire coding sequences of the gene 

30 identified as required for proliferation, or portions thereof. The over-expressed proteins can be used as 
reagents for further study. The identified exogenous sequences are isolated, purified, and cloned into a 
suitable expression vector using methods well known in the art. If desired, the nucleic acids can 
contain the nucleotide sequences encoding a signal peptide to facilitate secretion of the expressed 
protein. 

35 Expression of fragments of the bacterial genes identified as required for proliferation is also 

contemplated by the present invention. The fragments of the identified genes can encode a polypeptide 
comprising at least 5, at least 10, at least 15, at least 20, at least 25, at least 30; at least 35, at least 40, at 
least 45, at least 50, at least 55, at least 60, at least 65, at least 75, or more than 75 consecutive amino 
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acids of a gene complementary to one of the identified sequences of the present invention. The nucleic 
acids inserted into the expression vectors can also contain endogenous sequences upstream and 
downstream of the coding sequence. 

When expressing the encoded protein of the identified nucleic acid required for bacterial 

5 proliferation or a fragment thereof, the nucleic acid to be expressed is operably linked to a promoter in 
an expression vector using conventional cloning technology. The expression vector can be any of the 
bacterial, insect, yeast, or mammalian expression systems known in the art. Commercially available 
vectors and expression systems are available from a variety of suppliers including Genetics Institute 
(Cambridge, MA), Stratagene (La Jolla, California), Promega (Madison, Wisconsin), and Invitrogen 

10 (San Diego, California). If desired, to enhance expression and facilitate proper protein folding, the 
codon usage and codon bias of the sequence can be optimized for the particular expression organism in 
which the expression vector is introduced, as explained by Hatfield, et aL, U.S. Patent No. 5,082,767, 
incorporated herein by this reference. Fusion protein expression systems are also contemplated by the 
present invention. 

15 Following expression of the protein encoded by the identified exogenous nucleic acid, the 

protein may be purified. Protein purification techniques are well known in the art. Proteins encoded 
and expressed from identified exogenous nucleic acids can be partially purified using precipitation 
techniques, such as precipitation with polyethylene glycol. Alternatively, epitope tagging of the protein, 
can be used to allow simple one step purification of the protein. In addition, chromatographic methods 

20 such as ion-exchange chromatography, gel filtration, use of hydroxyapaptite columns, immobilized . 
reactive dyes, chromatofocusing, and use of high-performance liquid chromatography, may also be . 
used to purify the protein. Electrophoretic methods such as one-dimensional gel electrophoresis, high- 
resolution two-dimensional polyacrylamide electrophoresis, isoelectric focusing, and others are 
contemplated as purification methods. Also, affinity chromatographic methods, comprising antibody 

25 columns, ligand presenting columns and other affinity chromatographic matrices are contemplated as, 
purification methods in the present invention. 

The purified proteins produced from the gene encoding sequences identified as required for 
proliferation can be used in a variety of protocols to generate useful antimicrobial reagents. In one 
embodiment of the present invention, antibodies are generated against the proteins expressed from the 

30 identified exogenous nucleic acids. Both monoclonal and polyclonal antibodies can be generated 
against the expressed proteins. Methods for generating monoclonal and polyclonal antibodies are well 
known in the art. Also, antibody fragment preparations prepared from the produced antibodies 
discussed above are contemplated. 

In addition, the purified protein, fragments thereof, or derivatives thereof may be administered 

35 to an individual in a pharmaceutically acceptable carrier to induce an immune response against the 
protein. Preferably, the immune response is a protective immune response which protects the 
individual. Methods for determining appropriate dosages of the protein and pharmaceutically 
acceptable carriers may be determined empiracally and are familiar to those skilled in the art. 
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Another application for the purified proteins of the present invention is to screen small 
molecule libraries for candidate compounds active against the various target proteins of the present 
invention. Advances in the field of combinatorial chemistry provide methods, well known in the art, to 
produce large numbers of candidate compounds that can have a binding, or otherwise inhibitory effect 
5 on a target protein. Accordingly, the screening of small molecule libraries for compounds with binding 
affinity or inhibitory activity for a target protein produced from an identified gene is contemplated by 
the present invention. 

In some embodiments of the present invention, a cell sensitized by expressing an an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

10 1-62 13, an antisense nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 
300, 400, or 500 consecutive nucleotides of a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a nucleic acid complementary to a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214-42397, a nucleic 
acid complementary to a nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 

15 200, 300, 400, or 500 consecutive nucleotides of a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 6214-42397, a nucleic acid complementary to a nucleic acid which 
encodes a polypeptide comprising an amino acid sequence selected from the group, consisting of 
SEQ ID NOs.: 42398-78581, a nucleic acid complementary to a nucleic acid which encodes at least 
5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 150 consecutive amino acids of a polypeptide sequence 

20 selected from the group consisting of SEQ ID NOs.: 42398-78581, a homologous antisense nucleic 
acid, an antisense nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 
300, 400, or 500 consecutive nucleotides of a homologous nucleic acid, a nucleic acid 
complementary to a homologous coding nucleic acid, a nucleic acid complementary to at least 10, 
15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides of a 

25 homologous coding nucleic acid, a nucleic acid complementary to a nucleic acid which encodes a 
homologous polypeptide, or a nucleic acid complementary to a nucleic acid which encodes at least 
5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 150 consecutive amino acids of a homologous 
polypeptide, is contacted with one or more candidate compounds from a small molecule library. 
Candidate compounds which further inhibit the proliferation of the sensitized cell may be identified 

30 as possessing inhibitory activity for a target protein or product produced by the gene to which the 
antisense sequence is complementary. 

A number of vectors useful in the above methods are described in U.S. Patent Application 
Serial Number 10/032,393, filed December 21, 2001. 

In some embodiments of the present invention, the methods for the production of stabilized 

35 RNA, as described in U.S. Patent Application Serial Number 60/343,512, can be used for the 
production of a stabilized transcript, which corresponds to a nucleic acid described herein, having 
an increased lifetime in Gram-negative organisms. Briefly, the stabilized antisense RNA may 
comprise an antisense RNA which was identified as inhibiting proliferation as described above 
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which has been engineered to contain at least one stem loop flanking each end of the antisense 
nucleic acid. In some embodiments, the at least one stem-loop structure formed at the 5* end of the 
stabilized antisense nucleic acid comprises a flush, double stranded 5* end. In some embodiments, 
one or more of the stem loops comprises a rho independent terminator. In additional embodiments, 
5 the stabilized antisense RNA lacks a ribosome binding site. In further embodiments, the stabilized 
RNA lacks sites which are cleaved by one or more RNAses, such as RNAse E or RNAse HI. In 
some embodiments, the stabilized antisense RNA may be transcribed in a cell which the activity of 
at least one enzyme involved in RNA degradation has been reduced. For example, the activity of 
an enzyme such as RNase E, RNase II, RNase HI, polynucleotide phosphorylase, and poly(A) 
10 polymerase, RNA helicase, enolase or an enzyme having similar functions may be reduced in the 
cell. 

The present invention further contemplates utility against a variety of other pathogenic 
microorganisms in addition to Escherichia coli t Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa* Salmonella typhimuriwn, Acinetobacter 

15 baumannii, Bacillus anthracis, Bacteroides jragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burltholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium aceiobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 

20 monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus muians, Streptococcus 

25 pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae and Yersinia pestis. For example, homologous coding nucleic acids, homologous antisense 
nucleic acids or homologous polypeptides from other pathogenic microorganisms (including nucleic 
acids homologous to the nucleic acids of SEQ ID NOs.: 6214-42397, nucleic acids homologous to 
the antisense nucleic acids of SEQ ID NOs.; 1-6213, and polypeptides homologous to the 

30 polypeptides of SEQ ID NOs.: 42398-78581) may be identified using methods such as those 
described herein. The homologous coding nucleic acids, homologous antisense nucleic acids or 
homologous polypeptides may be used to identify compounds which inhibit the proliferation of these 
other pathogenic microorganisms using methods such as those described herein. 

For example, the proliferation-required nucleic acids, antisense nucleic acids, and 

35 polypeptides from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Salmonella typhimuriwn, Acinetobacter baumannii, 
Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholdeiia 
cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia 
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pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, 
Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, 
Moraxella catarrlialis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, 
Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria 
gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas 
putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus 
epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, 
Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or 
Yersinia pestis described herein (including the nucleic acids of SEQ ED NOs.: 6214-42397, the 
antisense nucleic acids of SEQ ID NOs: 1-6213, and the polypeptides of SEQ ID NOs.: 42398- 
78581) may be used to identify homologous coding nucleic acids, homologous antisense nucleic acids 
or homologous polypeptides required for proliferation in prokaryotes and eukaryotes. For example, 
nucleic acids or polypeptides required for the proliferation of protists, such as Plasmodium spp./ 
plants; animals, such as Entamoeba spp. and Contracaecum spp; and fungi including Candida spp., 
(e.g., Candida albicans), Cryptococcus neoformans, and Aspergillus fumigatus may be identified. In 
one embodiment of the present invention, monera, specifically bacteria, including both Gram positive 
and Gram negative bacteria, are probed in search of novel gene sequences required for proliferation. 
Likewise, homologous antisense nucleic acids which may be used to inhibit growth of these organisms, 
or to identify antibiotics may also be identified. These embodiments are particularly important given 
the rise of drug resistant bacteria. 

The number of bacterial species that are becoming resistant to existing antibiotics is growing. 
A partial list of these microorganisms includes: Escherichia spp., such as R coli, Enterococcus spp, 
such as E. faecalis; Pseudomonas spp., such as P. aeruginosa, Clostridium spp., such as C. 
botulinum, Haemophilus spp, such as H. influenzae, Enterobacter spp, such as E. cloacae, Vibrio 
spp., such as V. cholera; Moraxala spp, such as M. catarrlialis; Streptococcus spp., such as S. 
pneumoniae, Neisseria spp., such as N. gonorrhoeae; Mycoplasma spp., such as Mycoplasma 
pneumoniae; Salmonella typhimurium; Helicobacter pylori; Escherichia coli; and Mycobacterium 
tuberculosis. The genes and polypeptides identified as required for the proliferation of Escherichia 
coli, Staphylococcus aureus. Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas 
aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides 
fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkliolderia. cepacia, Burkholderia fungorum, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae. Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Coiynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila. Listeria monocytogenes, Moraxella catarrlialis, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 

140 
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multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syi'ingae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidennidis, Staphylococcus haemolyticus t Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae or Yersinia pestis (including the nucleic acids of SEQ ID NOs.: 6214- 
5 42397, the sequences complementary to the nucleic acids of SEQ ID NOs.: 6214-42397, and the 
polypeptides of SEQ ID NOs.: 42398-78581) can be used to identify homologous coding nucleic 
acids or homologous polypeptides required for proliferation from these and other organisms using 
methods such as nucleic acid hybridization and computer database analysis. Likewise, the 
antisense nucleic acids which inhibit proliferation of Escherichia coli, Staphylococcus aureus, 
10 Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkholderia fiingorum, BwJdiolderia mallei, Campylobacter 
jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
15 faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasieurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
20 Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus. . 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis (including the antisense nucleic acids of SEQ ID NOs.: 1-6213 or the 
sequences complementary thereto) may also be used to identify antisense nucleic acids which 
inhibit proliferation of these and other microorganisms or cells using nucleic acid hybridization or 
25 computer database analysis. 

In one embodiment of the present invention, the nucleic acid sequences from Escherichia coli, 
Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, 
Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, 
Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, 
30 Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
35 genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
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urealyticum, Vibrio cholerae or Yersinia pestis (including the nucleic acids of SEQ ID NOs.: 6214- 
42397 and the antisense nucleic acids of SEQ ID NOs. 1-6213) are used to screen genomic libraries 
generated from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, 
5 Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia 
cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, 
Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, 
10 Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, 
Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria 
gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas 
putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus 
epidermidis, Staphylococcus haemolyticus, Streptococcus /nutans, Streptococcus pneumoniae, 
Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae, Yersinia 
pestis and other bacterial species of interest. For example, the genomic library may be from Gram 
positive bacteria, Gram negative bacteria or other organisms including Acinetobacter baumannii, 
Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burldiolderia cepacia, Burkholderia fungorum, Burklxolderia 
mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis 
glabrata), Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida fonsei, 
Candida Icefyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfringens, Coccidioides immitis, Corynebacteiium diptheriae, 
Cryptococcus neoformans, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 
Escherichia coli, Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella 
pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 
Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 
Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori. Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis or any species falling within the genera of any of the above species, 
including coagulase negative species of Staphylococcus. In some embodiments, the genomic 
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library may be from an organism other than E. coli. Standard molecular biology techniques are used 
to generate genomic libraries from various cells or microorganisms. In one aspect, the libraries are 
generated and bound to nitrocellulose paper. The identified exogenous nucleic acid sequences of the 
present invention can then be used as probes to screen the libraries for homologous sequences. 
5 For example, the libraries may be screened to identify homologous coding nucleic, acids or 

homologous antisense nucleic acids comprising nucleotide sequences which hybridize under 
stringent conditions to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213, 
nucleic acids comprising nucleotide sequences which hybridize under stringent conditions to a 
fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 
10 consecutive nucleotides of one of SEQ ID NOs. 1-6213, nucleic acids comprising nucleotide 
sequences which hybridize under stringent conditions to a nucleic acid complementary to one of 
SEQ ID NOs. 1-6213, nucleic acids comprising nucleotide sequences which hybridize under 
stringent conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 
300, 400, or 500 consecutive nucleotides of the sequence complementary to one of SEQ ID NOs. 1- 
15 6213, nucleic acids comprising nucleotide sequences which hybridize under stringent conditions to 
a nucleic acid selected from the group consisting of SEQ ID NOS.: 6214-42397, nucleic acids 
comprising nucleotide sequences which hybridize under stringent conditions to a fragment 
comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive 
nucleotides of one of SEQ ID NOS.: 6214-42397, nucleic acids comprising nucleotide sequences . 
20 which hybridize under stringent conditions to a nucleic acid complementary to one of SEQ ID 
NOS.: 6214-42397, nucleic acids comprising nucleotide sequences which hybridize under stringent 
conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 
400, or 500 consecutive nucleotides of the sequence complementary to one of SEQ ID NOS.: 6214- 
42397. 

25 The libraries may also be screened to identify homologous nucleic coding nucleic acids or 

homologous antisense nucleic acids comprising nucleotide sequences which hybridize under 
moderate conditions to a nucleic acid selected from the group consisting of .SEQ ED NOs.: 1-6213, 
nucleic acids comprising nucleotide sequences which hybridize under moderate conditions to a 
fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 

30 consecutive nucleotides of one of SEQ ID NOs. 1-6213, nucleic acids comprising nucleotide 
sequences which hybridize under moderate conditions to a nucleic acid complementary to one of 
SEQ ID NOs. 1-6213, nucleic acids comprising nucleotide sequences which hybridize under 
moderate conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 
200, 300, 400, or 500 consecutive nucleotides of the sequence complementary to one of SEQ ID 

35 NOs. 1-6213, nucleic acids comprising nucleotide sequences which hybridize under moderate 
conditions to a nucleic acid selected from the group consisting of SEQ ID NOS.: 6214-42397, 
nucleic acids comprising nucleic acid sequences which hybridize under moderate conditions to a 
fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 
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consecutive nucleotides of one of SEQ ID NOS.: 6214-42397, nucleic acids comprising nucleotide 
sequences which hybridize under moderate conditions to a nucleic acid complementary to one of 
SEQ ID NOS.: 6214-42397 and nucleic acids comprising nucleotide sequences which hybridize 
under moderate conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 
150, 200, 300, 400, or 500 consecutive nucleotides of the sequence complementary to one of SEQ 
ID NOS.: 6214-42397. 

The homologous coding nucleic acids, homologous antisense nucleic acids or homologous 
polypeptides identified as above can then be used as targets or tools for the identification of new, 
anmnicrobial compounds using methods such as those described herein. In some embodiments, the 
homologous coding nucleic acids, homologous antisense nucleic acids, or homologous polypeptides 
may be used to identify compounds with activity against more than one microorganism. [Placeholder] 

For example, the preceding methods may be used to isolate homologous coding nucleic 
acids or homologous antisense nucleic acids comprising a nucleotide sequence with at least 97%, at 
least 95%, at least 90%, at least 85%, at least 80%, or at least 70% nucleotide sequence identity to a 
nucleotide sequence selected from the group consisting of one of the sequences of SEQ ID NOS. 1- 
6213, fragments comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 
consecutive nucleotides thereof, and the sequences complementary thereto. The preceding methods 
may also be used to isolate homologous coding nucleic acids or homologous antisense nucleic acids 
comprising a nucleotide sequence with at least 97%, at least 95%, at least 90%, at least 85%, at 
least 80%, or at least 70% nucleotide sequence identity to a nucleotide sequence selected from the 
group consisting of one of the nucleotide sequences of SEQ ID NOS.: 6214-42397, fragments 
comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive 
nucleotides thereof, and the sequences complementary thereto. Identity may be measured using, 
BLASTN version 2.0 with the default parameters. (Altschul, S.F. et al. Gapped BLAST and PSI- 
BLAST: A New Generation of Protein Database Search Programs, Nucleic Acid Res. 25: 3389- 
3402 (1997). For example, the homologous polynucleotides may comprise a coding sequence 
which is a naturally occurring allelic variant of one of the coding sequences described herein. Such 
allelic variants may have a substitution, deletion or addition of one or more nucleotides when 
compared to the nucleic acids of SEQ ID NOs: 1-6213, SEQ ID NOS.: 6214-42397 or the 
nucleotide sequences complementary thereto. 

Additionally, the above procedures may be used to isolate homologous coding nucleic acids 
which encode polypeptides having at least 99%, 95%, at least 90%, at least 85%, at least 80%, at 
least 70%, at least 60%, at least 50%, at least 40% or at least 25% amino acid identity or similarity 
to a polypeptide comprising the sequence of one of SEQ ID NOs: 42398-78581 or to a polypeptide 
whose expression is inhibited by a nucleic acid of one of SEQ ID NOs: 1-6213 or fragments 
comprising at least 5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 150 consecutive amino acids thereof 
as determined using the FASTA version 3.0t78 algorithm with the default parameters. 
Alternatively, protein identity or similarity may be identified using BLASTP with the default 
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parameters, BLASTX with the default parameters, or TBLASTN with the default parameters. 
(Altschul, S.F. et aL Gapped BLAST and PSI-BLAST: A New Generation of Protein Database 
Search Programs, Nucleic Acid Res. 25: 3389-3402 (1997). 

Alternatively, homologous coding nucleic acids, homologous antisense nucleic acids or 
5 homologous polypeptides may be identified by searching a database to identify sequences having a . 
desired level of nucleotide or amino acid sequence homology to a nucleic acid or polypeptide 
involved in proliferation or an antisense nucleic acid to a nucleic acid involved in microbial 
proliferation. A variety of such databases are available to those skilled in the art, including 
GenBank and GenSeq. In some embodiments, the databases are screened to identify nucleic acids 
10 with at least 97%, at least 95%, at least 90%, at least 85%, at least 80%, or at least 70% nucleotide 
sequence identity to a nucleic acid required for proliferation, an antisense nucleic acid which 
inhibits proliferation, or a portion of a nucleic acid required for proliferation or a portion of an 
antisense nucleic acid which inhibits proliferation. For example, homologous coding sequences 
may be identified by using a database to identify nucleic acids homologous to one of SEQ ID Nos. 
15 1-6213, homologous to fragments comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 
200, 300, 400, or 500 consecutive nucleotides thereof, nucleic acids homologous to one of SEQ ID 
NOS.: 6214-42397, homologous to fragments comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 
100, 150, 200, 300, 400, or 500 consecutive nucleotides of one of SEQ ID NOS.: 6214-42397, 
nucleic acids homologous to one of SEQ ID Nos. 1-6213, homologous to fragments comprising at 
20 least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides thereof 
or nucleic acids homologous to the sequences complementary to any of the preceding nucleic acids. 
In other embodiments, the databases are screened to identify polypeptides having at least 99%, 
95%, at least 90%, at least 85%, at least 80%, at least 70%, at least 60%, at least 50%, at least 40% 
or at least 25% amino acid sequence identity or similarity to a polypeptide involved in proliferation 
25 or a portion thereof. For example, the database may be screened to identify polypeptides 
homologous to a polypeptide comprising one of SEQ ID NOs: 42398-78581, a polypeptide whose 
expression is inhibited by a nucleic acid of one of SEQ ID NOs: 1-6213 or homologous to 
fragments comprising at least 5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 150 consecutive amino 
acids of any of the preceding polypeptides. In some embodiments, the database may be screened to 
30 identify homologous coding nucleic acids, homologous antisense nucleic acids or homologous 
polypeptides from cells or microorganisms other than the Escherichia coli, Staphylococcus aureus, 
Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter 
35 jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
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Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
5 pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis species from which they were obtained. For example the database may 
be screened to identify homologous coding nucleic acids, homologous antisense nucleic acids or 
homologous polypeptides from microorganisms such as Acinetobacter baumannii, Anaplasma 
marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 

10 Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida h-usei, Candida kefyr 
(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 

15 perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 

20 genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenieriae, Shigella jlexneri, 

25 Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis or any species falling within the genera of any of the above species, 
including coagulase negative Staphylococcus . In some embodiments, the homologous coding 

30 nucleic acids, homologous antisense nucleic acids, or homologous polypeptides are from an 
organism other than E. coli. 

In another embodiment, gene expression arrays and microarrays can be employed. Gene 
expression arrays are high density arrays of DNA samples deposited at specific locations on a glass 
chip, nylon membrane, or the like. Such arrays can be used by researchers to quantify relative gene 

35 expression under different conditions. Gene expression arrays are used by researchers to help 
identify optimal drug targets, profile new compounds, and determine disease pathways. An 
example of this technology is found in U.S. Patent No. 5,807,522. 
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It is possible to study the expression of all genes in the genome of a particular microbial 
organism using a single array. For example, the arrays may consist of 12 x 24 cm nylon filters 
containing PCR products corresponding to ORFs from Escherichia coli, Staphylococcus aureus, 
Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
5 Acinetobacter baumannii, Bacillus anthracis, Bacter aides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter 
jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
10 monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberadosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
15 pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis (including the nucleic acids of SEQ ID NOs.: 6214-42397) . 10 ngs of 
each PCR product are spotted every 1.5 mm on the filter. Single stranded labeled cDNAs are 
prepared for hybridization to the array (no second strand synthesis or amplification step is done) 
and placed in contact with the filter. Thus the labeled cDNAs are of "antisense" orientation. 
20 Quantitative analysis is done by phosphorimager. 

Hybridization of cDNA made from a sample of total cell mRNA to such an array followed 
by detection of binding by one or more of various techniques known to those in the art results in a 
signal at each location on the array to which cDNA hybridized. The intensity of the hybridization 
signal obtained at each location in the array thus reflects the amount of mRNA for that specific 
25 gene that was present in the sample. Comparing the results obtained for mRNA isolated from cells 
grown under different conditions thus allows for a comparison of the relative amount of expression 
of each individual gene during growth under the different conditions. 

Gene expression arrays may be used to analyze the total mRNA expression pattern at 
various time points after induction of an antisense nucleic acid complementary to a proliferation- 
30 required gene. Analysis of the expression pattern indicated by hybridization to the array provides 
information on other genes whose expression is influenced by antisense expression. For example, if 
the antisense is complementary to a gene for ribosomal protein L7/L12 in the SOS subunit, levels of 
other mRNAs may be observed to increase, decrease or stay the same following expression of 
antisense to the L7/L12 gene. If the antisense is complementary to a different 50S subunit 
35 ribosomal protein mRNA (e.g. L25), a different mRNA expression pattern may result. Thus, the 
mRNA expression pattern observed following expression of an antisense nucleic acid comprising a 
nucleotide sequence complementary to a proliferation required gene may identify other 
proliferation-required nucleic acids. In addition, the mRNA expression patterns observed when the 
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bacteria are exposed to candidate drug compounds or known antibiotics may be compared to those 
observed with antisense nucleic acids comprising a nucleotide sequence complementary to a 
proliferation-required nucleic acid. If the mRNA expression pattern observed with the candidate 
drug compound is similar to that observed with the antisense nucleic acid, the drug compound may 
be a promising therapeutic candidate. Thus, the assay would be useful in assisting in the selection 
of promising candidate drug compounds for use in drug development. 

In cases where the source of nucleic acid deposited on the array and the source of the 
nucleic acid being hybridized to the array are from two different cells or microorganisms, gene 
expression arrays can identify homologous nucleic acids in the two cells or microorganisms. 

The present invention also contemplates additional methods for screening other 
microorganisms for proliferation-required genes. Li one aspect of this embodiment, an antisense 
nucleic acid comprising a nucleotide sequence complementary to the proliferation-required sequences 
from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, BurkJiolderia cepacia, 
Burkholderia fungowm, Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 
Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botidinum, Clostridium difficile, 
Corynebacterium dipthenae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrlialis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis, or a portion 
thereof, is transcribed in an antisense orientation in such a way as to alter the level or activity of a 
nucleic acid required for proliferation of an autologous or heterologous cell or microorganism. For 
example, the antisense nucleic acid may be a homologous antisense nucleic acid such as an antisense 
nucleic acid homologous to the nucleotide sequence complementary to one of SEQ ID NOs.: 6214- 
42397, an antisense nucleic acid comprising a nucleotide sequence homologous to one of SEQ ID 
Nos.: 1-6213, or an antisense nucleic acid comprising a nucleotide sequence complementary to a 
portion of any of the preceding nucleic acids. The cell or microorganism transcribing the homologous 
antisense nucleic acid may be used in a cell-based assay, such as those described herein, to identify 
candidate antibiotic compounds. In another embodiment, the conserved portions of nucleotide 
sequences identified as proliferation-required can be used to generate degenerate primers for use in the 
polymerase chain reaction (PCR). The PCR technique is well known in the art. The successful 
production of a PCR product using degenerate primers generated from the nucleotide sequences 
identified herein indicates the presence of a homologous gene sequence in the species being screened. 
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This homologous gene is then isolated, expressed, and used as a target for candidate antibiotic 
compounds. In another aspect of this embodiment, the homologous gene (for example a homologous 
coding nucleic acid) thus identified, or a portion thereof, is transcribed in an autologous cell or 
microorganism or in a heterologous cell or microorganism in an antisense orientation in such a way as 
5 to alter the level or activity of a homologous gene required for proliferation in the autologous or 
heterologous cell or microorganism. Alternatively, a homologous antisense nucleic acid may be 
transcribed in an autologous or heterologous cell or rmcroorganism in such a way as to alter the level or 
activity of a gene product required for proliferation in the autologous or heterologous cell or 
microorganism. 

10 The nucleic acids homologous to the genes required for the proliferation of Escherichia 

coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas 
aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides 
fragilis, Bordetella pertussis, Borrelia burgdorferi, BurkJiolderia cepacia, Burkholderia fimgorum, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 

15 Clostridium acetobutylicum, Clostridium boiulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 

20 multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, S&eptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae or Yersinia pestis or the sequences complementary thereto may be 
used to identify homologous coding nucleic acids or homologous antisense nucleic acids from cells 

25 or microorganisms other than Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aemginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
BurJcholderia cepacia, Burkholderia fimgorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 

30 botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 

35 mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis to inhibit the proliferation of cells or microorganisms other than 
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Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 
5 Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, 
Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 

10 meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis by inhibiting the 
activity or reducing the amount of the identified homologous coding nucleic acid or homologous 

15 polypeptide in the cell or microorganism other than Escherichia coli, Staphylococcus aureus, 
Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkholderia fungonun, Burkholderia mallei, Campylobacter 
jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 

20 botidinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonon-hoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 

25 mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis or to identify compounds which inhibit the growth of cells or 
microorganisms other than Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 

30 Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkliolderia cepacia, Burkholderia fungorum, Burkliolderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Coiynebacterium diptheriae, Enterobacter cloacae, Enterococcus 

35 faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, . Pasteurella multocida, Proteus 
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mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasina urealyticum, Vibrio 
cholerae or Yersinia pestis as described below. For example, the nucleic acids homologous to 
5 proliferation-required genes from Escherichia coli, Staphylococcus aureus, Enter ococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
10 botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catairhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
15 mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis or the sequences complementary thereto may be used to identify 
compounds which inhibit the growth of Acinetobacter baumannii, Anaplasma marginale, 
20 Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter 
jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata\ Candida tropicalis, 
Candida parapsilosis, Candida guilliennondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
25 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium per fringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylon, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
30 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
35 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutatis, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
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Yersinia pestis or any species falling within the genera of any of the above species. In some 
embodiments of the present invention, the nucleic acids homologous to proliferation-required 
sequences from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, 
Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholdeiia 
cepacia, Burkholdeiia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Coiynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, 
Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, 
Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, 
Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria 
gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas 
putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus 
epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, 
Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or 
Yersinia pestis (including nucleic acids homologous to one of SEQ ID NOs.: 6214-42397) or the 
sequences complementary thereto (including nucleic acids homologous to one of SEQ ID NOs.: 1- 
6213) are used to identify proliferation-required sequences in an organism other than E. coli. 

In another embodiment of the present invention, antisense nucleic acids complementary to the 
sequences identified as required for proliferation or portions thereof (including antisense nucleic acids 
comprising a nucleotide sequence complementary to one of SEQ ID NOs.: 6214-42397 or portions 
thereof, such as the nucleic acids of SEQ ID NOs.: 1-6213) are transferred to vectors capable of 
function within a species other than the species from which the sequences, were obtained, For 
example, the vector may be functional in Acinetobacter baumannii, Anaplasma marginale, 
Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, BurMiolderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter 

jejuni, Candida albicans, Candida glabrata (also called Tomlopsis glabrata\ Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Coiynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 

Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
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Salmonella cholerasnis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

5 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. In some 
embodiments of the present invention, the vector may be functional in an organism other than E. 
coli. As would be appreciated by one of ordinary skill in the art, vectors may contain certain 
elements that are species specific. These elements can include promoter sequences, operator 

10 sequences, repressor genes, origins of replication, ribosomal binding sequences, termination 
sequences, and others. To use the antisense nucleic acids, one of ordinary skill in the art would 
know to use standard molecular biology techniques to isolate vectors containing the sequences of 
interest, from cultured bacterial cells, isolate and purify those sequences, and subclone those 
sequences into a vector adapted for use in the species of bacteria to be screened. 

15 Vectors for a variety of other species are known in the art. For example, numerous vectors 

which function in E. coli are known in the art. Also, Pla et al. have reported an expression vector 
that is functional in a number of relevant hosts including: Salmonella typhimurium, Pseudomonas 
puiida, and Pseudomonas aeruginosa. J. Bacteriol 172(8):4448-55 (1990). Brunschwig and 
Darzins (Gene (1992) 1 1 1 :35-4, described a shuttle expression vector for Pseudomonas aeruginosa. 

20 Vectors useful for the production of stabilized mRNA having, an increased lifetime (including 
antisense RNA) in Gram negative organisms are described in U.S. Provisional Patent Application 
Serial Number 60/343,512, filed December 21, 2001. Similarly many examples exist of expression 
vectors that are freely transferable among various Gram positive microorganisms. Expression 
vectors for Enterococcus faecalis may be engineered by incorporating suitable promoters into a 

25 pAK80 backbone (Israelsen, EL, S. M. Madsen, A. Vrang, E. B. Hansen and E. Johansen. 1995. 
Appl. Environ. Microbiol 61:2540-2547. A number of vectors useful for nucleic acid expression 
(including antisense nucleic acid expression) in Enterococcus faecalis, Staphylococcus areus as 
well as other Gram positive organisms are described in U.S. Patent Application Serial Number 
10/032,393, filed December 21, 2001. 

30 Following the subcloning of the antisense nucleic acids complementary to proliferation- 

required sequences from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Boirelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 

35 Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
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Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasleurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus mutam, Streptococcus 
5 pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum. Vibrio 
cholerae or Yersinia pestis or portions thereof into a vector functional in a second cell or 
microorganism of interest (i.e. a cell or microorganism other than the one from which the identified 
nucleic acids were obtained), the antisense nucleic acids are conditionally transcribed to test for 
bacterial growth inhibition. The nucleotide sequences of the nucleic acids from Escherichia coli, 
10 Staphylococcus aureus, Enlerococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, 
Salmonella typhirnurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, 
Bordetella pertussis, Borrelia burgdorferi. Burkholderia cepacia, Burkholderia fungomm, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Coiynebacterium 
15 diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catanhalis, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae. Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
20 Salmonella typhi, Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae or Yersinia pestis that, when transcribed, inhibit growth of the second 
cell or microorganism are compared to the known genomic sequence of the second cell or 
microorganism to identify the homologous gene from the second organism. If the homologous 
25 sequence from the second cell or microorganism is not known, it may be identified and isolated by 
hybridization to the proliferation-required Escherichia coli, Staphylococcus aureus, Enterococcus 
faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhirnurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fimgorum, Burkholderia mallei, Campylobacter jejuni, 
30 Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
35 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
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cholerae or Yersinia pestis sequence of interest or by amplification using PCR primers based on the 
proliferation-required nucleotide sequence of interest as described above. In this way, sequences 
which may be required for the proliferation of the second cell or microorganism may be identified. 
For example, the second microorganism may be Acinetobacter baumannii, Anaplasma marginale, 
5 Aspergillus fumigatus, Bacillus anthracis> Bacteroides fragilis, Bordetella pertussis, Boirelia 
burgdorferi, Burkholderia cepacia, Burkholderia Jungorum, Burkholderia mallei, Campylobacter 
jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kejyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
10 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enter ococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
15 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
20 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexnen, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitis, 
Yersinia pestis or any species falling within the genera of any of the above species. In some 
25 embodiments of the present invention, the second microorganism is an organism other than E. coli. 

The homologous nucleic acid sequences from the second cell or microorganism which are 
identified as described above may then be operably linked to a promoter, such as an inducible 
promoter, in an antisense orientation and introduced into the second cell or microorganism. The 
techniques described herein for identifying Escherichia coli, Staphylococcus aureus, Enterococcus 
30 faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia jungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
. botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
35 faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
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mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus muians, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
ckolerae or Yersinia pestis genes required for proliferation may thus be employed to determine 

5 whether the identified nucleotide sequences from a second cell or microorganism inhibit the 
proliferation of the second cell or microorganism. For example, the second microorganism may be 
Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholdena fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 

10 glabrata (also called Torulopsis glabrata), Candida iropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Icrusei, Candida kejyr (also called Candida pseudotropicalis\ Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 

15 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tubercidosis. Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

20 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

25 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. In some 
embodiments of the present invention, the second microorganism may be an organism other than E. 
coli. 

30 Antisense nucleic acids required for the proliferation of microorganisms other than 

Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia. burgdorferi, Burkholderia cepacia, 
Burkholdena fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 

35 Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, 
Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
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tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
5 Treponema pallidum, Ureaplasma urealyiicum, Vibrio cholerae or Yersinia pestis or the genes 
corresponding thereto, may also be hybridized to a microarray containing the Escherichia coli t 
Staphylococcus aureus, Enter vcoccus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, 
Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, 
Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, BurkJiolderia fungorum, 
10 Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
dipiheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhal, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
15 genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyiicum, Vibrio cholerae or Yersinia pestis (including the nucleic acids of SEQ ID NOs.: 6214- 
20 42397) to gauge the homology between the Escherichia coli, Staphylococcus aureus, Enterococcus 
faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
BurJdiolderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
25 botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enter vcoccus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
30 mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis sequences and the proliferation-required nucleic acids from other cells 
or microorganisms. For example, the proliferation-required nucleic acid may be from 
35 Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicaiis, Candida parapsilosis, Candida 
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guilliermondii, Candida /{nisei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immiiis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
5 faecalis, Enterococcus faecium, Escherichia coli t Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulaium, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
10 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus rnirabilis, Proteus vulgans, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
15 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. In some 
embodiments of the present invention, the proliferation-required nucleotide sequences from. 
Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
20 Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Boiretia burgdorferi, Burkliolderia cepacia, 
Burkholderia fungorum, Burkliolderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 
Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, 
Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
25 influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catairhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
meningitidis, Pasteurella multocida, Proteus rnirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
30 haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis or homologous 
nucleic acids are used to identify proliferation-required sequences in an organism other than E. coli. ' 
In some embodiments of the present invention, the proliferation-required sequences may be from an 
organism other than E. coli. The proliferation-required nucleic acids from a cell or microorganism 
35 other than Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter' jejuni, Chlamydia pneumoniae, 
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Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium Botulinum, Clostridium difficile, 
Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
5 tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis t Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis may be 
10 hybridized to the array , under a variety of conditions which permit hybridization to occur when the 
probe has different levels of homology to the nucleotide sequence on the microarray. This would 
provide an indication of homology across the cells or microorganisms as well as clues to other 
possible essential genes in these cells or microorganisms. 

In some embodiments of the present invention, the essential gene products described herein 
15 are used in methods of identifying a target on which a compound that inhibits cellular proliferation 
acts. Such methods are described in the U.S. Patent Application entitled METHODS FOR 
IDENTIFYING THE TARGET OF A COMPOUND WHICH INHIBITS CELLULAR 
PROLIFERATION, filed February 8, 2002. As employed herein, some embodiments of methods 
used to identify a target on which a compound that inhibits cellular proliferation acts utilize 
20 collections or cultures of strains comprising strains which either overexpress a different gene 
product which is required for cellular proliferation (such as the gene products described herein) or 
underexpress a different gene product (such as the. gene products described herein) which is 
required for cellular proliferation (i.e. at least some of the strains in the culture overexpress or 
underexpress a gene product required for cellular proliferation). In some embodiments, the present 
25 invention uses collections or cultures of strains comprising both strains which overexpress gene 
products required for cellular proliferation and strains which underexpress the same gene products 
required for cellular proliferation. Preferably, each of the strains present in the culture or collection 
either overexpresses or underexpresses a different gene product which is required for cellular 
proliferation (i.e. all of the strains in the culture overexpress or underexpress a gene product 
30 required for cellular proliferation). However, in some embodiments, the culture or collection may 
include one or more strains which do not overexpress or underexpress a gene product which is 
required for proliferation. The gene product which is overexpressed or underexpressed in each 
strain may be any gene product which is required for cellular prolifereation, including a gene 
product whose activity or level is inhibited by a nucleic acid comprising a nucleotide sequence 
35 selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ED NOs.: 6214- 
42397, a gene product comprising an amino acid sequence selected from the group consisting of 
SEQ ED NOs.: 42398-78581, a gene product whose activity or level is inhibited by a homologous 
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antisense nucleic acid, a gene product encoded by a homologous coding nucleic acid, and a gene 
product comprising a homologous polypeptide. 

As used herein the term "culture" refers to a plurality of strains growing in a single aliquot 
of a liquid growth medium and the term "collection" refers to a plurality of strains each of which is 
5 growing in a separate aliquot of liquid growth medium or a different location on a solid growth 
medium. 

In some embodiments, if desired, one or more of the strains in the culture or collection of 
strains may overexpress or underexpress more than one gene product described herein which is 
required for cellular proliferation. In this embodiment, the gene products which are overexpressed 

10 or underexpressed in one or more of the strains may be functionally related or functionally 
unrelated. This may facilitate the identification of compounds when two or more gene products 
share similar functions in the cell or where the cell has multiple biochemical pathways which lead 
to a particular end product. 

Alternatively, if the gene product described herein to be overexpressed or underexpressed is 

15 encoded by a gene which is part of an operon containing a plurality of genes, the desired gene may 
be overexpressed or underexpressed while the remaining genes in the operon are expressed at levels 
where they do not impact the ability of the cell to grow in the presence of a particular compound. 
For example, the desired gene may be placed under the control of a regulatable promoter, a 
transcriptional terminator may be placed 3* of the desired gene and a promoter, preferably a 

20 constitutive promoter, may be placed 3' of the transcriptional terminator and 5' of the remaining 
genes in the operon. 

In some embodiments, the culture or collection of strains may comprise a strain which 
overexpresses or underexpresses a gene product whose activity or level is inhibited by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213. 

25 In some embodiments, the culture or collection of strains may comprise strains which in aggregate 
overexpress or underexpress at least two gene products whose activity or level is inhibited by a 
nucleic acid selected from the group consisting of SEQ ID NOS.: 1-6213, at least 10 gene products 
whose activity or level is inhibited by a nucleic acid selected from the group consisting of SEQ ID 
NOS.: 1-6213, at least 20 gene products whose activity or level is inhibited by a nucleic acid 

30 selected from the group consisting of SEQ ID NOS.: 1-6213, at least 30 gene products whose 
activity or level is inhibited by a nucleic acid selected from the group consisting of SEQ ID NOS.: 
1-6213, at least 50 gene products whose activity or level is inhibited by a nucleic acid selected from 
the group consisting of SEQ ID NOS.: 1-6213, at least 100 gene products whose activity or level is 
inhibited by a nucleic acid selected from the group consisting of SEQ ID NOS.: 1-6213, at least 300 

35 gene products whose activity or level is inhibited by a nucleic acid selected from the group 
consisting of SEQ ID NOS.: 1-6213 or more than 300 gene products whose activity or level is 
inhibited by a nucleic acid selected from the group consisting of SEQ ID NOS.: 1-6213, wherein 
each strain in the culture or collection of strains overexpresses or underexpresses a single gene 
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product whose activity or level is inhibited by a nucleic acid selected from the group consisting of 
SEQ ID NOs. 1-6213. Alternatively, if desired, one or more of the strains in the culture or 
collection of strains may overexpress or underexpress more than one gene product whose activity or 
level is inhibited by a nucleic acid selected from the group consisting of SEQ ED NOs. 1-6213. 
5 In other embodiments, the culture or collection of strains may comprise a strain which 

overexpresses or underexpresses a gene product encoded by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 6214-42397. In some embodiments, 
the culture or collection of strains may comprise strains which in aggregate overexpress or 
underexpress at least two gene products encoded by a nucleic acid comprising a nucleotide 
10 sequence selected from the group consisting of SEQ ID NOs.: 6214-42397, at least 10 gene 
products encoded by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 6214-42397, at least 20 gene products encoded by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214-42397, 
at least 30 gene products encoded by a nucleic acid comprising a nucleotide sequence selected from 
15 the group consisting of SEQ ID NOs.: 6214-42397, at least 50 gene products encoded by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214- 
42397, at least 100 gene products encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 6214-42397, at least 300 gene products 
encoded by a nucleic acid comprising a nucleotide sequence selected from the group consisting of 
20 SEQ ID NOs.: 6214-42397 or more than 300 gene products encoded by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214-42397, wherein 
each strain in the culture or collection of strains overexpresses or underexpresses a single gene 
product encoded by a nucleic acid selected from the group consisting of SEQ ID NOs. 6214-42397. 
Alternatively, if desired, one or more strains in the culture or collection of strains may overexpress 
25 or underexpress more than one gene product encoded by a nucleic acid selected from the group 
consisting of SEQ ID NOs. 6214-42397. 

In some embodiments the culture or collection of strains comprises a strain in which a gene 
product comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 
42938-78581 is overexpressed or underexpressed. In some embodiments, the culture or collection 
30 of strains may comprise strains which in aggregate overexpress or underexpress at least two gene 
products comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 
42938-78581, at least 10 gene products comprising an amino acid sequence selected from the group 
consisting of SEQ ID NOs.: 42938-78581, at least 20 gene products comprising an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42938-78581, at least 30 gene 
35 products comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 
42938-78581, at least 50 gene products comprising an amino acid sequence selected from the group 
consisting of SEQ ID NOs.: 42938-78581, at least 100 gene products comprising an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42938-78581, at least 300 gene 



WO 02/077183 PCT/US02/09107 
products comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 
42938-78581 or more than 300 gene products comprising an amino acid sequence selected from the 
group consisting of SEQ ID NOs.: 42938-78581, wherein each strain in the culture or collection of 
strains overexpresses or underexpresses a single gene product selected from the group consisting of 
5 SEQ ED NOs. 42938-78581. Alternatively, if desired one or more of the strains in the culture or 
collection of strains may overexpress or underexpress more than one gene product selected from the 
group consisting of SEQ ID NOs. 42938-78581. 

In other embodiments, the culture or collection of strains comprises a strain in which at 
least one of the gene products encoded by a homologous coding nucleic acid as defined above is 
10 overexpressed or underexpressed. In some embodiments, the culture or collection of strains may 
comprise strains which in aggregate overexpress or underexpress at least 2, at least 10, at least 20, 
at least 30, at least 50, at least 100, at least 300 or more than 300 gene products encoded by a 
homologous coding nucleic acid as defined above. If desired the culture or collection of strains 
may comprise one or more strains which overexpress or underexpress more than one gene product 
15 encoded by a homologous coding nucleic acid. In further embodiments, the culture or collection of 
strains comprises a strain in which at least one, at least 10, at least 20, at least 30, at least 50, at least 
100, at least 300 or more than 300 homologous polypeptides as defined above is overexpressed or 
underexpressed. If desired the culture or collection of strains may comprise one or more strains 
which overexpress or underexpress more than one homologous polypeptide. 
20 For example, in some embodiments, the culture or collection of strains comprises a strain in 

which at least one gene product selected from the group consisting of a gene product having at least 
70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a gene product whose expression is inhibited by an antisense nucleic acid comprising 
a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
25 encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined using 
BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene product whose 
expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from 
the group consisting of SEQ ID NOs: 1-6213, a gene product having at least 25% amino acid 
identity as determined using FASTA version 3.0t78 with the default parameters to a gene product 
30 whose expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic 
acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
35 consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose activity 
may be complemented by the gene product whose activity is inhibited by a nucleic acid comprising 
a nucleotide sequence selected from the group consisting of SEQ ED NOs: 1-6213 is overexpressed 
or underexpressed, wherein each strain overexpresses or underexpresses one gene product. In some 
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embodiments, the culture or collection of strains may comprise strains in which in aggregate at least 
2, at least 10, at least 20, at least 30, at least 50, at least 100, at least 300, or more than 300 gene 
products selected from the group consisting of a gene product having at least 70% nucleotide 
sequence identity as determined using BLASTN version 2.0 with the default parameters to a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid having at least 70% nucleotide sequence identity as determined using BLASTN 
version 2.0 with the default parameters to a nucleic acid encoding a gene product whose expression 
is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs: 1-6213, a gene product having at least 25% amino acid identity as 
determined using FASTA version 3.0t78 with the default parameters to a gene product whose 
expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from 
the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group consisting of 
15 SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group consisting of 
SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose activity may be 
complemented by the gene product whose activity is inhibited by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs: 1-6213 is overexpressed 
20 or underexpressed, wherein each strain overexpresses or underexpresses one gene product. 

If desired, one or more of the strains in the culture or collection of strains may overexpress 
or underexpress more than one gene product selected from the group consisting of a gene product 
having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic acid 
25 comprising a nucleotide sequence selected from the group consisting of SEQ ED NOs.: 1-6213, a 
gene product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a 
gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product having at least 
30 25% amino acid identity as determined using FASTA version 3.0t78 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a 
35 nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1-6213. 
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In further embodiments, the culture or collection of strains comprises a strain m wnicn at 
least one gene product encoded by a nucleic acid comprising a nucleotide sequence selected from 
the group consisting of a nucleic acid comprising a nucleic acid having at least 70% nucleotide 
sequence identity as determined using BLASTN version 2.0 with the default parameters to a 
5 nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic 
acid comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid comprising 
a nucleotide sequence which hybridizes to a nucleotide sequence selected from the group consisting 
of SEQ ID NOS.: 6214-42397 under moderate conditions is overexpressed or underexpressed, 

10 wherein each strain overexpresses or underexpresses one gene product. In some embodiments, the 
culture or collection of strains comprises a strain or a group of strains in which in aggregate at least 
2, at least 10, at least 20, at least 30, at least 50, at least 100, at least 300, or more than 300 gene 
products encoded by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of a nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence 

15 identity as determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid comprising 
a nucleotide sequence which hybridizes to a nucleotide sequence selected from the group consisting 

20 of SEQ ID NOS.: 6214-42397 under moderate conditions is overexpressed or underexpressed, 
wherein each strain overexpresses or underexpresses one gene product. 

If desired, one or more of the strains in the culture or collection of strains may overexpress 
or underexpress more than one gene product encoded by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of a nucleic acid comprising a nucleic acid having at 

25 least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ED NOS.: 6214- 
42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 

30 group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions. 

In additional embodiments, the culture or collection of strains comprises a strain in which 
at least one gene product comprising a polypeptide selected from the group consisting of a 
polypeptide having at least 25% amino acid identity as determined using FASTA version 3.0t78 to 
a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide 

35 whose activity may be complemented by a polypeptide selected from the group consisting of SEQ 
ID NOs: 42938-78581 is overexpressed or underexpressed, wherein each strain overexpresses or 
underexpresses one gene product. In some embodiments, the culture or collection of strains 
comprises a strain or a group of strains in which in aggregate at least 2, at least 10, at least 20, at 
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least 30, at least 50, at least 100, at least 300, or more than 300 gene products comprising a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino acid 
identity as determined using FASTA version 3.0t78 to a polypeptide selected from the group 
consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be complemented 
5 by a polypeptide selected from the group consisting of SEQ ID NOs: 42938-78581 is overexpressed 
or underexpressed, wherein each strain overexpresses or underexpresses one gene product. 

If desired, one or more of the strains in the culture or collection of strains may overexpress 
or underexpress more than one polypeptide selected from the group consisting of a polypeptide 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 to a 
10 polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide 
whose activity may be complemented by a polypeptide selected from the group consisting of SEQ 
IDNOs:42938-7858L 

The methods of the present invention may be used to identify the targets of compounds 
which inhibit the proliferation of any desired cell or organism. In some embodiments, these 
15 methods are employed to identify the targets of compounds which inhibit the proliferation of 
bacteria, fungi, or protozoans. In further embodiments, these methods are employed to identify the 
targets of compounds which inhibit the growth of an organism selected from the group consisting of 
Acinetobacter baumannii, Anaplasma marginal* Aspergillus fumigatus, Bacillus anthracis, 
Bacteroides fragilis, Bordeiella pertussis, Bonelia burgdorferi, Burkholderia cepacia, 
20 Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium peifringens, Coccidioides immitis, 
25 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faeciwn, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
30 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
35 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. 
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Overexpression may be obtained using a variety of techniques familiar to those skilled in 
the art. For example, overexpression may be obtained by operably linking a gene encoding a gene 
product whose activity or level is inhibited by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 

5 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214- 
42397, a gene product comprising an amino acid sequence selected from the group consisting of 
SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited by a homologous 
antisense nucleic acid, a gene product encoded by a homologous coding nucleic acid, or a gene 
product comprising a homologous polypeptide to a promoter which transcribes a higher level of 

10 mRNA encoding or comprising the gene product than does a wild type cell. 

A variety of promoters may be used to overexpress the gene product described herein, 
including a gene product whose activity or level is inhibited by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid comprising a nucleotide sequence selected from the group consisting of 

15 SEQ ED NOs.: 6214-42397, a gene product comprising an amino acid sequence selected from the 
group consisting of SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited 
by a homologous antisense nucleic acid, a gene product encoded by a homologous coding nucleic 
acid, and a gene product comprising a homologous polypeptide. The promoters used to overexpress 
the gene product may be relatively strong promoters, promoters which possess a moderate level of 

20 activity, or relatively weak promoters and may be either constitutive or regulatable promoters. In 
some embodiments, several strains, each of which overexpresses the gene product to a different 
extent, may be used in order to optimize the degree of overexpression of the gene product. 

In some embodiments, each of the gene products required for proliferation may be placed 
under the control of several different promoters of varying strengths to create several different 

25 strains which express the gene product at varying levels. The level of expression of the gene 
product in each of the strains is compared to that in wild type cells in order to identify a promoter 
which provides a desired level of expression relative to wild type cells (i.e. a desired level of 
overexpression or underexpression). The strain having the desired level of expression is then 
included in a culture or collection of strains to be contacted with a test compound as discussed 

30 below. Examples of suites of regulatable promoters having varying strengths that are useful for the 
expression of gene products at varying levels are described in U.S. Patent Application Serial 
Number 10/032,393, filed on December 21, 2002. 

The promoter is selected to be active in the type of cell in which the gene product is to be 
expressed. For example, for overexpression of the gene product in mammalian cells, the gene 

35 encoding the gene product may be operably linked to promoters such as the SV40 promoter, the 
metallothionine promoter, the MMTV promoter, the RSV promoter, the tetP promoter, the 
adenovirus major late promoter or other promoters known to those skilled in the art. In yeast, the 
gene encoding the gene product may be operably linked to promoters such as the CYC1, ADHI, 
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ADHH, GAL1, GAL 10, PH05, PGK or other promoters used in the art. Similarly, in bacteria, trie 
gene encoding the gene product may be operably linked to the , SP6, T3, trc promoter, lac 
promoter, temperature regulated lambda promoters, the Bacillus aprE and nprE promoters (U.S. 
Patent No. 5,387,521), the bacteriophage lambda P L and P R promoters (Renaut, et al., (1981) Gene 
5 15: 81) the trp promoter (Russell, et al., (1982) Gene 20: 23), the tac promoter (de Boer et al., 

(1983) Proc. Natl. Acad. Sci. USA 80: 21), B. subtilis alkaline protease promoter (Stahl et al, 

(1984) J. Bacteriol. 158, 411-418) alpha amylase promoter of B. subtilis (Yang et al., (1983) 
Nucleic Acids Res. 11, 237-249) or B. amyloliquefaciens (Tarkinen, et al, (1983) J. Biol. Chem. 
258, 1007-1013), the neutral protease promoter from B. subtilis (Yang et al, (1984) X Bacteriol. 

10 160, 15-21), T7 RNA polymerase promoter (Studier and Moffatt (1986) J Mol Biol. 189(1):113- 
30), B. subtilis xyl promoter or mutant tetR promoter active in bacilli (Geissendorfer & Hillen 
(1990) Appl. Microbiol. Biotechnol. 33:657-663), Staphylococcal enterotoxin D promoter (Zhang 
and Stewart (2000) X Bacteriol. 1 82(8):2321-5), cap8 operon promoter from Staphylococcus aureus 
(Ouyang et al., (1999) X Bacteriol. 181(8):2492-500), the lactococcal nisA promoter (Eichenbaum 

15 (1998) Appl Environ Microbiol. 64(8):2763-9), promoters from in Acholeplasma laidlawii (Jarhede 
et al., (1995) Microbiology 141 ( Pt 9):2071-9), porA promoter of Neisseria meningitidis (Sawaya 
et al., (1999) Gene 233:49-57), the fbpA promoter of Neisseria gonorrhoeae (Forng et al., (1997) X 
Bacteriol. 179:3047-3052), Corynebacterium diphtheriae toxin gene promoter (Schmitt and Holmes 
(1994) X Bacteriol. 176(4): 1 141-9), the hasA operon promoter from Group A Streptococci (Alberti 

20 et al., (1998) Mol Microbiol 28(2):343-53), the rpoS promoter of Pseudomonas putida (Kojic and 
Venturi (2001) X Bacteriol. 183:3712-3720), the Acineiobacter bawnannii phosphate regulated ppk 
gene promoter (Gavigan et al., Microbiology 145:2931-7 (1999)); the Acineiobacter bawnannii 
adhCl promoter which is induced under iron limitation and repressed when the cells are cultured in 
the presence of free inorganic iron (Echenique et al., Microbiology 147:2805-15 (2001)); \htflaB 

25 promoter of pGK12 active in Borrelia burgdorferi (Sartalcova et al., Proc Natl Acad Sci USA. 
97(9):4850-5 (2000)); the use of Ptrc promoter results in strong inducer-dependent expression in 
Burkholderia spp (Santos et al, FEMS Microbiol Lett 195(l):91-6 (2001)); the iron regulated sodA 
promoter of Bordetella pertussis (Graeff-Wohlleben et al., J Bacteriol 179(7):2194-201 (1997)); 
UV-inducible ben and uviAB promoters in Clostrdia spp (Gamier and Cole Mol Microbiol 

30 2(5):607-l4 (1988)); the heat-inducible clpB promoter of Campylobacter jejuni (Thies et al., Gene 
230(l):61-7 (1999)); promoters carrying bacteriophage CI operator sites in Klebsiella pneumoniae 
(Schoefield et al, J Bacteriol 183(23):6947-50 (2001)); the Proteus mirabilis ureR promoter (Poore 
et al., J Bacteriol 183(15):4526-35 (2001)); and the heat-inducible groESL promoter in Listeria 
monocytogenes, and the IPTG inducible promoter in pLEX5BA (Krause et al., X Mol. Biol. 274: 

35 365 (1997). In another embodiment, which may be useful in Staphylococcus aureus, the promoter 
is a novel inducible promoter system, XylT5, comprising a modified T5 promoter fused to the xylO 
operator from the xylA promoter of Staphylococcus aureus. This promoter is described in U.S. 
Patent Application Serial Number 10/032,393. In another embodiment the promoter may be a two- 
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component inducible promoter system in which the T7 RNA polymerase gene is integrated on ine 

chromosome and is regulated by lacUVS/ lacQ (Brunschwig,. E. and Darzins, A. 1992. Gene 

1 1 1 :35-41, and a T7 gene 10 promoter, which is transcribed by T7 RNA polymerase, is fused with a 

lacO operator. In another embodiment the promoter may be the promoters from the plasmids 

5 pEPEF3 or pEPEF14, which harbor xylose inducible promoters functional in E. faecalis, described 

in U.S. Patent Application Serial No. 10/032,393. Other promoters which may be used are familiar 

to those skilled in the art. In fungi, the gene encoding the gene product may be operably linked to 

the CaACTl promoter (Morschhauser, Mol. Gen. Genet. 257: 412-420 (1998), or other promoters 

familiar to those skilled in the art. It will appreciated that other combinations of organisms and 

10 promoters may also be used in the present invention. 

In some embodiments, overexpression may be achieved by using homologous 
recombination to replace the natural promoter which drives expression of the proliferation-required 
genes described herein with a regulatable promoter. For example, the methods described in U.S. 
Patent Application 09/948,993 may be used to place the gene required for proliferation under the 

1 5 control of a regulatable promoter. Examples of gene products, which are encoded by genes that can 
be overexpressed by regulatable promoters introduced by such promoter replacement methods 
include a gene product whose activity or level is inhibited by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

20 6214-42397, a gene product comprising an amino acid sequence selected from the group consisting 
of SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited by a homologous 
antisense nucleic acid, a gene product encoded by a homologous coding nucleic acid, and a gene 
product comprising a homologous polypeptide. 

Briefly, in some embodiments of these methods in which natural promoters are replaced by 

25 regulatable promoters, the cells may be haploid, such as bacterial cells. Regulatable promoters that 
are useful for promoter replacement in bacterial cells include, but are not limited to, the promoters 
described in U.S. Patent Application Serial Number 10/032,393 filed December 21, 2001. A linear 
promoter replacement cassette comprising a regulatable promoter flanked by nucleotide sequences 
having homology to the natural promoter is introduced into the cell. In some embodiments, the 

30 cassette also comprises a nucleotide sequence encoding a selectable marker or a marker whose 
expression is readily identified. The cassette may be a double stranded nucleic acid or a single 
stranded nucleic acid as described in U.S. Patent Application Serial Number 09/948,993. Upon 
homologous recombination, the natural promoter is replaced with the regulatable promoter, leaving 
the gene required for proliferation under the control of the regulatable promoter. Strains in which 

35 the gene required for proliferation is under control of the regulatable promoter are grown under 
conditions in which the regulatable promoter provides a level of the proliferation-required gene 
product which is above the level in a wild type cell. For example, the strains may be grown in the 
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presence of an inducer which induces expression from the regulatable promoter, or under conditroris 
in which the action of a repressor on the regulatable promoter is reduced or eliminated. 

Alternatively, rather than replacing the native promoters of each of the genes encoding a 
proliferation-required gene product described herein with a single desired replacement promoter, a 
5 plurality of replacement promoters which provide desired expression levels for the gene products to 
be overexpressed or underexpressed are used. The method is performed as described above except 
that rather than using a single labeled primer complementary to a nucleotide sequence within the 
single replacement promoter, a plurality of labeled primers complementary to suitable nucleotide 
sequences in the plurality of replacement promoters are used. 
10 Alternatively, in embodiments in which the level or activity of proliferation-required gene 

products described herein is reduced by transcribing an antisense nucleic acid complementary to at 
least a portion of the genes encoding such gene products, the strains may be designed such that the 
length of the nucleotide sequence encoding the antisense nucleic acid is different for each gene. 
Amplification reactions are performed as described above using primers at each end of the gene 
15 encoding the antisense nucleic acid such that the amplification product corresponding to each gene 
has a unique length or a dye which allows it to be distinguished from other amplification products 
of the same length. Alternatively, the lengths of the nucleotide sequences encoding the antisense 
nucleic acids may not be unique for each gene, but the primers used in the amplification reaction 
may be selected such that the length of the amplification product corresponding to each gene is 
20 unique. 

In another embodiment, the native promoters may be replaced with promoters which 
include therein or adjacent thereto a unique nucleotide sequence which is distinct from that present 
in the other replacement promoters in the strains in the culture or collection of strains. In this 
embodiment, each promoter includes or has adjacent thereto a unique "tag" which may be used to 

25 identify strains which proliferate more rapidly or more slowly in the culture or collection of strains. 
The tag may be detected using hybridization based methods or amplification based methods, 
including the amplification method which generates amplification products having a unique size for 
each proliferation required gene described above. 

Alternatively, the native promoter which directs the transcription of the proliferation- 

30 required genes described herein may rendered regulatable by inserting a regulatory element into the 
chromosome of the cell via homologous recombination such that the regulatory element regulates 
the level of transcription from the promoter. Examples of gene products, which are encoded by 
genes that have promoters which can be rendered regulatable by regulatory elements inserted by 
such methods include a gene product whose activity or level is inhibited by a nucleic acid 

35 comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a 
gene product encoded by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ED NOs.: 6214-42397, a gene product comprising an amino acid sequence 
selected from the group consisting of SEQ ID NOs.: 42398-78581, a gene product whose activity or 
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level is inhibited by a homologous antisense nucleic acid, a gene product encoded by a homologous 
coding nucleic acid, and a gene product comprising a homologous polypeptide. 

A variety of regulatory elements may be used to regulate the expression of essential gene 
products described herein. The regulatory element may be an operator which is recognized by a 
repressor (e.g. lac, tet, araBAD repressors) or a nucleotide sequence which is recognized by a 
transcriptional activator. In some embodiments, the regulatory element may be a transcriptional 
terminator, a nucleotide sequence which introduces a bend in the DNA or an upstream activating 
sequence. A linear regulatory element insertion cassette comprising a regulatory element flanked 
by nucleotide sequences having homology to the natural promoter is introduced into the cell. In 
some embodiments, the cassette also comprises a nucleotide sequence encoding a selectable marker 
or a marker whose expression is readily identified. The cassette may be a double stranded nucleic 
acid or a single stranded nucleic acid as described in U.S. Patent Application Serial Number 
09/948 993 Upon homologous recombination, the regulatory element is inserted into the 
chromosome, leaving the gene required for proliferation under the control of the regulatory 
element. Strains in which the gene required for proliferation is under control of the regulatory 
element are grown under conditions in which the regutatable promoter provides a level of the 
proliferation-required gene product which is above the level in a wild type cell. For example, the 
strains may be grown in the presence of an inducer which induces expression from the promoter, or 
under conditions in which the action of a repressor on the promoter is reduced or eliminated. It will 
be appreciated that the amplification method which generates amplification products having a 
unique size for each proliferation required gene may be used to detect strains which are 
overrepresented or underrepresented in the culture or collection of strains. For example, if desired, 
primers complementary to a nucleotide sequence within the regulatory element may be used in the 
amplification reaction. 

25 The promoter replacement cassette or regulatory element insertion cassette may be a double 

stranded nucleic acid, such as an amplicon generated through PCR or other amplification methods, 
or a single stranded nucleic acid, such as an oligonucleotide. For example, single stranded nucleic 
acids may be introduced into the chromosome using the methods described in Ellis et al., PNAS 98: 
6742-6746, 2001. 

30 In some embodiments, the cell into which the promoter replacement cassette or regulatory 

element insertion cassette is introduced has an enhanced frequency of recombination. For example, 
the cells may lack or have a reduced level or activity of one or more exonucleases which would 
ordinarily degrade the DNA to be inserted into the chromosome. In further embodiments, the cells 
may both lack or have reduced levels of exonucleases and express or overexpress proteins involved 

35 in mediating homologous recombination. For example, if the methods are perfoimed in 
Escherichia coli or other enteric prokaryotes, cells in which the activity of exonuclease V of the 
RecBCD recombination pathway, which degrades linear nucleic acids, has been reduced or 
eliminated, such as recB, recC, or recD mutants may be used. In some embodiments, the cells have 
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mutations in more than one of the recB, recC, and recD genes which enhance the frequency of 
homologous recombination. For example the cells may have mutations in both the recB and recC 
genes. 

The promoter replacement or regulatory element insertion methods may also be performed 
5 in Escherichia coli cells in which the activity of the RecET recombinase system of the Rac 
prophage has been activated, such as cells which carry an sbcA mutation. The RecE gene of the rac 
prophage encodes ExoVHI a 5'-3' exonuclease, while the RecT gene of the Rac prophage encodes a 
single stranded DNA binding protein which facilitates renaturation and D-loop formation. Thus, 
the gene products of the RecE and RecT genes or proteins with analogous functions facilitate 
10 homologous recombination. The RecE and RecT genes lie in the same operon but are normally not 
expressed. However, sbcA mutants activate the expression the RecE and RecT genes. In some 
embodiments, the methods may be performed in cells which carry mutations in the recB and recC 
genes as well as the sbcA mutation. The RecE and RecT gene may be constitutively or 
conditionally expressed. For example, the methods may be performed in E. coli strain JC8679, 
15 which carries the sbcA23, recB21 and recC22 mutations. 

In some embodiments, the methods may be performed in Escherichia coli cells in which 
recombination via the RecF pathway has been enhanced, such as cells which carry an sbcB 
mutation. 

It will be appreciated that the RecE and RecT gene products, or proteins with analogous . 

20 functions may be conditionally or constitutively expressed in prokaryotic organisms other than E. 
coli. In some embodiments, these proteins may be conditionally or constitutively expressed in 
Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burktiolderia mallei, Campylobacter jejuni, Candida albicans, Candida 

25 glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
giulliermondii, Candida Ivusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis t Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium, acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 

30 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tubercidosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

35 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
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Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolytieus. Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitis 
Yersinia pestis or any species falling within the genera of any of the above species. For example, 
plasmids encoding these gene products may be introduced into the organism. If desired, the coding 
sequences encoding these gene products may be optimized to reflect the codon preferences of the 
organism in which they are to be expressed. Similarly, in some embodiments, the organism may 
contain mutations analogous to the recB, recC, recD, sbcA or sbcB mutations which enhance the 
frequency of homologous recombination. 

In further embodiments, the promoter replacement or regulatory element insertion methods 
may be conducted in cells which utilize the Red system of bacteriophage lambda (X) or analogous 
systems from other phages to enhance the frequency of homologous recombination. The Red 
system contains three genes, (y, P and exo whose products are the Gam, Bet and Exo proteins (see 
Ellis et al PNAS 98:6742-6746, 2001. The Gam protein inhibits the RecBCD exonuclease V, thus 
permitting Beta and Exo to gain access to the ends of the DNA to be integrated and facilitating 
homologous recombination. The Beta protein is a single stranded DNA binding protem that 
promotes the annealing of a single stranded nucleic acid to a complementary single stranded nucleic 
acid and mediates strand exchange. The Exo protein is a double-stranded DNA dependent 5'-3' 
exonuclease that leaves 3' overhangs that can act as substrates for recombination. Thus, 
constitutive or conditional expression of the X Red proteins or proteins having analogous functions 
facilitates homologous recombination. 

It will be appreciated that the % Beta, Gam and Exo proteins, or proteins with analagous 
functions may be expressed constitutively or conditionally in prokaryotic organisms other than E. 
coll In some embodiments, these proteins may be conditionally or constitutively expressed in 
25 Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkliolderia cepacia, 
Burkholderia fungorum, Burkliolderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondU, Candida krusei, Candida hefyr (also called Candida pseudotropicalis), Candida 
30 dublimensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma eapsulatum, Klebsiella, pneumoniae, Legionella pneumophila, Listeria 
35 monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
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Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syriiigde, "Sm^ 
Salmonella cholerasuis, Salmonella enlerica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella fiexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
5 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. For example, 
plasmids encoding these gene products may be introduced into the organism. If desired, the coding 
sequences encoding these gene products may be optimized to reflect the codon preferences of the 
10 organism in which they are to be expressed. 

In some embodiments, the cells may have an increased frequency of homologous 
recombination as a result of more than one of the aforementioned characteristics. In some 
embodiments, the enhanced frequency of recombination may be a conditional characteristic of the 
cells which depends on the culture conditions in which the cells are grown. For example, in some 
1 5 embodiments, expression of the X Red Gam, Exo, and Beta proteins or recE and recT proteins may 
be regulated. Thus, the cells may have an increased frequency of homologous recombination as a 
result of any combination of the aforementioned characteristics. For example, in some 
embodiments, the cell may carry the sbcA and recBC mutations. 

In some embodiments, a linear double stranded DNA to be inserted into the chromosome of 
20 the organism is introduced into an organism constitutively or conditionally expressing the recE and 
recT or the X Beta, Gam and Exo proteins or proteins with analogous functions as described above. 
In some embodiments, the organism may be Acinetobacter baumannii, Anaplasma marginale, 
Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Botrelia 
burgdorferi, Burlcholderia cepacia, Burkholderia fungorum, Burkholdena mallei, Campylobacter 
25 jejuni, Candida albicans, Candida glabrata (also called Tomlopsis glabratd), Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
30 cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
35 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella fiexneri, Shigella sonnei, 
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Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemoTyticus, tfrept&WccQs 
pneivnoniae, Streptococcus mutatis, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. In some 
5 embodiments, the double stranded DNA may be introduced into an organism having the recBC and 
sbcA mutations or analogous mutations. 

In other embodiments, a single stranded DNA to be inserted into the chromosome of the 
organism is introduced into an organism expressing the X Beta protein or a protein with an 
analogous function. In some embodiments the single stranded DNA is introduced into an organism 
10 expressing both the X Beta and Gam proteins or proteins with analogous functions. In further 
embodiments, the single stranded DNA is introduced into an organism expressing the X Beta, Gam 
and Exo proteins or proteins with analogous functions. Hie X proteins or analogous proteins may 
be expressed constitutively or conditionally. In some embodiments, the organism may be 
Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, 
15 Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burldiolderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
20 Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulaium, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
25 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
30 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. 
35 In some embodiments, the linear nucleic acid may be introduced into the chromosome of a 

first organism which has an enhanced frequency of homologous recombination and then transferred 
to a second organism which is less amenable to direct application of the present methods. For 
example, the linear nucleic acid may be introduced into the chromosome of E. coli and transferred 
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into a second organism via conjugation or transduction. After introduction into the second 
organism, the nucleic acid is inserted into the chromosome of the second organism via homologous 
recombination, thereby effectively transferring the regulatory element from the chromosome of the 
first organism into the corresponding location in the chromosome of the second organism. 
5 hi other embodiments, the cells may be diploid cells, such as fungal cells. In some 

embodiments, one copy of the gene encoding the proliferation-required gene product may be 
disrupted, rendering it inactive. In further embodiments, one copy of the gene encoding the 
proliferation-required gene product may be disrupted and the other copy of the gene encoding the 
proliferation-required gene product may be placed under the control of a regulatable promoter. 

10 Such strains may be generated by disrupting the first copy of the gene encoding the proliferation- 
required gene product by homologous recombination using a disruption cassette comprising a 
nucleotide sequence encoding an expressible dominant selectable marker flanked on each side by 
nucleic acids homologous to the target sequence to be disrupted. The second copy of the gene 
encoding the proliferation-required gene product may be placed under the control of a regulatable 

15 promoter by homologous recombination using a promoter replacement cassette comprising a 
regulatable promoter flanked on each side by nucleic acids homologous to the natural promoter for 
the proliferation-required gene. The promoter replacement cassette may also include a nucleotide 
sequence encoding a selectable marker located 5 s of the regulatable promoter but between the 
nucleic acids homologous to the natural promoter. 

20 In other embodiments, overexpression may be achieved by operably linking a proliferation- . 

required gene product described herein to a desired promoter in a vector. The vector may be a - 
vector which replicates extrachromosomally or a vector which integrates into the chromosome. For 
example, if the vector is to be used in bacterial cells, the vector may be a pBR322 based vector or a 
bacteriophage based vector such as PI or lambda. If the vector is to be used in Saccharomyces 

25 cerevisae, it may be a vector based on the 2 micron circle or a vector incorporating a yeast 
chromosomal origin of replication. If the vector is to be used in mammalian cells, it may be a 
retroviral vector, SV40 based vector, a vector based on bovine papilloma virus, a vector based on 
adenovirus, or a vector based on adeno-associated virus. If the vector is to be used in Candida 
albicans it may be a vector comprising a promoter selected from the group consisting of the 

30 CaPCKl, MET25, MAL2, PH05, GAL1.10, STE2 or STE3 promoters. In some embodiments, the 
vectors described in the following publications may be used: CIplO, an efficient and convenient 
integrating vector for Candida albicans, Murad et al., Yeast 16(4):325-7 (2000); Transforming 
vector pCPW7, Kvaal et al., : Infect Immun 67(12):6652-62 (1999); Transforming vector 
pCWOP16, Kvaal et al., : Infect Immun 65(1 1):4668-75 (1997); double-ARS vector, pRMl, to be 

35 used for direct cloning in Ca by complementation of the histidine auxotrophy of strain CA9, Pla et 
al., Gene 165(1): 1 15-20 (1995); pMK16, that was developed for the transformation of C albicans 
and carries an ADE2 gene marker and a Candida autonomously replicating sequence (CARS) 
element promoting autonomous replication (cited in Sanglard and Fiechter Yeast 8(1 2): 1065 -75 
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(1992); A plasmid vector (denoted pRC2312) was constructed, which replicates autonomously in 
Escherichia coli, Saccharomyces cerevisiae and Candida albicans. It contains LEU2, UCRA3 and an 
autonomously replicating sequence (ARS) from C. albicans, Cannon et al., Mol Gen Genet 235(2- 
3):453-7 (1992); Expression vector (CIplO-MAL2p) for use in Candida albicans has been 
5 constructed in which a gene of interest can be placed under the control of the CaMAL2 maltase 
promoter and stably integrated at the CaRPIO locus (Baclcen et al, Yeast 16(12): 1 121-9 (2000)); 
(Volker, R. S., A. Sonneborn, C. E. Leuker, and J. F. Ernst. 1997. Efglp, an essential regulator of 
morphogenesis of the human pathogen Candida albicans, is a member of a conserved class of 
bHLH proteins regulating morphogenetic processes in fungi. EMBO 16:1982-1991.); and a C 

10 albicans transformation vector containing the C. albicans URA3 gene, a Candida ARS sequence, 
and a portion of the Saccharomyces cerevisiae 2 microns circle containing the replication origin 
was constructed. Goshorn et al., Infect Immun 60(3):876-84 (1992). A variety of other vectors 
suitable for use in foregoing organisms or in any other organism in which the present invention is to 
be practiced are familiar to those skilled in the art. 

15 Underexpression of a proliferation-required gene product described herein may be obtained 

in a variety of ways. For example, in one embodiment underexpression of the proliferation- 
required gene product may be achieved by providing an agent, such as an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, an 
antisense nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, 

20 or 500 consecutive nucleotides of a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a nucleic acid complementary to a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 6214-42397, a nucleic acid complementary to 
a nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 
consecutive nucleotides of a nucleotide sequence selected from the group consisting of SEQ ID 

25 NOs.: 6214-42397, a nucleic acid complementary to a nucleic acid which encodes a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581, a nucleic acid complementary to a nucleic acid which encodes at least 5, 10, 15, 20, 25, 30, 
35, 40, 50, 75, 100, or 150 consecutive amino acids of a polypeptide sequence selected from the 
group consisting of SEQ ID NOs.: 42398-78581, a homologous antisense nucleic acid, an antisense 

30 nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 
consecutive nucleotides of a homologous nucleic acid, a nucleic acid complementary to a 
homologous coding nucleic acid, a nucleic acid complementary to at least 10, 15, 20, 25, 30, 35, 40, 
50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides of a homologous coding nucleic acid, 
a nucleic acid complementary to a nucleic acid which encodes a homologous polypeptide, or a 

35 nucleic acid complementary to a nucleic acid which encodes at least 5, 10, 15, 20, 25, 30, 35, 40, 50, 
75, 100, or 150 consecutive amino acids of a homologous polypeptide, which reduces the level or 
activity of the gene product within the cell. In one embodiment, the agent may comprise an 
antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
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ID NOs.: 1-6213 which is complementary to a nucleic acid encoding the proliferation-required gene 
product or complementary to a portion of a nucleic acid encoding the proliferation-required gene 
product. 

In one example of antisense-inhibition-based underexpression, a nucleic acid which 
5 encodes the antisense nucleic acid may be operably linked to a regulatable promoter. When grown 
under appropriate conditions, such as media containing an inducer of transcription or an agent 
which alleviates repression of transcription, the antisense nucleic acid is expressed in the cell, 
thereby reducing the level or activity of the gene product within the cell. In some embodiments, the 
concentration of the inducer of transcription or the agent which alleviates repression of transcription 
10 may be varied to provide optimal results. Such methods have been described previously herein and 
in U.S. Patent Application Serial Number 09/815,242, U.S. Patent Application Serial Number 
09/492,709, U.S. Patent Application Serial Number 09/711,164, or U.S. Patent Application Serial 
Number 09/741,669. 

Alternatively, underexpression of a proliferation-required gene product described herein 

15 may be achieved by constructing strains in which the expression of the gene product is under the 
control of a constitutive or regulatable promoter using methods such as those described above with 
respect to methods in which the gene product is overexpressed. To provide cells which 
underexpress the gene product, the cells are grown under conditions in which the gene product is., 
expressed at a level lower than that of a wild type cell. For example, the cells may be grown under;, 

20 conditions in which a repressor reduces the level of transcription from the regulatable promoter. 

In other embodiments, underexpression may be achieved by operably linking the gene - 
required for proliferation to a desired promoter in a vector as described above with respect to 
embodiments in which gene products required for proliferation are overexpressed. In some 
embodiments, the vector may be present in cells in which the chromosomal copy or copies of the 

25 gene has been disrupted. 

Examples of gene products, which are encoded by genes that can be underexpressed using 
methods such as those described above with respect to methods in which the gene product is 
overexpressed include a gene product whose activity or level is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a 

30 gene product encoded by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 6214-42397, a gene product comprising an amino acid sequence 
selected from the group consisting of SEQ ID NOs.: 42398-78581, a gene product whose activity or 
level is inhibited by a homologous antisense nucleic acid, a gene product encoded by a homologous 
coding nucleic acid, and a gene product comprising a homologous polypeptide. 

35 One embodiment of the invention includes a method for identifying a gene product 

described herein on which a compound which inhibits the proliferation of an organism acts. The 
method employs a culture which comprises a mixture of strains of the organism. At least some of 
the strains in the culture overexpress a different gene product which is required for the proliferation 
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of the organism. Preferably, each of the strains in the culture overexpresses a different gene 
product which is required for proliferation of the organism (i.e. all of the strains in the culture 
overexpress a gene product which is required for proliferation of the organism). For example, the 
gene product which is overexpressed in each strain may be a gene product whose activity or level is 
5 inhibited by a nucleic acid comprising a nucleotide sequence selected from the group consisting of 
SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 6214-42397, a gene product comprising an 
amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398-78581, a gene 
product whose activity or level is inhibited by a homologous antisense nucleic acid, a gene product 
10 encoded by a homologous coding nucleic acid, and a gene product comprising a homologous 
polypeptide. 

Strains that overexpress the proliferation-required gene product may be obtained using the 
methods described above. The culture may comprise any number of strains which overexpress a 
gene product required for proliferation. For example the culture may comprise at least two strains, 

15 at least 10 strains, at least 20 strains, at least 30, strains, at least 50 strains, at least 100 strains, at 
least 300 strains or more than 300 strains which overexpress a gene product required for 
proliferation. In some embodiments, the culture may comprise strains which in aggregate 
overexpress all or most of the gene products required for proliferation of the organism. 

The culture is contacted with a compound which inhibits proliferation of the organism. The 

20 compound may be a candidate drug compound obtained from any source. For example, the 
compound may be a compound generated using combinatorial chemistry, a compound from a 
natural product library, or an impure or partially purified compound, such as a compound in a 
partially purified natural extract. The culture is contacted with a sufficient concentration of the 
compound to inhibit the proliferation of strains of the organism in the culture which do not 

25 overexpress the gene product on which the compound acts, such that strains which overexpress said 
gene product on which the compound acts proliferate more rapidly in the culture than strains which 
do not overexpress said gene product on which said compound acts. Thus, after a sufficient period 
of time, the strain which overexpresses the gene product on which the compound acts will be more 
prevalent in the culture than strains which do not overexpress the gene product on which the 

30 compound acts. In a preferred embodiment, the growth conditions and incubation period are 
selected so that only one strain, the strain overexpressing the target of the compound, is recovered 
from the culture. Thus, in one embodiment, a plurality of cultures containing a plurality of strains 
each of which overexpresses a different proliferation-required gene product may be grown in the 
presence of varying concentrations of the compound. In addition to varying the compound 

35 concentrations, in embodiments where expression of the proliferation-required gene product is 
under the control of a regulatable promoter, the plurality of cultures may be grown at varying 
concentrations of an agent which regulates the level of expression from the promoter, such as an 
inducer or an agent which reduces the effect of a repressor on transcription from the promoter. It 
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will be appreciated, that the cultures may be grown in liquid medium in the presence of the 
compound whose target is to be identified (and where appropriate in the presence of an agent which 
regulates the level of expression from the promoter) or alternatively, a liquid culture comprising the 
strains which overexpress the proliferation-required gene products may be grown in the absence of 

5 the compound whose target is to be identified and then introduced onto a solid medium containing 
the compound (and, where appropriate, also containing an agent which regulates the level of 
expression from the promoter). 

The identity of the overexpressed gene product which is the target of the compound may be 
determined using a variety of methods. For example, in some embodiments of the present 

10 invention, the nucleic acids present in the culture or collection of strains which was contacted with 
the compound may be compared to the nucleic acids present in a control culture or collection of 
strains which was not contacted with the compound to identify nucleic acids which are 
overrepresented in the culture or collection of strains contacted with the test compound relative to 
the control culture or collection of strains. Alternatively, in some embodiments, the nucleic acids 

15 present in a culture or collection of strains contacted with the test compound may be analyzed to 
identify those nucleic acids which are present without comparison to a control culture or collection 
of strains. 

In some embodiments, the strains which proliferated more rapidly in the culture or . .. 
collection of strains, i.e. strains having an enhanced ability to proliferate in the presence of a test 

20 compound relative to other strains in the culture or collection of strains, are identified as follows. 
Amplification products which are correlated with each of the overexpressed genes and which are 
distinguishable from one another are obtained from a culture or collection grown in the presence of 
a test compound. The amplification products are distinguished from one another to determine 
whether a particular amplification product is overrepresented in the culture or collection of strains. 

25 In some embodiments, the amplification products corresponding to each of the gene products have 
lengths which permit them to be distinguished from one another. In another embodiment, one or 
more of the amplification products have similar or identical lengths but are distinguishable from 
one another based on a detectable agent, such as a dye, attached thereto. In some embodiments, 
amplification products which are overrepresented are identified by comparing the amplification 

30 products from the culture or collection of strains which was contacted with the test compound to the 
amplification products from a culture or collection of strains which was not contacted with the test 
compound. Alternatively, amplification products which are overrepresented may be identified by 
simply identifying the amplification products obtained from the culture or collection of strains 
contacted with the test compound (for example, only one or a few strains may have proliferated in 

35 the presence of the test compound). The above methods for generating distinguishable 
amplification products may be used in conjunction with any of the methods for generating strains 
which overexpress gene products required for proliferation described herein in order to facilitate the 
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identification of strains which proliferate more rapidly or more slowly in the presence of a test 
compound. 

For example, in some embodiments of the present invention, each of the native promoters 
of each of the genes encoding gene product required for proliferation are replaced by a single 
5 desired replacement promoter. After growth of the culture or collection of strains containing the 
strains in which the promoters have been replaced in the presence of a test compound for a desired 
period of time, an amplification reaction is performed on nucleic acids obtained from the culture as 
follows. 

The nucleic acids from the culture or collection of strains may be divided into at least two 

10 aliquots if desired. In a preferred embodiment the nucleic acids from the culture or collection of 
strains are divided into four aliquots. A single primer complementary to a nucleotide sequence 
within the replacement promoter , within the proliferation required genes, or within nucleic acid 
sequences adjacent to the promoter or proliferation required genes is divided into at least two 
portions, one portion for each aliquot of nucleic acids. Each portion of the primer is labeled with a 

15 distinct detectable dye, such as the 6FAM™, TET™, VIC™, HEX™, NED™, and PET™ dyes 
obtainable from Applied Biosystems (Foster City, CA). For example, the DS-31 or DS-33 dye sets 
available from Applied Biosystems (Foster City, CA) may be used to label the primers. 
Alternatively, the HEX™, NED, JOE, TMR and TET™ dyes available from Amersham 
Biosciences may be used. Thus, if the nucleic acids from the culture are not divided into aliquots, a 

20 single primer labeled with a single dye may be used. If the nucleic acids from the culture are 
divided into aliquots, at least 2, at least 3, at least 4 or more than 4 primers labeled with 
distinguishable dyes may be used. Each of the portions of labeled primers are added to each of the 
aliquots of the nucleic acids from the culture or collection of strains such that each aliquot of 
nucleic acid receives a single labeled primer with a single detectable dye thereon. In some 

25 embodiments, the primers are divided into 3 portions, 4 portions or more than 4 portions, with each 
portion having a dye which is distinguishable from the dyes on the other portions thereon. 

Each of the aliquots of nucleic acids also receives a set of unlabeled primers, with each of 
the unlabeled primers being complementary to a nucleotide sequence within the promoter, within a 
nucleotide sequence which is unique to one of the genes encoding gene products required for 

30 proliferation which were placed under the control of the replacement promoter, or within nucleotide 
sequences adjacent to the promoter or proliferation required genes. Each of the aliquots receives 
primers unique to 1/N proliferation required genes which were placed under the control of the 
replacement promoter, where N is the number of aliquots (i.e. if the culture or collection of strains 
consisted of 100 strains in which a gene required for proliferation was placed under the control of 

35 the replacement promoter and was divided into four aliquots, then each of the four aliquots of 
nucleic acids from the culture or collection of strains would receive primers complementary to 25 
of the genes). The unlabeled primers are selected so that each will yield an amplification product 
having a length distinguishable from the length of the amplification product produced with the other 
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unlabeled primers. Preferably, the amplification products are between about 100-about 400 
nucleotides in length, but any lengths which may be distinguished from each other may be used. In 
addition, in some of the embodiments some of the amplification products may have identical or 
very similar lengths but be distinguishable from one another due to labeling with distinguishable 
5 dyes. 

A nucleic acid amplification reaction is conducted on each of the nucleic acid aliquots. The 
amplification products are then separated by length to identify amplification products having 
increased representation in the culture or collection of strains (i.e. amplification products derived 
from cells which proliferated more rapidly in the culture or collection of strains). The amplification 

10 products are then correlated with the corresponding genes to determine which strains proliferated 
more rapidly in the culture or collection of strains. If desired, amplification products having 
increased representation in the culture may be identified by comparing the amplification products 
obtained from a culture or collection of strains which was contacted with the compound to 
amplification products obtained from a control culture or collection of strains which was not 

15 contacted with the compound. Alternatively, if desired, the amplification products which are 
obtained from a culture which was contacted with the compound "may be directly identified without 
comparison to a control culture which was not contacted with the compound. 

For example, in some embodiments, the amplification products from each of the nucleic 
acid aliquots are pooled and subjected to capillary electrophoresis. The amplification products are 

20 detected by detecting the fluorescent dyes attached thereto and their lengths are determined to 
identify those amplification products having increased or decreased representation in the culture or 
collection of strains. Figures 2A and 2B illustrate one embodiment of this method in which the 
absence of an amplification product from an amplification reaction performed on a culture 
comprising a plurality of strains underexpressing genes required for proliferation indicates that a 

25 test compound acts on the gene corresponding to the missing amplification product. It will be 
appreciated that the method may also be used to identify an amplification product which is 
overrepresented in an amplification reaction conducted on a culture or collection of strains 
overexpressing genes required for proliferation because the test compound acted on the 
corresponding gene. 

30 Alternatively, in another embodiment, a first amplification reaction is performed on nucleic 

acids obtained from a culture or collection of strains which was contacted with the compound using 
a first primer complementary to a nucleotide sequence present upstream or downstream of all of the 
overexpressed genes (such as a primer complementary to a nucleotide sequence in a replacement 
promoter upstream of all of the overexpressed genes) and a set of primers complementary to a 

35 nucleotide sequence unique to each of the strains (such as a primer complementary to a nucleotide 
sequence within each of the proliferation-required genes). One of the two amplification primers for 
each of the proliferation required genes is labeled with a dye as described above. Preferably, the 
common primer complementary to a nucleotide sequence upstream or downstream of all of the 
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overexpressed genes is labeled with the dye. The primers used in the amplification reaction are 
designed so that the amplification product corresponding to each proliferation-required gene has a 
unique length or a dye which allows it to be distinguished from other amplification products of the 
same length. A second amplification reaction is conducted on a control culture or collection of 
5 strains which was not contacted with the compound using the same primers as in the first 
amplification reaction. The amplification products from the first amplification reaction are 
compared to those from the second amplification reaction to identify one or more amplification 
products which are overrepresented in the culture or collection of strains. For example, the 
amplification products from the first amplification reaction may be run in a separate lane of a 

10 polyacrylamide gel or a separate capillary than the amplification products from the second 
amplification reaction and the two lanes or capillaries are compared to one another. If desired, in 
the embodiment where the amplification products from the first amplification reaction are run in a 
different lane or capillary than the amplification products from the second amplification reaction, 
the same dye may be used to label the primers in the first and second amplification reactions. 

15 Alternatively, if desired, different dyes may be used to label the primers in the first and second 
amplification reactions. If desired, in the embodiment where the amplification products from the 
first amplification reaction are run in a different lane or capillary than the amplification products 
from the second amplification reaction, the same dye may be used to label the primers in the first 
and second amplification reactions. Alternatively, if desired, different dyes may be used to label 

20 the primers in the first and second amplification reactions. 

Alternatively, in some embodiments, the primers in the second amplification reaction are 
labeled with a different dye which is distinguishable from the dye used in the first amplification 
reaction. In this embodiment, the amplification reactions may be pooled and run in the same lane 
on a polyacrylamide gel or in the same capillary and the products from each amplification reaction 

25 are compared by comparing the amount of each dye present for each amplification product. Figures 
3A and 3B illustrate one embodiment of this method in which the absence of an amplification 
product from the amplification reaction performed on a culture comprising a plurality of strains 
underexpressing genes required for proliferation which was contacted with the compound indicates 
that a test compound acts on the gene corresponding to the missing amplification product. It will be 

30 appreciated that the method may also be used to identify an amplification product which is 
overrepresented in an amplification reaction conducted on a culture or collection of strains 
overexpressing genes required for proliferation because the test compound acted on the 
corresponding gene. 

If desired, rather than dividing the culture into aliquots, individual amplification reactions 
35 may be conducted on nucleic acids obtained from the culture or collection of strains. Each 
amplification reaction contains primers which will yield an amplification product specific for only 
one of the proliferation required genes. The resulting amplification products from each of the 
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individual amplification reactions are pooled and amplification products having increased 
representation in the culture are identified as described above. 

In another embodiment, a culture or collection of strains in which gene products required 
for proliferation are overexpressed from regulatable promoters which replaced the native promoters 

5 of the genes encoding these gene products is allowed to grow in the presence of a test compound for 
a desired number of generations. Preferably, the culture or collection of strains is allowed to grow 
in the presence of the test compound for at least 20 generations. Nucleic acids are isolated from the 
culture or collection of strains and an amplification reaction is performed using a primer which is 
complementary to a nucleotide sequence within the replacement promoters) or a nucleotide 

10 sequence adjacent to the a 5' end thereof and primers which are complementary to a nucleotide 
sequence within the proliferation required genes or nucleotide sequences adjacent thereto. The 
resulting amplification product(s) is directly sequenced using a primer complementary to a 
nucleotide sequence within the replacement promoter. 

In one embodiment of the present invention, the vector containing the nucleotide sequence 

15 encoding the proliferation-required gene product is obtained from a strain which proliferated more 
rapidly in the culture using methods such as plasmid preparation techniques. Nucleic acid 
sequencing techniques are then employed to determine the nucleotide sequence of the gene which 
was overexpressed. 

Alternatively, the identity of the overexpressed gene product which is the target of the " 

20 compound may be determined by performing a nucleic acid amplification reaction, such as a 
polymerase chain reaction (PCR), to identify the nucleotide sequence of the gene which was 
overexpressed. For example, aliquots of a nucleic acid preparation, such as a purified plasmid, 
from the strain which is recovered from the culture may each be contacted with pairs of PCR 
primers which would amplify a different proliferation-required gene to determine which pair of 

25 primers yields an amplification product. 

An alternative method for determining the identity of the gene product described herein 
which is the target of the compound involves obtaining a nucleic acid array, such as a DNA chip, 
which contains each of the proliferation-required genes which were overexpressed in the strains in 
the culture. Each proliferation-required gene occupies a known location in the array. A nucleic 

30 acid preparation, such as a plasmid preparation, from the recovered strain* is labeled with a 
detectable agent, such as radioactive or fluorescent moiety, and placed in contact with the nucleic 
acid array under conditions which permit the labeled nucleic acid to hybridize to complementary 
nucleic acids on the array. The location on the array to which the labeled nucleic acids hybridize is 
determined to identify the gene which was overexpressed in the recovered strain. If desired the 

35 hybridized nucleic acids from a culture which was contacted with the compound may be compared 
to the hybridized nucleic acids from a control culture which was not contacted with the compound. 
Alternatively, the hybridized nucleic acids from a culture which was contacted with the compound 
may be directly identified without comparison to nucleic acids from a control culture. 
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In some instances 3 more than one strain may proliferate more rapidly in the presence of the 
compound. This may result from a variety of causes. For example, the concentration of the 
compound may not have been high enough to restrict proliferation only to cells which overexpress 
one gene product (i.e. the target gene product). While strains which overexpress the target gene 
5 product will be the most prevalent strain in the culture, other strains may also have proliferated. In 
such instances, the identity of the gene product in the strain which is most prevalent in the culture 
may be identified by quantitating the levels of each of the genes encoding proliferation-required 
proteins in the culture. This may be accomplished by quantitative PCR, DNA sequencing, 
hybridization, or array technology as described above. 

10 In other instances, multiple strains will exhibit more rapid proliferation in the culture as a 

result of a common functional attribute. For example, the strains which proliferate more rapidly 
may each overexpress a gene product with a common enzymatic activity, such as serine protease 
activity for example. Alternatively, the strains which proliferate more rapidly may each 
overexpress a gene product with a common functional domain, such as a cAMP binding domain. In 

15 such instances, the common attribute of the strains which proliferate more rapidly may provide 
information as to the mode of action of the compound or the biochemical activity of the target of 
the compound. For example, if all of the overexpressed genes in the strains which proliferated 
more rapidly are serine proteases, the compound acts by inhibiting serine protease activity and the 
target protein is a serine protease. If desired, the compound may be derivatized and the efficacy of 

20 the derivatized compound against each of the strains which proliferated more rapidly may be 
assessed as described herein in order to identify derivatives which are capable of interacting with a 
wide range of targets sharing a common activity or binding site (i.e. derivatives which have a 
greater ability to inhibit the proliferation of all the strains than the original compound) or to identify 
derivatives having greater specificity for a desired target (i.e. derivatives which have a greater 

25 specificity for one of the strains than the original compound). For example, it is possible that a 
nonessential gene product expressed in the cell might also bind to the initial test compound in 
addition to the gene product required for proliferation. Li such an instance, it is desirable to obtain 
a derivative of the initial test compound which is specific for the gene product required for 
proliferation. In addition, it is possible that two gene products required for proliferation might bind 

30 to the initial test compound but specificity for one of the gene products is desired. 

Rather than employing a single culture which contains multiple strains each of which 
overexpresses a proliferation-required gene product described herein, the methods of the present 
invention may be performed using an array of individual strains (i.e. a collection of strains) each of 
which overexpresses a different proliferation-required gene product. For example, individual 

35 strains each overexpressing a different proliferation-required gene product may be grown in 
different wells of a rnuitiwell plate. Each well is contacted with the compound (and, where 
appropriate an agent which regulates the level of expression from the promoter). The level of 
proliferation of the strains in each of the wells is determined to identify a strain which proliferated 
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more rapidly. The identity of the overexpressed gene product in the strain that proliferated more 
rapidly is determined as described above. 

In another embodiment, individual strains each overexpressing a different proliferation- 
required gene product (i.e. a collection of strains) are grown at different locations on a solid 
5 medium, such as an agar plate. The medium contains the compound and where appropriate an 
agent which regulates the level of expression from the promoter). The level of proliferation of each 
of the strains is determined to identify a strain which proliferated more rapidly. The identity of the 
overexpressed gene product in the strain that proliferated more rapidly is determined as described 
above. 

10 The above methods may be used to prioritize compound development or to determine 

whether the compound has been previously identified or whether the target of the compound is the 
target of a previously identified drug. In particular, if the product is a natural product, it is 
advantageous to determine whether it has been previously identified prior to investing significant 
effort in developing it. Thus, in some embodiments of the present invention, the target of a partially 

15 purified or purified natural product or a compound produced by combinatorial chemistry is 
identified using the methods described above and compared to the targets of known drugs. If the 
target is identical to that of a known drug, further development of the compound is halted. 

Alternatively, an array of strains each of which overexpresses a different gene product 
described herein (i.e. a collection of strains) is grown on solid medium containing a compound to be 

20 evaluated. The location of each strain in the array and the gene product overexpressed by that strain 
is known. The pattern of colonies which grow in the presence of the compound is evaluated and 
compared to the pattern of colonies which grow in the presence of previously identified drugs. If 
the pattern of colonies which grow in the presence of the compound being evaluated is the same as 
the pattern of colonies which grow in the presence of a previously identified drug, further 

25 development of the compound is halted. 

Additionally in some embodiments, the sequence of the gene product in a strain which 
proliferated more rapidly in the assays described above is compared to the sequence of gene 
products from heterologous organisms to determine the likely spectrum of species whose growth 
would be inhibited by the compound. If the gene product has a high degree of homology to gene 

30 products from heterologous species, it is likely that the compound would also inhibit the growth of 
these heterologous species. Homology may be determined using any of a variety of methods 
familiar to those skilled in the art. For example, homology may be determined using a computer 
program such as BLASTP or FASTA. The ability of the compound to inhibit the growth of the 
heterologous species may then be confirmed by comparing the growth of cells of the heterologous 

35 species in the presence and absence of the compound. 

Current methods for identifying the target of compounds which inhibit cellular proliferation 
are laborious and rime consuming. The above methods may be employed to allow the targets of a 
large number of compounds to be rapidly identified. In such methods, the methods described above 
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are simultaneously performed for each of a large number of compounds. For example, the 
compounds may be members of a library of compounds generated using combinatorial chemistry or 
members of a natural product library. In such methods, a plurality of cultures each comprising a 
plurality of strains each of which overexpresses a different gene product required for proliferation 
5 or a plurality of collections of individual strains each of which overexpresses a different gene 

product required for proliferation is obtained. Each culture or collection of strains is contacted with 
a different compound in the library and the target of the compound is identified as described above. 

In another embodiment, the gene product described herein on which a compound which 
inhibits the proliferation of an organism acts is identified using a culture which comprises a mixture 

10 of strains of the organism including strains which underexpress a different gene product which is 
required for proliferation of the organism (i.e. at least some of the strains in the culture 
underexpress a gene product which is required for proliferation of the organism). Preferably, each 
of the strains in the culture underexpress a different a gene product which is required for the 
proliferation of the organism (i.e. all of the strains in the culture underexpress a gene product which 

15 is required for the proliferation of the organism). In some embodiments, the culture comprises at 
least one strain which underexpresses a gene product selected from the group consisting of a gene 
product whose activity or level is inhibited by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ CD NOs.: 6214- 

20 42397, a gene product comprising an amino acid sequence selected from the group consisting of 
SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited by a homologous 
antisense nucleic acid, a gene product encoded by a homologous coding nucleic acid, and a gene 
product comprising a homologous polypeptide. 

Strains underexpressing the proliferation-required gene products described herein may be 

25 obtained using the methods described above. The culture may comprise any number of strains. For 
example the culture may comprise at least two strains, at least 10 strains, at least 20 strains, at least 
30, strains, at least 50 strains, at least 100 strains, at least 300 strains or more than 300 strains which 
underexpress a gene product required for proliferation. In some embodiments, the strains in the 
culture in aggregate may underexpress all or most of the gene products required for proliferation of 

30 the organism. 

The culture is contacted with a compound which inhibits proliferation of the organism. The 
compound may be a candidate drug compound obtained from any source. For example, the 
compound may be a compound generated using combinatorial chemistry, a compound from a 
natural product library, or an impure or partially purified compound, such as a compound in a 
35 partially purified natural extract. The culture is contacted with a sufficient concentration of the 
compound to inhibit the proliferation of strains of the organism in the culture which underexpress 
the gene product on which the compound acts, such that strains which do not underexpress the gene 
product on which the compound acts proliferate more rapidly in the culture than strains which do 
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underexpress said gene product on which said compound acts. Thus, after a sufficient period of 
time, the strain which underexpresses the gene product on which the compound acts will be less 
prevalent in the culture than strains which do not underexpress the gene product on which the 
compound acts. In one embodiment, the growth conditions and incubation period are selected so 
5 that only one strain, the strain underexpressing the target of the compound, proliferates at a reduced 
rate in the culture. In another embodiment, the growth conditions may be selected so that the strain 
underexpressing the target of the compound is not recovered from the culture. Thus, in one 
embodiment, a plurality of cultures containing a plurality of strains each of which underexpresses a 
different proliferation-required gene product may be grown in the presence of varying 

10 concentrations of the compound. In addition to varying the compound concentrations, in 
embodiments where expression of the proliferation-required gene product is under the control of a 
regulatable promoter, the plurality of cultures may be grown at varying concentrations of an agent 
which regulates the level of expression from the promoter, such as an inducer or an agent which 
reduces the effect of a repressor on transcription from the promoter. It will be appreciated, that the 

15 cultures may be grown in liquid medium in the presence of the compound whose target is to be 
identified (and where appropriate in the presence of an agent which regulates the level of expression 
from the promoter) or alternatively, a liquid culture comprising the strains which underexpress the 
proliferation-required gene products may be grown in the absence of the compound whose target is ^ 
to be identified and then introduced onto a solid medium containing the compound (and, where \ 

20 appropriate, also containing an agent which regulates the level of expression from the promoter). 

The identity of the underexpressed gene product which is the target of the compound may .. 
be determined using a variety of methods. For example, in some embodiments of the present 
invention, the nucleic acids present in the culture or collection of strains which was contacted with 
the compound may be compared to the nucleic acids present in a control culture or collection of 

25 strains which was not contacted with the compound to identify nucleic acids which are 
underrepresented in the culture or collection of strains contacted with the test compound relative to 
the control culture or strains. Alternatively, in some embodiments, the nucleic acids present in a 
' culture or collection of strains contacted with the test compound may be analyzed to identify those 
nucleic acids which are missing or present at reduced levels without comparison to a control culture 

30 or collection of strains. 

hi some embodiments of the present invention, the strains which proliferated more slowly 
in the culture or collection of strains, i.e. strains having an decreased ability to proliferate in the 
presence of a test compound or which do not proliferate in the presence of a test compound, are 
identified as follows. Amplification products which are correlated with each of the underexpressed 

35 genes and which are distinguishable from one another are obtained from a culture or collection 
grown in the presence of a test compound. The amplification products are distinguished from one 
another to determine whether a particular amplification product is. underrepresented in the culture or 
collection of strains. In some embodiments, the amplification products corresponding to each of the 
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gene products have lengths which permit them to be distinguished from one another. In another 
embodiment, one or more of the amplification products have similar or identical lengths but are 
distinguishable from one another based on a detectable agent, such as a dye, attached thereto. In 
some embodiments, amplification products which are underrepresented are identified by comparing 
5 the amplification products from the culture or collection of strains which was contacted with the 
test compound to the amplification products from a culture or collection of strains which was not 
contacted with the test compound. Alternatively, amplification products which are 
underrepresented in the culture or collection of strains may be identified simply by determining 
which amplification products are missing or present at reduced levels in the culture or collection of 
10 strains. The above methods for generating distinguishable amplification products may be used in 
conjunction with any of the methods for generating strains which underexpress gene products 
required for proliferation described herein in order to facilitate the identification of strains which 
proliferate more slowly in the presence of a test compound. 

For example, in some embodiments of the present invention, each of the native promoters of each 

15 of the genes encoding gene product required for proliferation are replaced by a single desired 
replacement promoter. After growth of the culture or collection of strains containing the strains in 
which the promoters have been replaced in the presence of a test compound for a desired period of 
time, an amplification reaction is performed on nucleic acids obtained from the culture as follows. 

The nucleic acids from the culture or collection of strains are divided into at least two 

20 aliquots. In a preferred embodiment the nucleic acids from the culture or colleption of strains are 
divided into four aliquots. A single primer complementary to a nucleotide sequence within the 
replacement promoter , within the proliferation required genes, or within nucleic acid sequences 
adjacent to the promoter or proliferation required genes is divided into four groups Each group is 
labeled with a distinct detectable dye, such as the 6FAM™, TET™, VIC™, HEX™, NED™, and 

25 PET™ dyes obtainable from Applied Biosystems (Foster City, CA). For example, the DS-31 or 
DS-33 dye sets available from Applied Biosystems (Foster City, CA) may be used to label the 
primers. Each of the groups of labeled primers are added to each of the aliquots of the nucleic acids 
from the culture or collection of strains such that each aliquot of nucleic acid receives a single 
labeled primer with a single detectable dye thereon. 

30 Each of the aliquots of nucleic acids also receives a set of unlabeled primers, with each of 

the unlabeled primers being complementary to a nucleotide sequence within the promoter, within a 
nucleotide sequence which is unique to one of the genes encoding gene products required for 
proliferation which were placed under the control of the replacement promoter, or within nucleotide 
sequences adjacent to the promoter or proliferation required genes. Each of the aliquots receives 

35 primers unique to 1/N proliferation required genes which were placed under the control of the 
replacement promoter, where N is the number of aliquots (i.e. if the culture or collection of strains 
consisted of 100 strains in which a gene required for proliferation was placed under the control of 
the replacement promoter and was divided into four aliquots, then each of the four aliquots of 
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nucleic acids from the culture or collection of strains would receive primers complementary to 25 
of the genes). The unlabeled primers are selected so that each will yield an amplification product 
having a length distinguishable from the length of the amplification product produced with the other 
unlabeled primers. Preferably, the amplification products are between about 100-about 400 
5 nucleotides in length, but any lengths which may be distinguished from each other may be used. In 
addition, in some of the embodiments some of the amplification products may have identical or 
very similar lengths but be distinguishable from one another due to labeling with distinguishable 
dyes. 

A nucleic acid amplification reaction is conducted on each of the nucleic acid aliquots. The 

10 amplification products are then separated by length to identify amplification products decreased 
representation or which are absent in the culture or collection of strains. The amplification products 
are then correlated with the corresponding genes to determine which strains proliferated more 
slowly in the culture or collection of strains. If desired, amplification products having decreased 
representation in the culture may be identified by comparing the amplification products obtained 

15 from a culture or collection of strains which was contacted with the compound to amplification 
products obtained from a control culture or collection of strains which was not contacted with the 
compound. Alternatively, if desired, the amplification products which are missing or present at 
reduced levels in a culture which was contacted with the compound may be directly identified v . 
without comparison to a control culture which was not contacted with the compound. 

20 For example, in some embodiments, the amplification products from each of the nucleic 

acid aliquots are pooled and subjected to capillary electrophoresis. The amplification products are 
detected by detecting the fluorescent dyes attached thereto and their lengths are determined to 
identify those amplification products having decreased representation in the culture or collection of 
strains. Figures 2A and 2B illustrate one embodiment of this method in which the absence of an 

25 amplification product from an amplification reaction performed on a culture comprising a plurality 
of strains underexpressing genes required for proliferation indicates that a test compound acts on 
the gene corresponding to the missing amplification product. 

Alternatively, in another embodiment, a first amplification reaction is performed on nucleic 
acids obtained from a culture or collection of strains which was contacted with the compound using 

30 a first primer complementary to a nucleotide sequence present upstream or downstream of all of the 
overexpressed genes (such as a primer complementary to a nucleotide sequence in a replacement 
promoter upstream of all of the overexpressed genes) and a set of primers complementary to a 
nucleotide sequence unique to each of the strains (such as a primer complementary to a nucleotide 
sequence within each of the proliferation-required genes). One of the two amplification primers for 

35 each of the proliferation required genes is labeled with a dye as described above. Preferably, the 
common primer complementary to a nucleotide sequence upstream or downstream of all of the 
overexpressed genes is labeled with the dye. The primers used in the amplification reaction are 
designed so that the amplification product corresponding to each proliferation-required gene has a 
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unique length. A second amplification reaction is conducted on a control culture or collection of 
strains which was not contacted with the compound using the same primers as in the first 
amplification reaction. The amplification products from the first amplification reaction are 
compared to those from the second amplification reaction to identify one or more amplification 
products which are underrepresented in the culture or collection of strains. For example, the 
amplification products from the first amplification reaction may be run in a separate lane of a 
polyacrylamide gel or a separate capillary than the amplification products from the second 
amplification reaction and the two lanes or capillaries are compared to one another. 

Alternatively, in some embodiments, the primers in the second amplification reaction are 
labeled with a different dye which is distinguishable from the dye used in the first amplification 
reaction. In this embodiment, the amplification reactions may be pooled and run in the same lane 
on a polyacrylamide gel or in the same capillary and the products from each amplification reaction 
are compared by comparing the amount of each dye present for each amplification product. Figures 
3A and 3B illustrate one embodiment of this method in which the absence of an amplification 
product from the amplification reaction performed on a culture comprising a plurality of strains 
underexpressing genes required for proliferation which was contacted with the compound indicates 
that a test compound acts on the gene corresponding to the missing amplification product. 

If desired, rather than dividing the culture into aliquots, individual amplification reactions 
may be conducted on nucleic acids obtained from the culture or collection of strains. Each 
amplification reaction contains primers which will yield an amplification product specific for only 
one of the proliferation required genes. The resulting amplification products from each of the 
individual amplification reactions are pooled and amplification products having decreased 
representation in the culture are identified as described above. 

In an alternative embodiment, the representation of each strain in the culture may be 
assessed by hybridizing detectably labeled nucleic acids encoding the proliferation-required gene 
products, or portions thereof, obtained from the culture to an array comprising nucleic acids 
encoding the gene products required for proliferation or portions thereof. Each nucleic acid 
encoding a gene product required for proliferation or portion thereof occupies a known location on 
the array. The signal from each location on the array is quantitated to identify those nucleic acids 
encoding a proliferation-required gene product which are underrepresented in the culture. If desired 
the hybridized nucleic acids from a culture which was contacted with the compound may be 
compared to the hybridized nucleic acids from a control culture which was not contacted with the 
compound. Alternatively, the hybridized nucleic acids from a culture which was contacted with the 
compound may be directly analyzed without comparison to nucleic acids from a control culture. 

In another alternative, each strain underexpressing a gene product required for proliferation 
may be constructed to contain a unique nucleic acid sequence (referred to herein as a "tag"). The 
tag may be included in the chromosome of each strain or in an extrachromosomal vector. For 
example, the tag could be included in a vector encoding an antisense nucleic acid complementary to 
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a gene encoding a gene product required for proliferation or a portion of such a gene or the tag may 
be included in the antisense nucleic acid itself . The representation of each strain in the culture may 
be assessed by performing an amplification reaction using primers complementary to each of the 
tags and quantitating the levels of the resulting amplification products to identify a tag which is 
5 underrepresented or absent from the culture. Since each tag corresponds to one strain, the strain 
which is underrepresented or absent from the culture may be identified. If desired the tags present 
in a culture which was contacted with the compound may be compared to the tags present in a 
control culture which was not contacted with the compound. Alternatively, the tags present in a 
culture which was contacted with the compound may be analyzed without comparison to a control 
10 culture. 

It will be appreciated that, if desired, unique tags may also be used in embodiments in 
which gene products required for proliferation are overexpressed. In some aspects of such 
embodiments, the tags may be within or adjacent to the promoter which drives expression of the 
gene encoding the gene product. In such embodiments, the gene product which is overexpressed in 

15 strains which proliferate more rapidly in the culture may be identified by detecting the presence or 
amount of the unique tag corresponding to that gene product in the culture. 

In some instances, more than one strain may proliferate less rapidly in the presence of the 
compound. This may result from a variety of causes. For example, the concentration of the 
compound may not have been high enough to reduce the proliferation only in cells which 

20 underexpress one gene product (i.e. the target gene product). While strains which underexpress the 
target gene product will be the least prevalent strain in the culture, other strains may also be 
underrepresented. In such instances, the identity of the gene product in the strain which is least 
prevalent in the culture (or not recovered from the culture) may be identified by quantitating the 
levels of each of the genes encoding proliferation-required proteins in the culture. This may be 

25 accomplished by quantitative PCR, DNA sequencing, hybridization, or array technology as 
described above. 

In other instances, multiple strains will exhibit less rapid proliferation in the culture as a 
result of a common functional attribute. For example, the strains which proliferate less rapidly (or 
the strains which are not recovered from the culture) may each underexpress a gene product with a 

30 common enzymatic activity, such as serine protease activity for example. Alternatively, the strains 
which proliferate less rapidly (or the strains which are not recovered from the culture) may each 
underexpress a gene product with a common functional domain, such as a cAMP binding domain. 
In such instances, the common attribute of the strains which proliferate less rapidly (or the strains 
which are not recovered from the culture) may provide information as to the mode of action of the 

35 compound or the biochemical activity of the target of the compound. For example, if all of the 
underexpressed genes in the strains which proliferated less rapidly are serine proteases, the 
compound acts by inhibiting serine protease activity and the target protein is a serine protease. If 
desired, the compound may be derivatized and the efficacy of the derivatized compound against 
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each of the strains which proliferated more rapidly may be assessed as described herein in order to 
identify derivatives which are capable of interacting with a wide range of targets sharing a common 
activity or binding site (i.e. derivatives which have a greater ability to inhibit the proliferation of all 
the strains than the original compound) or to identify derivatives having greater specificity for a 
5 desired target (i.e. derivatives which have a greater specificity for one of the strains than the 
original compound). 

Rather than employing a single culture which contains multiple strains each of which 
underexpresses a proliferation-required gene product described herein, the methods of the present 
invention may be performed using an array of individual strains (i.e. a collection of strains) each of 

10 which underexpresses a different proliferation-required gene product. For example, individual 
strains each underexpressing a different proliferation-required gene product may be grown in 
different wells of a multiwell plate. Each well is contacted with the compound (and, where : 
appropriate an agent which regulates the level of expression from the promoter). The level of 
proliferation of the strains in each of the wells is determined to identify a strain which proliferated 

15 less rapidly or which did not proliferate at all. The identity of the underexpressed gene product in 
the strain that proliferated less rapidly or which did not proliferate at all is determined as described 
above. 

In another embodiment, individual strains each underexpressing a different proliferation- 
required gene product (i.e. a collection of strains) are grown at different locations on a solid 

20 medium, such as an agar plate. The medium contains the compound and, where appropriate, an 
agent which regulates the level of expression from the promoter. The level of proliferation of each 
of the strains is determined to identify a strain which proliferated less rapidly (or a strain which is 
not recovered from the culture). The identity of the underexpressed gene product in the strain that 
proliferated less rapidly (or the strain which is not recovered from the culture) is determined as 

25 described above. 

The above methods may be used to prioritize compound development or to determine 
whether the compound has been previously identified or whether the target of the compound is the 
target of a previously identified drug. In particular, if the product is a natural product is 
advantageous to determine whether it has been previously identified prior to investing significant 

30 effort in developing it. Thus, in some embodiments of the present invention, the target of a partially 
purified or purified natural product or a compound produced by combinatorial chemistry is 
identified using the methods described above and compared to the targets of known drugs. If the 
target is identical to that of a known drug, further development of the compound is halted. 

Alternatively, an array of strains each of which underexpresses a different gene product 

35 described herein (i.e. a collection of strains) is grown on solid medium containing a compound to be 
evaluated. The location of each strain in the array and the gene product underexpressed by that 
strain is known. The pattern of colonies which grow less rapidly or fail to grow in the presence of 
the compound is evaluated and compared to the pattern of colonies which grow less rapidly or fail 
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to grow in the presence of previously identified drugs. If the pattern of colonies which grow less 
rapidly or fail to grow in the presence of the compound being evaluated is the same as the pattern of 
colonies which grow less rapidly or fail to grow in the presence of a previously identified drug, 
further development of the compound is halted. 

5 Additionally, the nucleotide sequence of the gene product described herein in a strain which 

proliferated less rapidly (or a strain which was not recovered from the culture) in the assays 
described above is compared to the nucleotide sequence of gene products from heterologous 
organisms to determine the likely spectrum of species whose growth would be inhibited by the 
compound. If the gene product has a high degree of homology to gene products from heterologous 

10 species, it is likely that the compound would also inhibit the growth of these heterologous species. 
Homology may be determined using any of a variety of methods familiar to those skilled in the art. 
For example, homology may be determined using a computer program such as BLASTP or 
FASTA. The ability of the compound to inhibit the growth of the heterologous species may then be 
confirmed by comparing the growth of cells of the heterologous species in the presence and absence 

15 of the compound. 

In other embodiments, the present invention uses collections or cultures of strains 
comprising both strains which overexpress gene products described herein required for cellular 
proliferation and strains which underexpress the same gene products required for cellular 
proliferation. The gene product which is overexpressed or underexpressed in each strain may be a 

20 gene product whose activity or level is inhibited by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214- 
42397, a gene product comprising an amino acid sequence selected from the group consisting of 
SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited by a homologous 

25 antisense nucleic acid, a gene product encoded by a homologous coding nucleic acid, and a gene 
product comprising a homologous polypeptide. 

The culture or collection of strains is contacted with a compound and the nucleic acids 
present in the culture or collection of strains are analyzed. Preferably, nucleic acids derived from 
overexpressing strains can be distinguished from those derived from underexpressing strains. For 

30 example, the overexpressing strains may be obtained using promoter replacement as described 
above while the underexpressing strains may be obtained by expressing antisense nucleic acids. 
Accordingly, in one embodiment, amplification primers may be designed which will uniquely 
amplify nucleic acids from the overexpressing strains or the underexpressing strains. If a 
compound acts on a gene product which was overexpressed and underexpressed in the culture, then 

35 the amplification product obtained from the strain in the culture or collection which overexpressed 
gene product will be overrepresented in the culture or collection while the amplification product 
obtained from the strain which underexpressed the gene product will be underrepresented in the 
culture or collection. If desired, nucleic acids from a culture or collection which was contacted with 
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the compound may be compared to nucleic acids from a control culture or collection which was not 
contacted with the compound. Alternatively, nucleic acids from a culture or collection which was 
contacted with the compound may be directly analyzed without comparison to a control culture or 
collection. 

5 In some embodiments, strains are constructed in which a nucleic acid complementary to a 

gene encoding a gene product described herein required for proliferation or a portion thereof is 
operably linked to a regulatable promoter. For example, in some embodiments, the strains may 
transcribe an antisense nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213 or 
fragments thereof which inhibit proliferation or reduce the activity or level of the gene product 
10 encoded by the gene comprising a nucleotide sequence complementary to the antisense nucleic acid 
or homologous antisense nucleic acids or fragments thereof. In other embodiments, the strains may 
transcribe an antisense nucleic acid which reduces the activity or level of a gene product encoded 
by SEQ ID NOs.: 6214-42397, the polypeptides of SEQ ID NOs.: 42398-78581, homologous 
coding nucleic acids or homologous polypeptides. A culture comprising a plurality of such strains 
15 wherein each strain expresses an antisense nucleic acid against a different gene product required for 
proliferation is grown in the presence of varying levels of a compound which inhibits proliferation 
and in the presence of varying levels of an agent which regulates the level of transcription from the 
regulatable promoter. Nucleic acids samples are obtained from the culture, detectably labeled and 
hybridized to a solid support comprising nucleic acids containing the genes encoding the 
20 proliferation-required gene products or a portion thereof. The level of hybridization is quantitated 
for each nucleic acid encoding each of the proliferation-required gene products to determine the rate 
at which each of the strains proliferated in the culture. If the antisense nucleic acid expressed by a 
strain in the culture is not complementary to all or a portion of the gene encoding the target of the 
compound (i.e. a nonspecific strain), then the hybridization intensity for that strain will not be 
25 correlated with the concentration of the compound (See Figure 4), while if the antisense nucleic 
acid expressed by a strain in the culture is complementary to all or a portion of the gene encoding 
the target of the compound, the hybridization intensity for that strain will be intimately correlated 
with the concentration of the compound (See Figure 5). In this manner, the target of the compound 
may be identified. It will be appreciated that, as described above, rather than growing the strains in 
30 a single culture, each strain may be grown in a different location on a solid medium or in a different 
well of a multiwell plate. 

The methods described above can be simultaneously performed for each of a large number 
of compounds. For example, the compounds may be members of a library of compounds generated 
using combinatorial chemistry or members of a natural product library. In such methods, a plurality 
35 of cultures each comprising a plurality of strains each of which overexpresses or underexpresses a 
different gene product required for proliferation or a plurality of collections of individual strains 
each of which overexpresses or underexpresses a different gene product required for proliferation is 
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obtained. Each culture or collection of strains is contacted with a different compound in the library 
and the target of the compound is identified as described above. 

In still another embodiment, the antisense nucleic acids of the present invention (including the 
antisense nucelic acids of SEQ ID NOs. 1-6213 fragments thereof or homologous antisense nucleic 
5 acids or fragements thereof) that inhibit bacterial growth or proliferation can be used as antisense 
therapeutics for killing bacteria. The antisense sequences can be complementary to one of SEQ ID 
NOs.: 6214-42397 or fragments thereof, homologous coding nucleic acids or fragments thereof. 
Alternatively, antisense therapeutics can be complementary to opefons in which proliferation-required 
genes reside (i.e. the antisense nucleic acid may hybridize to a nucleotide sequence of any gene in the 

10 operon in which the proliferation-required genes reside). Further, antisense therapeutics can be 
complementary to a proliferation-required gene or portion thereof with or without adjacent noncoding 
sequences, an intragenic sequence (i.e. a sequence within a gene), an intergenic sequence (i.e. a 
sequence between genes), a sequence spanning at least a portion of two or more genes, a 5' noncoding 
region or a 3 5 noncoding region located upstream or downstream from the actual sequence that is 

1 5 required for bacterial proliferation or an operon containing a proliferation-required gene. 

In addition to therapeutic applications, the present invention encompasses the use of nucleic 
acids complementary to nucleic acids required for proliferation as diagnostic tools. For example, 
nucleic acid probes comprising nucleotide sequences complementary to proliferation-required 
sequences that are specific for particular species of cells or microorganisms can be used as probes to 

20 identify particular microorganism species or ceils in clinical specimens. This utility provides a rapid 
and dependable method by which to identify the causative agent or agents of a bacterial infection. Tbis 
utility would provide clinicians the ability to accurately identify the species responsible for the 
infection and amdminister a compound effective against it. In an extension of this utility, antibodies 
generated against proteins translated from mRNA transcribed from proliferation-required sequences 

25 can also be used to screen for specific cells or microorganisms that produce such proteins in a species- 
specific manner. 

Other embodiments of the present invention include methods of identifying compounds which 
inhibit the activity of gene products required for cellular proliferation using rational drug design. As 
discussed in more detail below, in such methods, the structure of the gene product is determined using 

30 techniques such as x-ray crystallography or computer modeling. Compounds are screened to identify 
those which have a structure which would allow them to interact with the gene product or a portion 
thereof to inhibit its activity. The compounds may be obtained using any of a variety of methods 
familiar to those skilled in the art, including combinatorial chemistry. In some embodiments, the 
compounds may be obtained from a natural product library. In some embodiments, compounds having 

35 a structure which allows them to interact with the active site of a gene product, such as the active site of 
an enzyme, or with a portion of the gene product which interacts with another biomolecule to form a 
complex are identified. If desired, lead compounds may be identified and further optimized to provide 
compounds which are highly effective against the gene product 
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The following examples teach the genes of the present invention and a subset of uses for the 
genes identified as required for proliferation, These examples are illustrative only and are not intended 
to limit the scope of the present invention. 

EXAMPLES 

5 The following examples are directed to the identification and exploitation of genes required for 

proliferation. Methods of gene identification are discussed as well as a variety of methods to utilize the 
identified sequences. It will be appreciated that any of the antisense nucleic acids, proliferartion- 
required genes or proliferation-required gene products described herein, or portions thereof, may be 
used in the procedures described below, including the antisense nucleic acids of SEQ ID NOs.: 1-6213, 

10 the nucleic acids of SEQ ID NOS.: 6214-42397, or the polypeptides of SEQ ID NOs.: 42398-78581. 
Likewise, homologous antisense nucleic acids, homologous coding nucleic acids, homologous 
polypeptides or portions of any of the above-mentioned nucleic acids or polypeptides, may be used in 
any of the procedures described below. 

Genes Identified as Required for Proliferation of Escherichia coli, Staphylococcus aureus, 
1 5 Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aemginosa and Salmonella 
. typhimurium. 

Genomic fragments were operably linked to an inducible promoter in a vector and assayed for 
growth inhibition activity. Example 1 describes the examination of a library of genomic fragments 
cloned into vectors comprising inducible promoters. Upon induction with xylose or IPTG, the vectors 

20 produced an RNA molecule corresponding to the subcloned genomic fragments. In those instances 
where the genomic fragments were in an antisense orientation with respect to the promoter, the 
transcript produced was complementary to at least a portion of an mRNA (messenger RNA) encoding 
a Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa or Salmonella typhimurium gene product such that they interacted with 

25 sense mRNA produced from various Escherichia coli, Staphylococcus aureus, Enterococcus 
faecalis, Klebsiella pneumoniae, Pseudomonas aemginosa or Salmonella typhimurium genes and 
thereby decreased the translation efficiency or the level of the sense messenger RNA thus decreasing 
production of the protein encoded by these sense mRNA molecules. In cases where the sense mRNA 
encoded a protein required for proliferation, bacterial cells containing a vector from which transcription 

30 from the promoter had been induced failed to grow or grew at a substantially reduced rate. 
Additionally, in cases where the transcript produced was complementary to at least a portion of a non- 
translated RNA and where that non-translated RNA was required for proliferation, bacterial cells 
containing a vector from which transcription from the promoter had been induced also failed to grow or 
grew at a substantially reduced rate. In contrast, cells grown under non-inducing conditions grow at a 
35 normal rate. 

The above method was used to identify genes required for cellular proliferation in Escherichia 
coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas 
aeruginosa and Salmonella typhimurium. Additionally, a number of genes required for cellular 
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proliferation in Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa and Salmonella typhimurium, which have been described in 
the following U.S. Patent Applications: U.S. Patent Application Serial Number 09/492,709, filed 
January 27, 2000; U.S. Patent Application Serial Number 09/711,164, filed November 9, 2000; 
5 U.S. Patent Application Serial Number 09/741,669, filed December 19, 2000 and U.S. Patent 
Application Serial Number 09/815,242 filed March 21, 2001, U.S. Provisional Patent Application 
Serial Number 60/342,923, filed October 25, 2001, have been previously identified using the above 
method. 

EXAMPLE 1 

10 Inhibition of Bacterial Proliferation after Induction of Antisense Expression 

To identify genes required for proliferation of E. coli, random genomic fragments were 
cloned into the IPTG-inducible expression vector pLEXSBA (Krause et a]., J. Mol. Biol. 274: 365 
(1997) or a modified version of pLEXSBA, pLEX5BA-3' in which a synthetic linker containing a 
T7 terminator was ligated between the PstI and Hindffl sites of pLEX5BA. In particular, to 

15 construct pLEX5BA-3 \ the following oligonucleotides were annealed and inserted into the PstI and 
Hindm sites of pLEX5BA: 

5 1 - GTCTAGCATAACCCCTTGGGGCCTCTAAACGGGTCCTTGAGGGGTTTTTTGA- 3 ' (SEQ ID 
NO: 78584) 

5 ' -AGCTTCAAAAAACCCCTCAAGGACCCGTTTAGAGGCCCCAAGGGGTTAT 
20 GCTAGACTGCA-3 1 (SEQ ID NO: 78585) 

Random fragments of E. coli genomic DNA were generated by DNAsel digestion or 

sonication, filled in with T4 polymerase, and cloned into the Smal site of pLEXSBA or pLEX5BA- 

3'. Upon activation or induction, the promoter transcribed the random genomic fragments. 

A number of vectors which allow the production of transcripts which have an extended 

25 lifetime in E. coli as well as other Gram negative bacteria can also be utilized in conjunction with 
these antisense inhibition experiments. Such vectors are described in U.S. Provisional Patent 
Application Serial Number 60/343,512, filed December 21, 2001. Briefly, the stabilized antisense 
RNA may comprise an antisense RNA which was identified as inhibiting proliferation as described 
above which has been engineered to contain at least one stem loop flanking each end of the 

30 antisense nucleic acid. In some embodiments, the at least one stem-loop structure formed at the 5' 
end of the stabilized antisense nucleic acid comprises a flush, double stranded 5' end. In some 
embodiments, one or more of the stem loops comprises a rho independent terminator. In additional 
embodiments, the stabilized antisense RNA lacks a ribosome binding site. In further embodiments, 
the stabilized RNA lacks sites which are cleaved by one or more RNAses, such as RNAse E or 

35 RNAse III. In some embodiments, the stabilized antisense RNA may be transcribed in a cell which 
the activity of at least one enzyme involved in RNA degradation has been reduced. For example, 
the activity of an enzyme such as RNase E, RNase II, RNase III, polynucleotide phosphorylase, and 
poly(A) polymerase, RNA helicase, enolase or an enzyme having similar functions may be reduced 
in the cell. 
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To study the effects of transcriptional induction in liquid medium, growth curves were carried 
out by back diluting cultures 1:200 into fresh media with or without 1 mM IPTG and measuring the 
OD 4S0 every 30 minutes (min). To study the effects of transcriptional induction on solid medium, 10 2 , 
10 3 , 10 4 , 10 5 , 10 6 , 10 7 and 10 8 fold dilutions of overnight cultures were prepared. Aliquots of from 0.5 
5 to 3 Hi of these dilutions were spotted on selective agar plates with or without 1 mM IPTG. After 
overnight incubation, the plates were compared to assess the sensitivity of the clones to IPTG. 

Of the numerous clones tested, some clones were identified as containing a sequence that 
inhibited E. coli growth after IPTG induction. Accordingly, the gene to which the inserted nucleic acid 
sequence corresponds, or a gene within the operon containing the inserted nucleic acid, is required for 

1 0 proliferation in E. coli. 

Nucleic acids involved in proliferation of Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa and Salmonella typhimurium were identified as 
follows. Randomly generated fragments of Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa or Salmonella typhimurium genomic DNA were 

1 5 transcribed from inducible promoters. 

In the case of Staphylococcus aureus, a novel inducible promoter system, XylT5, 
comprising a modified T5 promoter fused to the xylO operater from the xylA promoter of 
Staphylococci* aureus was used. The promoter is described in U.S. Patent Application Serial 
Number 10/032,393, filed December 21, 2001. Transcription from this hybrid promoter is 

20 inducible by xylose. 

Randomly generated fragments of Salmonella typhimurium genomic DNA were 
transcribed from an IPTG inducible promoter in pLEX5BA (Krause et al., J. Mol. Biol. 274: 365 
(1997) or a derivative thereof. Randomly generated fragements of Klebsiella pneumoniae genomic 
DNA were expressed from an IPTG inducible promoter in pLEX5BA-Kan. To construct 
25 pLEX5BA-kan, pLEX5BA was digested to completion with CM in order to remove the bla gene. 
Then the plasmid was treated with a partial Notl digestion and blunted with T4 DNA polymerase. A 
3.2 kbp fragment was then gel purified and ligated to a blunted 1.3 kbp kan gene from pKanx. Kan 
resistant transformants were selected on Kan plates. Orientation of the kan gene was checked by 
Smal digestion. A clone, which had the kan gene in the same orientation as the bla gene, was used 

30 to identify genes required for proliferation of Klebsiella pneumoniae. Randomly generated 
fragments of Pseudomonas aeruginosa genomic DNA were trancribed from a two-component 
inducible promoter system/Integrated on the chromosome was the T7 RNA polymerase gene 
regulated by lacUV5f lacO (Brunschwig, E. and Darzins, A. 1992. Gene 111:35-41. On a separate 
plasmid, a T7 gene 10 promoter, which is transcribed by T7 RNA polymerase, was fused with a 

35 lacO operator followed by a multiple cloning site. 
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Should the genomic DNA downstream of the promoter contain, in an antisense orientation, 
at least a portion of an mRNA or a non-translated RNA encoding a gene product involved in 
proliferation, then induction of transcription from the promoter will result in detectable inhibition of 
proliferation. 

5 In the case of Staphylococcus aureus, a shotgun library of Staphylococcus aureus genomic 

fragments was cloned into the vector pXyIT5-P15a, which harbors the XylT5 inducible promoter. 
The vector was linearized at a unique Ba?nBl site immediately downstream of the XyIT5 
promoter/operator. The linearized vector was treated with shrimp alkaline phosphatase to prevent 
reclosure of the linearized ends. Genomic DNA isolated from Staphylococcus aureus strain RN450 

10 was fully digested with the restriction enzyme SauZk , or , alternatively, partially digested with 
DNase I and "blunt-ended'* by incubating with T4 DNA polymerase. Random genomic fragments 
between 200 and 800 base pairs in length were selected by gel purification. The size-selected 
genomic fragments were added to the linearized and dephosphorylated vector at a molar ratio of 0.1 
to 1, and ligated to form a shotgun library. 

15 The ligated products were transformed into electrocompetent E. coli strain XL 1 -Blue MRF 

(Stratagene) and plated on LB medium with supplemented with carbenicillin at 100 p,g/ml. 
Resulting colonies numbering 5 x 10 5 or greater were scraped and combined, and were then 
subjected to plasmid purification. 

The purified library was then transformed into electrocompetent Staphylococcus aureus 

20 RN4220. Resulting transformants were plated on agar containing LB + 0.2% glucose (LBG 
medium) + chloramphenicol at 15 jag/ml (LBG+CM15 medium) in order to generate 100 to 150 
platings at 500 colonies per plating. The colonies were subjected to robotic picking and arrayed 
into wells of 384 well culture dishes. Each well contained lOOjil of LBG + CM15 liquid medium. 
Inoculated 384 well dishes were incubated 16 hours at 37°C, and each well was robotically gridded 

25 onto solid LBG + CM15 medium with or without 2% xylose. Gridded plates were incubated 16 
hours at 37°C, and then manually scored for arrayed colonies that were growth-compromised in the 
presence of xylose. 

Arrayed colonies that were growth-sensitive on medium containing 2% xylose, yet were 
able to grow on similar medium lacking xylose, were subjected to further growth sensitivity 

30 analysis as follows: Colonies from the plate lacking xylose were manually picked and inoculated 
into individual wells of a 96 well culture dish containing LBG + CM15, and were incubated for 16 
hours at 37°C. These cultures were robotically diluted 1/100 into fresh medium and allowed to 
incubate for 4 hours at 37°C, after which they were subjected to serial dilutions in a 384 well array 
and then gridded onto media containing 2% xylose or media lacking xylose. After growth for 16 

35 hours at 37°C, the arrays that resulted on the two media were compared to each other. Clones that 
grew similarly at all dilutions on both media were scored as a negative and were no longer 
considered. Clones that grew on xylose medium but failed to grow at the same serial dilution on 
the non-xylose plate were given a score based on the differential, i.e. should the clone grow at a 
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serial dilution of 10 4 or less on the xylose plate and grow at a serial dilution of 10 or less on the 
non-xylose plate, then the corresponding clone received a score of "4" representing the log 
difference in growth observed. 

For Salmonella typhimurium and Klebsiella pneumoniae growth curves were carried out by 

5 back diluting cultures 1:200 into fresh media containing 1 mM IPTG or media lacking IPTG and 
measuring the OD 450 every 30 minutes (min). To study the effects of transcriptional induction on solid 
medium, 10 2 , 10 3 , 10 4 , 10 s , 10 6 , 10 7 and 10 8 fold dilutions of overnight cultures were prepared. 
Aliquots of from 0.5 to 3 p.1 of these dilutions were spotted on selective agar plates with or without 1 
mM IPTG. After overnight incubation, the plates were compared to assess the sensitivity of the clones 

10 to IPTG. 

Nucleic acids involved in proliferation of Pseudomonas aeruginosa were identified as 
follows. Randomly generated fragments of Pseudomonas aeruginosa genomic DNA were 
transcribed from a two-component inducible promoter system. Integrated on the chromosome was 
the T7 RNA polymerase gene regulated by lacUYS/ lacO (Brunschwig, E. and Darzins, A. 1992. 

15 Gene 1 1 1 :35-41). On an expression plasmid there was a T7 gene 10 promoter, which is transcribed 
by T7 RNA polymerase, fused with a lacO operator followed by a multiple cloning site. 
Transcription from this hybrid promoter is inducible by IPTG. Should the genomic DNA 
downstream of the promoter contain, in an antisense orientation, at least a portion of an mRNA 
encoding a gene product involved in proliferation, then induction of expression from the promoter 

20 will result in detectable inhibition of proliferation. 

A shotgun library of Pseudomonas aeruginosa genomic fragments was cloned into the 
vectors pEP5, pEP5S, or other similarly constructed vectors which harbor the TllacO inducible 
promoter. The vector was linearized at a unique Smal site immediately downstream of the TllacO 
promoter/operator. The linearized vector was treated with shrimp alkaline phosphatase to prevent 

25 reclosure of the linearized ends. Genomic DNA isolated from Pseudomonas aeruginosa strain 
PAOl was partially digested with DNase I and "blunt-ended" by incubating with T4 DNA 
polymerase. Random genomic fragments between 200 and 800 base pairs in length were selected 
by gel purification. The size-selected genomic fragments were added to the linearized and 
dephosphorylated vector at a molar ratio of 2 to 1, and ligated to form a shotgun library. 

30 The ligated products were transformed into electrocompetent E. coli strain XLl-Blue MRF 

(Stratagene) and plated on LB medium with carbenicillin at 100 jag/mi or Streptomycin 100 jig/ml. 
Resulting colonies numbering 5 x 10 5 or greater were scraped and combined, and were then 
subjected to plasmid purification. 

The purified library was then transformed into electrocompetent Pseudomonas aeruginosa 
35 strain PAOL Resulting transformants were plated on LB agar with carbenicillin at 100 fig/ml or 
Streptomycin 40 ng/ml in order to generate 100 to 150 platings at 500 colonies per plating. Hie 
colonies were subjected to robotic picking and arrayed into wells of 384 well culture dishes. Each 
well contained 100 \l\ of LB + CB 100 or Streptomycin 40 liquid medium. Inoculated 384 well 
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dishes were incubated 16 hours at room temperature, and each well was robotically gridded onto 
solid LB + CB100 or Streptomycin 40 medium with or without 1 mM IPTG. Gridded plates were 
incubated 16 hours at 37°C, and then manually scored for arrayed colonies that were growth- 
compromised in the presence of IPTG. 
5 Arrayed colonies that were growth-sensitive on medium containing 1 mM IPTG, yet were 

able to grow on similar medium lacking IPTG, were subjected to further growth sensitivity analysis 
as follows: Colonies from the plate lacking IPTG were manually picked and inoculated into 
individual wells of a 96 well culture dish containing LB + CB100 or Streptomycin 40, and were 
incubated for 16 hours at 30°C. These cultures were robotically diluted 1/100 into fresh medium 

10 and allowed to incubate for 4 hours at 37°C, after which they were subjected to serial dilutions in a 
384 well array and then gridded onto media with and without 1 mM IPTG. After growth for 16 
hours at 37°C, the arrays of serially diluted spots that resulted were compared between the two 
media. Clones that grew similarly at all dilutions on both media were scored as a negative and were 
no longer considered. Clones that grew on IPTG medium but failed to grow at the same serial 

15 dilution on the non-IPTG plate were given a score based on the differential, i.e. should the clone 
grow at a serial dilution of 10 4 or less on the IPTG plate and grow at a serial dilution of 10 8 or less 
on the IPTG plate, then the corresponding clone received a score of "4" representing the log 
difference in growth observed. , 
Following the identification of those vectors that, upon induction, negatively impacted 

20 Pseudomonas aeruginosa growth or proliferation, the inserts or nucleic acid fragments contained in 
those vectors were isolated for subsequent characterization. Vectors of interest were subjected to 
nucleic acid sequence determination. 

Nucleic acids involved in proliferation of E. faecalis were identified as follows. Randomly 
generated fragments of genomic DNA were expressed from the vectors pEPEF3 or pEPEF14, 

25 which contain the CP25 or P59 promoter, respectively, regulated by the xyl operator/repressor. 
These plasmids as well as other vectors useful for the expression of nucleic acids in Enterococcus 
faecalis and other Gram positive organisms are described in U.S. Patent Application Serial Number 
10/032,393, filed December 21, 2001, the disclosure or which is incorportated herein by reference 
in its entirety. Should the genomic DNA downstream of the promoter contain, in an antisense 

30 orientation, at least a portion of a mJRNA encoding a gene product involved in proliferation, then 
induction of expression from the promoter will result in detectable inhibition of proliferation. 

A shotgun library of E. faecalis genomic fragments was cloned into the vector pEPEF3 or 
pEPEF14, which harbor xylose inducible promoters. The vector was linearized at a unique Smal 
site immediately downstream of the promoter/operator. The linearized vector was treated with 

35 alkaline phosphatase to prevent reclosure of the linearized ends. Genomic DNA isolated from E. 
faecalis strain OG1RF was partially digested with DNase I and "blunt-ended" by incubating with 
T4 DNA polymerase. Random genomic fragments between 200 and 800 base pairs in length were 
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selected by gel purification. The size-selected genomic fragments were added to the linearized and 
dephosphorylated vector at a molar ratio of 2 to 1, and ligated to form a shotgun library. 

The ligated products were transformed into electrocompetent E. coli strain TOP 10 cells 
(Invitrogen) and plated on LB medium with erythromycin (Erm)- at 150 u.g/ml. Resulting colonies 
5 numbering 5 x 10 s or greater were scraped and combined, and were then subjected to plasmid 
purification. 

The purified library was then transformed into electrocompetent E. faecalis strain OG1RF. 
Resulting transformants were plated on Todd-Hewitt (TH) agar with erythromycin at 10 fig/ml in 
order to generate 100 to 150 platings at 500 colonies per plating. The colonies were subjected to 
10 robotic picking and arrayed into wells of 384 well culture dishes. Each well contained 100 jal of 
THB + Erm 10 ug/ml. Inoculated 384 well dishes were incubated 16 hours at room temperature, 
and each well was robotically gridded onto solid TH agar + Erm with or without 5% xylose. 
Gridded plates were incubated 16 hours at 37°C, and then manually scored for arrayed colonies that 
were growth-compromised in the presence of xylose. 
15 Arrayed colonies that were growth-sensitive on medium containing 5% xylose, yet were 

able to grow on similar medium lacking xylose, were subjected to further growth sensitivity 
analysis. Colonies from the plate lacking xylose were manually picked and inoculated into 
individual wells of a 96 well culture dish containing THB + Erm 10, and were incubated for 16 
hours at 30°C These cultures were robotically diluted 1/100 into fresh medium and allowed to 
20 incubate for 4 hours at 37°C, after which they were subjected to serial dilution on plates containing 
5% xylose or plates lacking xylose. After growth for 16 hours at 37 Q C, the arrays of serially diluted 
spots that resulted were compared between the two media. Colonies that grew similarly on both 
media were scored as a negative and corresponding colonies were no longer considered. Colonies 
on xylose medium that failed to grow to the same serial dilution compared to those on the non- 
25 xylose plate were given a score based on the differential. For example, colonies on xylose medium 
that only grow to a serial dilution of -4 while they were able to grow to -8 on the non-xylose plate, 
then the corresponding transformant colony received a score of u 4" representing the log difference 
in growth observed. 

Following the identification of those vectors that, upon induction, negatively impacted E. 
30 faecalis growth or proliferation, the inserts or nucleic acid fragments contained in those expression 
vectors were isolated for subsequent characterization. The inserts in the vectors of interest were 
subjected to nucleotide sequence determination. 

It will be appreciated that other restriction enzymes and other endonucleases or 
methodologies may be used to generate random genomic fragments. In addition, random genomic 
35 fragments may be generated by mechanical shearing. Sonication and nebulization are two such 
techniques commonly used for mechanical shearing of DNA. 
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EXAMPLE 2 

Nucleotide Sequence Determination of Identified Clones Transribing Nucleic Acid Fragments with 
Detrimental Effects on Escherichia coli. Staphylococcus aureus. Enterococcus faecalis. Klebsiella 
pneumoniae. Pseudomonas aeruginosa or Salmonella typ himurium Proliferation 
5 Plasmids from clones that received a dilution plating score of "2" or greater were isolated to 

obtain the genomic DNA insert responsible for growth inhibition as follows. 

The nucleotide sequences of the nucleic acid sequences which inhibited the growth of 
Escherichia coli were determined using plasmid DNA isolated using QIAPREP (Qiagen, Valencia, 
CA) and methods supplied by the manufacturer. The primers used for sequencing the inserts were 5' - 
10 TGTTTATCAGACCGCTT - 3' (SEQ ID NO: 78586) and 5' - ACAATTTCACACAGCCTC - 3' 
(SEQ ID NO: 78587). These sequences flank the polylinker in pLEXSBA. 

The nucleotide sequences of the nucleic acid sequences which inhibited the growth of 
Staphylococcus aureus were determined as follows. Staphylococcus aureus were grown in standard 
laboratory media (LB or TB with 15 ug/ml Chloramphenicol to select for the plasmid). Growth 
15 was carried out at 37°C overnight in culture tubes or 2 ml deep well microtiter plates. 

Lysis of Staphylococcus aureus was performed as follows. Cultures (2-5 ml) were 
centrifuged and the cell pellets resuspended in 1.5 mg/ml solution of lysostaphin (20 \x\Im\ of 
original culture) followed by addition of 250 |il of resuspension buffer (Qiagen). Alternatively, cell 
pellets were resuspended directly in 250 \i\ of resuspension buffer (Qiagen) to which 5-20 jal of a 1 
20 mg/ml lysostaphin solution were added. 

DNA was isolated using Qiagen miniprep kits or Wizard (Qiagen) miniprep kits according 
to the instructions provided by the manufacturer. 

The genomic DNA inserts were amplified from the purified plasmids by PCR as follows. 
1 jil of Qiagen purified plasmid was put into a total reaction volume of 25 jal Qiagen Hot 
25 Start PCR mix. For Staphylococcus aureus, the following primers were used in the PCR reaction; 
P XylT5F: CAGCAGTCTGAGTTATAAAATAG (SEQ ID NO: 78588) 
LexL TGTTTTATCAGACCGCTT (SEQ ID NO: 78589) 

Similar methods were conducted for Salmonella typhimurium and Klebsiella pneumoniae. 
For Salmonella typhimurium and Klebsiella pneumoniae the following primers were used: 
30 5' - TGTTTTATCAGACCGCTT - 3 s (SEQ ID NO: 78589) and 
5'-ACAATTTCACACAGCCTC-3' (SEQ ID NO: 78587) 
PCR was carried out in a PE GenAmp with the following cycle times: 
Step 1. 95° C 15 min 
Step 2. 94° C 45 sec 
35 Step 3. 54° C 45 sec 
Step 4. 72° C 1 minute 
Step 5. Return to step 2, 29 times 
Step 6. 72° C 10 minutes 
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Step 7. 4° C hold 

The PCR products were cleaned using Qiagen Qiaquick PCR plates according to the manufacturer's 
instructions. 

For Pseudomonas aeruginosa, plasmids from transformant colonies that received a dilution 
5 plating score of "2" or greater were isolated to obtain the genomic DNA insert responsible for 
growth inhibition as follows. Pseudomonas aeruginosa were grown in standard laboratory media 
(LB with carbenicillin at 100 \ig/ml or Streptomycin 40 ^ig/ml to select for the piasmid). Growth 
was carried out at 30°C overnight in 100 ul culture wells in microtiter plates. To amplify insert 
DNA 2 ul of culture were placed into 25 ul Qiagen Hot Start PCR mix. PCR reactions were in 96 
10 well microtiter plates. For piasmid pEP5S the following primers were used in the PCR reaction: 
T7L1+: GTCGGCGATATAGGCGCCAGCAACCG (SEQ ID NO: 78590) 
P StrA3: ATAATCGAGCATGAGTATCATACG (SEQ ID NO: 78591) 
PCR was carried out in a PE GenAmp with the following cycle times: 
Stepl. 95°C15min 
15 Step 2. 94°C45 sec 
Step 3. 54° C 45 sec 
Step 4. 72° C 1 minute 
Step 5. Return to step 2, 29 times 
Step 6. 72° C 10 minutes 
20 Step 7. 4° C hold 

The PCR products were cleaned using Qiagen Qiaquick PCR plates according to the manufacturer's 
instructions. 

The purified PCR products were then directly cycle sequenced with Qiagen Hot Start PCR 

mix. The following primers were used in the sequencing reaction: 
25 T7/L2: ATGCGTCCGGCGTAGAGGAT (SEQ ID NO: 78592) ■ 

PCR was carried out in a PE GenAmp with the following cycle times: 

Step 1. 94° C 15 min 

Step 2. 96° C 10 sec 

Step 3. 50° C 5 sec 
30 Step 4. 60 C 4 min 

Step 5. Return to step 2, 24 times 

Step 6. 4° C hold 

The PCR products were cleaned using Qiagen Qiaquick PCR plates according to the manufacturer's 
instructions. 

35 For E. faecalis, plasmids from transformant colonies that received a dilution plating score 

of "2" or greater were isolated to obtain the genomic DNA insert responsible for growth inhibition 
as follows. E. faecalis were grown in THB 10 |Ltg/ml Erm at 30°C overnight in 100 ul culture wells 
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in inicrotiter plates. To amplify insert DNA 2 ul of culture were placed into 25 (il Qiagen Hot Start 
PCR mix. PCR reactions were in 96 well microtiter plates. The following primers were used in the 
PCR reaction: 

pXylT5: CAGCAGTCTGAGTTATAAAATAG (SEQ ID NO: 78588) and the 
5 pEP/pAKl primer. 

PCR was carried out in a PE GenAmp with the following cycle times: 
Step 1. 95°C15min 
Step 2. 94° C 45 sec 
Step 3. 54° C 45 sec 
10 Step 4. 72° C I minute 

Step 5. Return to step 2, 29 times 
Step 6. 72° C 10 minutes 
Step 7. 4° C hold 

The PCR products were cleaned using Qiagen Qiaquick PCR plates according to the manufacturer's 
15 instructions. 

The purified PCR products were then directly cycle sequenced with Qiagen Hot Start PCR 

mix. The following primers were used in the PCR reaction: 

pXylT5: CAGCAGTCTGAGTTATAAAATAG (SEQ ID NO: 78588) 

PCR was carried out in a PE GenAmp with the following cycle times: 
20 Step 1. 94° C 15 min 

Step 2. 96° C 10 sec 

Step 3. 50° C 5 sec 

Step 4. 60° C 4 min 

Step 5. Return to step 2, 24 times 
25 Step 6. 4° C hold 

The PCR products were cleaned using Qiagen Qiaquick PCR plates according to the 

manufacturer's instructions. 

The amplified genomic DNA inserts from each of the above procedures were subjected to 

automated sequencing. Sequence identification numbers (SEQ ID NOs) and clone names for the 
30 identified inserts are listed in Table IA and discussed below. 
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Clone Name 


S1M10000025G06 

S1M10000025H06 

S1M10000025H07 

S1M10000025A08 

S1M10000025D08 

S1M10000025F08 

S1M10000025H08 

S1M10000025A09 

S1M10000025B09 

S1M10000025C09 

S1M10000025D09 

S1M10000025E09 

S1M10000025F09 

S1M10000025A10 

S1M10000025C10 

S1M10000025D10 

S1M10000025F10 

S1M10000025G10 

S1M10000025H10 

S1M10000025C11 

S1M10000025E11 

S1M10000025B12 

S1M10000025F12 

S1M10000026C01 

S1M10000026E01 

S1M10000026F01 

S1M10000026G01 

S1M10000026H01 

S1M10000026A02 

S1M10000026B02 

S1M10000026H02 

S1M10000026B03 

S1M10000026F03 


SeqID 




Clone NameJ 


P1M10000105C04 

P1M10000105D04 

P1M10000105C05 

P1M10000105B06 

P1M10000105C08 

P1M10000105H08 

P1M10000105D09 

PlMlOOOOllOEOl 

PlMlOOOOllOFOl 

PlMlOOOOllOGOl 

P1M10000110B02 

P1M10000110B03 

P1M10000110F03 

P1M10000110G03 

P1M10000110D04 

P1M10000110F04 

PIMIOOOOIIOBOS 

P1M10000110E05 

P1M10000110B07 

P1M10000110B08 

P1M10000110F08 

P1M10000110A09 

P1M10000110E09 

P1M10000110F09 

PIMIOOOOIOOFOI 

P1M10000098A02 

P1M10000098B02 

P1M10000098A03 

P1M10000098D03 

P1M10000098E04 

P1M10000098G04 

P1M10000098A05 

P1M10000098C05 


SeqID I 




Clone Namel 


S§38§8888§l§ggggggg§§^ 

o^oooooooooooooooooogooooooogoogg 

§888 8 88 88§§§§§§88§88o§§§8S§§§888 8 


SeqID 1 




Clone Namel 


P33-1.C22 
X3S107-17 
P35-7 
X3S118-9 
X3S163-1 
X3S204-7 
X3 SI 77-4 
P342-3 
SC21.1 
SC17.1 
SC13.1 
MC9.6 
Z60-P16 
Z86-I21 
E1M10000109A02 
E1M10000109A11 
E1M10000101F05 
E1M10000101D06 
E1M10000101A07 
E1M10000101H07 
E1M10000101H09 
E1M10000101C12 
E1M10000103B04 
E1M10000103D11 
ElMlOOOOllOGOl 
ElMlOOOOllOHOl 
E1M10000110E09 
E1M10000110A12 
E1M10000112F05 
E1M10000113F02 
E1M10000113A11 
E1M10000111C03 
E1M10000111E04 


SeqID 1 




Clone Namel 


OOOOOOOOOOOOOOOOOOOOOOO.OOOOr-iOOOpO 

oooo©ooooSooo££ooooooS 0 £ 0 ^S°^oooo 
ooooooog 0 oooooo 00 ooooS o0 °oOoooooo 
ooooooo 00 oooooo 00 oooo^ooooOooooOo 

ooooooOooooooQ0 00 ooooS 0 Q°oS°oooqo 
ooooooOooOooooOoooooo^ooooOoooooo 


SeqID 1 


4 
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Clone Name 


illlllllllillllllllllllllllppIIIII 
IllliHiilliliiilliilllllllllllllill 


SeqID 1 




Clone Name | 


gg||||||§§|||§g§lg|g|gg§g§ggg§gggggg 

88888§88 8888§§o88o8o8oooooooooooo3oo 


SeqID | 




Clone Namel 


SSSggSSgSSSSgggogSggogggggggggoSgggo 
ll§ 11 ili§§§ll§§§§SS8§8SS88S8§8o8§S§§ 


SeqID 1 




Clone Name! 


E1M10000111F09 

E1M10000115H01 

E1M10000115G02 

E1M10000115E03 

E1M10000115G04 

E1M1OO00115CO6 

E1M10000116B01 

E1M10000106D02 

E1M10000106G02 

E1M10000106E04 

E1M10000106F05 

E1M10000106HO5 

E1M10000106H06 

E1M1O000106AO8 

E1M10000106E09 

E1M10000106G10 

E1M10000106D11 

E1M10000122B03 

E1M10000123D05 

E1M10000123C09 

E1M10000123E09 

E1M10000123H10 

E1M10000123F11 

E1M10000107B02 

E1M10000107E02 

E1M10000107G02 

EIM10000107B03 

E1M10000107C03 

E1M10000107H04 

E1M10000107G08 

E1M10000107F09 

E1M10000107H09 

E1M10000U7C12 

E1M10000118C04 

E1M100001L8B05 

E1M10000U8C05 


SeqID 1 


^^^^oooooooo(x)woooooooo(^o\(^a\(^<^o^o\o^o\oooooooooo^^ 


Clone Name 1 


O^^^^OOOOOOOOOOOOOOO^i^OOOOOQOT^^r^pQOO 

QoQooooooooooooooSoOoSooooS^°SS°R 0 SS 
ogoogcDoooooooooooSoSoOoooogooOoogooo 

ogooooooooooooooogooogooooSooOoogooo 

ogooooooooooooooogooogoooogooooogooo 

gggggggggggggggggggggggggggggoggoggg 

asaaaasasaaaaaaaaaaaaasaaaasaasaasaa 


SeqID 1 
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EXAMPLE 3 

Comparison Of Isolated Nucleic Acids to Known Sequences 
The nucleotide sequences of the subcloned fragments from Escherichia coli, Staphylococcus 
aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa and Salmonella 

5 typhimurium obtained from the expression vectors discussed above were compared to known 
sequences from Escherichia coli t Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium and other microorganisms as 
follows. First, to confirm that each clone originated from one location on the chromosome and was 
not chimeric, the nucleotide sequences of the selected clones were compared against the 

10 Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa or Salmonella typhimurium genomic sequences to align the clone to the 
correct position on the chromosome. The NCBI BLASTN v 2.0.9 program was used for this 
comparison, and the incomplete Staphylococcus aureus genomic sequences licensed from HGR, as 
well as the NCBI nonredundant GenBank database were used as the source of genomic data. 

15 Salmonella typhimurium sequences were compared to sequences available from the Genome 
Sequencing Center (http^/genome.wustl.edu/gsc/salmonella.shtml), and the Sanger Centre 
(http://www.sanger.ac.uk/projects/S__typhi). Pseudomonas aemginosa sequences were compared to 
a proprietary database and the NCBI GenBank database. The E. faecalis sequences were compared to 
a proprietary database. 

20 The BLASTN analysis was performed using the default parameters except that the filtering 

was turned off. No further analysis was performed on inserts which resulted from the ligation of 
multiple fragments. 

In general, antisense molecules and their complementary genes are identified as follows. 
First, all possible foil length open reading frames (ORFs) are extracted from available genomic 

25 databases. Such databases include the GenBank nonredundant (nr) database, the unfinished 
genome database available from TIGR and the PathoSeq database developed by Incyte Genomics. 
The latter database comprises over 40 annotated bacterial genomes including complete ORF 
analysis. If databases are incomplete with regard to the bacterial genome of interest, it is not 
necessary to extract all ORFs in the genome but only to extract the ORFs within the portions of the 

30 available genomic sequences which are complementary to the clones of interest. Computer 
algorithms for identifying ORFs, such as GeneMark, are available and well known to those in the 
art. Comparison of the clone DNA to the complementary ORF(s) allows determination of whether 
the clone is a sense or antisense clone. Furthermore, each ORF extracted from the database can be 
compared to sequences in well annotated databases including the GenBank (nr) protein database, 

35 SWISSPROT and the like. A description of the gene or of a closely related gene in a closely related 
microorganism is often available in these databases. Similar methods are used to identify antisense 
clones corresponding to genes encoding non-translated RNAs. 
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In order to generate the gene identification data compiled in Table IB, each of the cloned 
nucleic acid sequences discussed above corresponding to SEQ ID NO.s 1-6213 was used to identify 
the corresponding Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa or Salmonella typhimuriwn OKFs in the PathoSeq v.4.1 
5 (March 2000 release) database of microbial genomic sequences. For this purpose, the NCBI 
BLASTN 2.0.9 computer algorithm was used. The default parameters were used except that 
filtering was turned off. The default parameters for the BLASTN and BLASTX analyses were: 
Expectation value (e)=10 

Alignment view options: pairwise 
10 Filter query sequence (DUST with BLASTN, SEG with others)=T 

Cost to open a gap (zero invokes behavior)=0 
Cost to extend a gap (zero invokes behavior)=0 

X dropoff value for gapped alignment (in bits) (zero invokes behavior}-0 

Show GFs in deflines=F t 
15 • Penalty for a nucleotide mismatch (BLASTN only)=! 3 

Reward for a nucleotide match (BLASTN only)= 1 

Number of one-line descriptions (V)=5 00 

Number of alignments to show (B)=250 

Threshold for extending hits=default 
20 Perform gapped alignment (not available with BLASTX)=T 

Query Genetic code to use=l 

DB Genetic code (for TBLAST[nx] only=l 

Number of processors to use-l 

SeqAlign file 
25 Believe the query defline=F 

Matrix=BLOSUM62 

Word Size= default 

Effective length of the database (use zero for the real size)=0 
Number of best hits from a region to keep= 1 00 
3 0 Length of region used to judge hits=20 

Effective length of the search space (use zero for the real size)=0 
Query strands to search against database (for BLAST[nx] and TBLASTX), 3 is both, 1 is 
top, 2 is bottom-3 

Produce HTML output=F 

35 

Alternatively, ORFs were identified and refined by conducting a survey of the public and 
private data sources. Full-length gene protein and nucleotide sequences for these organisms were 
assembled from various sources. For Pseudomonas aeruginosa, gene sequences were adopted from 
the Pseudomonas genome sequencing project (downloaded from http://www.pseudomonas.com). 

40 For Klebsiella pneumoniae, Staphylococcus aureus, Streptococcus pneumoniae and Salmonella 
typhi, genomic sequences from PathoSeq v 4.1 (Mar 2000 release) was reanalyzed for ORFs using 
the gene finding software GeneMark v 2.4a, which was purchased from GenePro Inc. 451 Bishop 
St., N.W., Suite B, Atlanta, GA, 30318, USA. 

Antisense clones were identified as those clones for which transcription from the inducible 

45 promoter would result in the expression of an RNA antisense to a complementary ORF, intergenic 
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or intragenic sequence. Those clones containing single inserts and that caused growth sensitivity 
upon induction are listed in Table IA. 

The gene descriptions in the PathoSeq database derive from annotations available in the 
public sequence databases described above. Where a clone was found to share significant sequence 
5 identity to two or more adjacent ORFs, it was listed once for each ORF and the PathoSeq 
information for each ORF was compiled in Table IB. 

Table IA lists the SEQ ID NOs. and clone names of the inserts which inhibited 
proliferation. This information was used to identify the ORFs (SEQ ID NOs.: 6214-42397) whose 
gene products (SEQ ED NOs. 42398-78581) were inhibited by the nucleic acids comprising the 
10 nucleotide sequences of SEQ ID NOs. 1-6213. Table IB lists the clone name and the PathoSeq 
Locus containing the clone. 



243 



WO 02/077183 



PCT/US02/09107 



TABLE IB 



Clone Name 


Gene 
Locus ID 


Clone Name 


Gene 

T ArMisTD 


riAnp TvJamp 

wlUIiL/ l^i all l\s 


Gene 
LocusID 


m a a i aaa aa a i d a 1 


LzV AZUjZj / 


Piiui nonn'n^ms 


FCO103161 


S1M1O000005EO5 


SAU802496 


n?o \ /T i aaaaaa 1 dai 

b3 M 1 000000 1 BO 1 


"CP AlO^O 

br A2UjZjo 




FCO 103224 


S1M10000005C06 


SAU802121 


nnxJI AAAAAA 1 A ni 

b3 M 1 000000 1 A0Z 


ErAZUDZD / 


f 1 vr 1 nnnn?^ wns 


FCO 103225 


S1M10000005D06 


SAU801183 


E3 M 1 000000 1 A02 


br A/UjZjo 


F1 lvfi nnnfrn'mftR 


FCO103185 


S1M10000005D06 


SAU801184 


T?T TV /T 1 r» Art A AA 1 TD AT 

hi M. 1000000 lb 02 


br AzUjZZj 


fi mi nnnn? T^FOft 

El lvl iuuuuzj jrvo 


FCO 103265 


S1M10000005A07 


SAU800967 


E3M 1000000 IB 02 


•or? a OA1 07*7 


p 1 \>n nnnn9nFnR 

J2» LiYi i uuuuzj jruo 


FCO103266 


SIM10000005B07 


SAU802496 


T"?"> TV /C 1 Art A AAA 1 T> AO 

E3M10000001B02 


■RT? A 0 AT 1 07 


Fl Ml 00000^ A0Q 
n 1 ivi 1 uuuuz j jx\\jy 


ECO 104092 


S1M10000005D07 


SAU801264 


*C3Tv/*1 AAAAAA 1 r"*AO 

biM 1000000 1C02 


ppa 7nn$2An 
lir azuuohu 


fi mi nnno?i^A09 

XL 1 ivl 1 UUVJUZ. J JAU7 


ECO 104093 


S1M1O0000O5AO8 


SAU802496 


T7TJV if t AAAAAA 1 T»AO 

E3M1 000000 1D02 


br AZUZUUo 


fi M1 nfinrm^Fno 

n 1 ivi 1 uu uuz j j Ci\jy 


ECO103238 


S1M1O0OOO05BO8 


SAU800548 


T7T A X 1 AAAAAA 1 T?AO 

E3M1 000000 lb02 


pp a 7nn$Mn 

br AZUU54U 


fi mi nnnri7^^F0Q 


ECO103239 


S1M10000005D08 


SAU800607 


T7*5 A k \ AAA AAA 1 IT AO 

e3M1 UUUUUU IrUZ 


dc a onnan7 
cr A-ZUUou / 


fimi nnnn9^^F0Q 


ECO103886 


S1M1O0OO005E08 


SAU802496 


CIA/M AAAAAA1 /^lAO 

b3M1000000 1UUZ 


A O ACO C 7 

nr AZUDZD / 


fi mi nnnn7^^ni 0 


ECO 103242 


S1M10000005B09 


SAU800122 


XI 1 A/f 1 AA AA AA 1 CKY) 

b3M1000000 IvjUZ 


tjr; a oA<:o<ro 
JirAZUDZjo 


FiMinnon?^^^^ 

C/ 1 1V1 lUUUUx/JJlJ L\J 


ECO 103 243 


S1M10000005C09 


SAU801481 


P^M1 AAAAAA1 TTA9 
EJM.L UUUUUU irtuz 


cr/\z,uuo 1 1 


F1M10000233H10 


ECO100094 


S1M10000005D09 


SAU800542 


E jjM. 1 UUUUUU 1 C/Uj 


nr Azuiyo / 




ECO 103 8 84 

X—j V/ X V/ U w ~ 


S1M10000005A10 


SAU801723 


EOlYl 1UUUUUU 1 C.U J 




F1M1 0000234B02 


ECO103886 


S1M10000005A10 


SAU801722 


ftmi nnnnnn i no'* 

EjIVII UUUUUU I vJTUj 




E1M10000234G02 


ECO103233 


• S1M10000005A11 


SAU801644 


f^mi nnnnnn 1 nn3 

E JlVl 1 UUUUUU I VJU J 




E1M10000234G02 


ECO 103234 


S1M10000005C11 


SAU801113 


p-iMi nnnnnm T-M3 

Ejlvl 1 UUUUUU IXiUJ 


FFA201987 
ALU170 / 


E1M10000234C05 


ECO103181 


S1M10000005D11 


SAU800547 


F1M1 flnnnoo 1FM3 


FFA205258 


E1M10000' ? 34C07 


ECO103844 


S1M10000005E11 


SAU800155 


f'imi nnnnnni n04 

E JlVl 1 UUUUUU k UKJH 


FFA701QS0 


FIM10000234C08 


ECO 103 878 


S1M10000005B12 


SAU802160 


p 'wa i nnnnnn i nn4 

jivl 1 UUUUUU 1 UUH 


FFA?ni OR! 


F1M10000234C08 


ECO204942 


S1M10000005B12 


SAU603460 


EJlVLl UUUUUU 1.UUH 


FFA9n^??Q 


F1M10000234F08 


ECO 103461 


S1M10000005D12 


SAU801644 


f^mi nnnnnmpnd 

E jM 1 UUUUUU 1 EU4 


PFAom noa 
jcr /\zu luzo 


F 1 Tvf 1 0000234H08 


FCO 103226 


S1M10000006F01 

L.J 1 1TJL A W W w V vi V A. 


SAU801264 


P1X/T1 AAAAAA1 PA/1 
EoMl UUUUUU lrU4 


ppAonnsi 1 

Hr AZUUo i I 


f 1 m 1 onaoo % 4.F0Q 

Ei iivi 1 Wv/UAjHru7 


FCO 103055 


S1M10000006B02 


SAU800381 


c3\/fi nnnnnni nn/i 
eoM 1 UUUUUU 1 UU4 


jcr azu iyyj 


FiMinnno7^4mn 

LZ 11Y1 1 UUUUZJH L7 1U 


FCO 100876 


S1M10000006E02 


SAU802496 


"ClAif 1 AAAAAA1 UA/1 

E3M1 UUUUUU lriU4 


PP A 7A1 QQA 
xlr AZU l^oU 


f 1 m 1 nnnn97Ani n 

E 1 IVI 1 UUUUZ JH-VJT 1 u 


FrninnRR6 


551M10000006F02 


SAU802160 


"ClAyf 1 AAA AAA 1 T-TAyl 

bo LVl 1 UOUUUU I riU4 


pp A oni Q£1 
tir AZU L^o L 


fi mi nnnn n ^ARi 9 

Cl LVL 1 UUUU ZJHD IZ 


FCO 1 040 1 0 


S 1 M 1 0000006G02 


SAU802125 


P"5M 1 AAAAAA1 PTAjI 
E j M 1 UUUUUU 1 riVH 


pp a on^ooo 

xLr AZUJZZ7 


FiMmnnn9^ i ;nni 

Et 11Y11UUUUZJ JU\J L 


FCO 102233 


S1M1OOOO006AO3 


SAU802496 


fimi nnnnnni Rn^ 

EJiVii UUUUUU IdUJ 


FFA9m Q0^ 

iir azu iyy.j 


FiMmnnn9^SAm 

Et 11V1 1 UUUUiJJAUJ 


ECO 1 00798 


S1M1O000006BO3 

i_J X XrX X W W w wWJ—* u J 


SAU802655 


T71\>f 1 AAAAAA1 r\A^ 

b 0 JV1 i UUUUUU 1 UK) j 


PP A 7A1 Q1A 

c,r azu iy /*f 


f 1 mi nnnn9^^TTn^ 

Ei llvl 1UUUUZJ JX1UJ 




S 1 M 1 000000 6D03 


SAU801740 


"ClAyTI AAAAAA1 Art? 

b3M 1 UUUUUU 1 UU j 


PP A OA1 07^ 

brAZU iy /D 


C11V1 1UUUUZ J J-CiUf 


FPOl n^9^6 


5>1M"10000006F03 


SAU801256 


"C lA/fl AAAAAA1 f^A^ 

biMlOOOOOUl LiUj 


pp a 7A7nm 
br AZUZUU 1 


pimi nnnn9^ < Npn^ 

C 1 lvl 1 UUUUZ J JJ3UO 


FPOl 0^RS6 


S1M1 0000006F03 


SAU801434 


"DTlViTI AHAAAA1 AAC 
b3Ml 000000 1 003 


pp a ononm 
br AZUZUUo 


pi mi Annn9T^Fn£ 
b iiViiuuuuzj jruo 


EV-/VJ lUJ*+o 1 


qi Ml 0000006003 


SAU801^75 


AAAAAA1 A A£ 

b3 M 1 00OOOU 1 A00 


pp A O A1 noo 

br azuiuzo 


pi N/11 nnnno^^pnft 

11 iivl iUUUUZJ j)J3UO 


FPD1 O^SR^ 
tZK^vJ lUJoOJ 


^1 Ml 0000006A04 
0 1 ivi 1 uuuuuvurvvt 


SAU801139 


T31\/fl AAAAAA1 T7A£ 

LjMI UOUUUU lrUO 


PP A7A1A7Q 
br AZUiUZo 


fi Minnnn?^sFnR 

E 1 lvl l UUUUZ j J I2/U O 


FPOiri31 ^1 

E\-«VJ lUJ IU1 


S1M10000006R04 


SAU802496 


F71V/f 1 AAAAAni RAC 
E j lvl I UUUU UU 1 JdUo 


PPA901 009. 
AZU lUZo 


fi mi nnnn?^SR0Q 

Ei 11V1 1 UUUUZrJ JiI>U2/ 


FCOl 01 S48 


S1M10000006C04 

O 11YX 1 UvvvV/Vuvw" 


SAU802158 


f^mi nnnnnni faq 

EjMI UUUUUU IeUo 


pp a onnsn7 
xir azuuou / 


fimi nnno7o,wnQ 

Ei 1 ivi 1 uuu u it j j riu y 


FC0 1 03481 


S1M10000006E04 

O L 1Y1 1 uvwv U vvJUU^ 


SAU801089 


F7 mi nnnnnni r*no 

EjIVi L UUUUUU LV/Uy 


pp a onns^Q 
x^r az uuo j y 


fi mi nnnn9^SNnQ 

Ei 1 IVI L \J\J\J\JJLJJlX\jy 


FPO 1 03489 


SIM10000006F04 


SAU801644 


E j M 1 UUUUUU LjJ\)y 


pp A oni QQ7 

brAzu lyo / 


fimi nnnn?"^ Sri n 

Ei i lvl 1 UUUUZ. J J £5 1 U 


FPO 100886 


SI Ml 0000006G04 


SAU801740 

unu uu 1 / » v/ 


vxaa i nnnnnn 1 nno 

EjIVI 1 UUUUUU I U\jy 


PP A7n^9SS 


FlMinn007^SAl 1 


FC0 107299 


SI Ml 0000006A05 


SAU802224 


EJiYilUUUUUU iJDUy 


PFA 9A1 QR7 
i^r azu iyo / 


fi mi onnn9^*;Fi 9 

E LIYI 1 uwviJjr 1 


FPO103933 


S1M10000006A05 


SAU802223 


p^mi nnnnnni Pno 
ejiyii uuuuuu i izvy 


PPA9n^9«;s 
cr azujz jo 


FiMinonn97SFi9 

E Llvi luuuu^ij Jr 1 Zi 


EV-^ W 1 U J X. J t 


S1M10000006D05 


SAU802496 


E3M10000001B10 


EFA205257 


E1M10000236E01 


ECO 100095 


S1M10000006G05 


SAU801256 


E3M10000001B10 


EFA205258 


E1M10000236A02 


ECO 102340 


SIM10000006C06 


SAU800331 


E3M10000004D01 


EFA201985 


E1M10000236E02 


ECO 103878 


S1M10000006C06 


SAU800332 


E3M10000004D01 


EFA201984 


E1M10000236E02 


ECO204942 


S1M10000006D06 


SAU802496 


E3M10000004D01 


EFA202953 


E1M10000236A03 


ECO103287 


S1M10000006F06 


SAU800548 


E3M10000004G01 


EFA200839 


E1M10000236D03 


ECO 102556 


S1M10000006G06 


SAU800006 


E3M10000004D02 


EFA202022 


E1M10000236GO3 


ECO102655 


S1M10000006A07 


SAU800967 


E3M10000004D02 


EFA202028 


E1M10000236A04 


ECO103186 


S1M10000006B07 


SAU801760 



244 



WO 02/077183 



PCT/US02/09107 



Plrmp Name ' 


Gene 
LocuslD 


Clone Name 


Gene 
LocuslD 


Clone Name 


Gene 
LocuslD 


E3M10000004D02 


EFA202536 


E1M10000236D04 


ECO103481 


S1M10000006C07 


SAU800546 


E3M10000004C03 


EFA200412 


E1M10000236GO4 


ECO103510 


S1M10000006D07 


SAU801105 


E3M10000004A04 

lj Ji 'I 4 \# w w w w w • * ■ 


EFA201981 


E1M10000236A05 


ECO102847 


S1M10000006E07 


SAUS02496 


E3M 10000004 A 04 


EFA205229 


E1M10000236FO5 


ECO103181 " 


S1M10000006G07 


SAU801731 


E3M10000004F08 


EFA201977 


E1M10000236F05 


ECO103182 


S1M10000006A08 


SAU802496 


E3M10000004F08 

M^imJXwX v V W w w w^* ww 


EFA203137 


E1M10000236H06 


ECO 103242 


S1M10000006E08 


SAU802238 


E3M10000004D10 


EFA201999 


E1M10000236H06 


ECO103243 


S1M10000006A10 


SAU802496 


E3M10000004D10 


EFA201997 


E1M10000236D08 


ECO103669 


S1M10000006B10 


SAU802240 


E3M10000004F10 


EFA200624 


E1M10000236F09 


ECO 103228 


S1M10000006C10 


SAU802496 


E3M10000004E11 


EFA200624 


E1M10000236C10 


ECO 102227 


S1M10000006G10 


SAU802247 


E3M10000004H11 


EFA205225 


E1M10000236A11 


ECO 102986 


S1M10000006G10 


SAU802248 


E3M10000004H11 


EFA201977 


E1M10000236C11 


ECO101088 


S1M10000006B11 


SAU801618 


E3M10000004H11 


EFA203137 


E1M10000236F12 


ECO101355 


S1M10000006G11 


SAU802119 


E3M10000005B01 


EFA201984 


E1M10000237A02 


ECO103161 


S1M10000006G11 


SAU802118 


E3M10000005B01 


EFA201983 


E1M10000237B02 


ECO101830 


S1M10000006A12 


SAU800548 


E3M10000005C01 


EFA200839 


E1M10000237E04 


ECO103217 


S1M10000006B12 


SAU802558 


E3M10000005E01 


EFA201977 


E1M10000237E04 


ECO 10321 8 


S1M10000007F01 


SAU801256 


E3M10000005E01 


EFA203137 


E1M10000237H04 


ECOl 03624 


S1M10000007B02 


SAU800591 


E3M10000005E02 


EFA201977 


E1M10000237H04 


ECO103625 


S1M10000007B02 


SAU800592 


E3M10000005E02 


EFA203137 


E1M10000237G06 


ECO103232 


S1M10000007F02 


SAU801366 


E3M10000005C03 


EFA200811 


E1M10000237G06 


ECO103233 


S1M10000007G02 


SAU801138 


E3M10000005C03 


EFA200812 


E1M10000237C07 


ECO103886 


S1M10000007A03 


SAU801899 


E3M100O00O5DO3 


EFA200811 


EIM10000237G07 


ECO103263 


S1M10000007D03 


SAU802496 


E3M10000005D03 


EFA200812 


E1M10000237H07 


ECO102267 


SIM10000007G03 


SAU800967 


E3M10000005E03 


EFA200811 


EIM10000237A08 


ECO103217 


S1M10000007C04 


SAU801740 


E3M10OO00O5E03 


EFA200812 


E1M10000237A08 


ECO103216 


S1M10000007E04 


SAU802496 


E3M10000005C04 


EFA200660 


E1M10000237B08 


ECO101185 


S1M10000007F04 


SAU800478 


E3M10000005C04 


EFA200661 


E1M10000237B08 


ECO10U86 


S1M10000007C05 


SAU800547 


E3M10000005D04 


EFA200839 


E1M10000237D08 


ECO 10321 7 


S1M10000007G05 


SAU800548 


E3M10000005H04 


EFA200839 


E1M10000237D08 


ECO 1032 16 


S1M10000007C06 


SAU801900 


E3M100O0005G05 


EFA201977 


E1M10000237E08 


ECO 103262 


S1M10000007D06 


SAU800547 


E3M10OOOO05G05 


EFA203137 


E1M10000237E08 


ECO 103878 


S1M10000007E06 


SAU801113 


E3M10000005A07 


EFA200811 


E1M10000237E08 


ECO204942 


S1M10000007C07 


SAU801904 


E3M10000005A07 


EFA200812 


E1M10000237B09 


ECO101844 


S1M10000007E07 


SAU801618 


E3M1OOO0OO5F07 


EFA200839 


E1M10000237D10 


ECO 102060 


S1M10000007G07 


SAU802638 


E3M100OOOO5B08 


EFA201977 


E1M10000237D10 


ECO 102061 


S1M10000007C08 


SAU800482 


E3M10000005B08 


EFA203137 


E1M10000237E11 


ECO 100 169 


S1M10000007E08 


SAU800700 


E3M10000005E08 


EFA202276 


E1M10000238G01 


ECO103451 


S1M10000007F08 


SAU802261 


E3M10000005D10 


EFA201977 


E1M10000238A02 


ECO103514 


S1M10000007F09 


SAU800210 


E3M10000005D10 


EFA203137 


E1M10000238F03 


ECO101939 


S1M10000007D10 


SAU800537 


E3M10OO0OO5F10 


EFA201977 


E1M10000238B04 


ECO 103262 


S1M10000007F10 


SAU802240 


E3M10000005F10 


EFA203137 


E1M10000238B04 


ECO103878 


SIM10000007B11 


SAU802177 


E3M10000006C01 


EFA201982 


E1M10000238B04 


ECO204942 


S1M10000007B11 


SAU802176 


E3M10000006C01 


EFA201981 


E1M10000238D04 


ECO104147 


S1M10000007D11 


SAU801900 


E3M10000006G02 


EFA202214 


E1M10000238F04 


ECO103224 


. S1M10000008F01 


SAU802160 


E3M10000006G02 


EFA202216 


E1M10000238F04 


ECO 103225 


S1M10000008F01 


SAU603460 


E3M10000006B03 


EFA201999 


E1M10000238E05 


ECO 103263 


S1M10000008F02 


SAU800519 


E3M10000006B03 


EFA201997 


E1M10000238F05 


ECO100194 


S1M10000008G02 


SAU802643 


E3M1OO000O6D03 


EFA201982 


, E1M10000238F05 


ECO 1001 95 


S1M10000008A03 


SAU802177 


E3M10000006D03 


EFA201981 


E1M10000238DO£ 


> ECO101185 


S1M1OOO0008AO3 


SAU802176 


E3M10000006FW 


\ EFA200811 


E1M1O000238D0* 


i ECO 101 186 


; S1MIOOOO008BO2 


\ SAU800023 


E3M10000006F04 


\ EFA200812 


I ElM10000238F0t 


> ECO10322S 


) S1M1OOO0OO8FO2 


\ SAU800753 


E3M10000006G04 


\ EFA20199S 


) ElM10000238F0e 


i ECO10323C 


> S1M10000008GO; 


\ SAU802369 



245 



WO 02/077183 



PC17US02/09107 



Clone Name 


Gene 

JLOCUbLL/ 




Gene 
LocusID 


Clone Name 


Gene 
LocusID 


cia/m AAAAAA/CfiO/t 
b3M lUUUUUUoLrUH 


PPA901Q07 


F1 Ml 0000238 A07 


ECO103236 


S1M10000008A04 


SAU800478 


p-iA/fi ooaooo£T.ioq 
CO JVL 1 UUUUUUOriUy 


FFA9O107R 


F1M1O000238A07 


ECO 103237 


S1M10000008B04 


SAU802496 


CI A A 1 AA AA A A£P 1 1 

nJMlUUUUUUOJDx 1 


FP A900R1 1 


F 1 M 1 000023 8 A08 

1 » X lYX X VA7 vv/4<J unuU 


ECO 101 628 


S1M10000008D05 


SAU800517 


rjnxjii AAAOOO£F1 1 
11 lUUUUUUOil 1 1 


FP A900R1 9 


F1 Ml 000023 8E08 


ECO103237 


S1M10000008D05 


SAU202623 


f AAnOOO/^fl 0 

11 j M 1 UUU U UU 1 z 


FP A90S99S 


F1M10000238E08 


ECO 103 23 8 


S1M1O00O0O8EO5 


SAU801183 


"PTNvTI AAAOOO£P1 9 
li3M lUUUUUUOvy !/• 


FPA901077 


Fl Ml 000023 8B09 


ECO 1022 13 


S1M10000008G05 


SAU800305 


P'JA/fl AOOOOO^fM 9 
ri j M 1 UUUUUUOV^ i /- 


FFA90TH7 


E1M10000238G09 


ECO 103242 


S1M10000008B06 


SAU802225 


P1\>f1 OOOOOOAfvl 9 


FFA90199Q 


EIM10000238H09 


ECO101324 


S1M10000008F06 


SAU800381 


pitwh oooooo^m 9 

C,j 1VL I UUUUUUO LJ i L 


FFA9010Q7 


E1M10000238F12 


ECO 100 179 


S1M1000OOO8AO8 


SAU800195 


Ca\if 1 oooooo7F0 1 
JtioMlUUUUUU /rU I 


PFA901QQQ 
nr r\£t\j iyyy 


E1M10000238F12 

lj 1 XVX X vw ww**J * *« 


ECO100180 


S1M10000008B08 


SAU801900 


P1A/T1 OOOOO07F01 
JcJIVxxUUUUUU /ru l 


FFA901Q97 


E1M10000239B01 


ECO104091 


S1M10000008C08 


SAU800006 


F 1 \A 1 0000007PO 1 


FFA201999 


E1M10000239B01 


ECO 104092 


S1M10000008E08 


SAU800548 


P1A/f 1 OOOOOO7r*01 
tiJlYL 1 UUUUUU / xJU 1 


FFA901997 


E1M10000239D01 


ECO 10263 6 


S1M10000008F08 


SAU801618 


P^lV/fl 0000007 A 09 
IljiVlxUUUUUU //\U-£ 


FFA901999 


E1M10000239D02 


ECO103885 


S1M10000008A09 


SAU800381 


ThIN/H 0000007 A 09 
HjIVL I UUU UUU / nut 


FFA701997 


E1M10000239C03 


EC01 03222 


S1M10000008B09 


SAU801193 


T?1\;T1 OO0O00TPIO9 
JbjiVl IUUUUUU /oUZ 


FFA701999 
ErAiy iy y 7 


F1M10000239C03 


ECO103223 


S1M10000008C09 


SAU802238 


F7A/f 1 O000007R09 

rsjivii uuuuuu ix>\ji> 


RPA901997 


E1M10000239E04 


ECO 104090 


S1M1OO00O08E09 


SAU801698 


F^TVyfl O0O00O7UO^ 
XiOiVH UUUUUU / DuJ 


PPA901999 

JJ/I / vX/ VJ 1777 


E1M10000239F04 


ECO 104243 


S1M10OOOOO8F09 


SAU802496 


FINAI O0O0007R0^ 
C,J IYl I UUUUUU / DUJ 


FFA701997 


E1M10000239F04 


ECO 104242 


S1M10000008B10 


SAU8O1740 


FTM 1 0000007P01 
hjivj xuuuuuu /v>yj 


FFA201982 


E1M10000239C05 


ECO102827 


S1M10000008E10 


SAU801621 


cayi OO00007P0*} 


FFA201981 


E1M10000239C05 


ECO102828 


S1M10000008F10 


SAU800537 


"p-QTvyf i ooofwnno i 

&j IYl I uuUyyw / xJ\)o 


FFA201999 

X-i X £^i*\JXSSs 


E1M10000239H05 


ECO 103697 


S1M10000008F11 


SAU802502 


FIM 1 00O0007D0T 


FFA201997 

X-iX / i-XVJ 1^^ / 


E1M10000239H07 


ECO101139 


S1M10000008A12 


SAU801740 


paiwri O0O0O07R0^ 


FFA202214 


E1M1 0000239 A08 


ECO 103886 


S1M10000009B01 


SAU802397 


F1M1 00O00O7H0^ 
XU1V1 LUUUUUU / uUj 


FFA702216 


E1M10000239D08 


ECO 103886 


S1M10000009C01 


SAU801516 


ciyi 0000007P04 
GJlVl 1UUUUUU f\^\JH 


FFA701028 


E1M10000239F08 


ECO 104 187 


S1M10000009C01 


SAU801515 


F1Tvf 1 0000007P05 


FFA901980 


F1M10000239H08 

Xv X 1 VX X Vwvu^jyj iV/u 


ECO103885 


S1M10000009D01 


SAU802189 


F3"\yf 1 O0OO007F0S 

Hjivii uuuuuu /huj 


FFA9019S1 


F1M10000239H10 


ECO 103226 


S1M10000009F01 


SAU8O2507 


FIM 1 0000007F0S 

Iw.J.LVxxUUUUUU / EAJJ 


FFA705229 


E1M10000239H10 


ECO 103227 


S1M10000009H01 


SAU802397 


piTui 0000007F06 
iiJiVxiuuuuuu t r\j\j 


FFA701999 

IZjX 1\.A,\J 1777 


E1M10000239G11 


ECO 103886 


. S1M10000009A02 


SAU801286 


Fllvtl OOOO007F06 

jijM i uuuuuu /ruo 


FFA901 9Q7 


F1M10000239G12 


ECO 102425 


S1M10000009B02 


SAU801286 


ciyi O0OOO0RFO9 
lijiviiuuuuuuoiiuz 


FFA900^fiO 


F1M10000240B03 

X-i X XVX X UVvvA~u A_J w 


ECO103239 


S1M10000009C02 


SAU800118 


c-iyi O0OO0O8R09 


FF A 9 00766 


F1M10000240B03 


ECO103240 


S1M10000009D02 


SAU801362 


P^lV/l OOOOOORPO^ 
£} JiVl 1 UUUUUUoVvU J 


FFA900R0S 


F1M10000240D03 

LJ X IVX 1 UvUWtVJl/Vh' 


ECO103228 


S1M10000009E02 


SAU801516 


V'WA'l OOOOOORfrO^ 


FFA901Q9Q 
dr r\£*\) lyyy 


Fl M10000240D03 


ECO 103229 


S1M10000009E02 


SAU801515 


F3\/f 1 00000052^0^ 
x^jMxUUUUUUovJUj 


PFA901QQ7 

CrAZUl77 / 


F1 M 1 0000940A04 


FCO100198 

XvvyV/ X \J\J X j/ u 


S1M10000009F02 


SAU802139 


pqn/m ooooooftpoft 

Jijlvl 1 UUUUUU Ov^Uo 


PPA901 6^7 


F 1 M 1 0000940T)06 

XZiX 1V1 LUUUUitUxVuU 


FCO100179 


SIM10000009G02 


SAU801516 


rjiU i AOOOOOft'nOS 
xijJVLIUUUUUUoJJU5 


FFA900XO^ 

JDF/VZUUOUJ 


F 1 M 1 0000940D06 


FPO100180 


S1M10000009G02 


SAU801515 


P^lV/fl OOOOOOfiP'OQ 
Xi j IVl l UUUUUUo VAJy 


PPA901 
iir/\zu 1700 


F 1 M 1 00009d0rt07 


FCOl 0^242 


S1M10000009H02 


SAU802632 


F1\/T1 OOOO00RPOQ 
XijiVll UUUUUU 0L/U7 


FFA90S9SS 


F 1 Ml 0000940P08 

ii 1 1V1 1 VvUV/Z»*tUV>U 0 


FCO101259 


S1M10000009B03 

LJ XXYXXwV/v/ww A-' w »W 


SAU802397 


Fl Ml OOOOOOflHOQ 


FF A 900*nQ 


F1M10000940P08 


FCO101258 

x_/Vv vy x \j x ' 0 


S1M10000009D03 


SAU800118 


f^mi ooooon^noo 


FFA900R40 


F1M10000240F08 

XJ X XVX X \J\J\J\J L*^\J X \J\j 


FCO100095 


S1M10000009F03 


SAU800476 


p 1 ivn ooooooono 1 


FFA9019R6 


E1M10000240BIO 

l—i X XVX X V W VA/fwAJ L \J 


ECO101259 


SIM10000009G03 


SAU802502 


F1M1 OOOOOOOTiOl 


FFA205255 


F1M10000240B10 

XJ X IVX X uV/UuiTUXJ X vJ 


ECO101258 


S1M10000009H03 


SAU800176 


F1M1 O00O00QFO9 


FFA201986 

U*l. A/<Ui70VJ 


F1M10000240B11 

i_i X IVX 1 UUUU L*TUiJ X X 


ECO 103 624 


S1M10000009H03 


SAU800177 


000000QF0? 


FFA205255 


F1M10000240B11 

X-t X ItilUUUU £.TVJJ X X 


ECO 103625 


S1M10000009A04 


! SAU801013 


F^Ml O00O0HQH09 


FFA200805 


F1M10000240H1 1 

Xj 1 XVX 1 VUvViTtVll X X 


ECO 103 161 


S1M10000009B04 


SAU801193 


E3M10000009E03 


EFA202001 


E1M10000240B12 


ECO 100886 


S1M10000009D04 


SAU801013 


E3M10000009E05 


EFA200805 


E1M10000241F01 


ECO 103885 


S1M1OOOO009BO5 


SAU800542 


E3M10000009H06 


EFA200495 


E1M10000241A02 


ECO 103263 


S1M10000009C05 


SAU800542 


E3M10000009C07 


EFA202216 


E1M10000241H02 


ECO 103624 


S1M10000009D05 


SAU802511 


E3M10000009C07 


EFA104836 


E1M10000241H02 


ECO103625 


S1M10000009F05 


SAU800542 


E3M10000009C09 


EFA200807 


E1M10000241A04 


ECO 103263 


S1M10000009G05 


SAU800542 



246 



WO 02/077183 



PCTAJS02/09107 





LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


f^mioooooiofoi 


EFA201976 


E1M10000241C06 


ECO 101232 


S1M10000009H05 


SAU800230 


fim i nnnoo i ofo i 


EFA201977 


E1M10000241C06 


ECO101233 


S1M10000009B06 


SAU801139 


F^M1 000001 0H02 


EFA201976 


E1M10000241F06 


ECO 103265 


S1M10000009C06 " 


SAU800259 


fim i nnoooi onos 


EFA201523 


E1M10000241H07 


ECO 103263 


S1M10000009E06 


SAU801760 


f?**mi onnom ono7 


EFA201993 


E1M1000024IA08 


ECO 103607 


S1M10000009F06 


SAU800542 


ftn/u nnnnm oros 


FFA200807 


E1M10000241B08 


ECO 103263 


S1M10000009G06 


SAU801257 


FTN/T1 OnOOM 0G0Q 

E» jlvl 1 UUuUu I \J\J V/7 


EFA202012 


EIM10000241E08 


ECO100777 


S1M1 0000009 A07 


SAU800153 


pia/h nooooi ogio 

Dj 1V1 1 uUUuu l\J\J IV/ 


EFA202007 


E1M10000241G08 


ECO103265 


S1M10000009B07 


SAU800357 


Pix/f i nnnnni iho? 


FFA200811 


E1M10000241A09 


ECO101834 


S1M10000009C07 


SAU800306 


P^ivn nnnoo i iro^ 


FFA202007 


E1M10000241E09 


ECO102593 


S1M10000009D07 


SAU801094 




EFA201987 


E1M10000241H09 


ECO 103481 


S1M10000009D07 


SAU801095 


p-iiui nooooi 1D0^ 


EFA205258 


E1M10000241B11 


ECO 102588 


S1M10000009F07 


SAU800252 


piui 000001 1C07 


EFA200307 


E1M10000241E12 


ECO 102144 


S1M10000009G07 


SAU801511 


F^M 1 000001 1 A09 


EFA200840 


E1M10000242D06 


ECO101089 


S1M10000009H07 


SAU802711 


FHVT1 000001 1B09 


EFA200805 


E1M10000242F07 


ECO103264 


S1M10000009A08 


SAU802I00 


F "VN/f 1 00000 1 9R0 1 


EFA201028 


E1M10000242H07 


ECO100663 


S1M10000009A08 


SAU802098 


F^ Ml 00000 12C01 


EFA201028 


EIM10000242F08 


ECO102610 


SIM 10000009 A08 


SAU802099 


P'lUi 000001 2B02 


EFA201888 


E1M10000242E11 


ECO101932 


S1M10000009C08 


SAU802100 


f^m i nnnooi 9G02 


EFA201993 


E1M10000242H11 


ECO 103243 


S1M10000009E08 


SAU802539 


F1M1 00O0O12F05 


EFA201999 


E1M10000242H11 


ECO103244 


S1M10000009E08 


SAU202590 


F3M1 000001 2F06 


EFA205257 


EIM10000242E12 


ECO101048 


S1M10000009A09 


SAU800006 


E3M10000012B07 


EFA201986 


E1M10000243F03 


ECO100245 


S1M10000009C09 


SAU801205 


F3M1 000001 2B07 


EFA205255 


E1M10000243G03 


ECO102512 


S1M10000009D09 


SAU801507 


F3M10000012B07 


EFA201985 


EIM10000243B04 


ECO102277 


S1M10000009D09 


SAU801508 


F3M10000012F07 


EFA201981 


EIM10000243B04 


ECO102278 


S1M10000009D09 


SAU200470 


F3M1000G012F07 


EFA205229 


E1M1O000243F04 


ECO101684 


S1M10000009E09 


SAU801011 


F ^ M 1 00000 1 9G07 


EFA201986 


E1M10000243F04 


ECO101685 


S1M10000009F09 


SAU802496 


F1M1 000001 9G07 


EFA205255 


E1M10000243F06 


ECO101714 


S1M10000009G09 


SAU801680 


F^Ml 000001 9R0R 


EFA205257 


E1M10000243F07 


ECO 100465 


S1M10000009H09 


SAU800543 


piiui nooooi 9D1 0 


FFA200805 


E1M10000243H07 


ECO102922 


S1M10000009A10 


SAU802100 


F'jx/n nnnnni9Fi o 


FFA201986 


El Ml 0000243 F09 


ECO101575 


S1M10000009A10 


SAU802099 


F TM 1 00000 12F 10 


EFA205255 


E1M10000243B10 


ECO101152 


S1M10000009B10 


SAU802244 


F3M1 000001 3D02 


EFA202001 


E1M10000243B10 


ECO101153 


S1M10000009B10 


SAU802243 


E3M1 00000 13E02 


EFA201028 


E1M10000243E11 


ECO103488 


S1M10000009CIO 


SAU802610 


E3M10000013H03 


EFA201985 


E1M10000244F01 


ECO100404 


S1M10000009F10 


SAU800189 


E3M10000013C05 


EFA202001 


E1M10000244C02 


ECO103233 


S1M10000009GIO 


SAU800463 


E3M10000013C05 


EFA205285 


E1M10000244C02 


ECO103234 


S1M10000009A11 


SAU801011 


E3M1 000001 3F05 


EFA2008U 


E1M10000244E02 


ECO 10 1475 


S1M10000009B11 


SAU802654 


E3M10000013H05 


EFA201997 


E1M10000244E02 


ECO101476 


S1M10000009C11 


SAU802606 


E3M10000013A06 


EFA202003 


E1M10000244E02 


ECO201962 


S1M10000009D11 


SAU802503 


E3M10000013A07 


EFA202001 


E1M10000244H02 


ECO103160 


S1M10000009D11 


SAU802502 


F3M10000013D08 


EFA201983 


E1M10000244H02 


ECO103161 


S1M10000009E11 


SAU802230 


F3M10000013F08 


EFA200805 


E1M10000244B03 


ECO101475 


S1M10000009G11 


SAU800942 


E3M10000013D10 


EFA201987 


E1M10000244B03 


ECO101476 


S1M10000009H11 


SAU802230 


E3M 1 00000 1 3D 1 0 


EFA205258 


E1M10000244B03 


ECO201962 


S1M10000009B12 


SAU800001 


E3M10000013G10 


EFA200842 


E1M10000244E03 


ECO103160 


S1M10000009E12 


SAU801516 


E3M10000014G09 


EFA201204 


E1M10000244E03 


ECO103161 


S1M10000009G12 


SAU700396 


E3M10000014B12 


EFA205225 


E1M10000244F03 


ECO102669 


S1M10000011B01 


SAU802249 


E3M10000014B12 


EFA201977 


E1M10000244A04 


ECO 10233 6 


S1M10000011B01 


SAU802248 


E3M10000014B12 


EFA203137 


E1M10000244D04 


ECO103218 


S1M10000011C01 


SAU802510 


E3M10000014E12 


EFA205257 


E1M10000244E04 


ECO 101987 


r S1M100000UD01 


SAU801677 


E3M10000014E12 


EFA201986 


i E1M10000244G07 


ECO103691 


1 SIM10000011F01 


SAU801618 


E3M10OO0015BO4 


EFA201611 


E1M10000244D0S 


ECO10016S 


> S1M10000011G01 


SAU800490 



247 



WO 02/077183 PCT/US02/09107 



Clone Name 


Gene 
LocusID 


Clone Name 


Gene 

T rvfiicTPi 

IwUV^UoAA/ 


v^ionc iNdiiic 


Gene 
LocusID 


E3M100U0U1 jd lz 


A 0 Al QQQ 


p \ \a i nnnooAAPAR 


FCO100850 

U/V»»»V_/ J.VUUJU 


S1M10000011H01 


SAU801741 


E3M10uOu015blZ 


t?xj a OAT Q97 


P 1M 1 flAAG94.4r;AR 


FCO103885 


S 1M 100000 1 1A02 


SAU800517 


nix/ri aaaa ai ccn 

b3MiUUUUU15biZ 


Xir AZUDZjO 


P 1 M 1 onno?44ROQ 


ECO103181 


S1M10000011B02 


SAU801179 


"cin/t i aaaaai a a ai 
bJM 1 UUUUU L OAU J 


Xir /\zu 


"P1M1fi000244ElO 


ECO104266 


S1M10000011D02 


SAU800517 


bjM 1 UUUUU lOLJU J 


xir AZU10 iz 


FiMinonn?44Fio 

C 1 iVX I Uv/w>J/«*"t*Tl-' LV 


ECO305338 

i—/ V/ W w/ -J» L> 


S1M10000011E02 


SAU802275 


TT"? X >T 1 AAAAA 1 A A/1 

E3MlUuUUUloAU4 


cua 9A^9^7 
Xlr AZUjZj ( 


PI M10AOA944P1 1 


ECO 102588 


S 1 Ml 00000 11E02 


SAU802276 


VJOX >T1 AAAAA 1 <cr!AC 


crAZUjZoo 


PI AjTI AAOOOdApl 1 


FCO 100453 


S1M10000011H02 


SAU802713 


E3M10000016G05 


T7t7 A OAT 1 /1A 

brAzUJ^u 


p i A/f 1 nnnA9AiiP 1 9 

ti I ivl l UUUUZhh-v^ i z 


PCO101372 


S1M10000011A03 


SAU801139 


E3M10Q00016H05 


T7T7 A 0 AOAA1 

brAZUZUUL 


P 1 Ajf 1 AAAA944P 1 9 
Xi 1 iVX 1 UUUUZH*tXj 1 £* 


FCO 103244 


SIM 1000001 1B03 


SAU801580 


E3M1 00000 16FG6 


"CT7 A OAAC/f/f 

brAZUU344 


P 1 A/f 1 A AAA9A4.P 1 9 

n i ivi i uuuuzn-Hr l z 


Pro 103223 


S1M10000011C03 


SAU802713 


Hon jTi AAAAA1 A 

E3M1000001or 10 


T7T7 A OA 1 GQ£ 

br AZUiyoo 


DiUi AAAA94^PA1 


FCO101259 


S1M10000011E03 


SAU800453 


"DTK vM AAAAAI AT7 1 A 

EjMlUUUUUxOr 1U 


A OACOCC 

rir AZUjZj j 


pi A/ii AA0094.SP09 

C J. 1V1 L\J\J\J\j£d*T*J±-j\J 


ECOl 01067 


S1M10000011F03 


SAU800593 


T7T A /f 1 A AAA AT /CUT 1 A 

E3 M 1 UUUUU 1 on 1 U 


T}T7 A 0A^0S7 


P 1 M 1 0AA094-SF0 ^ 


ECO101258 


S1M10000011G03 


SAU801487 


1 AAAAA1 7 A AG 

E3M1 UUUUU i /AUy 


cr Azuj/iOj 


F1M10000245H03 


ECO 100 169 


S1M10000011G03 


SAU801490 


T71A/f 1 AAAAA1 *7 A AG 

bJMl UUUUU 1 fJWJy 


PPA901 QQQ 


F 1 M 1 0000245 A04 


ECO101067 


S1M10000011H03 


SAU800539 


rjoA/f 1 AAAAA 1 7FlAQ 

bjMiuuuuui /uuy 




F 1 K/f 1 0000245B04 


ECO 103074 


S1M10000011A04 


SAU802240 


C3A/T 1 AAAAAI QPA1 
XI J M 1 UUUUU 1 oXiU 1 


PT7 A9AAQ1Q 


F1M10000245B04 


ECO103075 


S1M10000011B04 


SAU801514 


ClAyfl AAAAAI Q/^AO 

E3M1 UUUUU 1 oLaJZ 


pp A 9A1 AOQ 
tlr'AZUlUZo 


F1 M1 000n245D04 


ECO 1028 15 


S1M10000011B04 


SAU801513 


COTVyfl AAAAA1 ©XJA/C 

b jM 1 UUUUU I orlUO 


PT7A9A1 05? 1 
XirAZUi^oi 


PI M1 n00094SR05 


ECO103885 


S1M10000011D04 


SAU802162 


P1A/T1 AAAAA 1 OAA7 

bj M 1 UUUUU 1 o AU / 


PPA9A7O07 
Xir r\£,\JjL\J\J J 


F1M10000245C05 


ECO100179 


S1M10000011E04 


SAU801516 


t7iA/f i aaaaa i erjAG 
rijiVLlUUUUU lovjvy 


cpA OO'XQOd 




ECO100180 


* S1M10000011F04 


SAU801252 


TJ1A/1 AAAAAI GFlAO 
bjMl UUUUU IVJJUZ 


PPA909099 


pi Ml 0000245D05 


ECO103514 


S1M10000011G04 


SAU801139 


P 7 A/11 AAAAAI GPA'* 
b j M 1 UUUUU 1 you J 




F1M10000245F06 

l_j 1 IVi 1 \J\J yu6~j A w V 


ECO 103884 


S 1 Ml 00000 11H04 


SAU802448 


PI A/f 1 AAAAA1 OPAA 
b J M I UUUUU 1 yCAJH 


PPA900R0S 


F 1 M 1 0000245B07 


ECO 103878 


S1M10000011B05 


SAU802448 


P'JA/f 1 AAAAAI QRA£ 
CjD M 1 UUUUU 1 u DUO 


PPA9A1 RSR 


F1M10000945B07 

XZi 1 1YA 1 uUvUA^-'AJU / 


ECO204942 


S1M10000011C05 


SAU800539 


XI J M i UUUUUZUUU4 


ppA9nnRn7 


F 1 M1 nono94^FOQ 


ECO 103262 


S1M10000011G05 


SAU800593 


"C2AA1 AAAAAOATJA< 

b3M iUUUUUzUriUD 


pp A 9AAQAA 
- UrAZUUoHU 


P 1 Ml nnA094*>P0Q 


FCOl 03878 


S1M10000011A06 

kj A L YX A W W W A li >ww 


SAU801514 


m\*1 AAA A AO 1 PAO 

E3 M 1 UUiJUUZ 1 J 


A OAAQA< 
brAZUUoUJ 


P1 AjT1 AAAn94^PAQ 
Xi 1 IVI 1 l/UUUZH- JIZfU>' 


FCO204Q49 


S1M10000011A06 


SAU801513 


171 A if 1 AAAAAO 1 /^A/l 

E3M 1 UuUUUz 1 CU4 


PP A OA^OQ^ 
iir AZUjZoj 


p i A/f 1 nnnn94.^nnQ 

XI LivliUUUUZ'T»>VJVJ7 


FC0 1032 18 


S1M10000011C06 

A JLVA A V W W A A V^V/ 


SAU800593 


E3 M 1 000002 1 D04 


t?t? A OAAQA7 

br AZUUoU / 


ClMl UUUUZ4 JX5 1 X 


PPH1 A9A4A 
X-O v^/ 1 UZvtv 


^1M1 000001 1D06 


SAU800743 


T?rt > >M AAAAAO 1 A A 

E3M10000021U04 


TjY? A OA! OH A 

br AZUiy /4 


P 1 A;T1 AAAA94^P1 1 
blM.lUUUUZ4jl_/l 1 


PPOI 0^9A9 
XjV^W 1 U jZtti* 


^1M1 000001 1F06 

O A1VA 1 UUuvu 1 1A wvj 


SAU801230 


~C1 TV /T1 AAA A AO 1 A AO 

b3 MlUUUUUZIAUo 


T7PA OA1 OQQ 

br Azuiyyy 


£S l ivi 1 UUUUZ*rJ^ 1 1 


Fro 101943 


91 Ml 000001 1F06 


SAU801231 


T? T A If 1 AAAAAO 1 A AO 

E3 M 1 U0OOU2 1 AU o 


TJP A O A1 GOO 

br Azuiyy / 


P1 A/ 1 AAAA94 J xri1 1 
XilMIUUUUZHJAv a 1 


PPOl 01 fi9R 
JD^^ 1U1 uzo 


SI Ml 000001 1G06 


SAU802710 


CI IV /T1 AAAAAO t AAQ 

biMlUUUUUZLUUo 


PP A O AOAA 1 

br AZUZUU I 


PI 1VTI AnAA94^P1 1 


PP0 101991 


SI Ml 000001 2B01 


SAU801301 


T71 A /f 1 AA A AAO 1D1A 

E3 M 1 UUUUUZ 1 Jd 1 U 


PPA 9A1 QQ7 
Xir AZUiyy / 


PI Ml AnflD.94.SP1 1 


FCOl 03222 


SIM10000012C01 


SAU801900 


t?0 A/f 1 AAA A AO 1 P 1 A 
E3IVL 1 UUUUUZ I Xi 1 U 


pp A 9A9AAA 
lirAZUZUUD 


P 1 A/f 1 flnAA94 SP 1 1 


PPOl 03993 


S1M10000012E01 


SAU801471 


"D 1 \ il 1 A A A A AO 1/^IA 

b3M 1 UUUUUZ 1 vjr 1 U 


PP A O A1 AT Q 
C/rAZUiUZO 


pi M 1 nnnn94spri 1 
xi nviiuuuuzHc>xii i 


PP01 03939 


SI Ml 00000 12E01 


SAU801470 


171 \/fi AAAAAO 1 A 1 1 

b3MlUUUUUZlAi 1 


PPA OA! GQ 1 
iir AZUl^Ol 


PI Ml A0nn9AWl 1 
Ei i ivi i vuuuah jri a i 


FP01 03933 


S1M10000012G01 


SAU801193 


*C1 \ A 1 AAA AAO 1/^11 

b3M 1 UUUUUZ 1 U 1 1 


PPA O A1 QGO 

br AZU lyy I 


P1MinflAn94SP.1 9 


FPO1031R1 


SI Ml 000001 2 A02 


SAU802565 


U'iA/fl AAAAAO 1 T-I1 1 

bjMlUUUUUzlxll 1 


PPA 901 QQ7 

xir Azui^y / 


pimi Annn94srii 9 


ppOl 03927 


S 1MI 000001 2 A02 

kj 1 1VA l vUu W i Arvuii 


SAU802564 


P1A/T1 AAAAA99f^A9 
iiJM XUUUUUZZUUZ 


PPA 9A99Q55 


PI Ml A00094SD1 9 

Aj A IVI i UV/uy6*tJA/ A Z 


FPO10322«S 


S1M10000012E02 


SAU800329 


TJITV/f 1 AAAAAOO A A/1 
djM I UUUUUZZAU4 


PPA9A1 QR/^ 
Xir AZUli/oO 


PiMinnnn94SPi9 

X2» 11V11 vUvUZ'rjXi 1Z 


FPO1031 16 

AJv^W A W»> A AU 


S1M10000012G02 


SAU800422 


P7A/f 1 AAAAAOOT3 A/I 

boJVH UUUUUZZX5U4 


PPA OA1 QK?A 
Xlr AZU ly 60 


cix/i AOAA9AOTA 1 
Xi 1 lvl I UUUUZHOr \J I 


FPOI A34R1 


S 1 Ml 00000 12C03 

O 1 IVI 1 UUUUU LXiUUJ 


SAU800276 


P9A/T1 AAAAAOOPlAA 
COM 1UUUUUZZ1JU4 


PP a 9A1 GR^ 

xirAzuiyoD 


P1 M1 nAAA94^RA9 

Xi 11V1 1UUvVJZ.*tDJI>\JZ> 


FPO103R86 

J_/V>V_/ iUJOOU 


S1 Ml 000001 2F03 

LJ A1VA 1UUUUU l<t»A UJ 


SAU802332 


PlA/f 1 AAAAAOOPA^ 

b JM i UUUUUZZJ3U0 


PP A OA 1 Qft£ 

tir azu iyoD 


p i m i AAnn94^r)A7 

li L lvl 1 Uv/UUZHU-L/Vy J 


FP01 OOR^O 


SI Ml 000001 2F03 

o i ivi i w vuv i «i uj 


SAU802333 


P1A/T1 AAAAAOOT3A< 
CjM 1 UUUUUZZrSU J 


PP A 9 A*\9 
Hr AZUDZ33 


p i mi nnn A9A^pai 

C LIVI 1 UUUUZ*+OXiU J 


FPO101 1R4 


S1M10000012G03 

kj L 1VA X UUUUU 1 UJ 


SAU300404 


iniA/f 1 nAAAnoom^ 

Xi jNL 1 UUUUUZZ^U J 


PPA9A9AA1 
Xlr AZUZUU J 


p i m i AnAn94^no^ 

E 1 IVI I UUUUZHvjvJU J 


FPO103185 

Aw V^V-» 1 UJ lOJ 


S1M10000012C04 

\J X IVX X UUUUU X V> \J~ 


SAU800276 


E3M10000022C05 


EFA205285 


E1M10000246G03 


ECO103186 


S1M10000012D04 


SAU800357 


E3M10000022F05 


EFA200805 


E1M10000246C05 


ECO102253 


S1M10000012E04 


SAU800345 


E3M10000022C06 


EFA201975 


E1M10000246A06 


ECO102091 


S1M10000012F04 


SAU802238 


E3M10000022F06 


EFA205285 


E1M10000246B06 


ECO101712 


S1M10000012B05 


SAU801515 


E3M10000022F06 


EFA201999 


E1M10000246D06 


ECO100672 


S1M10000012C05 


SAU801741 


E3M10000022B07 


EFA202012 


E1M10000246C07 


ECO 10321 7 


S1M10000012D05 


SAU800424 



248 



WO 02/077183 PCT7US02/09107 



Clone Name 


Gene 

X r\r»n cTTj 




Gene 
LocusID 


Clone Name 


Gene 
LocusID 


T?7\>fi aooao99FOR 


FFA90S9S8 


F1M10000246F07 


ECO 104093 


S1M10000012H05 


SAU800546 


pitvai aaaaa79PAb 


PPA9010R6 


F 1 M 1 0000246 A08 


ECO 103 372 


S1M10000012H05 


SAU800547 


p**\/r i aaaaa99PAQ 
tuivx l uuuuuzzLA/y 


FFA9010QQ 


F 1 M10000246D09 


ECO 103243 


S1M10000012A06 


SAU800546 


pi\/m aaaaa79 a 1 1 


ppA9mQ81 


F 1 M 1 0000246D09 


ECO 103244 


S1M10000012A06 


SAU800547 


p^x/ 1 aaaaaotri i 


FFA90S7RR 


F1M10000246E10 


ECO 103226 


S1M10000012B06 


SAU800593 


f^mi aoooo99T : u i 
cjiviiuuuui/zzi}x i 


FF A 902003 


E1M10000246B11 


ECOl 03263 


S1M10000012C06 


SAU801518 


F^lVyf 1 AAAAA99f;i 9 


FFA902006 


E1M10000246F11 


ECO101259 


S1M1 00000 12C06 


SAU801517 


p^m 1 nnnno7^R09 


FFA902001 


E1M10000247B01 


ECO101656 


S1M10000012D06 


SAU801139 


p^yi 000007 iro 9 


FF A 202003 


E1M10000247E01 


ECO101855 


S1M10000012G06 


SAU801517 


p**mi 000007^1^07 


FFA200805 


E1M10000247G01 


ECO103219 


S1M10000012B07 


SAU802218 


p'jx/t i ooooo9^F07 
n j ni i uu u uuz j r u z 


FFA901985 

Aiu 170J 


E1M10000247E02 


ECO 103264 


S1M10000012B07 


SAU802217 


pitsa 1 AAAAAT}f~JA7 


PR A 909001 


Fl MI 000024 7E02 


ECO 103265 


S1M10000012D07 


SAU800543 


"ciN/ti aaaaa97 a c\i 


PFA901QR4 

lir nil/ 1/OH 


Fl Ml 0000247 AO 3 


ECO102186 


S1M10000O12EO7 


SAU802419 


E?i\/f i aaaaao^ a 


FRA909QS1 


F 1 M 1 0000247D03 


ECO 100757 


S1M10000012F07 


SAU802160 


ca\vf i AAAAATir , A , 3 


PPA90^9^7 


F 1M1 0000247G03 


ECO 1034 81 


S1M10000012G07 


SAU801516 


piaa i aaaaA91PA'} 


FFA901QR6 


E1M10000247B04 


ECO 1005 60 


S1M10000012G07 


SAU801515 


uiyi 0A0009**P04 

x_OiVx 1 UUuUUi J5\w/W*t 


FFA200811 


E1M10000247H04 


ECOl 00404 


S1M10000012A08 


SAU800452 


p-jui ooooo9^Fi04 


FFA20200 1 


E1M10000247D05 


ECO100557 


S1M10000012A08 


SAU800453 


pwi 000009 ifo4 


EFA201985 


E1M10000247A06 


ECO 103226 


S1M10000012A08 


SAU502176 


ftmi ooooo9^go4 


EFA201984 


E1M10000247A06 


ECO103227 


S1M10000012B08 


SAU800537 


E/JIVI i LfUUUv/Z J vJiy 1 T 


FFA202953 


E1M10000247B06 


ECO103452 


S1M10000012B08 


SAU800536 


p^x/n 000009^ AOfi 


FFA901975 


E1M10000247G06 


ECO103885 


S1M10000012DO8 


SAU801900 


p^A/f i 000009 tro^ 


FFA900R1 1 


E1M10000247G07 


ECO103884 


S1M10000012E08 


SAU800173 


pii\/n ooooo7 , *t : Wi£ 


FFA900R1 9 


F 1 M 1 0000247D08 

X_i X IVl X \J\J\J\J 1 IS \J u 


ECO100885 


S1M10000012F08 


SAU800173 


pQA/f i AAAnA9**r , o£ 


FFA901QR4 


F1 Ml 000024 7F09 

i_s 1 xVA 1 vwvUfctl # X vy 


ECO101259 


S1M10000012G08 


SAU800244 


1 000009 ^POtf 


FFA909QS3 


E1M10000247F09 


ECO101258 


. S1M10000012H08 


SAU802378 


viaa i 000009 i A 07 


FFA900R07 


E1M10000247C11 


ECO 104091 


S1M10000012A09 


SAU800588 


F1M 1 000009 ^F07 


KFA205285 


E1M10000247CI 1 


ECO 104092 


S1M10000012D09 


SAU800542 


F1M1OOO0091F07 


EFA201999 


E1M10000247E11 


ECO103S78 


S1M10000012F09 


SAU801758 


F1M 1 0000093C08 


EFA201974 


E1M10000247E11 


ECO204942 


S1M10000012H09 


SAU800974 


F"*M1 000007 W08 


EFA200807 


EIM10000247B12 


ECO 103230 


S1M10000012A10 


SAU801904 


F1M 1 000009^ A 09 


EFA202006 


EIM10000248G01 


ECO 1 03462 


S1M10000012F10 


SAU800542 


F'IMI 000009 1P0Q 


FFA202001 


E1M10000248A02 


ECO101183 


S1M10000012G10 


SAU801354 


pix/t i nnooo97r*no 


FFA90900^ 


F1M10000248A02 

C 1 IVl 1 UvJUUxitOAv/fc 


ECO101184 


S1M10000012H10 


SAU800539 


F^X/fl AOAOA9^FAQ 


PFA900ROS 


F1M10000248E04 

XJrxxrl IVWVW*("UJjVT 


FCO 103461 

V w X V/*/ ■ w X 


S1M10000012H10 


SAU800540 


PUVvTI AAAAA9 7PT A 


PPA901 Q77 


F 1 Ml 000024RH04 


ECO102255 

1 ' \.s \^ X \J ****** -t 


S1M10000012H10 


SAU800541 


FllV/T 1 AAA0A9"*fr 1 A 


PPA90S9SS 


Fl Ml 0000248H05 


ECO101381 


S1M10000012A11 


SAU802419 


F^lWl 1 0000094 A 01 


FFA90S9RS 


F1M10000248A06 

\ f X iVX I VUUU4~U/iUu 


ECO 100068 

Xjww X ww w W 


S1M10000012B11 


SAU802547 


F1M 1 0000094 A 04 


FFA200326 


El Ml 0000248 A06 


ECO 100069 


S1M10000012C11 


SAU802249 


F1M1 0000094C06 


FFA200805 


E1M10000248G06 

•iw X XVX X V/ w ww** * W ww 


ECO103886 


SIM10000012CU 


SAU802248 


F1M1 0000094A0R 


EFA202001 


E1M10000248H08 


ECO103229 


S1M10000012F11 


SAU801093 


F1M1 0000094AOR 


FFA205285 

A/>U JiO J 


E1M10000248H08 


ECO 103230 


S1M10000012H11 


SAU800191 


F^lV/f 1 0000094R0R 


FFA90S9RR 


F1M10000248B12 

k~t X XVI X VVA/V/if~UU X ** 


ECO 100668 


S1M10000012C12 


SAU801093 


F17V/f1 0000094R0R 


FFA90^140 


F1M10000248B12 

Ami J.XVX 1 V\/W/*»~VJXJ L«< 


ECO 100669 


S1M10000012D12 


SAU800265 


P^\/T1 AAAA09 ^RA1 


FPA901 07n 


F 1 Ml 000094QF01 

Xw L IVX 1 UV*J\Ji.'rJ7XjV/ X 


ECO 103929 


S1M10000012D12 

U J. IVJt X w w w w w «w * 


SAU800266 


PINifl AAAAA9^TIA1 


PF A701 07S 


F 1 M 1 00009 49G0 1 


FCO103074 


S1M10000012E12 

\*J X XTXXwwwww **4*j-*mp# * 


SAU802496 


coxai AA0009 SP01 


FFA900R07 


F1M10000249G01 


ECO103075 

XaSX.'X*/ X W^ W f 


S1M10000012F12 


SAU802496 


E3M10000025D01 


EFA202001 


E1M10000249D02 


ECO100850 


S1M10000013E01 


SAU802059 


E3M10000025D01 


EFA205285 


E1M10000249F02 


ECO 100239 


S1M10000013G01 


SAU801475 


E3M10000025B03 


EFA205255 


E1M10000249F03 


ECO 100362 


S1M10000013A02 


SAU802059 


E3M10000025B03 


EFA201985 


E1M10000249H04 


ECO 102327 


S1M10000013B02 


SAU800540 


E3M10000025C04 


EFA202003 


E1M10000249G05 


ECO102637 


S1M1OOO0013E02 


SAU800720 


E3M10000025F04 


EFA202001 


E1M10000249C06 


ECO103237 


SIM 1000001 3F02 


SAU801518 



249 



WO 02/077183 PCTYUS02/09107 



Clone Name 


Gene 
LocusID 


Clone Name 


ijeiic 
T aphqTF) 


Clone Name 


Gene 
LocusID 


E3M10000025F04 


EFA205285 


to 1 \a 1 AnnooAonnA 
b i M i uuuuz^yuuo 


FP0 103222 


S1IV110000013A03 


SAU802254 


E3M1000O025BO5 


EFA201976 


bliVLiuuuuz^yiJuo 


FG0 103223 


S 1 Ml 00000 13B03 


SAU801018 


E3M10000025B05 


EFA201975 


CI iy/1 AAnno4Q A 07 

b l M. l uuuuzH-y/w / 


Fro 103376 


S 1 Ml 00000 13C03 


SAU801093 


E3M10000025C05 


T~ 1 T"" 1 A 1 A1 All 

EFA201977 


T? 1 \A 1 AAArtO AQPH? 
blM. LUUUUZ^yOv / 


FCO103886 


S1M10000013F03 


SAU800548 


E3M100OO025CO5 


TTT" 1 A 1A1 1 "5*7 

EFA203137 


ii 1 lvi. i \j\J\)\JAHy duo 


ECO 102553 


S1M10000013H03 


SAU600582 


E3 Ml 0000025 A06 


EFA202001 


C 11V1 lUyuu* l t7ruo 


ECO 103482 


S1M1000OO13HO3 


SAU103752 


E3M10000025F06 


EFA2019oo 


T7 1 Tv/f 1 fifinfiO AQRftQ 


F CO 103494 


SIM100OOO13BO4 


SAU800543 


E3M10000025F06 


br AZUjZjj 


JD 1 1V1 1 UUUUZrT'/W'vy 


ECO101684 


S1M10000013E04 


SAU802229 


E3M10000025F06 


br AZUiyoj 


F 1 M 1 0000249H09 


ECO103263 


S1M10000013G04 


SAU800391 


E3M10000025C07 


brAZUluZo 




ECO103881 


S1M100OO013HO4 


SAU800017 


E3M10000025E07 


T7T7 A A A1 QQO 

br AZUiybo 


F1M1OOOO249E10 


ECO 103 882 


S1M10000013A05 


SAU800017 


a *% ^ 4 AAA AAAi AH 

E3M10000025G07 


br AZUZUU.} 




ECO 102144 


S1M10000013B05 


SAU800537 


E3M10000025C08 


brAZUUoU/ 




ECO101382 


S1M1000OO13CO5 


SAU800965 


rlA> A A A A A A ^ 1~ '/"V O 

E3M100O0025EO8 


1717 A 7fl1 074 




ECO103263 


S1M100O0013GO5 


SAU800771 


E3M10OOOO25F08 


T?T? A 1 AAO /I A 

br AZUUo4U 


p 1 \A 1 nnnn9 S0H02 


ECO103331 


S1M10000013G05 


SAU800772 


E3M10000025C09 


br AZUUoUj 




ECO102556 


S1M10000013H05 


SAU802506 


E3M10000025F09 


br A2UZUU0 




ECO101314 


S1M10000013B06 


SAU801234 


E3M10000025G09 


I~?T? A OAA^/CO 

ErA2U0ooz 


p 1 x/t 1 nrino? a 04 


FCO103262 


S1M10000013E06 


SAU802125 


E3M10000025G09 


T-7T7 A 1AA(C<1 

br AZUUoo 1 


pi lwf innon?soA04 

rJX lvi. I vv\/VJa» junut 


ECO103878 


S1M10000013G06 


SAU800179 


E3M100O0025B1O 


TTT7 A 1A1 AAO 


pi Nyf 1 nnnn?sft A04 

D a IVI 1 UUl/U^ J v/^ v*t 


ECO204942 


S1M10000013A07 


SAU802247 


E3M10000025D10 


br AZUUoUj 




ECO103884 


S1M10000013B07 


SAU802496 


E3M100O0025F10 


CT7 A nAC1Q< 

br AZUdZoj 


n 1 A/T 1 nnnn? s HT-T04 


ECO 103 7 10 


S1M10000013C07 


SAU800537 


* i-% *fc ^ 4 AAAAAAT/^II 1 

E3M10000025C11 


T?T7 a AA1 QOO 

brAZUiyyy 




ECO101095 


S1M10000013F07 


SAU801183 


E3M10000025E11 


TIT? A A A 1 AQ £ 

bFAZUiyoj 




ECO101328 


S1M10000013G07 


SAU801515 


E3M10OO0025E11 


PP A 001 OQ/1 

br AZUiyo4 


piyi 00009 S0F05 


ECO101329 


S1M10000013H07 


SAU800517 


E3M1O0O0025E11 


br AZUZVj.5 


V\\A*\ O0009 S0G07 


FCO101567 


S1M10O00013AO8 


SAU801864 


E3M10000025F11 


br AZUiy /4 


P1 7v/f 1 00009^0007 


FCO101568 


S1M10000013C08 


SAU801517 


T"* A "V r^AAAAAA 1 A 

E3M10000025E12 


T7T7 A 1AA/J/CA 

br AZUUooU 


P 1 \A 1 00009 ^ODOO 


FCO 103264 


S1M10000013D08 


SAU802234 ' 


■noik M -i A A A A A A f" T"? 1 ^ 

E3M10000025F12 


T7T7 A 1A1 OQT 


P1 \yf 1 00009S0G0Q 


FCO101180 

JO^/W lull U\J 


S1M10000013D08 


SAU802233 


1 A a A AAA *1 f \ 1 

E3M10000027G01 


br AZUUOOU 


P 1 1V/f 1 00009 SO R 1 0 


ECO 103263 


S1M10000013E08 


SAU802063 


E3M10000027GO! 


T7TT A OAA/^AI 

br azuuoo i 


P1 K/f 100009 SOF 10 


FCO103217 


S1M10000013F08 


SAU801647 


p/l\ ri AAAAHT7 A f\A 

E3M1 0000027 AU2 


br AZUiyoZ 


PI 1VT1 00009 SOD 1 1 

J_>11V1 iUwVJUZ««J\JJL/ 1 1 


ECO 103097 


S1M10000013G08 


SAU600582 


E3M10000027AO2 


br AZUiyoi 


P1M1 00009 S0TT1 1 
JljIIVI lUUvJv^Jv/ITl 1 


FCO103376 


S1M10000013A09 


SAU800506 


T*1T\ f -1 A A A A A A A\>*% 

E3M1 0000027CO2 


1717 A 1f\r\QA1 

brAZUUo4Z 


P 1 ^yT 1 00009 som 9 

Ji 1LV1 IvWUUZJUVJ 


FCO103264 


S1M10000013A09 


SAU800505 


E3M10000Q27CU3 


T7T? A OAO/im 

br AZUZUU l 


F1M1OOO09S1 A09 


ECO101256 


S1M10000013B09 


SAU801185 


E3M10000027CO3 


brAZU>Zoj 


P 1 1V/f 1 OOO09 S 1 no^ 

CI ivl lUVJUU/i-> lUut 


FCO103100 


S1M10000013B09 


SAU801186 


E3M10000027D03 


T7T7 A nAAOA*7 

br AzUUoU/ 


P 1 K/T 1 00009 ^ 1 F04 

b i ivi i uuuuz.3 1 r yjn 


FC0 100662 


S1M10000013C09 


SAU801760 


E3M10000027H03 


EFA2052ob 


P 1 TV/T 1 OOO07 <i 1 1404 
b 1 ivl 1 UvUvZ j 1 rvJH 


PC0 1 0194^ 


S1M10000013D09 


SAU802054 


t— » /-^ *-*Av"fcAAAA jP "*TT/"*,'l 

E3M1OOO0027HO4 


7~ , T~" A AAAAA 1 

EFA202001 


P1 A/f 1A0009^ 1 P0^\ 

b 1 ivi iuuuuz j tru j 


FCO 10491 1 


vS!M10000013D09 


SAU802055 


E3M1OOOO027D05 


-p- i -r^ i AA1 AAP 

EFA201999 


b IMIUUUUZj 1A.U / 


PP01 01 1 


Ml 00000 13E09 


SAU801518 


f— % *\ ■* *■ 4 A A A A A A A f\r 

E3M10000027A07 


Er AZUZUU1 


P t \A\ 00009^1 A 09 
Jti 1 iVl I UUVJUZ J 1 rVU / 


FCO101 \RA 


S1M10000013E09 


SAU801517 


E3M10000027B07 


T7T7 A A A 1 AA' 

EFA201997 


P 1 "V/f 1 OO000<\ 1 PO'? 

bi Jviiuuuuzo iv^u / 


PCO10^S1 ^ 


S1M1OOO0O13FO9 


SAU801273 


-r~*fk #1 A A A A A A TT ^ 

E3Ml0O00027H0y 


T7T7 A 1 rt OO< 

EFAzU5ZoD 


P1 Ayf 1 00009^1 R0S 


FCO10^99P 


S1M10000013H09 


SAU802091 


T^ATl ^ 1 A A AAA A ^tT TT /\ ^ 

E3M10000027HO / 


T717 A OA1 OQC 

brAzuiyyy 


P 1 A/TT 00009S1 R0S 
HI IVllUUUUZJ IDUC 


FC0 103221 


S1M1OO00013HO9 


SAU802092 


A ^ ^4 A A A A AA *' t I \ A f 

E3M10000027B05 


> T"?T? A A AA AA 1 

EFA20200] 


P 1 \A 1 00009^1 MO? 
b 1 JVi 1 UUUUZJ 1 rlUc 


FC0 10^2^1 


S1M10000013A1C 


SAU801758 


E3M10G00027C0S 


> T7T7 A AA 1 AA* 

EFA20199J 


P 1 A/f 1 00009^ 1 PTOC 
» blMlUUUUZj lrlui; 


> FCO10176^ 


<sl Ml 00000 13C1C 

\j A I VA X WWW * — ' *■ ^ 


SAU802094 


E3M 1 0000027DOt 


> T7T? A 1 *■ 

brAZUZZl/ 


? P1 Nyf100009S]P1 T 


) FCO10017C 


) S1M10000013E1C 


) SAU802230 


E3M10000027G0* 


J EFA20525' 


l E1M10000251F11 


ECO103882 


\ S1M10000013F1C 


> SAU800292 


E3M10000027GOS 


5 EFA20525^ 


] E1M10000251G11 


[ ECO103262 


; S1M10000013FK 


) SAU800293 


E3M10000027AOS 


) EFA20198^ 


\ E1M10000251C1; 


I ECO10118^ 


\ S1M10000013GH 


) SAU802539 


E3M 10000027 AO? 


) EFA20295: 


i E1M10000251D1: 


I ECO10088( 


5 S1M10000013HK 


) SAU801760 


E3M10000027BO! 


) EFA20080' 


7 E1M10000251F1: 


I ECO10322: 


I S1M10000013A11 


L SAU801515 


E3M10000027DK 


) EFA20200( 


5 E1M10000252DO 


L ECO10202: 


I S1M10000013B11 


I SAU302699 



250 



WO 02/077183 PCT/USO 2/09 107 



Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


E3M10000028B01 


EFA200839 


E1M10000252G02 


ECO104212 


S1M10000013B11 


SAU302746 


E3M10000028COI 


EFA200811 


E1M10000252C03 


ECO103229 


S1M10000013C11 


SAU801760 


E3M10000028C01 


EFA200812 


EIM10000252C03 


ECO103230 


S1M10000013D11 


SAU800001 


E3M10000028D01 


EFA201976 


E1M10000252G03 


ECO 103029 


S1M10000013G11 


SAU801791 


E3M10000028D01 


EFA201975 


E1M10000252B04 


ECO100169 


S1M100000L3F12 


SAU800005 


E3M10000028E01 


EFA201869 


E1M10000252E04 


ECOl 03242 


S1M10000013G12 


SAU801280 


E3M1 0000028 A02 


EFA205229 


E1M10000252F04 


ECOl 00663 


S1M10000014B01 


SAU802249 


E3M10000028B02 


EFA200811 


E1M10000252A05 


ECO102646 


S1M10000014E01 


SAU802238 


E3M10000028B02 


EFA200812 


E1M10000252A06 


ECO103181 


S1M10000014E01 


SAU802237 


E3M10000028C02 


EFA200811 


E1M10000252D06 


ECO103481 


S1M10000014A02 


SAU802425 


E3M10000028C02 


EFA200812 


E1M10000252A07 


ECO103221 


S1M1 00000 14B02 


SAU800539 


E3M10000028D02 


EFA202298 


E1M10000252H07 


ECO103223 


S1M10000014B02 


SAU800540 


E3M10000028F02 


EFA205285 


E1M10000252A09 


ECO 103886 


S1M10000014F02 


SAU801626 


E3M10000028A03 


EFA201977 


EIM10000252E09 


ECO 102227 


S1M10000014F02 


SAU801625 


E3M10000028B03 


EFA202001 


E1M10000252B10 


ECO 1 03775 


S1M10000014F02 


SAU801624 


E3M10000028E03 


EFA203598 


E1M10000252D10 


ECO 100457 


. S1M10000014G02 


SAU800354 


E3M10000028F03 


EFA201980 


E1M10000252D10 


ECO 100458 


S1M10000014H02 


SAU801246 


E3M10000028F03 


EFA201981 


E1M10000252E10 


ECO 102 192 


S1M10000014A03 


SAU801606 


E3MI0000028F03 


EFA205229 


E1M10000252E11 


ECOl 03262 


S1M10000014B03 


SAU800517 


E3M1 0000028 A04 


EFA201986 


E1M10000252E11 


ECOl 03878 


S1M10000014D03 


SAU802121 


E3M10000028A04 


EFA205255 


E1M10000252E11 


ECO204942 


S1M10000014F03 


SAU802586 


E3M10000028B04 


EFA202001 


E1M10000252E12 


ECO 100748 


S1M10000014F03 


SAU802585 


E3M10000028B04 


EFA205285 


E1M10000253A02 


ECO 100886 


S1M10000014H03 


SAU802187 


E3M10000028C04 


EFA200894 


E1M10000253G02 


ECO103263 


S1M10000014B04 


SAU800924 


E3M10000028E04 


EFA200613 


E1M10000253C04 


ECO103885 


S1M10000014B04 


SAU800925 


E3M10000028H04 


EFA205257 


E1M10000253D04 


ECO 103221 


S1M10000014E04 


SAU801644 


E3M10000028A05 


EFA202166 


E1M10000253F04 


ECO100169 


S1M10000014F04 


SAU800016 


E3M10000028A05 


EFA202168 


E1M10000253H05 


ECO103240 


S1M10000014G04 


SAU801719 


E3M10000028B05 


EFA201087 


E1M10000253H05 


ECO 103241 


S1M10000014H04 


SAU801256 


E3M10000028B05 


EFA201084 


E1M10000253D08 


ECO103886 


S1M10000014A05 


SAU800532 


E3M10000028C05 


EFA202001 


E1M10000253E08 


ECO 103242 


S1M10000014B05 


SAU800319 


E3M10000028D05 


EFA202168 


El Ml 0000253 A09 


ECO103263 


S1M10000014C05 


SAU802247 


E3M10000028F05 


EFA202006 


E1M10000253D09 


ECO 102636 


S1M10000014E05 


SAU800503 


E3M10000028G05 


EFA202006 


E1M10000253E09 


ECO 103929 


S1M10000014F05 


SAU802506 


E3M10000028A06 


EFA201883 


E1M10000253F09 


ECO101259 


S1M10000014H05 


SAU801192 


E3M10000028B06 


EFA200840 


E1M10000253G09 


ECO 102637 


S1M10000014B06 


SAU800701 


E3M10000028C06 


EFA201888 


E1M10000253A10 


ECO 100632 


• S1M10000014C06 


SAU802081 


E3M10000028D06 


EFA200839 


j E1M10000253C10 


ECO 10321 8 


S1M10000014D06 


SAU802081 


E3M10000028G06 


EFA20I905 


E1M10000253D10 


ECO103185 


S1M10000014G06 


SAU801256 


E3M10000028B07 


EFA202001 


E1M1OO0O253B11 


ECO 103262 


S1M10000014H06 


SAU801256 


E3M10000028C07 


EFA202298 


E1M10000253B11 


ECO 103878 


S1M10000014A07 


SAU801220 


E3M10000028E07 


EFA200811 


E1M10000253B11 


ECO204942 


S1M10000014B07 


SAU800545 


E3M10000028F07 


EFA201028 


E1M10000253F11 


ECO 103 161 


S1M10000014C07 


SAU802230 


E3M10000028G07 


EFA201986 


E1M10000253D12 


ECO102556 


S1M10000014E07 


SAU802100 


E3M10000028G07 


EFA205255 


E1M10000253G12 


ECO101086 


S1M10000014E07 


SAU802098 


E3M10000028H07 


EFA200842 


E1M10000254A03 


ECO 102637 


S1M10000014E07 


SAU802099 


E3M10000028A08 


EFA201087 


E1M10000254A03 


ECO102638 


S1M10000014G07 


SAU802581 


E3M10000028A08 


EFA201084 


E1M10000254B03 


ECO103242 


S1M10000014G07 


SAU802580 


E3M10000028B08 


EFA201981 


EIM10000254C03 


ECO 103226 


S1M10000014B08 


SAU800542 


E3M10000028C08 


EFA200811 


E1M10000254F03 


ECO101066 


S1M10000014D08 


SAU800542 


E3M10000028C08 


EFA200812 


E1M10000254A04 


ECO103263 


S1M10000014E08 


SAU802496 


E3M10000028D08 


EFA202015 


E1M10000254G05 


ECO103074 


S1M10000014F08 


SAU800001 


E3M10000029B01 


EFA202214 


E1M10000254G05 


ECO103075| S1M10000014G08 


SAU800546 
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Gene 
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E3M10000029D01 


EFA202168 


E1M10000254H05 


ECO 103243 


S1M10000014H08 


SAU800546 


E3M10000029E01 


EFA202274 


E1M10000254H05 


ECO 103244 


S1M10000014C09 


SAU802249 


E3M10000029F01 


EFA200916 


E1M10000254B06 


ECO 102636 


S1M10000014C09 


SAU802248 


E3M10000029G01 


EFA200179 


E1M10000254A07 


ECO 103885 


S1M10000014D09 


SAU801061 


E3M 10000029 A02 


EFA202001 


E1M10000254E07 


ECO103263 


S1M10000014E09 


SAU801760 


E3M10000029A02 


EFA205285 


E1M10000254G07 


ECO103886 


S1M10000014F09 


SAU801760 


E3M10000029B02 


EFA202001 


E1M10000254A08 


ECO103097 


S1M10000014B10 


SAU8011 86 


E3M10000029C02 


EFA200358 


E1M10000254B09 


ECO101134 


S1M10000014C10 


SAU801800 


E3M10000029H02 


EFA200747 


E1M10000254F10 


ECO100095. 


S1M10000014D10 


SAU802154 


E3M10000029H02 


EFA200746 


E1M10000254A11 


ECO103227 


S1M10000014E10 


SAU800019 


E3M10000029C03 


EFA201379 


E1M10000254C11 


ECO103221 


S1M10000014F10 


SAU801354 


E3M10000029D03 


EFA202001 


E1M10000254C11 


ECO 103222 


S1M10000014A11 


SAU801630 


E3M10000029E03 


EFA200807 


E1M10000254E12 


ECO 102834 


S1M10000014B11 


SAU802565 


E3M 10000029 A04 


EFA201987 


E1M10000255C01 


ECO 100886 


S1M10000014B11 


SAU802564 


E3M10000029B04 


EFA201163 


E1M10000255G02 


ECO103262 


S1M10000014C11 


SAU801682 


E3M10000029C04 


EFA202160 


E1M10000255G02 


ECO103878 


S1M10000014C11 


SAU801681 


E3M10000029D04 


EFA200457 


E1M10000255G02 


ECO204942 


S1M10000014D11 


SAU802654 


E3M10000029G04 


EFA200457 


E1M10000255H02 


ECO101324 


S1M10000014H11 


SAU802565 


E3M10000029H04 


EFA202177 


E1M10000255A04 


ECO103482 


S1M10000014H11 


SAU802564 


E3M10000029H04 


EFA202176 


E1M10000255D05 


ECO100886 


S1M10000014A12 


SAU800006 


E3M10000029A05 


EFA201028 


E1M10000255F06 


ECO102857 


. S1M10000014B12 


SAU802565 


E3M10000029B05 


EFA200840 


E1M10000255G06 


ECO103262 


S1M10000014B12 


SAU802564 


E3M10000029C05 


EFA200562 


E1M10000255G06 


ECO103878 


S1M10000014C12 


SAU802218 


E3M10000029D05 


EFA201987 


E1M10000255G06 


ECO204942 


S1M10000014C12 


SAU802217 


E3M10000029E05 


EFA200192 


E1M10000255B08 


ECO103226 


S1M10000014E12 


SAU802160 


E3M10000029F05 


EFA202160 


E1M10000255B08 


ECO103227 


S1M10000014G12 


SAU802246 


E3M10000029G05 


EFA202180 


EIM10000255D09 


ECO 103655 


S1M10000014G12 


SAU802247 


E3M10000029H05 


EFA202007 


E1M10000255F09 


ECO 102827 


S1M10O00015C01 


SAU800547 


E3M10000029B06 


EFA201749 


E1M10000255F09 


ECO 102828 


S1M10000015F01 


SAU802548 


E3M10000029C06 


EFA201984 


E1M10000255B10 


ECO101026 


S1M10000015G01 


SAU800324 


E3M10000029C06 


EFA201983 


E1M10000256F01 


ECO 103263 


S1M10000015A02 


SAU801631 


E3M10000029D06 


EFA201987 


E1M10000256B02 


ECO102645 


S1M10000015B02 


SAU802606 


E3M10000029D06 


EFA201993 


E1M10000256B02 


ECO102646 


S1M10000015B02 


SAU802605 


E3M10000029F06 


EFA203429 


E1M10000256D02 


ECO 101 684 


S1M10000015C02 


SAU802606 


E3M10000029C07 


EFA202177 


E1M10000256A04 


ECO104147 


S1M10000015C02 


SAU802605 


E3M10000029C07 


EFA202176 


E1M10000256C05 


ECO103559 


S1M10000015D02 


SAU802261 


E3M10000029E07 


EFA202378 


E1M10000256E07 


ECO 103262 


S1M10O00O15EO2 


SAU800187 


E3M10000029G07 


EFA201869 


E1M10000256E07 


ECO103878 


S1M10000015F02 


SAU800499 


E3M10000029H07 


EFA202013 


E1M10000256E07 


ECO204942 


S1M10000015G02 


SAU801007 


E3M10000029B08 


EFA202200 


E1M10000256E09 


ECO100184 


S1M10000015G02 


SAU801008 


E3M10000029C08 


EFA203606 


E1M10000256E09 


ECO100185 


SIM10000015A03 


SAU800185 


E3M10000029C08 


EFA203607 


E1M10000256A10 


ECO102415 


S1M10O00015CO3 


SAU800187 


E3M10000029D08 


EFA201926 


E1M10000256F10 


ECO 103 160 


S1M10000015D03 


SAU802331 


E3M10000029E08 


EFA202298 


E1M10000256C12 


ECO103230 


S1M10000015E03 


SAU801511 


E3M10000029GO8 


EFA202012 


E1M10000256C12 


ECO103231 


S1M10000015F03 


SAU801758 


E3M10000029HO8 


EFA201982 


E1M10000257C01 


ECO103820 


S1M10000015G03 


SAU801749 


E3M10000029C09 


EFA201869 


E1M10000257G01 


ECO 10323 8 


S1M10000015A04 


SAU600582 


E3M10000029E09 


EFA20045-/ 


E1M10000257G01 


ECO103239 


S1M10000015D04 


SAU800942 


E3M10000029F09 


EFA20146C 


> E1M10000257G01 


ECO103240 


S1M10000015F04 


SAU801758 


E3M10000029G09 


EFA20053S 


» E1M10000257A02 


ECO100135 


S1M10000015G04 


SAU801719 


E3M10000029AIC 


EFA20200"y 


' E1M10000257D02 


ECO 102555 


S1M10000015H04 


SAU802230 


E3M10000029C1C 


> EFA200451 


' E1M10000257D02 


ECO 102556 


, S1M1OO00015HO4 


r SAU802229 


E3M10000029E1C 


) EFA20186S 


> E1M10000257H02 


ECO 103226 


i S1M1OO00015AO5 


SAU802217 
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E3M10000029E10 


EFA201867 


E1M10000257H02 


ECO 103227. 


S1M10000015C05 


SAU600582 


E3M10000029F10 


EFA202378 


E1M1O000257C03 


ECO100161 


S1M10000015D05 


SAU802262 


E3M10000029G10 


EFA200245 


E1M10000257F04 


ECO101685 


S1M10000015G05 


SAU801515 


E3M10000029G10 


EFA200246 


E1M10000257F04 


ECO 101686 


S1M10000015A06 


SAU801572 


E3M10000029B11 


EFA200478 


E1M10000257G04 


ECO103263 


S1M10000015C06 


SAU802217 


E3M10000029G11 


EFA200326 


E1M10000257B05 


ECO101500 


S1M10000015D06 


SAU802094 


E3M10000029H11 


EFA202003 


E1M10000257D05 


ECOl 02599 


S1M1O0O0O15E06 


SAU801237 


E3M10000029B12 


EFA201028 


E1M10000257D05 


ECO 102600 


S1M1OOOOO15F06 


SAU802200 


E3M10000029C12 


EFA201869 


E1M10000257F06 


ECO103097 


S1M1OOOOO15F06 


SAU300588 


E3M10000029D12 


EFA201986 


E1M10000257G07 


ECO101333 


S1M1OOOOO15F06 


SAU502215 


E3M10000029E12 


EFA200478 


E1M10000257H07 


ECO103222 


S1M10OOOO15F06 


SAU201383 


E3M10000029F12 


EFA201375 


E1M10000257H07 


ECO103223 


S1M1 000001 5F06 


SAU802199 


E3M10000029G12 


EFA200421 


E1M10000257H08 


ECO 103559 


S1M10000015G06 


SAU801253 


E3M1O00003OEO1 


EFA201986 


E1M10000257A09 


ECO 102637 


S1M10000015H06 


SAU802200 


E3M10000030E01 


EFA205255 


E1M10000257D09 


ECO 100886 


S1M10000015H06 


SAU300588 


E3M1O00003OF01 


EFA200454 


E1M10000257G10 


ECO 100485 


S1M10000015H06 


SAU502215 


E3MI0000030G01 


EFA201977 


E1M10000257H10 


ECO101376 


S1M10000015H06 


SAU201383 


E3M10000030D02 


EFA202182 


E1M10000257A11 


ECO 103881 


S1M10000015H06 


SAU802199 


E3M10000030E02 


EFA204646 


E1M10000257A11 


ECO103882 


S1M10000015E07 


SAU801183 


E3M10000030B03 


EFA202006 


E1M10000257C11 


ECO 103220 


S1M10000015F07 


SAU800542 


E3M1O0OOO3OCO3 


EFA201888 


E1M10000257F11 


ECOl 02420 


S1M10000015G07 


SAU800547 


E3M10000030G03 


EFA200916 


E1M10000257B12 


ECO103479 


S1M10000015B08 


SAU802240 


E3M10000030H03 


EFA200240 


E1M10000257F12 


ECO103262 


S1M10000015B08 


SAU802239 


E3M10000030B04 


EFA200840 


E1M10000257F12 


ECOl 03878 


S1M10000015C08 


SAU801558 


E3M10000030C04 


EFA201993 


E1M10000257F12 


ECO204942 


S1M10000015C08 


SAU801557 


E3M10000030E04 


EFA200454 


E1M10000258C01 


ECO 100094 


S1M10000015F08 


SAU802401 


E3M10000030F04 


EFA201999 


EIM10000258C01 


ECO 100095 


S1M10000015G08 


SAU802218 


E3M10000030H04 


EFA201869 


E1M10000258H02 


ECOl 03226 


S1M10000015G08 


SAU203799 


E3M1000O030AO5 


EFA200805 


E1M10000258H02 


ECO 103227 


S1M10000015A09 


SAU800517 


E3MIO0OO030BO5 


EFA200457 


E1M10000258G03 


ECO102556 


S1M10000015B09 


SAU801434 


E3M1OOO003ODO5 


EFA201984 


E1M10000258A04 


ECO103231 


S1M10000015E09 


SAU800001 


E3M10000030E05 


EFA205288 


E1M10000258C04 


ECO102091 


S1M10000015F09 


SAU802231 


E3M10000030E05 


EFA202003 


E1M10000258G04 


ECO103302 


S1M1O0O0O15F09 


SAU802230 


E3M1O0O003OBO6 


EFA201999 


E1M10000258G04 


ECO103303 


S1M10000015G09 


SAU800218 


E3M10000030D06 


EFA201884 


E1M10000258C05 


ECO101259 


S1M10000015G09 


SAU800219 


E3M10000030F06 


EFA201999 


E1M10000258D05 


ECO 100 169 


S1M10000015B10 


SAU802701 


E3M10000030G06 


EFA200192 


E1M10000258F05 


ECO101308 


S1M10000015C10 


SAU800517 


E3M10O00030H06 


EFA205285 


E1M10000258G05 


ECO 100886 


S1M10000015E10 


SAU801011 


E3M1O00003OH06 


EFA201999 


E1M1 0000258 A06 


ECO103883 


SIM10000015F10 


SAU801011 


E3M10000030B07 


EFA201028 


E1M10000258A06 


ECO103884 


S1M10000015G10 


SAU800542 


E3M10000030F07 


EFA200457 


E1M10000258D06 


ECO 102935 


S1M10000015A11 


SAU802240 


E3M10000030H07 


EFA201993 


E1M10000258B07 


ECO 101524 


S1M10000015C11 


SAU801434 


E3M10000030A08 


EFA202180 


E1M10000258G07 


ECO101259 


S1M10000015E11 


SAU802159 


E3M10000030B08 


EFA200457 


E1M10000258G07 


ECO101258 


S1M10000015E11 


SAU802158 


E3M1O0OOO30D08 


EFA200677 


E1M10000258G08 


ECO 103482 


S1M10000015G11 


SAU801256 


E3M1O0O003OEO8 


EFA200418 


I E1M10000258B09 


ECO 103229 


S1M10000015A12 


SAU800547 


E3M10000030G08 


EFA200805 


E1M10000258B09 


ECO 103230 


S1M10000015C12 


SAU802081 


E3M1000OO3OHO8 


EFA200805 


E1M10000258D09 


ECO 103 832 


S1M10000015D12 


SAU802218 


E3M10000030A09 


EFA200805 


E1M10000258F10 


ECO103878 


S1M10000015E12 


SAU80059L 


E3M10000030D09 


EFA200677 


E1M10000258F10 


ECO204942 


S1M10000016C01 


SAU801281 


E3M1O000030EO9 


EFA205288 


E1M10000258C11 


ECO 102553 


S1M10000016C01 


SAU801282 


E3M10000030G09 


EFA201883 


E1M10000258F11 


ECO103228 


S1M10000016D01 


SAU800589 


E3M10000030B10 


EFA200454 


E1M10000258F11 


ECO103229 


S1M10000016G01 


SAU800002 
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Clone Name 


Gene 
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Gene 
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E3M10O00030D1O 


EFA200457 


E1M10000259C03 


ECO102294 


S1M10000016B02 


SAU800016 


E3M10000O3OELO 


EFA200457 


E1M10000259C03 


ECO 102295 


S1M10000016C02 


SAU800359 


E3M1O000O3OF1O 


EFA201981 


E1M10000259B04 


ECO 103883 


S1M10000016D02 


SAU802439 


E3M10000O3OH1O 


EFA202007 


E1M10000259E04 


ECO101944 


S1M10000016F02 


SAU801188 


E3M10000030A11 


EFA201926 


E1M10000259E05 


ECO 102636 


S1M10000016F02 


SAU801189 


E3M10000030B11 


EFA201869 


E1M10000259B12 


ECO100811 


S1M10000016A03 


SAU802228 


E3M10000030H11 


EFA201920 


EIM10000260E02 


ECO202902 


S1M10000016A03 


SAU802227 


E3M10000030B12 


EFA202177 


E1M10000260G02 


ECO 104090 


S1M10000016F03 


SAU801565 


E3M10000030B12 


EFA202176 


E1M10000260F04 


ECO 101 482 


S1M10000016G03 


SAU801617 


E3M10000030C12 


EFA202180 


E1M10000260A05 


ECO100647 


S1M10000016G03 


SAU801618 


E3M10000030D12 


EFA201981 


E1M10000260A05 


ECO 100648 


S1M10000016H03 


SAU801517 


E3M10000030F12 


EFA202007 


E1M10000260C05 


ECO102454 


S1M10000016A04 


SAU800539 


E3M10000030G12 


EFA202217 


E1M10000260E05 


ECO103929 


S1M10000016A04 


SAU800540 


E3M10O00O31CO1 


EFA20L926 


E1M10000260C07 


ECO 101 393 


S1M10000016C04 


SAU802082 


E3M10O00031AO2 


EFA200326 


E1M10000260G07 


ECO 103488 


S1M10000016D04 


SAU802082 


E3M10000O31BO2 


EFA200357 


E1M10000260B08 


ECO 103302 


S1M10000016E04 


SAU800153 


E3M10000O31B02 


EFA200359 


E1M10000260D08 


ECO103461 


S1M10000016G04 


SAU800017 


E3M10000031F02 


EFA201028 


E1M10000260E08 


ECO 100179 


S1M10000016H04 


SAU801183 


E3M10O00O31FO2 


EFA201041 


E1M10000260E08 


ECO100180 


S1M10000016B05 


SAU801237 


E3M10000O31BO3 


EFA201801 


E1M10000260E09 


ECO103559 


S1M10000016C05 


SAU801089 


E3M10000031D03 


EFA202160 


E1M10000260E09 


ECO103558 


S1M10000016D05 


SAU800509 


E3M100O0031EO3 


EFA200805 


E1M10000260C10 


ECO103264 


S1M10000016E05 


SAU801237 


E3M1OO00O31GO3 


EFA200454 


E1M10000260D10 


ECO101031 


S1M10000016F05 


SAU802642 


E3M10OO0O31BO4 


EFA200179 


E1M10000260D10 


ECO101032 


S1M10000016F05 


SAU802641 


E3M10000031CO4 


EFA201984 


E1M10000260E10 


ECO104093 


S1M10000016G05 


SAU802154 


E3M10000O31DO4 


EFA200807 


E1M10000260G10 


ECO103230 


S1M10000016A06 


SAU800543 


E3M10000031E04 


EFA205288 


E1M10000260G10 


ECO103231 


S1M10000016B06 


SAU800539 


E3M10000031E04 


EFA202003 


E1M10000260H10 


ECO103181 


S1M10000016B06 


SAU800540 


E3M10000031F04 


EFA202001 


E1M10000260HIO 


ECO103182 


S1M10000016C06 


SAU802496 


E3M10000031F04 


EFA202003 


E1M10000260H11 


ECO103237 


S1M10000016D06 


SAU800967 


E3M10000031G04 


EFA202012 


E1M10000260B12 


ECO103263 


S1M10000016E06 


SAU802649 


E3M1OO0O031GO5 


EFA200805 


E1M10000260D12 


ECO 104206 


. S1M10000016F06 


SAU800106 


E3M1O0O0031HO5 


EFA201869 


E1M10000260G12 


ECO 102041 


S1M10000016A07 


SAU801413 


E3M100O0031AO6 


EFA202631 


E1M10000261F01 


ECO 100465 


S1M10000016B07 


SAU800385 


E3M1 000003 1C06 


EFA202006 


E1M10000261B02 


ECO 103222 


S1M10000016E07 


SAU802652 


E3M10000031G06 


EFA200457 


E1M10000261B02 


ECO 103223 


S1M10000016E07 


SAU802651 


E3M1 000003 1H06 


EFA200418 


E1M10000261H02 


ECO 103223 


S1M10000016E07 


SAU502208 


E3M10000031A07 


EFA200538 


E1M10000261G04 


ECO102857 


S1M10000016B08 


SAU800478 


E3M10000031E07 


EFA202003 


E1M10000261H05 


ECO 103069 


S1M10000016C08 


SAU800478 


E3M10000031F07 


EFA200457 


E1M10000261G06 


ECO 100361 


S1M1OO00016DO8 


SAU801749 


E3M10000031G07 


EFA200840 


E1M10000261G06 


ECO 100362 


SIM10000016E08 


SAU800543 


E3M10000031H07 


EFA200840 


E1M10000261H06 


ECO 103886 


S1M10000016F08 


SAU800478 


E3M10000031A08 


EFA201028 


E1M10000261D08 


ECO 103230 


S1M10000016H08 


SAU801751 


E3M 1000003 1D08 


EFA202160 


E1M10000261D08 


ECO 103231 


S1M10000016A09 


SAU801751 


E3M 1000003 1G08 


EFA201886 


E1M10000261F08 


ECO100886 


S1M10000016B09 


SAU800490 


E3M10000031H08 


EFA201926 


E1M10000261C09 


ECO103886 


S1M10000016C09 


SAU800767 


E3M10000031B09 


EFA200674 


E1M10000261H09 


ECO 103624 


S1M10000016D09 


SAU801263 


E3M10000031E09 


EFA201926 


E1M10000261H09 


ECO 103625 


S1M10000016E09 


SAU802243 


E3M1 000003 1F09 


EFA202110 


E1M10000261E10 


ECO 103220 


S1M10000016F09 


SAU802243 


E3M1OO0OO31B10 


EFA201009 


E1M10000261E1C 


ECO103221 


S1M10000016A10 


SAU801517 


E3M1O00O031C1C 


\ EFA205255 


E1M10000262E01 


ECO101635 


S1M10000016B1C 


SAU802254 


E3M1O00O031H1C 


1 EFA20084C 


\ E1M10000262C02 


. ECO103696 


S1M10000016C1C 


SAU802389 


I E3M10000031B11 


EFA202013 


E1M10000262E02 


i ECO103262 


. S1M100000I6C1C 


) SAU802390 
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Clone Name 


Gene 
T ncn^lD 


OIU11C INOillv 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


E/jlVll UUUUU J IV/l 1 


FFA201878 


E1M10000262E02 


ECO 103878 


S1M10000016C10 


SAU302890 


f i\a i nnnnm i f 1 1 


FFA901Q77 


E1M10000262E02 


ECO204942 


S1M10000016D1O 


SAU802389 


ciaai nnnnm i F1 1 


FFA90^1 ^7 


F1M10000262F02 


ECO 102229 


S1M10000016D10 


SAU802390 


tsixai aaaaa^ tnt 1 
boMlUuuUUJ i\J 1 1 


FFA901000 
jcr/\zu vyyy 


FIM10000262D03 


ECO 103230 


S1M10000036D10 


SAU302890 


uia/ti aaaaahui i 


FFA90109R 


F 1 M 1 0000262D03 


ECO 103231 


S1M1 00000 16E10 


SAU802528 


caiv/fi aaaaai i tn i 
b3 M 1 UuuUu j 1 ri 1 1 


FFA901041 


F I M 1 0000262G04 

XJ« L 1»X 1 UUUULUAiVJ 


ECO 103223 


S1M10000016H10 


SAU800545 


cJMIuuUUuj id iz 


FFA90109R 


E1M1000026 9 C05 

Xj 1 1VX i \J\J \J V/**WwX^W 


ECO101035 


S1M10000016B11 


SAU801719 


fiaa i nnnnm i c i 9 
bJiYixuuuuuj ioiz 


FFA90190R 


E1M10000262C05 


ECO101036 


S1M10000016C11 


SAU801515 


f**iv/v 1 aaaaa^pa 1 

C jlvi 1 UUUUU JZ^jU I 


FFA200842 


E1M1 0000262 A06 


ECO101780 


S1M10000016D11 


SAU801515 


D.HV1 lUUUUU jAU U 1 


FFA909917 


F1M10000262A07 


ECO103221 


S1M10000016E11 


SAU802162 


E/ j M i UUUUU J Zr U 1 


FFA90S9RS 


F1M10000262E07 


ECO103972 


S1M10000016E11 


SAU802161 


div/n aaaaaiofai 
bjMluuUUU.}ZrUx 


FFA901 Q00 


F1M10000262E07 


ECO103973 


S1M10000016F11 


SAU801188 


biMlUUUUujZLrUl 


FF A9AARA7 


F 1 Ml 0000262E08 


ECO103262 


S1M10000016F11 


SAU801189 


ctnai aaaaa^o A no 
b3Ml UUUUU jZ/wZ 


FF A 70700ft 


F1M10000262E08 


ECO103878 


S1M10000016A12 


SAU801476 


c^A/fi aaaaai irm 


FFA 7A1 KRft 


F1M10000262E08 

Xj i 1VX i 171/1717^. Uirljl/U 


ECO204942 


S1M1OO00016B12 


SAU802237 


ClX/fl AAAAmOFlAO 

b j JVL I UUUUU J zi-juz 


FFA901 0 Q Q 


F1M10000262B10 


ECO102872 


S1M10000016B12 


SAU802236 


F 7. \A 1 ADO A A "5 9 FO 9 

a, Jivi luuuuuozruz 


FFA201987 


E1M10000262H10 


ECO 101 480 


S1M10000016C12 


SAU800542 


F"*"N/T1 nnnA0**9F09 

cjiviiuuuuuozruz 


FFA201993 


E1M10000262G11 


ECO102324 


S1M10000016E12 


SAU800006 


CHVl I UUUUU JiUUi 


EFA?00807 


EIM10000262D12 


ECO102227 


S1M10000017C01 


SAU801632 


fimi onnooi9RO^ 

n,j ivi iuui7V7V7j^xjv j 


EFA200418 


EIM10000262G12 


ECO100169 


S1M10000017F01 


SAU800546 


p i k/t i onnooi 9 co i 


FFA202296 


E1M10000263F01 


ECO 101684 


S1M10000017A02 


SAU801261 


CO IVI 1 UUUUUJ ZL7U J 


FFA900562 


EIM10000263H05 


ECO 102578 


S1M10000017B02 


SAU800772 


F^MI OOOOO^FO^ 


FFA201984 


E1M10000263C06 


ECO 104 147 


S1M10000017G02 


SAU800001 


Hj 1V1 1 UUUUU J LtWJH 


FFA901699 
cr ^v^v/ 1 kiss 


E1M10000263G06 


ECO 103244 


S1M10000017A03 


SAU801183 


H J 1VX 1 UUU U v JZD UH 


FFA902007 


E1M10000263B07 

ull'l luwvv^w^iyv ' 


ECO101067 


S1M10000017A03 


SAU801184 


p-iyi 0000019F04 


FFA900310 


E 1M1 0000263 F08 


ECO 1022 16 


S1M10000017C03 


SAU800551 


f^mi ooooo^9F04 


FFA200317 


E1M10000263A10 


ECO 102637 


S1M1 00000 17D03 


SAU800542 


fi mi 00000^9004 


FFA202006 


E1M10000263A11 


ECO101259 


S1M10000017A04 


SAU802154 


F^M 1 000, 00/1 2B 05 


EFA202003 


E1M10000263A11 


ECO101258 


S1M10000017E04 


SAU802230 


p-iui nooooi9FOs 

m jivi i uuuuujxxiu j 


FFA200840 


E1M10000263H11 


ECO103223 


S1M10000017F04 


SAU802245 


f^mi ooooo^9F05 


FFA200811 


E1M10000263C12 


ECO103232 


S1M10000017F04 


SAU802244 


f^mi 00000^9 no s 

HJIVI lUUUUUJZvJU J 


FFA200418 


E1M10000263C12 


ECO 103 23 3 


SiMl 00000 17B05 


SAUS01481 


ciiufi AAn00^9R 
Djivi iuuuuu jZxxuj 


FFA9009 < 58 


E1M10000263D12 


ECO 103 242 


S1M10000017B05 


SAU403191 


F"*\/T i 00000^9 a 06 

CJiVl IUUUUU.7ZA.UO 


FFA7099QR 


F1M10000263D12 


ECO 103243 


S1M1 00000 17C05 


SAU801185 


f^\ai AAAnn^9Pn^ 

CjIVxIUUUUUjZOUO 


FFA9014S7 


F1 M1 0000264R02 


ECO 104091 


S1M1000O017EO5 


SAU802612 


VX\A 1 AOOOA^TiOft 
XjjIVI l UUUUUjZ1-/UO 


FFA901 RRR 


F1M10000264B02 


ECO 104092 


S1M10000017F05 


SAU802557 


coyi AOOOA-OHOft 
Hjivl i UUUUU JZVJUO 


FFA70901^ 


F11VT10000264C02 

Xj 1 *VX 1 UUVvAW70v*i 


ECO103217 


S1M1 00000 17G05 


SAU802192 


F'imn oonnni9Fro6 

OIVJ 1 UUUUU JZX1UD 


FFA901411 


F1M10000264F02 

Xv 1 iYX X VVI v\7t»\-*^i Wa. 


ECO103886 

J — t v> V-/ IU JUUU 


S1M10000017F06 


SAU800588 


f^\>ti ononni9 a 07 

HjIYII UUUUU JiAU / 


FFA901fiQQ 


F1M10000264D03 

Xj I iVl IV/uUUwUtUUJ 


ECO103237 


S1M10000017G06 


SAU802426 


F**TUT1 0000019 F07 


FFA 900677 


F 1 M 1 0000264D03 

Xv 2 i.VX 1 Ux/vU^ v"iy w *J 


ECO 103238 


S1M10000017A07 


SAU800537 


FllUf 1 AAAnA79rrn7 
DjIYIIUUUUUjZ'OU / 


FFA909^7R 


Fl Nf 1 0000264F03 

Xi J. iVl 1 \7\7w\7A\7*tA \J -J 


ECO103185 


S1M10000017A07 


SAU800536 


AAAAA^9 AA8 
E. oNi i UUUUU jaAUo 


FFA 904646 


F 1 M 1 0000264 A04 


ECO102555 


S1M1 00000 17B07 


SAU802225 


c-iivfi AAAAni9RnR 

H01VL1UUUUUJZOUO 


FFA9006Q8 

Cr ALUVU70 


F 1 M 1 0000264 A04 


ECO 102556 


S 1 Ml 00000 17A08 


i SAUS01193 




FFA9006QQ 


F1M10000264B04 

Xj L JVX 1 VVUuiivTXyV^ 


ECO 1 02294 


S1M10000017B08 


SAU801184 


F7\41 AAAHA^OFAR 
b-5JVl L uuuuu jzruo 


FFA900RO^ 

nr/\zuuouj 


F1 M10000964R04 

Xj I lYl 1 vUUVyii\JHX7U , -r 


ECO 102295 


S 1 Mi 00000 17C08 


SAU801791 


nAAAA^OFTAH 

xijiviiuuuuujzriuo 


FFA9fl04S7 


F 1 Ml 0000964P04 


ECO 100256 


S1M10000017E08 


SAU800700 


F1M1 0000079 A OQ 

SZ JiVl 1 UUUUUjZ/\Ui? 


FFA9001 7<3 


F1M10000264E04 

Xj 1 IVL X V/V7V7v7**v7^Xj\-F*t 


ECO 10203 3 


S1M10000017B09 


SAU800543 


E3M10O00032C09 


EFA201978 


E1M10000264E04 


ECO202902 


S1M10000017C09 


SAU801273 


E3M1OO00032D09 


EFA201888 


E1M10000264F04 


ECO 103262 


S1M10000017D09 


SAU802232 


E3M10000032H09 


EFA202012 


E1M10000264F04 


ECO 103878 


S1M10000017D09 


SAU802231 


E3M1OO00032A1C 


EFA201986 


i E1M10000264F04 


ECO204942 


S1M10000017B1C 


SAU800543 


E3M1OOO0032A1C 


EFA20525f 


E1M10000264B05 


ECO103265 


S1M10000017B1C 


\ SAU203433 


E3M10000032E1C 


EFA20080 - / 


' E1M10000264B06 


ECO 100875 


S1M10000017C1C 


) SAU800260 
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VJC1 iC 

I ocusTD 


CM one Name 


Gene 
LocusDD 


Clone Name 


Gene 
LocusID 


E3M10000032H10 


EFA201028 


E1M10000264G09 


EC01 03232 


. S1M10000017C10 


SAU800261 


E3M10000032A11 


EFA201028 


E1M10000264G09 


ECO103233 


S1M10000017D10 


SAU800932 


E3M10000032A11 


EFA201041 


E1M10000264D11 


ECO104090 


SIM10000017D10 


SAU800931 


E3M1OOO0032B11 


EFA202007 


E1M10000264FU 


ECO 100095 


S1M10000017A11 


SAU800005 


E3M10000032C11 


EFA200805 


EIM10000264H11 


ECO103878 


S 1M 1000001 7B 11 


SAU800543 


E3M10000032E11 


EFA201984 


EIM10000264H11 


ECO204942 


S1M10000017B11 


SAU203433 


E3M10000032FU 


EFA201028 


E1M10000264B12 


ECO 103226 


S1M10000017C11 


SAU802232 


E3M10000032B12 


EFA201886 


E1M10000264B12 


ECO 103227 


S1M10000017C11 


SAU802231 


F3M1 000003 2CP 


EFA201993 

1^/X *X4+\f X ^ 


E1M10000264C12 


ECO 102827 


S1M10000017E11 


SAU802714 


F3M1 0000032D12 


EFA201993 


E1M10000264C12 


ECO 102828 


S1M10000017F11 


SAU802520 




EFA200515 


E1M10000265A02 


ECO103231 


S1M10000017A12 


SAU801251 


F3M10000032F12 


EFA200538 


E1M10000265E02 


ECO103885 


S1M10000017B12 


SAU802459 


F3M1 000003 3B01 


EFA200326 


E1M10000265G02 


ECO 100 170 


S1M10000017B12 


SAU103780 


E3M10000033C01 


EFA200418 


E1M10000265D04 


ECO103885 


S1M10000017C12 


SAU801094 


E3M10000033D01 


EFA202180 


E1M10000265F04 


ECO104131 


S1M10000017C12 


SAU801095 


E3M1O0O0O33FO1 


EFA200807 


E1M10000265E05 


ECO 103885 


S1M10000018C01 


SAU800542 


E3M10000033B02 


EFA201985 


E1M10000265H05 


ECO 10 1067 


S1M10000018D01 


SAU802507 


E3M1 000003 3C02 


EFA201884 


E1M10000265H05 


ECO101068 


S1M10000018E01 


SAU802309 


E3M10000033E02 

X-J+J JLVJL L vw W V/*/ *J X*s\Jm* 


EFA201155 


ELM10000265C09 


ECO 100886 


S1M10000018H01 


SAU800160 


E3M10000033F02 


EFA202003 


E1M10000265E09 


ECO 103262 


. S1M10000018B02 


SAU801355 


E3M10000033G02 


EFA202213 


E1M10000265E09 


ECO 103878 


S1M10000018B02 


SAU801354 


E3M1000003.3H02 


EFA201983 


E1M10000265E09 


ECO204942 


■ S1M10000018C02 


SAU800014 


E3M1 0000033 A03 


EFA201009 


E1M10000265F09 


ECO103116 


S1M10000018D02 


SAU802160 


E3M10000033E03 


EFA201984 


E1M10000265F09 


ECO103115 


S1M10000018E02 


SAU801038 


E3M10000033E03 


EFA201983 


E1M10000265H10 


ECO 103020 


S1M10000018H02 


SAU801900 


E3M10000033F03 


EFA200192 


E1M10000265A11 


ECO 103481 


S1M10000018H02 


SAU801899 


E3M10000033G03 


. EFA200457 


E1M10000265B11 


ECO103781 


S1M1OOOO018AO3 


SAU802246 


E3M10000033A04 


EFA202160 


E1M10000265C11 


ECO 104093 


S1M10000018A03 


SAU802247 


E3M10000033B04 


EFA200794 


E1M10000266D02 


ECO 101686 


S1M10000018B03 


SAU801388 


E3M10000033D04 


EFA201047 


E1M10000266H02 


ECO103237 


S1M10000018C03 


SAU800924 


E3M10000033E04 


EFA200457 


E1M10000266F04 


ECO 102828 


S1M10000018C03 


SAU800925 


E3M10000033F04 


EFA202006 


E1M10000266H04 


ECO 103263 


S1MIO0OO018D03 


SAU802238 


E3M10000033G04 


EFA200515 


E1M10000266H05 


ECO100169 


S1M1 00000 18E03 


SAU800120 


E3M10000033H04 


EFA200677 


E1M100O0266B06 


ECO 103 8 85 


S1M1OO0O018FO3 


SAU801354 


E3M10000033A05 


EFA201977 


E1M10000266F11 


ECO103617 


S1M10000018G03 


SAU802223 


E3M10000033B05 


EFA200811 


E1M10000267F01 


ECO 10083 6 


S1M10000018A04 


SAU800217 


E3M10000033C05 


EFA200811 

x~jx \y\j x x 


E1M10000267E04 


ECO103263 


S1M10000018C04 


SAU802244 


E3M10000033C05 


EFA200812 


El Ml 0000267 A05 


ECO103074 


S1M10000018D04 


SAU802233 


E3M1 000003 3D05 


EFA201981 


E1M10000267A05 


ECO 103075 


S1M10000018E04 


SAU802328 


E3M10000033E05 


EFA202160 


E1M10000267B05 


ECO103263 


S1M10000018F04 


SAU800191 


E3M10000033F05 


EFA200805 


E1M10000267A07 


ECO103222 


S1M10000018F04 


SAU800192 


E3M10000033H05 


EFA201979 


E1M10000267A07 


ECO103223 


S1M1 00000 18A05 


SAU801355 


E3M10000033A06 


EFA201983 


E1M10000267H07 


ECO102828 


' S1M10000018A05 


SAU801354 


E3M10000033B06 


EFA202180 


E1M10000267E09 


ECO 103233 


S1M10000018B05 


SAU800537 


E3M10000033D06 


EFA201025 


E1M10000267E09 


ECO 103234 


S1M10000018E05 


SAU800839 


E3M1 000003 3D06 


EFA201028 


E1M10000267G09 


ECO 102556 


S1M10000018G05 


SAU800526 


E3M10000033G06 


EFA202274 


E1M10000267H09 


ECO 103883 


S1M10000018A06 


SAU800984 


E3M10000033A07 


EFA201512 


E1M10000267A10 


ECO104181 


S1M10000018C06 


SAU801670 


E3M10000033E07 


EFA200807 


EIM10000267A10 


ECO104180 


S1M10000018C06 


SAU801671 


E3M10000033F07 


EFA200807 


E1M10000267E10 


ECO100180 


S1M10000018F06 


SAU801237 


E3M10000033G07 


EFA201041 


E1M10000267C11 


ECO 103223 


S1M10000O18FO7 


SAU800275 


E3M10000033H07 


EFA200807 


E1M10000267E11 


ECO 103775 


S1M10000018G07 


SAU800492 


E3M10000033A08 


EFA200457 


E1M10000267B12 


ECO 103263 


S1M10000018G07 


SAU800493 
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Gene 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


E3M100O0O33B08 


EFA202007 


E1M10000267E12 


ECO 103832 


S1M10000018H07 


SAU800005 


E3M10000033E08 


EFA202180 


E1M10000267E12 


ECO103833 


S1M10000018A08 


SAU802246 


E3M10000033F08 


EFA201993 


E1M10000268F03 


ECO103223 


S1M10000018A08 


SAU802247 


E3M100O0O33G08 


EFA200841 


E1M10000268D04 


ECO 103244 


S1M10000018C08 


SAU802195 


E3M10000033H08 


EFA202001 


E1M10000268E04 


ECO 101685 


S1M10000018C08 


SAU802194 


E3M10000033B09 


EFA201987 


EIM10000268F06 


ECO101180 


S1M10000018E08 


SAU802262 


E3M10000033C09 


EFA201970 


E1M10000268E07 


ECO103226 


S1M10000018F08 


SAU802654 


E3M10000033D09 


EFA201984 


E1M10000268E07 


ECO103227 


S1M10000018G08 


SAU802586 


E3M 1000003 3E09 


EFA200621 


E1M10000268A08 


ECO103481 


S1M10000018G08 


SAU802585 


E3M10000033G09 


EFA200457 


E1M10000268B08 


ECO 103243 


S1M10000018G08 


SAU802587 


E3M10000033H09 


EFA201028 


E1M10000268D08 


ECO103263 


S1M10000018A09 


SAU800217 


E3M10000033C10 


EFA201986 


E1M10000268G08 


ECO102636 


S1M10OOOO18BO9 


SAU801844 


E3M10000033C10 


EFA205255 


E1M10000268B09 


ECO103263 


S1M100O0018B09 


SAU801843 


E3M10000033DIO 


EFA200326 


E1M10000268E09 


ECO103883 


S1M10000018C09 


SAU801753 


E3M1 000003 3F 10 


EFA202012 


E1M10000268F09 


ECO 103221 


S1M10000018C09 


SAU801754 


E3M1OOO0033H10 


EFA202170 


E1M10000268F09 


ECO 103222 


S1M10000018DO9 


SAU801751 


E3M10000033A11 


EFA201028 


E1M10000268G09 


ECO 103237 


S1M10000018E09 


SAU802654 


E3M10000033C11 


EFA202217 


E1M10000268G09 


ECO 103238 


S1M10000018F09 


SAU802222 


E3M10000033D11 


EFA202007 


E1M10000268E10 


ECO 103886 


S1M10000018G09 


SAU802586 


E3M10000033E11 


EFA201977 


E1M10000268A11 


ECO101812 


S1M1 000001 8G09 


SAU802585 


E3M10000033H11 


EFA202013 


E1M1O000268G11 


ECO 102324 


S1M10OOO018GO9 


SAU802587 


E3M10000033C12 


EFA201601 


E1M10000268G12 


ECO102839 


S1M10O0O018H09 


SAU800605 


E3M10000033F12 


EFA200811 


E1M10000269D01 


ECO 103231 


S1M10000018A10 


SAU801630 


E3M10000033F12 


EFA200812 


E1M10000269D01 


ECO103232 


S1M10000018B10 


SAU801554 


E3M10000033G12 


EFA200192 


E1M10000269B02 


ECO103886 


S1M10000018C10 


SAU801668 


E3M1OO00034DO1 


EFA202006 


E1M10000269D03 


ECO103481 


S1M10000018D10 


SAU802654 


E3M10000034E01 


EFA201999 


E1M10000269D04 


ECO103231 


S1M10000018F10 


SAU800539 


E3M10000034A02 


EFA200805 


E1M10000269H04 


ECO103262 


• S1M10000018F10 


SAU800540 


E3M1OOOO034BO2 


EFA202217 


E1M10000269H04 


ECO103878 


SIM10000018G10 


SAU802244 


E3M100O0034C02 


EFA201165 


E1M10000269H04 


ECO204942 


S1M10000018G10 


SAU802243 


E3M10000034C02 


EFA201163 


E1M10000269B05 


ECO101259 


S1M10000018H10 


SAU800546 


E3M10000034D02 


EFA202013 


E1M10000269D05 


ECO 102828 


SIM10000018A11 


SAU802246 


E3M10000034F02 


EFA201999 


E1M10000269H05 


ECO102227 


S1M10000018A11 


SAU802247 


E3M10000034G02 


EFA200805 


E1M10000269A06 


ECO103231 
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X XYX X VV/WV*' X X-F \y 


SAU802247 


E3M1 000003 7E02 


EFA202006 


E1M10000313F01 

X_( X XVX X W V/V J 1>)1 Vl 


ECO 102827 


S1M10000021C05 

kj A AY A IVvvUVAl W>/ 


SAU801139 


F3M1O000017FO7 

1-/ JIY1 1 \J\J\J\J\J J Ik u£i 


FFA202001 


F 1M1 000031 3 A02 

X-» X IVllWvwJ 1 -J CWJ 


FPOl 03262 


S1M10000021E05 

O X 1VX A W V \J UiO A A_»V/ J 


SAU801089 


F3M1 000001 7G07 


FFA901993 


Fl Ml 000031 3A09 

Ju/ 1 IY1 1 V/w UU J 1 JAVA 


FPOl 03263 


vSl Ml 000007 TF05 

O X1YXX \J\J\J\J\J£i I i uJ 


SAIJ80I760 


F3M1 0000037 A03 


FFA209007 


Fl Ml 00003 13D09 


FC0 103886 


SI Ml 000002 1H0^ 


SAT 180223 S 


fimi 0000017R01 

J_/ jaYI 1 VJUVVJ V J /DUJ 


FFA90901 S 

klik AAUAU i J 


F 1 M1 00003 1 W09 


FPOl 01684 


<s1 Ml 0000091 A06 


q At 1X00^43 


FIMI 0000017D01 


FFA901 1 65 


F1M10000T13A01 


FPOl 01 194 


^5 1 M 1 000009 1 R06 


^ATT800S49 

OAVJ OwVJ J*tZi 


F3M1 0000037D03 

AJJAVl 1 VJVJVJVJWJ 1 / kJ\J J 


FFA901 .63 


F1M1 00003 13D03 


FPO10171S 


Q1M1 000009 1 no6 


SAT 1^01 631 


F1M1 0000017F01 


FFA7091 60 


X_» 1 iYx t vVJUU J 1 JX-/\J J 


FPOl 01916 


ciui 0000091 F06 


SAT TS0904Q 


FIMI 0000037003 


FFA900677 


F 1 M1 0000^ 1 1O01 


FPOl 01991 


«5 1 Ml 000009 1 F06 


SATIROI 797 


F1M 1 0000017P04 


FFA90991 7 


F 1 M 1 00001 1 3R04 


FPO10000^ 


<51M1 0000091 006 

O kkVk k\JVU\J\JsL L\J\J\J 


S AirROO'Sfifi 


F3M 1 0000037D04 


FFA2019R7 


F1 M 1000031 3D04 


FPOl 01949 


^ 1 M 1 000009 1 A 07 

lj livl 1 vUUvw^lAU / 


SATTR009R7 


F3M1 0000037P05 


FFA9004S4 


F 1 M 1 00003 1 31R0*; 


FPOl 01991 


^11M10000091 A07 


SATT9O01O6 


FIMI 0000017HOS 

lw JAVA 1 uUUUUJ / UUJ 


FFA901 QR9 


F1M1 000011 1 A0£ 


FPO101094 


ciui H000091 R07 

o L1Y11UUUUUZ1 DU / 


S AirR004^^ 


FIMI 0000017F05 

Aw JAVA k\JKj\J\J\Jj ikZKJJ 


FFA9091 6R 


F 1 M1 00001 1 1FO/^ 


FPOl 00004 


^ 1 A/T 1 000009 1 R07 
O 1 1YA 1 WUUUUZ 1 DV 1 


S ATT900917 


E3M1 0000037005 


FFA200677 


F 1 Ml 00003 13F06 


FPOl 000Q1 


R 1 Ml 000009 1 P07 


SATTR09646 


E3M10000037H05 


FFA200192 


Fl M1 00003 1 *iA07 


FPOl 0090S 


<n1M1 000009 1F07 

u> X IVI A \J\J\J\J\J L kCXJ 1 


SAT 1800^ 14 


E3M10000037A06 


EFA200807 


E1MI00O03HO07 


FPOl 01 S44 


S 1 Ml 000009 1H07 

O IIYA lUt/WiyV/AilxT.\/ f 


SAT 1809995 


E3M10000037C06 


EFA202217 


E1M10000313F07 


FPO20484S 


S1M10000021 A08 

O A 1Y1 X vwv W&i 1 /TkV U 


SAU8007 19 


E3M10000037C06 


EFA202216 


El Ml 0000313007 


FPO1025S3 


S1M10000021 P0R 


SATJR01419 


E3M10000037D06 


EFA205285 


E1M10000313G07 

i— < i xvi x w i j vj v/ / 


FPO102554 


SI Ml 0000021 G08 

O X1Y1 A WWL/VJVy^. IvJUO 


SATIROI 663 


E3M1 000003 7F06 


EFA201987 


E1M10000313D08 

i—i 1 XVX X WW J I J i—J \J<J 


EPO 103742 


S1M1 0000021 H08 

O i JY1 X \JKJ\J\J\JAt I XX\JO 


SATJR01760 

LJAUOui I \J\J 


E3M10000037G06 


EFA202214 


E1M10000313F08 


ECO103775 


S1M10000021A09 


SAU800366 


E3M10000037B07 


EFA201999 


E1M10000313F09 


ECO101259 


S1M10000021D09 


SAU801263 


E3M10000037C07 


EFA202001 


E1M10000313A10 


ECO103684 


S1M1OOOO021EO9 


SAU801186 


E3M10000037C07 


EFA205285 


E1M10000314F01 


ECO103230 


S1M10000021F09 


SAU800490 


E3M10000037E07 


EFA201987 


E1M10000314F01 


ECO103231 


S1M10000021A10 


SAU801183 


E3M10000037F07 


EFA20I987 


EIM10000314B02 


ECO 101324 


S1M10000021B10 


SAU801084 
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Gene 
i LocusID 


E3M1 000003 7G07 


EFA200421 


EIM10000314H03 


ECO 103481 


S1M10000021C10 


SAU801237 


E3M10000037H07 


EFA201974 


E1M10000314A04 


ECO103481 


S1M10000021D10 


SAU801663 


E3M10000037A08 


EFA205288 


E1M10000314H04 


ECO 103263 


S1M10000021C11 


SAU80U86 


E3M10000037B08 


EFA201888 


E1M10000314A05 


ECO102129 


S1M10000021F11 


SAU800153 


E3M10000037E08 


EFA201028 


E1M10000314B05 


ECO103228 


S1M10000021H11 


SAU801181 


E3M10000037G08 


EFA201869 


E1M10000314G05 


ECO103481 


S1M10000021C12 


SAU800491 


E3M1 0000037 A09 


EFA201827 


E1M10000314D06 


ECO101870 


S1M10000021E12 


SAU802154 


E3M10000037D09 


EFA202013 


E1M10000314D06 


ECO101871 


S1M10000021G12 


SAU802654 


E3M10000037D09 


EFA202007 


E1M10000314F06 


ECO103228 


S1M10000022E01 


SAU800530 


E3M10000037A10 


EFA202015 


E1M10000314F06 


ECO103229 


S1M10000022A02 


SAU801631 


E3M10000037E10 


EFA201009 


E1M10000314GU9 


ECO103186 


S1M10000022B02 


SAU801631 


E3M100O0O37G1O 


EFA201985 


E1M10000314D10 


ECO 103237 


S1M10000022C02 


SAU801760 


E3M10000037H10 


EFA202168 


E1M10000314D10 


ECO103238 


S1M10000022A03 


SAU801526 


E3M 1 000003 7Bil 


EFA200192 


E1M10000314G10 


ECO103263 


S1M10000022B03 


SAU801511 


E3M10000037C11 


EFA201920 


E1M10000314C11 


ECO104108 


S1M10000022C03 


SAU802240 


E3M 1 000003 7D 11 


EFA201987 


E1M10000314E11 


ECO101452 


S1M10000022D03 


SAU802226 


E3M10000037G11 


EFA200840 


E1M10000314G11 


ECO 104243 


S1M10000022E03 


SAU801511 


E3M10000037C12 


EFA200807 


E1M10000314G11 


ECO 104242 


S1M10000022G03 


SAU800490 


E3M10000037E12 


EFA200192 


E1M10000314B12 


ECO 102300 


S1M10000022H03 


SAU802254 


E3M1 000003 7F1 2 


EFA205285 


E1M10000314C12 


ECO103242 


S1M10000022C04! 


SAU801663 


E3M10000038D01 


EFA200418 


E1M10000314C12 


ECO103243 


S1M10000022F04 


SAU800391 


E3M10000038B02 


EFA201883 


E1M10000314E12 


ECO101995 


S1M10000022G04 


SAU801089 


E3M10000038C02 


EFA200677 


E1M10000314E12 


ECO101996 


S1M10000022A05 


SAU802224 


E3M10000038D02 


EFA202217 


E1M10000315D01 


ECO 103 684 


S1M10000022B05 


SAU802083 


E3M10000038E02 


EFA202006 


E1M10000315DO1 


ECO103685 


S1M10000022D05 


SAU801089 


E3M10000038G02 


EFA202378 


E1M10000315G01 


ECOl 00886 


S1M10000022E05 


SAU800490 


E3M10000038H02 


EFA201984 


E1M10000315F03 


ECO102309 


S1M10000022H05 


SAU802218 


E3M100O0038AO3 


EFA200840 


E1M10000315F04 


ECO102192 


S1M10000022H05 


SAU203799 


E3M1O0O0038BO3 


EFA201601 


E1M10000315F04 


ECO102193 


S1M10000022B06 


| SAU801663 


E3M1 000003 8C03 


EFA200457 


E1M10000315C05 


ECO 103240 


S1M10000022C06 


SAU801892 


E3M10000038E03 


EFA202003 


E1M10000315C05 


ECO103241 


S1M10000022C06 


| SAU801891 


E3M10000038G03 


EFA20I984 


E1M10000315C05 


ECO103242 


S1M10000022D06 


| SAU802082 


E3M1 000003 8B04 


EFA201984 


E1M10000315G05 


ECO101183 


S1M10000022F06 


SAU801263 


E3M10000038D04 


EFA200418 


E1M1000O315H06 


ECO100875 


S1M10000022H06 


SAU800543 


E3M10000038E04 


EFA200418 


E1M10000315G07 


ECO 100445 


S1M10000022B07 


j SAU802654 


E3M10000038F04 


EFA200192 


E1M10000315B08 


ECO103237 


S1M10000022C07 


SAU801184 


E3M100OO038A05 


EFA201888 


E1M10000315C08 


ECO103559 


S1M10000022D07 


j SAU801181 


E3M10000038B05 


EFA201165 


E1M1OO00315F08 


ECO104213 


S1M10000022F07 


SAU801193 


E3M10000038B05 


EFA201163 


E1M10000315D09 


ECO 103227 


S1M10000022G07 


SAU800517 


E3M10000038C05 


EFA200192 


E1M10000315D09 


ECO103228 


S1M10000022H07 


j SAU80163O 


E3M10000038E05 


EFA200457 


El M 100003 15E10 


ECO 103233 


S1M10000022A08 


j SAU801618 


E3M10000038F05 


EFA202001 


E1M10000315E10 


ECO 103234 


S1M10000022B08 


SAU802154 


E3M10000038F05 


EFA205285 


E1M10000315G10 


ECO100407 


S1M10000022C08 


! SAU801934 


E3M10000038H05 


EFA202001 


E1M10000315G10 


ECO 100408 


S1M10000022C08 


I SAU801933 


E3M10000038B06 


EFA201163 


E1M10000315C12 


ECO 100757 


S1M10000022D08 


SAU800173 


E3M1OO00038FOG 


EFA202012 


' E1M10000315F12 


ECO103161 


S1M10000022F08 


SAU800517 


E3M10000038G06 


EFA202006 


E1M10000316D01 


ECO101026 


; S1M10000022G08 


SAU801597 


E3M10000038H06 


EFA201886 


El M 100003 16B02 


, ECOl 03775 


> S1M10O0OO22H0S 


A SAU801354 

1 n A T TDAAHfM 


E3M10000038AO"? 


EFA20080S 


E1M1O00O316DO2 


! ECO103101 


. S1M10000022DOS 


>| SAU800491 


E3M10000038BO*/ 


EFA202013 


E1M100OO316EO2 


, ECO10322C 


) S1M10000022EOS 


M SAU801727 


E3M10000038CO1 


' EFA20059C 


) E1M1 00003 \6E0: 


I ECO103221 


S1M10000022EOS 


M SAU801726 


E3M10000038E01 


EFA20045' 


^ E1M10000316H0^ 


[ ECO103161 


S1M10000022EOS 


> SAU203732 


E3M10000038FO' 


EFA20188I 


\ E1M10000316AO; 


> ECO10326f 


i S1M10000022BK 


)| SAU801184 
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Clone Name 


Gene 
Locus ID 


Clone Name 


Oene 

T f\ y^lio III 

X-pOCUSIL/ 


Clone Name 




EjMIOOOOUjouu/ 


"DT7 A imi HH 


F 1 A/ 1 AAAAT 1 /^FA^ 
XI lMiUUUUJ lOrVJ 


FPOl 09SSS 

XlOvy 1 UZJ J J 


S1M10000022B11 

O 1 LVl 1 Ul/WUVii>iXv 1 1 


SAU800491 


lijMt UUUUU JoUU / 


C?T7 A OA"71 


P \ \A\ AA0A1 1 ^FOS 
niiYiiuuuuj xoruj 




S1M10000022C11 


SAU801760 


n^x/ri aaaaairtjta7 

xiJlYl i UUUUU JoriU / 


FFAOAI QR1 
iir/iuiuiyoi 


F1 M1 0000^ 1 finOS 


ECO 103264 


SIM10000022D11 


SAU802510 


TJiX/f 1 aaaaa'iq a as 
XiJlYLlUUUUUJaAUo 


FF A 9A71 7 A 

xir</\zuxi /U 


F 1 M 1 AAAO"^ 1 ^GOS 


FCO103265 


S1M10000022F11 


SAU800391 


XiJMIUUUUUJoJDUo 


FF A9A7AA1 
Xir-rVZUZUU 1 


F1 Ml 0000^1 6A08 


FCOl 03263 


S1M10000022H11 


SAU801733 


K"2X/fi aaaaairtjar 

XiJM I UUUUU J oDVO 


FFA9A9AA1 
nr/vzuzuu i 


F 1 M 1 0 A0m 1 


ECO 103220 


S1M10000022A12 


SAU801263 


niA/f i aaaaairfar 
Xi J IVl 1 UUUUU j 0 liUo 


FF A9A1 £6Q 


F 1 M 1 0000T 1 6R09 


ECO101686 


S1M10000022B12 


SAU801263 


FlAvTI AAAAA1ST4AR 

xi J M I uu u uu j o xi u o 


FFAOA1 SR^ 


F1 A/T1 0000^1 6F0Q 


ECO 101 324 


S1M10000022G12 


SAU801184 


TJ"3\vr 1 AAAAA^Q A AQ 

bi M 1 UUUUU j o AUy 


cr azu 1^x0 


F1 IVfl 0000^ 1 tfFI t 

XlllVllUUUUJ ltJJZ(l I 


FCOl 03230 


S1M10000023B01 


SAU801355 


bJM lUUUUUJohJUy 


FF A OA1 A/ 1 
Xir AzU 1U41 


F1luT1 AAAH^I <^F1 1 
lii iviiuuuuj loiii i 


FGO 1039^1 


S1M10000023D01 


SAU801644 


"COA/f 1 AAnnAT QTTAO 

bjMi uuuuu jo ruy 


FF A T AAA^O 
Xir AZUUOOZ 


F1M1 0000^1 7P01 
liiivi iuuuuj i /v^ui 


FCO 1 04026 


S1M10000023E01 


SAU800542 


T7QA/f 1 AAAAA1PEJAG 

xi J M I UUUUU J otiuy 


FFA 0A999^ 
xir Azuzzzj 


F 1 X/f 1 0AAA1 1 7G09 

JD L Ivl 1 v/UuuJ I / Uvfc 


ECO 103886 


S1M10000023G01 


SAU800304 


T?71\/f 1 AAAAA7R A 1 A 
lLs> M 1 UUUUU J oA 1 U 


FFA9A1 QR7 
Xj"/\ZU 1.70 / 


F 1 iVf 1 0000^ 1 7D0^ 


ECO 103 243 


S1M10000023C02 


SAU802245 


F1M1 AAAAA1RP1 0 
JE JlVl 1 UUUUU J OV^ 1 U 


FFA7D04S4 


E1M10000317F03 


ECO 100023 


S1M10000023C02 


SAU802244 


F1M1 AAAAAlRni 0 
XiJIVl 1 UUUUU J Ol/ 1 U 


FFA9A9917 


F1M10000277D01 


ECO 1039 19 


S1M10000023G02 


SAU800490 


fimi aooaoirfi o 

xij ivii uuuuu j or iu 




E1M10000277G01 


ECO202238 


S1M10000023G02 


SAU800491 


F1M1 00A001RW1 0 
Xi jivi l uuuuu J on i u 


FFA 9A0491 


F1M10000277F02 


ECO101259 


S1M10000023G02 


SAU203500 


F1M 1 AAAAA1R A 1 1 
XiJM XUUUUUJo A 1 1 


FFA901 QS1 

XIFAZUIJ'O A 


F1 TVf 1 0000277G03 


FCOl 02764 


S1M10000023H02 


SAU800528 


TJ^TV/f 1 AAAAATQT31 1 

cjMIUUUUUJoxj 1 1 


FF A9AAA^7 
XiX 1 AZUUHj / 


F11UT1 0000977 AOS 


FCOl 00757 


S1M10000023B03 


SAU801900 


RIAA 1 AAAAAICni 1 

XiJMAUUUUUJoJJI i 


FFA9A9A1 9 
xir AZUZU1Z 


Fl \/f 1 0000977F0S 

C L JVl 1 UUU UZ / / }JvJ 


FCO 103 100 

UV^Vy 1 UJ 1 UU 


SIM10000023B03 


SAU801899 


"ntnVifl AAAAA'JQT? 1 1 

xij M 1UUU UU J oxil i 


FF A 9AA^77 
xir azuuo / / 


P1 Tv/TI 0000977P07 
XI 1 IVl 1 uuuuz / / v>U / 


FCO1001 35 

LV/U 1 UU i J J 


S1M10000023D03 


SAU800528 


C"2TV/f1 AAAAAlOtTI 1 

JLiJiVl lUUUUUJor 1 1 


FF A9A1 Q78 


F 1 Ml AAA0977F07 
XI liVH uuuuz / /X1U/ 


FPO101 014 

XJV>W 1U 1 U J*T 


^1 Ml 0000023G03 

kj 1LV1 A UUuUUiJVJUJ 


SAU800528 


CJ\/f 1 AAAAAQC/^1 1 

xiJMi UUUUU Jovjl 1 


FFA 9AAS1 1 
tSF A^zUUo 1 1 


Fl Ml AAA0977GA7 

XI 1 LVl 1 UUUUZ / / VJU I 


FPO103934 


S1M10000023D04 

ij xirl x uuvwvwL/in 


SAU802247 


ThITv/TI AAAAA3QT-T1 1 

rLJMl UUUUU J oil 1 1 


FF A9A1 1 
Xir AZU 1 10 j 


Fl M1 AAA0977G07 

IZi 1 LVl 1 UUUUZ / / VJU / 


FPO103935 

XJV>W 1UJLJJ 


SI Ml 0000023 E04 

O 1 LVl 1 UUWUiiJ uW" 


SAU801760 


F1M1 AAAAA1RP1 9 
Xi J ivl 1 UUU U U J o U 1 z 


ctja 9A91 6R 
xir /\zuz l Oo 


Fl iVT1 00009 7 7G07 

XI 1 IVl I UUUUZ / / VJU / 


FPOl 03236 


S1M10000023F04 


SAU800952 


F1M1 AAA0O1RH1 9 
XIJ 1Y11 UUUUU J 01-/ 1Z 


FFA 90041 R 


Fl Ml 0000977AOR 

JDl LVl LUV/vuc / I r\\JQ 


ECO 103 881 


S1M10000023F04 


SAU800951 


F1M1 AAAAA1QRA1 

jsjivii uuuuu j you i 


FF A9AAR1 1 
xir azuuo l i 


Fl Ml 0000977 A0R 

XJ 1 IVl 1 UUUUZ / / t\\J o 


FGO 103 882 

XJV^Vy 1UJOOL 


S1M10000023A05 

O L1VLL wVJUUUX(J/xv/J 


SAU800490 


P1M 1 AAAAA1QFA1 

xijivx i uuuuu jyxiu i 


FF A9AASTR 
cr AZUUJ JO 


F 1 Ml 0000977P0R 

XI 1 IVl 1 UUUUZ / /VvUO 


FPO! 03606 

XJVjV-/ 1UJU7U 


S1M10000023A05 

O 11V1 1 UUUuUiiJAUJ 


SAU800491 


F1M1 AAAAA1QFA 1 
xjjivii uuuuu jyr\j i 


FFA9AA4S7 


F 1 M 1 0000277rOR 


FPOl 03697 

DVjU 1UJU7 / 


S1M10000023A05 

ij 11 vi 1 uuuuuiijrkvj 


SAU203500 


F1M1 AAAAAlQPtfll 

xj jivi i uuuuu jy\ju i 


FF A9A0RA7 
xir azuuou / 


F 1 M 1 0000977P 1 A 

XI 1 IVl 1 UUUUZ f f D k\J 


FPO103R39 


S1M10000023D05 


SAU800537 


F1M1 AAAAA1Q A A9 
XiJIVl 1 UUUUU Jl/AUZ 


FF A9A1 1 94 
Dr AZU i 1ZH 


F 1 Ml 0000977R 1 0 

X111V11 UUUUZ / /X31U 


FPOl 03 R3 3 

Ii\jU 1 U J OJJ 


S 1 Ml 0000023D05 

O 1 IVl 1 UUUUUiJL/VJ 


SAU800536 


F1M1 0A0A01Q AA? 
XI J 1Y1 1 UU U U U J > /-VUZ 


FFA9A1 1 99 
cr a/v i lzz 


F 1 M 1 0000977H 1 0 

U L1V1 lUUUwZ / / ULU 


FPO103991 


S1M10000023H05 

\j L IVl L UUUUU4JI 1UJ 


SAU801426 

LJ / \ W OU l*Ti-\/ 


poyi aaaaaiqpa9 
xuivi i uuuuu jy^uz 


FF A9AAR49 
xir /vzuuotz 


F 1 M 1 0000977F 1 1 
Xj 11Y11 UUUUZ / /XjII 


FPOl 03 5 50 

JuvjU 1 Uj JJ7 


S 1 M 1 000009 3Pr06 

O 1 LVl 1 UUUUUZ-JVJUU 


SAT 180 1354 


F1M1 AAAAOIQTW? 

XI J IVl 1 UUUUU J JLJ\J£ 


FFA9A1QQ7 

DrAAU 11/,/ J 


F1M1 000097RO01 

XJ 1 LVl I UUUUZ / OVJ U 1 


FPOl 03940 

UV^VJ LUJZ'tU 


• S1M10000093H06 

O 1 LVl L UUUUUZrJl 1UU 


! SAIJ800547 


F1M1 0AA0A1QFA9 

L-4 JIVI 1 \JUU\J\JjyiZKJA 


FFA90041 R 
xir/\zuu*t io 


F 1 M 1 000097RG09 

XI 1 IVl 1 UUUUZ f OVJUZ 


FPOl 03990 


S1M10000023B07 

L> L LVl 1 UUUvUXJL>U / 


SAU801572 


piui AAAAA1QFA9 
JD jiyi i uuuuu jyruz 


FFA9AAR^0 
xir azuuoj-7 


F 1 M 1 nnOA97RG09 

XI 1 Ivl 1 UUUUZ / OvJUZ 


FPOl OT791 


^1 M1 000009 1O07 

01LV11UUUUUZJJ-/U / 


SAU801 181 
urvu ou 1 l 0 l 


fimi aaoaaiqga9 
x_> j ivi i u u uu u j y vj uz 


FFA9AA1 09 
cr r\ZUU ll/Z 


F 1 Ml 0n0097RR04 

XJ 1 IVl 1 UUUUZ / O-DU't 


FPOl 09 553 


S1M10000093F07 

O 1LV1 1 UUUUUiJijU / 


SATI801 181 


F1M1 0AA001QT4A9 

XI JIVI 1 UUUUU J7X1UZ 


FFA9A9AA1 
nr rizuzuu i 


F 1 Ml 00009 7RP04 

XJ 1 IVl 1 UUUUZ / OJJU*T 


FPOl 09554 


^ 1 Ml 0000091F07 

O ILYl 1 UUUUUZ Jl U/ 


SATI802750 


F1M1 OAAAO10RO1 

XU1VX i.UUUuv/J7DUJ 


FFA9A9AA1 
xir rvzuzuu i 


F 1 M1 A00097RW0^ 

XJ L 1YX 1 UUUUZ / OliUU 


FPOl 01949 

JDVyVJ 1UJZHZ 


SI Ml 0000091Pr07 

O 11V11UUUUUZJ\JU / 


Q AUK01201 


F 3 M 1 AAA A A 1 0H A 3 
x_o ivl 1 UUUUU 3 yu\jo 


FFA 9004^4 
nr Azuu'f j*+ 


Fl Ml A00A97R AA7 
Xi L IVl 1 \j\j\J\JZt I OrVU / 


FPOl AAAOS 
xjvvW i uuuy j 


1 Ml AA00A91RA7 

O 1 IVl I UUUUUZ JXTU / 


SATIS00537 


FIMI 000001QF01 
CjOxyi i uuuuu jyct\jj 


FFA909^7R 


F1M1 A00097RP07 

XJ 1 IVl l UUUUZ / O V-/U / 


FPO101R00 

DUU LUJOv? 


ciiui 000009 IPMiR 

O 11V1 L UUUUUZ JJJ»UO 


SATTR09945 


FIMI nOOOOlQFAl 

XJ JiVl 1 UUUUUJl?r U J 


FF A9AA^^R 
xir /\zuu j j o 


Fl Ml O0AO97RGAR 
xiiivi i uuuuz / Oouo 


FPO 1 01 1 00 

XjV-^VJ 1UJ 1UU 


<S1 M1 0AAAA91RAR 

O liVl L UUUUUZ J DUO 


SATT809944 

O/xVJ OUZZ*t*t 


F1M1 AAAA01QFA1 
xi jivx i uuuuu jyr\jj 


FFA9A^AA1 
xir /\zujuo i 


F1 Min00097RR1A 
xi i ivi i uuuuz / on i u 


FPG1 01 170 
XivvVJ 1U 1 J /U 


^1 Ml AAAAA91HAR 
0 1 IVl 1 UUUUUZ JX-/U0 


^ATTRAl 154 

OAU OU1 J J*r 


FlM 1 AAAAA1QRAA 
G JIVI 1 UUUUU jy.Du*f 


FF A 9A1 QQ7 

xir AzUiyo J 


F 1 \A 1 APIAA97BXJM A 
Xi 1 JVl 1 UUUUZ /oxliu 


EPA1 A1 O/CQ 

xiou lui joy 


Q 1 A/T1 AAAAA91FAR 
0 1 ivl L UUUUUZ Jr UO 


S AT TRA971 A 
oAUOUz / 1** 


Rtyi AAA001QRA4 
Xi JIVI 1 UU UU U J1/X3 UH 


FFA9A1 QR9 
lir Azuiyoz 


F1M1 AnnA97RR1 1 
Xi 1 IVl 1 UUUUZ /OD 1 1 


FPOl Al 194 
XjvA/ IU 1 JzH- 


Q1 Ml AAAAA91GAR 
0 1 1VJ. iUUUUUz JOUO 


0 ATTRA1^44 
0 AVJ OU 1 OHH 


p7yi AAAAA1QPAJ. 
XI JIVI A UUUUUJi^UH 


FFA 9A1 QQQ 

xirAzuiy>!7 


F1 Ml AAAA97RTT1 1 


FPPil AA91 1 


Q 1 1UT1 AAAAA71 A AQ 
0 1 IVi 1 UUUUUz J AUy 


q AT TRA9A7^ 
oAUOUZU / J 


F^Ml AAAAAIOnAJ. 
szd ivi i uuu uu o y u uh 


FF A 9AA4^7 
Xir Azuu*tj / 


F1 M1 AAAH97QGA7 
rllmlUUUUz / VvjUJ 


FPGl AARR^ 
X1U.L/IUU00O 


Q 1 A./T 1 AAAAA77R AQ 

0 11V1 1 uuuuuzJrsuy 


0 AT TRA9A7^1 
0AU0UZU / J 


E3M10000039C05 


EFA205225 


E1M10000279C05 


ECO 103243 


S1M10000023D09 


SAU802249 


E3M10000039E05 


EFA200192 


E1M10000279G05 


ECO103886 


S1M10000023D09 


SAU802248 


E3M10000039G05 


EFA202378 


E1M10000279E07 


ECO103881 


S1M10000023G09 


SAU802273 


E3M10000039A06 


EFA200457 


E1M10000279E07 


ECO103882 


S1M10000023H09 


SAU802075 


E3M10000039B06 


EFA200807 


E1M10000279H07 


ECO100885 


S1M10000023B10 


SAU800367 


E3M10000039C06 


EFA202217 


E1M10000279F08 


ECO103624 


S1M10000023C10 


SAU802545 



262 



WO 02/077183 PCTVUS02/09107 



Clone Name 


Gene 

T ApncTO 


Clone Name 
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Locus ID 


Plone Name 


Gene 
LocusID 


fim i oooooiQno6 

CMYL iUUUUUJy.LMJO 


FFA90041R 


F1M10000279F08 


ECO 103 625 


S1M10000023D10 


SAU801645 


p-iyi oooooiqfo6 

DJlvi 1 UUUUU J7.TU0 


FFA90S99S 


Fl Ml 0000279 A09 


ECO 103097 


S1M10000023E10 


SAU802130 


tijivi i uuuuuj>y/\u / 


FFA?00^9fi 


F1M10000279R09 

LJ X XVI X WUv* 1 sO\J.s 


ECO103883 

JL*j \y V*/ A v*>UUfc/ 


S1M10000023F10 


SAU800591 


FTiun oooooiqro7 

COM 1 UUUUU J7DU / 


FFA900900 


F 1 M 1 0000279B09 

L-j 1 XVX X WVVVi / 7X/Vy 


ECO 103 884 


S1M10000023H10 


SAU801618 


F1\yf1 OOOOOIQfW 
JDJlYll UUUUU OS^U 1 


FF A 9 001 09 


E1M10000279C10 

i— . X XVX X vvvvL / ^ V*» X V 


ECO103181 


S1M10000023A11 


SAU802249 


■c3\/ri ooooo^or*07 
cjivlx uuuuu jy\->u / 


FFA900T 10 


F 1 M 1 0000279D 1 0 

Uj 1 XVX X \J\J\J\J4* 1 J l~J 1 \J 


ECO103181 


S1M10000023A11 


SAU802248 


F11\A 1 OOOOOI QF07 


FFA909914 


F1M10000279E12 


ECO103884 


S1M10000023B11 


SAU800259 


000001QF07 
co ivi i uu uuu j y r u / 


FF A 70081 1 


E1M10000280C01 


ECO104092 


S1M10000023C11 


SAU800591 


FIAyf 1 OOOOOIQGfn 


FFA200192 


E1JVI10000280C01 


ECO104093 


S1M10000023E11 


SAU802154 


F1A/f1 000001 QTI07 
njivi i uuuuu j^riu / 


FFA90916R 


EIM10000280G01 


ECO 102299 


S1M10000023F11 


SAU800742 


roAJi 000001 0 A 052 
c J lvi i uuuuu J yz-wo 


FFA901999 


F1M10000280B02 


ECO103586 


S1M10000023G11 


SAU800259 


T?oA/f t nnooo^QROfi 
CJxYl lUUUUUjyJoUo 


FFA901 989 


F1M10000280C03 

JJ/XIVX IWUvfcOvvvJ 


ECO 100069 


S1M10000023A12 


SAU801901 


biM IUUUUU3VOU5 


up A909001 


F1M1 0000980rOS 

Xil lvl X vVUvAOvvv J 


ECO 103 878 


S1M10000023A12 


SAU801900 


ti jWi l UUUUU^yiiUo 


FFA901 041 
xjr niU lUH 1 


Fl Ml O00O9ROP0S 


ECO204942 


S1M10000023B12 


SAU802496 


T3^A/fl OftOOO'JQFOQ 

cjMI UUUUU jjrUo 


PFA901 QOQ 


F1M10000280FQS 


ECO 100095 

I_j V_/ v-/ L \J\J \J S ~J 


S1M10000023C12 


SAU800962 


cjM lUUUUUjyrtUO 


FFA901 R7S 


F1M1 0000980 A06 


ECO 103263 


S1M10000023D12 


SAU802154 


T71K4 1 OOOOO1QW0R 


FFA901S69 


l_v i IVX X UUwuwUvJJvw 


ECO101591 


S1M10000023F12 


SAU800591 


Fllwfl OOOOOIQttOQ 


FFA900T10 


F1M10000280H06 

JJ/ 1 iYX X vVUvfcUVl XW 


ECO 103 23 1 


S1M10000024D01 


SAU800453 


c-iyi 0000019P0Q 


FFA909160 


E1M10000280A07 


ECOl 00997 


" S1M10000024A02 


SAU802233 


F1M1 0000019009 


FFA90081 1 


E1M10000280C07 


ECO 1032 19 


S1M10000024C02 


SAU800699 


FTM 1 0000019 A 1 0 


EFA200239 


E1M10000280G07 


ECO 100 170 


S1M10000024D02 


SAU800517 


u-iiwri 0000019 A 1 0 

E. JlVl 1 UUUUWJ7A I U 


FFA200240 


E1M10000280E08 


ECO100886 


S1M10000024F02 


SAU802510 


fimi 000001QC1 0 


FFA201999 


E1M10000280F08 


ECO 10265 5 


S1M10000024H02 


SAU800006 


FlX/fl OOOOOIQfrl 0 
OxVi 1 UUUUU jy\J l U 


RFA901047 


F1M10000280C09 

X_> XXVX iUvvv4iOyvV7 


ECO103263 


S1M10000024D03 


SAU801663 


F1M 1 OOOOOIQA 1 1 




F1M10000280H09 


ECO 103097 

XjV>V_r k \J ~1 \J S 1 


S1M10000024E03 


SAU800006 


T71A/f1 0000019R 1 1 
12 J JYli UUUUU jyo 1 I 


RFA90916R 


F 1 M 1 0000280P 1 0 

XZ» 1 IVX 1 UUUUi.OuV/ X V/ 


FCO103219 


S1M10000024F03 


SAU801678 


p-iAyri 000001Q1-T1 1 
eoiyi i uuuuu jyn i i 


FFA901 R7R 

DrA.<&V/ 10/0 


F1M10000280C1 1 

XL X IVX X WUUiiUUV/ X X 


ECO103243 


S1M10000024A04 


SAU800006 


fimioooooiqwi 1 

c jjvi i uuuuu oyn 1 i 


FFA901R69 


F1M10000280DI 1 

Xj 1 1V1 X WW*»OV/i-' X X 


ECO 102304 


S1M10000024C04 


SAU801567 


F1M1 0000040R01 

Lj JIYIXUUUUU'tUXJL/ 1 


FFA2003S8 


El Ml 000028 OH 11 

i— < XXVX X Uwvw*iUuil X X 


ECO102267 


S1M10000024D04 


SAU800304 


F1M1 0000040F01 


FFA201886 


EIM10000280H11 


ECO 102266 


SIM10000024H04 


SAUS00509 


F 1M 1 0000040G0 1 

XJ/JXYXX uUUwv'TUvJl/ 1 


FFA201983 


E1M10000280F12 


ECO103220 


S1M10000024B05 


SAU800118 


F1M1 00000401109 


FFA2004S4 


F1M10000280F12 

J-* X XVX X\/V/V/v/^0\/X lAi 


ECO 103 221 


S1M10000024E05 


SAU802231 


F1M1 0000040P09 

JC/J 1Y1 i UUUUUHUv^U^ 


FF A 90? 

XJrX nZiU^iUO 


F1M10000281B01 

Xv Xivx x uuuViii; 1 xjv x 


FCO103881 

X_/V_/ LuJUU X 


S1M10000024E05 


SAU802230 


F1A/T1 OOODOAOfrO? 
C J lvl 1 UU U U U*rU VjU X 


FF A9010R7 


F1M10000981R01 
xj x ivx x uuuvZiO x xj\j x 


FCOI 03880 


S1M10000024F05 


| SAU801526 


F1M1 0000040O09 

CJlVll UUUUUHVVJUZ. 


FFA9010R4 


F1M1 0000281 C02 

Xj X1YX X UUUUilO I VUt 


FCOI 0201 7 


S1M10000024G05 


SAU802231 


F1X/T1 0000040W09 

IIOIVI 1 UUUUUHUIxU^ 


FF A 900677 


F 1 M1 0000981 P09 

X-/ 1 IYX X UuUvaO X vUi 


FP0 10201 8 


S1M10000024G05 

O X1VX X UvvWi^VJvJ 


SAU802230 


F1M1 0000040AO1 

J JV1 1 UUUUU*tU/\U J 


FFA9007H 


Fl M10000981T03 

Xj X IVX X UWUUlO IvuJ 


FCO101513 


S 1 M 1 0000024B06 

VJ X XVX X WvvV»("X/vv 


SAU800547 


F1M1 0000040R01 


FFA202170 


El Ml 0000281 D04 


ECO101346 


S1M10000024E06 


SAU800118 


F1M1 0000040D01 


FFA200538 


E1M10000281D04 


ECO101515 


S1M10000024G06 


SAU800118 


F1M1 0000040F01 


FFA202160 


F1M10000281E07 

Lj X IVX Xv/V/V/V/^O X i-d\J / 


FCOI 03480 


S1M10000024H06 

\j x i»x 1 yyyyyiiTi xv/v/ 


SAU800304 


E1M1 0000040H01 

x-zjiyx x yvuuv"vii\/j 


FFA200179 

x*/X niuu 117 


E1M10000281E08 

X> X IVX X WVUiiO xx^vo 


ECO 104248 


S1M10000024A07 


SAU800517 


F1M1 00000401104 


FFA20916S 


Fl Ml 0000281 H09 

X-r X1VX X VUUU^O X XXU7 


FCOI 03668 


S 1 M 1 0000024C07 

\J XXVX lv/WUV/x.*tVv/ 1 


SAU800966 


F1M1 0000040004 

Er J 1Y1 1 UU UU UHUVJV** 


FFA900R41 


F1M10000981B10 

C11VX IXJ xU 


FPO101S81 


R 1 M 1 0000094F07 

O X XVI 1 UUwvit XJ/V-' / 


SATJ800966 


F^MI 0000040R04 
.co ivi 1 uu uuu < +unu < T 


FFA90I098 


FlM1000098ini 1 

XJ l lvl 1 UUUU/.0 1 u 1 1 


PPD 1049^7 


9 1 M 1 0000024G07 

O X IVi 1 UuUUuti'TUU 1 


vSAU802612 


F1M1 0000040T404 

LZi J1Y1 1 UUUUU*tUx1U*t 


FFA901041 


F1M10000981G1 1 

LZ 1 lvl lUUUUi^O l\J I 1 


Fro 1 01696 

CUU iUJvJ^U 


<s1 Ml 0000094R07 

O llvl 1 \J\J\J\J\J&Hxx\J 1 


SATJ801081 


F1M1 0000040 A 0^ 
COiYl lUUUUUHUr^U^ 


FFA9091 fiR 
xjr /\zuz 1 u 0 


F 1 Ml 00009R1 fr1 1 

Xj 1 1Y1 lUUUUiO i. W 1 1 


ppn 1 01697 

DvvU lU«?U-7 / 


ciyi 0000094A08 

O 1 1V1 1 UUUUU A*t/\UO 


^ ATI800641 


Fllvf 1 0000040HO*; 


FFA90901 ^ 
xir A/uzu 1 _) 


F1A/T100009R1 Fil9 

Xj X lvl 1 UUUU/.0 lUu 


PPO 109671 


eiyi O0O0094R0R 

O 1 1V1 1 UUUUU A>*+x>UO 


51 AT 1801 408 


F'lIWT 1 0OOO0A0T*O<\ 
lLj lvl 1 UUUUU^UdUD 


X7T7 A 00701 ^ 
CjC AZUZU I J 


pi iv/f 1 HO0O7Q1 "Pi 0 
xiliYllUUUUZolr iZ 


ppni ooaa^ 

liV^Vj 1 UU*r^fJ 


^ 1 1WT 1 OOOOO? AFOR 
0 1 lvl lUUUUUZ*f CUo 


e ATTROO^I 7 


E3M10000040C05 


EFA200805 


E1M10000282D01 


ECO 102274 


S1M10000024F08 


SAU800491 


E3M10000040G05 


EFA202003 


E1M10000282F01 


ECO 101729 


S1M10000024G08 


SAU800453 


E3M10000040H05 


EFA201028 


E1M10000282D02 


ECO103186 


S1M10000024G08 


SAU200237 


E3M10000040H05 


EFA201041 


E1M10000282A03 


ECO 102346 


S1M10000024H08 


SAU800524 


E3M10000040B06 


EFA202136 


E1M10000282F03 


ECO 102749 


S1M10000024H08 


SAU800523 
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Gene 
LocusID 


Clone Name 


Gene 
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Clone Name 


Gene 
LocusID 


E3M10000040C06 


EFA202007 


E1M10000282C04 


ECO102637 


S1M10000024H08 


SAU202690 


E3M10000040A07 


EFA200195 


E1M10000282C04 


ECO102638 


S1M10000024B09 


SAU801511 


E3M10000040C07 


EFA201869 


E1M10G00282E04 


ECO103953 


S1M10000024B10 


SAU801905 


E3M10000040G07 


EFA202170 


E1M10000282F04 


ECO103160 


SIM10000024D10 


SAU802245 


E3M10000040G07 


EFA202168 


EIM10000282H04 


ECO103884 


S1M10000024D10 


SAU802244 


E3M10000040H07 


EFA201951 


E1M10000282B05 


ECO 102921 


S1M10000024F10 


SAU801511 


E3M10O0OO40B08 


EFA202378 


E1M10000282F05 


ECO101239 


SIM10000024G10 


SAU802496 


E3M10000040C08 


EFA200677 


EIM10000282H05 


ECO103625 


S1M10000024A11 


SAU802654 


E3M1OOO0O40D08 


EFA200192 


ELM10000282A08 


ECO 100868 


S1M10000024D11 


SAU800700 


E3M10000040F08 


EFA202168 


E1M10000282B08 


ECO 102554 


S1M10000024G12 


SAU802245 


E3M10000040G08 


EFA200660 


E1M10000282D08 


ECO102764 


S1M10000024G12 


SAU802244 


E3M10000040G08 


EFA200661 


E1M10000282E08 


ECO 102868 


S1M10000025B01 


SAU801898 


E3M10000040A09 


EFA200807 


E1M10000282E08 


ECO 102869 


S1M10000025C01 


SAU802154 


E3M10000040B09 


EFA200807 


E1M10000282F08 


ECO 100093 


S1M10000025D01 


SAU801193 


E3M10000040C09 


EFA202174 


E1M10000282G08 


ECO102553 


S1M10000025E01 


SAU801193 


E3M10000040C09 


EFA202176 


E1M10000282G08 


ECO 102554 


S1M10000025B02 


SAU802223 


E3M10000040D09 


EFA201951 


E1M10000282H08 


ECO100197 


S1M10000025A03 


SAU800920 


E3M10000040F09 


EFA202378 


E1M10000282AO9 


ECO 103 884 


SIM10000025B03 


SAU802109 


E3M10000040G09 


EFA200839 


E1M10000282C09 


ECO103160 


S1M10000025C03 


SAU802246 


E3M10000040H09 


EFA201982 


E1M10000282C11 


ECO103237 


S1M10000025D03 


SAU801083 


E3M10000O40HO9 


EFA201981 


E1M10000282D11 


ECO103886 


S1M10000025D03 


SAU801084 


E3M10000040A10 


EFA201981 


E1M10000282C12 


ECO 101 43 8 


S1M10000025F03 


SAU802711 


E3M100OO040B1O 


EFA200457 


E1M10000282E12 


ECO103223 


S1M10000025D04 


SAU800984 


E3M10000040C10 


EFA200192 


E1M10000282G12 


ECO103186 


S1M10000025E04 


SAU800431 


E3M10000040E10 


EFA201983 


E1M10000283D01 


ECO100905 


S1M10000025E04 


SAU100580 


E3M10000040A11 


EFA201041 


E1M10000283D01 


ECO 100906 


S1M10000025E04 


.SAU100905 


E3M10000040B11 


EFA202110 


E1M10000283E01 


ECO103886 


S1M10000025E04 


SAU200260 


E3M10000040C11 


EFA200805 


E1M1 0000283 A02 


ECO 104049 


S1M10000025E04 


SAU501625 


E3M10000040E11 


EFA202221 


E1M1 0000283 A02 


ECO104050 


S1M10000025G04 


SAU800760 


E3M10000040F11 


EFA201208 


E1M10000283B02 


ECO100032 


S1M10000025B05 


SAU802503 


E3M10000040G11 


EFA201984 


E1M10000283H03 


ECO103219 


S1M10000025B05 


SAU802502 


E3M10000040B12 


EFA201987 


E1M10000283B04 


ECO103219 


S1M10O00O25C05 


;SAU802246 


E3M10000040C12 


EFA200677 


E1M10000283B05 


ECO 1032 19 


S1M10000025F05 


SAU802586 


E3M10000040D12 


EFA200192 


E1M10000283G05 


ECO 103264 


S1M10000025F05 


SAU802585 


E3M10000040E12 


EFA202007 


E1M10000283G05 


ECO 103265 


S1M10000025H05 


SAU800548 


E3M10000040G12 


EFA202015 


E1M10000283A06 


ECO101259 


S1M10000025B06 


SAU801183 


E3M10000041C01 


EFA201888 


E1M10000283F06 


ECO 100522 


S1M10000025B06 


SAU801182 


E3M10000041B02 


EFA200457 


E1M10000283A07 


ECO 103221 


S1M1000002SD06 


SAU801181 


E3M10000041C02 


EFA201208 


E1M10000283G07 


ECO 102654 


S1M10000025G06 


SAU800760 


E3M10000041D02 


EFA200807 


E1M10000283A08 


ECO103881 


S1M10000025H06 


SAU800548 


E3M10000041E02 


EFA200245 


E1M10000283A08 


ECO103882 


S1M10000025H07 


SAU800111 


E3M10000041G02 


EFA200841 


E1M10000283E08 


ECO 103237 


S1M10000025A08 


SAU801018 


E3M10000041G02 


EFA203246 


E1M10000283F08 


ECO 103263 


S1M10000025A08 


SAU801021 


E3M10000041A03 


EFA201920 


E1M10000283B10 


ECO 103227 


S1M10000025A08 


SAU801019 


E3M10000041B03 


EFA201984 


E1M10000283H10 


ECO103607 


• S1M10000025A08 


SAU801020 


E3M10000041D03 


EFA201401 


E1ML0000283B11 


ECO103234 


S1M10000025D08 


SAU800248 
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SAU801515 
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bOU L0Z104 
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FC0 103884 


S1M10000033E12 


SAU800509 


TJiTi/i AAAA A A ATI A/C 

E 1 Ml 0000 1 44B00 


PpA 1 AO A 1 1 


P1 Ml AAAninQFTOzt 


FCO101687 


S11Vfl0000033Gl2 


SAU800537 


TJJ1 T\/T1 AAAA1 AAClCSfi 

biM10000144(jr0o 


XiCU IOJZjo 


FiMinnnoinoFTO^ 


FCOl 03883 


S1M10000034B01 


SAU802654 


"C 1 TVyf 1 AAAA 1 A Af~ir\H 

E1M1 0000 14400/ 


CAA1 A01 A1 
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FCOl 00886 


S1M10000034D01 


SAU800517 


T31 \/C~\ AAAA1 A A A AO 

b 1 M 100001 44 AOo 
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P 1 M1 AAA0inQR07 


FCO101067 


S1M10000034D01 


SAU202623 


P 1 X/T 1 AAAA 1 /t /l A AC 
b 1JVL1 OOUO I44A0o 


prTil Al? 1 8 


Fl Ml n00ftl0QF07 


ECO 1040 10 


S1M10000034E01 


SAU800001 


"CI" XjTI AAAA1 A 

E 1 M 100UO 1 44U JLU 


EA^U 1 UZ L 44 


p i mi AnnniAQp,o°. 


FCOl 001 84 


SliM10000034F01 


SAU801843 


"CI T\/ri AAAA1 /t<PA1 

b 1 M i 0000 14:>b0 1 


CAA1 AlOAA 


P 1 M1 AAAniAQRn 0 . 


FCO1001 85 


^1M10000034H01 


SAU801677 


TJ1 TV/f 1 AAAA1 A<PA1 

blLVl lOOOO 1431101 


pf ai mo/ii 
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FC0 103453 


S1M10000034A02 

kJ X ivx i wuuuj^jrvv*' 


SAU800699 


17 1 A/f 1 AAAA1 /I £TJTA 1 

b 1 M 1 0000 14orlO L 
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F1 Ml AAAfiinQFflR 


FC0 101454 


S 1 M 1 0000034C02 
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SAU801597 


TT 1 A >T 1 AAAA1 / ATJTA1 
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JbUU10jZ4j 


pi m i AnnninQPAR 

C 1 1VL 1 UUUU JUvUjAJO 


FCOO 0441 R 


1 Ml 0000034F02 


SAU801597 


P 1 "\yT1 AAAA1 A £F*AO 

Jb 1 JVL 1 OOOU 140JJ0Z 
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p i mi Annnioonoo 


FCO1011 85 

LiVj V_V lUJ lOJ 


S1M10000034F02 


SAU802599 


T71 Tv/f 1 AAAA 1 y1£PA^ 

b 1 M 1 0000 1 4oE0 j 


T7AA1 AO/CCO 


pi mi nnnniAQA in 


FCO101761 

Ev^U iul / 00 


<s1 Ml 00000 14G02 


•SAU801181 


T71 A/f 1 AAAA1 /1£PA^ 

b 1 M 10UO0 14ob0 j 


DAA1 Al/^CQ 

novjiojojy 


p i mi AfiAninQm 1 


PC0 101084 


m Ml 0000014H02 


SAU800517 


TJ*1 TV/fl AAAA 1 O/IPAO 

b 1 M 1 0000 1 Z4bOZ 


C,v_/U1U3D00 


p i m i nnoni aqh 1 1 
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FCOl 01017 


S1M10000034B03 


SAU800548 


T7 i \ / 1 AA Arv 1 o /l PA1 
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bOUi00i3y 
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: <2ATT800700 
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DAA1 ATOl 1 

ECU 103231 


ni \ j[ i AAAA1 1 Af^AO 
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0 1 IV J, lUv/Ov/VJ jHXxv J 


^AIISOl 517 


n? 1 x /Tt aaaai o>i"ca#c 
E1M10000124E0O 


tT/^PM AOO 0 0 

ECU 1 02/ oo 


b iJVll UUOU j IOLjOZ 


cpAl ATOAA 
Hv^/VJ 1UJZ04 


q i m i nnnnni ApTni 

0 1 IVI 1 UUVUU OHJCIU J 


'^ATISOI 516 


T71 A IT 1 AAAAI O /I "T\AA 

E 1 M 1 0000 1 24D09 


CAA1 AT O AO 

bCU103oU/ 


"C 1 \A 1 AAAA1 1 AT^Al 

blMlOUOUJ IOJJUj 
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lC ^ATT8nni67 


T? 1 TV jT 1 AAAA IOC A AO 

b 1 M 1 0000 1 ZD AOZ 


T7 /-«p\ i A /I O O O 

ECU 10423 / 
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ECO 102309 
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ECO 102764 
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E1M10000121E07 


ECO102310 


EIM10000316D03 


ECO 103878 


S1M10000034H07 


• OAT TOAAA/TI 

SAU 800962 


E1M10000121D08 


ECO103242 
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ECO204942 


S1M10000034A08 


SAU802662 


E1M10000121D08 


ECO103243 
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SAU801701 
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ECO101480 
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SAU802160 


E1M1O0O0129F1O 


ECO102819 


E1M10000316C04 


ECO 103228 


S1M10000034F08 


SAU802464 


E1M10000129F11 


ECO 103394 


E1M10000316H05 


ECO103225 


S1M10000034G08 


SAU800547 


E1M1O0O0126EO8 


ECO103243 


E1M10000316H05 


ECO 103226 


S1M10000034H08 


SAU800511 


E1M10000126F12 


ECO103265 


E1M10000316D08 


ECO 102300 


S1M10000034A09 


SAU802120 


E1M10000126F12 


ECO103266 


E1M1O000316A11 


ECO102612 


S1M10000034B09 


SAU800550 
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ECO100702 


E1M1O000316D11 


ECO101188 


S1M10000034C09 


SAU802161 


E1M10000I27C09 


ECO100135 


E1M10000280A04 


ECO 103424 


S1M10000034F09 


1SAU801264 
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ECO100136 


E1M10000281E01 


ECO 103226 


S1M10000034G09 


SAU801434 


E1M10000127D09 


ECO103217 


E1M10000281E01 


ECO103227 


S1M10000034H09 


SAU802240 


EIM10000127D09 


ECO 1032 18 


E1M10000281G01 


ECO103883 


S1M10000034B10 


SAU800472 


E1M10000137C03 


ECO 100 139 


E1M10000281E03 


ECO103881 


S1M10000034B10 


SAU800473 


E1M10000137C03 


ECO100140 


E1M10000281E03 


ECO103882 
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SAU800317 
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ECO103242 


E1M10000281H03 


ECO103240 
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E1M10000137C04 


ECO 103243 


E1M10000281C08 


ECO 103242 


S1M10000034F10 


SAU800593 
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ECO 103884 
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S1M10000034H10 


SAU800122 


E1M10000137B08 


ECO 102309 


E1M10000282A02 


ECO103884 


S1M10000034A11 


SAU800186 


E1M1OOO0137G09 


ECO101684 


E1M10000284B01 


ECO103881 


S1M10000034D11 


S AU800472 


E1M1O0O0137G09 


ECO1016S5 


E1M10000284B01 


ECO 103880 
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SAU800472 


E1M10000137C11 


ECO 102857 
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ECO 103243 
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SAU801450 
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ECO103244 
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| SAU800453 
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, SAU800601 
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SAU802245 


E1M10000143A12 


ECO100850 
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ECO102827 
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S1M10000035F03 


SAU802309 


E1M10000148B09 


ECO 103 054 


T7i Xifi aaaaaq<T5A7 


CAA 1 0 1 684 


S1M10000035F03 


SAU802308 


E1M10000148H09 


ECO 1027 87 


ri X/ri AAAAAC<r>A7 
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SI Ml 000003 5B04 


SAU800776 


E1M10000155C02 


ECO101324 


T7 t IV /f 1 AAAAA<?<£TA7 


CAA 7 OAOA? 


S1M10000035C04 


SAU8010U 


E1M10000155F04 


ECO 102827 


T?1M1 AAAAA Q <T?A/l 

E 1 M 1 UUwZo D r U4 


DOW lUUUJii 


S1M10000035D04 


SAU800543 


E1M10000155F04 


ECO 102828 


El Ml UUUUZo jUI)4 


RAA1 f|^91 8 


S1M10000035E04 


SAU802368 


E1M10000155B05 


ECO 10 1347 


El Ml00002o5UUD 




9 1 7VT1 000003 5F04 


SAU801096 


E1M10000155B05 


ECO101348 


El Ml 000028 jDOo 


npAi ai roc 


^11^10000035006 


SAU801114 


EIM10000155A06 


ECO 102588 


ElMlOOOOZojoU / 


cr'At A196^ 
DbU IUjZOj 


^11^10000035006 


SAU801193 


E1M10000155C06 


ECO 100702 


ri i \ / 1 AAA A A O C AA7 

EIMIOOUUZojUv / 


caai nnno^ 


S1M1O000035H07 


SAU802207 


E1M10000155C06 


ECO100703 


r"* 1 IV 4 1 AAAAA O CX> AQ 

E 1 M 1 00002 o j r>Uo 


IlOU lvJiuo*t 


S1M10000035H07 


SAU802206 


E1M10000155B11 


ECO 102986 


E1M10000285BO8 


t?^A t AI 


cifv/fl 0000035 A08 


SAU801758 


E1M10000155F12 


ECO101086 


T? 1 TV if 1 AAAA1 0 CAAO 

E1M10000285DU8 


TJPAI A79A9 
tlOw 1U JZ4Z 


<?1M1OO0OO35B08 


SAU802400 


E1M10000152B01 


ECO103263 


T7 1 lv jT 1 AAAA1 O C f~lf\Q 

El Ml 000028 juUo 


E/OVJIUJ / JO 


^1M10000035E08 


SAU600582 


EIM10000152G01 


ECO 100500 


T - * 1 iv K 1 AAA AO OCA/lO 

ElMlOOUUzojAJUy 


tiOvjlUJO /o 


^ 1 M 1 OO0OO35H08 


SAU801084 


E1M10000152GO1 


ECO100501 


p 1 » if i AAAAIOC AA 

ElM100002o5DU9 


TJAA9A/1Q49 
XiOUZvJ4y*tZ 


<?1 Ml 0000035 A09 


SAU801912 


E1M10000152G01 


ECO100502 


•y*» t > / i AAA AO OCTJAA 

E1M1000Q285F09 


TJr'AI AT 
liOU IUZj J J 


^1 Ml 0000035 A09 


SAU801913 


E1M10000152GO3 


ECO 102227 


T» 1 Tv K 1 AA AA1 O C "CAO 

ElMlOOUOZojrUy 


l7/^A1 A? fS/i 
JtiOvJ IUZj JO 


^1M10000035D09 


SAU800984 


E1M10000152F04 


ECO103233 


T? i X /f 1 AAAAA O CT^ 1 A 

E 1 M 1 Q0002 8 5 D 1 U 


TJAA1 AO A 1 Q 


^1M1O000035E09 


SAU800699 


E1MI0000152H04 


ECO 103233 


ElM10000285rlu 


C/^A 1 AT9A9 
JbOUl UJZ4Z 


9!1MinOOO015F09 


SAU800170 


E1M10000152B05 


ECO101324 


v 1 x jti aaaaoo CT3 1 A 

E1M1000O285F1O 


bOU 1UJZ4J 


<J1 M1 OOOOO^SGOQ 


SAU800170 


E1M10000152B06 


ECO 103233 


r< 1 TV A 1 AAAAAO C PI A 

E 1 M 1 0 00028 5 Cj i U 


tJ/^AI A/t AOS 


eiui OOOOO^^HOQ 


SAU800287 


E1M10000152C08 


ECO 103238 


T"» 1 TV iT 1 AAA AO O CT3 1 1 

E1M10000285E11 


JjOv-/ i vJU4 / -) 


o 1 7v>ri nnnnm 5H09 


SAU200106 


E1M10000152C08 


ECO 103239 


"jS 1 X ;T 1 AA AAO O C"C 1 1 

El MlOOUOZoor 1 1 


THpAmiRR^ 


91M1000003SA10 

O 1 1VJL 1 UuWVJJAl v/ 


SAU800170 


E1M1O000152HO8 


ECO 103 624 


I - * 1141 flAAAO nrni 1 

E1M10000285Cj11 


liOVJ lUZDy^ 
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SAU800545 


E1M10000152H08 
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ECO 103625 
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iiUUiuzoj / 
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SAU800545 


E1M10000152E09 


ECO 103528 


*C 1 \#T1 AAAAO0#CDO7 

ElMlUOUUZooJiU:* 




S1M10000035B11 


SAU800545 


E1M1O0OO153HO3 


ECO 103233 


E1M1 UOUuZoo^aZ 




^1M1O00OO35Cll 


SAU800542 


E1M10000153C04 


ECO 102880 


E1M10000286C1Z 




<51M1 onooo^^oi 1 


SAU801697 


E1M10000153E04 


ECO 101583 


E1M10000287H06 


bOUlU4I Jl 


o i tut i aoooo^^hi i 


SAU801697 


E1M10000153F05 


ECO 102847 
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CAT J8O2503 


E1M10000153A09 


ECO 103408 


E1M10000289D04 


T7r^A1 AI /I *7< 


O IJVllUUUUU J JU 1 


9ATJ801740 


E1M10000156D07 


ECO 103237 


E1M10000289D04 


T5AA1A1 A^CI 


C 1 AAAAAISIhI 9 


QATT801 1 03 


E1M10000156D07 


ECO 103238 


E1M100OO289G12 


r?/™ij°v 1 A 1 1 A /I 

ECO101324 


O 1 \A 1 AAAAAl^m 9 




E1M10000156B08 


ECO 103780 


E1M10000293B03 




0 1 iVA I UUUUU JOV^U 1 


9 AT 1801 246 


E1M10000156B09 


ECO 100488 


1 X >T1 AAAATA1DAO 

E1M10000293B03 


CAA 1 A1A17 


q i \ai nonoo^^woi 
o l ivi i uuuuu->onu i 


c AT T802238 


E1M10000156B09 


ECO 100490 


E1M10000293G03 


T?/~»A 1 A 1 T1/1 

ECU1U13Z4 
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CATT800014 


E1M10000156B09 
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E 1 M 1 000029 6H0 o 
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ciyi oonoo^^ri09 

O lIVllUUUUUjOJLJU4r 


•q ATJ801526 


E1M100OO156G12 


ECO 102470 


E1M10000299E01 


xjAAi ni /i Q5 

bou LUi4yo 


o iivAiuuuuuJoriUA 
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Table IC provides a cross reference between PathoSeq Gene Loci listed in Table IB and the 
SEQ ED NOs. of the corresponding PathoSeq polypeptides and the SEQ ID NOs.« of the nucleic 
acids which encode them. Hie Gene Locus IDs provided in Table IC each comprise a nine digit 
alpha-numeric identifier that can be used to determine the organism from which each Gene Locus 
5 and corresponding SEQ ID NOs. were identified. Specifically, the first letter of the Gene Locus ID 
corresponds to the first letter of the genus name of the organism described herein from which the 
Gene Locus was identified and the second and third letters of the Gene Locus ID correspond to the 
first two letters of the species name of this organism. For example, the identifier EFA205257 
describes a gene locus identified from Enterococcus faecatis. In those instances where the three 
10 letter identifier is the same for different organisms, the exact identity of the organism which 
corresponds to the Gene Locus ID can be determined by referring to the organism designation in the 
sequence listing for the coding nucleic acid or polypeptide SEQ ID NO. that corresponds to the 
particular Gene Locus ID. 
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jvJrJN 204465 


7220 


AlAflA 

43404 


"CUXTO A/1 /I A/1 

KJ J N2044o4 


7221 


A 0/1 A< 

4341D 


"^PXTOAI oon 

ivxjNzuiyyu 


Tin 

mi 


A1A A A 
434U0 


VDXTO AO AO ^ 

JsJ j JN20302j 


OOOO 

1115 


/I 0/1 AO 

434U/ 


T?"DXTOA0/107 


7224 


A1A AQ 

434Uo 


i^Tjvro ao o 1 n 


7225 


X 0/1 AO 

43409 


VDTvTO A AOAO 

KrIM30U9o9 


7226 


ylOyl 1 A 

43410 


KrN20154y 


7227 


/l 1A 1 1 

43411 


VTYKTO AO AO0 

KFN2039/3 


7228 


43412 


X^mri AOAQQ 

KrN10o09y 


7229 


A O /I 1 O 

43413 


f"DXTOAOO< ^ 


TOO A 

7230 


43414 


V DXTO A 0 ^ 0 /I 

KriN203534 


Til 1 

/251 


4341D 


XTDXTOA/l^QA 


OOOO 

1151 


43410 


VDTVTOAOOAA 

lvrlNZlNJZ40 


Tin 


A1A 1 O 

4341 / 


VDMOAOriJM 
JSX1NZU3UB4 


7234 


A 0/1 1 0 

43416 


VDTvTOAAAQ^ 

J^rJNZUOOoj 


7235 


/11/1 1 A 

43419 


VDKT0A01 /I A 

JsJTn 2U3 140 


7236 


/10/IOA 

43420 


VDXTOAA/I CO 

KrJN2004jy 


7237 


43421 


VDTvTO A A/1 A A 

JvxJNZUU40U 


7238 


43422 


i/n\n a AO A A 

KJrM20o30U 


7239 


/IO/IOO 

43423 


"D A TJOA1 ZA A 

FAb20lD40 


TO j1 A 

7240 


/10/IO/i 

434Z4 


Tl A T70AO/IOO 

rAb202422 


7241 


/I0/1OC 

43425 


T> AT71 A A/1 1 A 

rA±il004lO 


7242 


/IO/IOA 

43420 


T» A T7TA/1 AAO 

rAli204y92 


*70/i o 

7243 


ylO/lOO 

4342/ 


T> A T7OA0A0O 

rAb203039 


7244 


/IO/IOO 

43428 


T) A "DO AO AO Q 

rAli203U3o 


7245 


/io <nn 
43429 


r> a Tj-iA/lO AO 

rAli204Zo2 


7246 


43430 


PAE204064 


7247 


A1 A1 1 

43431 


PAKZ04269 


7248 


43432 


PAE204270 


7249 


43433 


PAE203045 


7250 


43434 


PAE204248 


7251 


43435 


PAE204249 


7252 


43436 


PAE205294 


7253 


43437 


PAE202311 


7254 


43438 


PAE203158 


7255 


43439 


PAE204883 
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1 AO AO 

19263 


ZS.AA1 
JJHHf 


JtJ.D^/lUUOOO 


19264 


jj44o 


Iil30iUUO/Z 


19265 


SKA AQ 
Jj44y 


UJRpI AAAOO 


1 AO A A 

19266 


CC/1 CA 


CX5L/1UU005' 


1 AOAO 

1926/ 


<^/t^ 1 
3j4j l 


C JJ I WU77 


1 AOAO 

1926b 


jj4jZ 


IllJV^lUU /wz 


19269 


ska ^o 


RTDPI AAOAO 


1 ATTA 

19270 


CCACA 

Dj4j4 


TJUP1 flfk7fiA 


19271 


jj4j3 


CDf 1 A AO A A 

HUU 1UU /UO 


1 AOOO 

192 11 


JD4D0 


prjpi AA717 


1 AOO0 

192/3 


Dj4j / 


PTppi AAOOO 
CDL 1UU /ZO 


1 OOO/I 

iyz /4 


jj4jo 


cop 1007^1 


1 QOO^ 

iyz/:> 


CC/ICA 

DD4jy 


PP»P1fifi7^ 

EiIDL/ IVJLf / O J 


1 QOOA 

iyz/o 






192/ / 


^*\AA1 
j j401 


pop 1 AAOAO 


1 AT70 

192/5 


jj40Z 


pTJpl AAOOI 


1 AOOO 

192/9 


JJ403 


P"RP1fifi770 


1 AO OA 

19280 


Dj404 


pr>pi AA70A 
HoUlUU /oU 


1 AO01 

19281 


CC/l A< 


pr>pi AA700 


1 AOOO 

19282 


<C/1AA 

55466 


pppi aaoaa 


1 AOOO 

19283 


SKA AO 

jj40 / 


"pTJp 1 A AO AC 


1 AOQ/1 

19284 


<</1 AQ 
jj40o 


PPvP 1 flfi8fi/% 


19285 


Jj40y 


pppi AA0A7 


1 AOQA 

192oo 


jj4/U 


pppl AAOAO 


1 AOOO 

1928/ 


<</lOt 
554/1 


pppi aaoi 0 

H0L/IUU0IZ 


1 AOOO 

19288 


c<:/ioo 
554/Z 


PRP1 AAOI >4 


1 A*^OA 

19289 


554/3 


T7T)p1 AAQ1 0 


1 AOAA 

19290 


554/4 


pTJpl AAOOA 


1 AOA1 

19291 


554/5 


HJtJC 1UU0ZO 


1 AOAO 

19292 


jj4 /0 


pppl AAOOO 


1 oooo 
19293 


DD4/ / 


pppi AAOOA 


1 AOA/l 

19294 


jj4/o 


pppl AAOOO 
EiJDV_>lVA/OJO 


1929D 


Dj4 ly 


PRP1 fifiR^A 


1 QOOA 

iyzyo 


DD4oU 


PRP 1 fifi867 


1 AOAO 

i92y / 


jj4o1 


rpr 1 AA07A 
EJ5\^f 1UUO /U 


1 AOAO 

19298 


55482 


PUP 1 fifiR79 
Ill5v>lUUo /Z 


19299 


CCA OO 

55483 


tjtjo 1 AAOO/1 

riJ3ClUUo/4 


1 AOAA 

19300 


55484 


pTjpl AA07« 

cloL/lUUo/j 


19301 


55485 


Tjppl AAO7O 

tLJBClUUo/o 


1 AO AO 

19302 


55486 


r?"DPi nnoo^ 
rlJt5L/lUUoy0 


1 AOAO 

19303 


5548 / 


PRP 1 fifiOfizl 


1 AOA/l 

19304 


55488 


T7TJP1 fifiOfi^ 

iit)u.iuuyuD 


1 AO A<T 

19305 


554oy 


PRpI AAQAA 


1 QOAA 

19306 


<<40A 
DD4yU 


PRP 1 fifiQfiR 


1 AO A*7 

19307 


55491 


Tjnpl AAA1 O 

riJoL/ LUUyio 


1 AOAO 

19308 


CC/1AO 

55492 


PRP 1 AAA 1 A 

jtiDv^iuuyiy 


19309 


C C A AI 

55493 


TJTJfM AAOOA 


19310 


C C /I A >1 

55494 


CDPI A AOOO 


19311 


55495 


nn 1 AAA/1 A 

C£>C1U0940 


19312 


55496 


T7T) 0 1 AAA/1 O 

bBC 100948 


19313 


55497 


EBC100951 


19314 


55498 


EBC100961 


19315 


5549.9 


EBC100964 


19316 


55500 


EBC 100965 


19317 


55501 


EBC 100966 
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31324 


67508 


PPU1 00582 


31325 


67509 


PPU1 00583 


31326 


67510 


PPU1 00606 


31327 


67511 


PPU100621 


31328 


67512 


PPU1 00631 


31329 


67513 


PPU100633 


31330 


67514 


PPU100635 


31331 


67515 


PPU1 00641 


31332 


67516 


PPU100647 


31333 


67517 


PPU100648 


31334 


67518 


PPU1 00759 


31335 


67519 


PPU1 00764 


31336 


67520 


PPU1 00765 


31337 


67521 


PPU100810 


31338 


67522 


PPU100841 


31339 


67523 


PPU1 00844 


31340 


67524 


PPU100858 


31341 


67525 


PPU1 00863 


31342 


67526 


PPU1 00866 


31343 


67527 


PPU100873 


31344 


67528 


PPU1 00881 


31345 


67529 


PPU100882 


31346 


67530 


PPU100885 


31347 


67531 


PPU100890 


31348 


67532 


PPU100894 


31349 


67533 


PPU100917 


31350 


67534 


PPU1 00927 


31351 


67535 


PPU100957 


31352 


67536 


PPU1 00970 


31353 


67537 


PPU101006 


31354 


67538 


PPU101007 


31355 


67539 


PPU101032 


31356 


67540 


PPU101036 


31357 


67541 


PPU101058 


31358 


67542 


PPU101059 


31359 


67543 


PPU101061 


31360 


67544 


PPU101063 


31361 


67545 


PPU101064 


31362 


67546 


PPU101069 


31363 


67547 


PPU101071 

X x v_y x \J x \j * x 


31364 


67548 


PPU101089 


31365 


67549 


PPU101090 


31366 


67550 


PPU101093 


31367 


67551 


PPU101099 


31368 


67552 


PPU10U18 


31369 


67553 


PPU101132 




67554 


PPU101135 

X X V-/ X w A ±. 


31371 


67555 


PPU101137 


31 377 


67556 


PPU101138 

X X \J X\J X lt/U 


31 373 


67557 


PPU101140 


31374 


67558 


PPU101143 


31375 


67559 


PPU101150 


31376 


67560 


PPU101155 


31377 


67561 


PPU101164 


31378 


67562 


PPU10U66 
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7256 


43440 


PAE204884 


19318 


55502 


EBC100969 


31379 


67563 


PPU101167 


7257 


43441 


PAE203151 


19319 


55503 


EBC100975 


31380 


67564 


PPU101171 


7258 


43442 


PAE203152 


19320 


55504 


EBC100976 


31381 


67565 


PPU101173 


7259 


43443 


PAE203011 


19321 


55505 


EBC100985 


31382 


67566 


PPU101175 


7260 


43444 


PAE202220 


19322 


55506 


EBC100989 


31383 


67567 


PPU10U84 


7261 


43445 


PAE200714 


19323 


55507 


EBC101014 


31384 


67568 


PPU101189 


7262 


43446 


PAE1 05557 


19324 


55508 


EBC101020 


31385 


67569 


PPU101200 


7263 


43447 


PAE109154 


19325 


55509 


EBC101022 


31386 


67570 


PPU101203 


7264 


43448 


PAE203009 


19326 


55510 


EBC101030 


31387 


67571 


PPU101233 


7265 


43449 


PAE204255 


19327 


55511 


EBC101032 


31388 


67572 


PPU101236 


7266 


43450 


PAE204261 


19328 


55512 


EBC101033 


31389 


67573 


PPU101283 


7267 


43451 


PAE202582 


19329 


55513 


EBC101035 


31390 


67574 


PPU101372 


7268 


43452 


PAE200787 


19330 


55514 


EBC101041 


31391 


67575 


PPU101373 


7269 


43453 


PAE201300 


19331 


55515 


EBC101043 


31392 


67576 


PPU101392 


7270 


43454 


PAE200352 


19332 


55516 


EBC101051 


31393 


67577 


PPU101395 


7271 


43455 


PAE200264 


19333 


55517 


EBC101052 


31394 


67578 


PPU101396 


7272 


43456 


PAE201984 


19334 


55518 


EBC101067 


31395 


67579 


PPU101409 


7273 


43457 


PAE203066 


19335 


55519 


EBC 101072 


31396 


67580 


PPU101423 


7274 


43458 


PAE203981 


19336 


55520 


EBC 101089 


31397 


67581 


PPU101429 


7275 


43459 


PAE203004 


19337 


55521 


EBC101093 


31398 


67582 


PPU101434 


7276 


43460 


PAE203003 


19338 


55522 


EBC101094 


31399 


67583 


PPU101447 


7277 


43461 


PAE204242 


19339 


55523 


EBC101097 


31400 


67584 


PPU101455 


7278 


43462 


PAE204243 


19340 


55524 


EBC101110 


31401 


67585 


PPU101463 


7279 


43463 


PAE204246 


19341 


55525 


EBC10U11 


31402 


67586 


PPU101466 


7280 


43464 


PAE204247 


19342 


55526 


EBC101113 


31403 


67587 


PPU101491 


7281 


43465 


PAE204252 


19343 


55527 


EBC10U20 


31404 


67588 


PPU101496 


7282 


43466 


PAE204253 


19344 


55528 


EBC101122 


31405 


67589 


PPU101498 


7283 


43467 


PAE205071 


19345 


55529 


EBC101127 


31406 


67590 


PPU101510 


7284 


43468 


PAE204540 


19346 


55530 


EBC101129 


31407 


67591 


PPU101511 


7285 


43469 


PAE203928 


19347 


55531 


EBC101139 


31408 


67592 


PPU 101525 


7286 


43470 


PAE205202 


19348 


55532 


EBC101151 


31409 


67593 


PPU101526 


7287 


43471 


PAE202195 


19349 


55533 


EBC 101 152 


31410 


67594 


PPU101529 


7288 


43472 


PAE204067 


19350 


55534 


EBC101153 


31411 


67595 


PPU101541 


7289 


43473 


PAE203761 


19351 


55535 


EBC101162 


31412 


67596 


PPU101559 


7290 


43474 


PAE205562 


19352 


55536 


EBC101178 


31413 


67597 


PPU101560 


7291 


43475 


PAE204102 


19353 


55537 


EBC101181 


31414 


67598 


PPU101562 


7292 


43476 


PAE204103 


19354 


55538 


EBC101184 


31415 


67599 


PPU101569 


7293 


43477 


PAE201114 


19355 


55539 


EBC101190 


31416 


67600 


PPU101577 


7294 


43478 


PAE200377 


19356 


55540 


EBC101191 


31417 


67601 


PPU101602 


7295 


43479 


PAE205204 


19357 


55541 


EBC101192 


31418 


67602 


PPU101660 


7296 


43480 


PAE202126 


19358 


55542 


EBC101194 


31419 


67603 


PPU101672 


7297 


43481 


PAE202396 


19359 


55543 


EBC101201 


31420 


67604 


PPU 101702 


7298 


43482 


PAE204678 


19360 


55544 


EBC101202 


31421 


67605 


PPU 101727 


7299 


43483 


PAE204250 


19361 


55545 


EBC101203 


31422 


67606 


PPU101735 


7300 


43484 


PAE204251 


19362 


55546 


EBC101205 


31423 


67607 


PPU101750 


7301 


43485 


PAE200641 


19363 


55547 


EBC101214 


31424 


67608 


PPU101751 


7302 


43486 


PAE204129 


19364 


55548 


EBC101217 


31425 


67609 


PPU101755 


7303 


43487 


PAE204130 


19365 


55549 


EBC 101223 


31426 


67610 


PPU101763 


7304 


43488 


PAE201461 


19366 


55550 


EBC101229 


31427 


67611 


PPU101764 


7305 


43489 


PAE202669 


19367 


55551 


EBC 101230 


31428 


67612 


PPU101770 


7306 


43490 


PAE200471 


19368 


55552 


EBC101233 


31429 


67613 


PPU101791 


7307 


43491 


PAE2Q4ooS 


iy3oy 


55553 


Tmpi Ai Tin 

cBClU123y 


o 1 A1C\ 


O/014 




7308 


43492 


PAE204504 


19370 


55554 


EBC 101242 


31431 


67615 


PPU101821 


7309 


43493 


PAE204256 


19371 


55555 


EBC101244 


31432 


67616 


PPU101826 


7310 


43494 


PAE204257 


19372 


55556 
313 


EBC101245 


31433 


67617 


PPU101827 
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7311 

7312 

7313 

7314 

7315 

7316 

7317 

7318 

7319 

7320 

7321 

7322 

7323 

7324 

7325 

7326 

7327 

7328 

7329 

7330 

7331 

7332 

7333 

7334 

7335 

7336 

7337 

7338 

7339 

7340 

7341 

7342 

7343 

7344 

7345 

7346 

7347 

7348 

7349 

7350 

7351 

7352 

7353 

7354 

7355 

7356 

7357 

^358 

7359 

7360 

7361 

7362 

7363 

7364 

7365 



43495 

43496 

43497 

43498 

43499 

43500 

43501 

43502 

43503 

43504 

43505 

43506 

43507 

43508 

43509 

43510 

43511 

43512 

43513 

43514 

43515 

43516 

43517 

43518 

43519 

43520 

43521 

43522 

43523 

43524 

43525 

43526 

43527 

43528 

43529 

43530 

43531 

43532 

43533 

43534 

43535 

43536 

43537 

43538 

43539 

43540 

43541 

43542 

43543 

43544 

43545 

43546 

43547 

43548 

43549 



PAE202682 

PAE204024 

PAE201364 

PAE200937 

PAE201397 

PAE201269 

PAE205431 

PAE205502 

PAE201492 

PAE203475 

PAE202632 

PAE201359 

PAE202724 

PAE204241 

PAE203520 

PAE203119 

PAE200320 

PAE200028 

PAE204244 

PAE204245 

PAE200881 

PAE204596 

PAE205311 

PAE204260 

PAE204078 

PAE200649 

PAE205025 

PAE200129 

PAE204510 

PAE201071 

PAE204266 

PAE202145 

PAE202492 

PAE204345 

PAE200422 

PAE201018 

PAE204021 

PAE204705 

PAE202592 

PAE200887 

PAE201334 

PAE203842 

PAE203873 

PAE203874 

PAE203477 

PAE203641 

PAE205194 

PAE200418 

PAE200417 

PAE204431 

PAE200599 

PAE105774 

PAE203713 

PAE205383 

PAE204235 
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19373 

19374 

19375 

19376 

19377 

19378 

19379 

19380 

19381 

19382 

19383 

19384 

19385 

19386 

19387 

19388 

19389 

19390 

19391 

19392 

19393 

19394 

19395 

19396 

19397 

19398 

19399 

19400 

19401 

19402 

19403 

19404 

19405 

19406 

19407 

19408 

19409 

19410 

19411 

19412 

19413 

19414 

19415 

19416 

19417 

19418 

19419 

19420 

19421 

19422 

19423 

19424 

19425 

19426 

19427 



55557 

55558 

55559 

55560 

55561 

55562 

55563 

55564 

55565 

55566 

55567 

55568 

55569 

55570 

55571 

55572 

55573 

55574 

55575 

55576 

55577 

55578 

55579 

55580 

55581 

55582 

55583 

55584 

55585 

55586 

55587 

55588 

55589 

55590 

55591 

55592 

55593 

55594 

55595 

55596 

55597 

55598 

55599 

55600 

55601 

55602 

55603 

55604 

55605 

55606 

55607 

55608 

55609 

55610 

55611 



EBC101246 

EBC101249 

EBC101259 

EBC101260 

EBC101263 

EBC101268 

EBC101277 

EBC101279 

EBC101280 

EBC101281 

EBC101282 

EBC101285 

EBC101287 

EBC101290 

EBC101291 

EBC101294 

EBC101295 

EBC101303 

EBC101305 

EBC101306 

EBC101308 

EBC101311 

EBC101317 

EBC101321 

EBC101322 

EBC101332 

EBC101339 

EBC101342 

EBC101345 

EBC101346 

EBC101349 

EBC101352 

EBC101361 

EBC101366 

EBC101375 

EBC101385 

EBC101386 

EBC101388 

EBC101390 

EBC101391 

EBC101397 

EBC101402 

EBC101405 

EBC101407 

EBC101408 

EBC101415 

EBC101417 

EBC101418 

EBC101419 

EBC101429 

EBC101431 

EBC101433 

EBC101434 

EBC101436 

EBC101439 
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31434 

31435 

31436 

31437 

31438 

31439 

31440 

31441 

31442 

31443 

31444 

31445 

31446 

31447 

31448 

31449 

31450 

31451 

31452 

31453 

31454 

31455 

31456 

31457 

31458 

31459 

31460 

31461 

31462 

31463 

31464 

31465 

31466 

31467 

31468 

31469 

31470 

31471 

31472 

31473 

31474 

31475 

31476 

31477 

31478 

31479 

31480 

31481 

31482 

31483 

31484 

31485 

31486 

31487 

31488 



67618 

67619 

67620 

67621 

67622 

67623 

67624 

67625 

67626 

67627 

67628 

67629 

67630 

67631 

67632 

67633 

67634 

67635 

67636 

67637 

67638 

67639 

67640 

67641 

67642 

67643 

67644 

67645 

67646 

67647 

67648 

67649 

67650 

67651 

67652 

67653 

67654 

67655 

67656 

67657 

67658 

67659 

67660 

67661 

67662 

67663 

67664 

67665 

67666 

67667 

67668 

67669 

67670 

67671 

67672 



PPU101843 

PPU101846 

PPU101850 

PPU101855 

PPU101878 

PPU101891 

PPU101916 

PPU101949 

PPU101950 

PPU101952 

PPU101954 

PPU101976 

PPU101981 

PPU101984 

PPU101987 

PPU101997 

PPU102000 

PPU102004 

PPU102022 

PPU102025 

PPU102030 

PPU102034 

PPU102036 

PPU102041 

PPU 102045 

PPU102062 

PPU102065 

PPU102070 

PPU102082 

PPU102088 

PPU102092 

PPU102113 

PPU102117 

PPU102118 

PPU102122 

PPU102134 

PPU102151 

PPU102160 

PPU102161 

PPU102168 

PPU102169 

PPU102171 

PPU102173 

PPU102180 

PPU102181 

PPU102183 

PPU102184 

PPU102190 

PPU102196 

PPU102197 

Phjl02199 

PPU102202 

PPU102205 

PPU102206 

PPU102210 



314 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




7366 


43550 


PAE204265 


7367 


43551 


PAE205188 


7368 


43552 


PAE200960 


7369 


43553 


PAE202468 


7370 


43554 


PAE203372 


7371 


43555 


PAE205388 


7372 


43556 


PAE203080 


7373 


43557 


PAE200505 


7374 


43558 


PAE203482 


7375 


43559 


PAE205243 


7376 


43560 


PAE201916 


7377 


43561 


PAE204767 


7378 


43562 


PAE201683 


7379 


43563 


PAE201682 


7380 


43564 


PAE200120 


7381 


43565 


PAE204574 


7382 


43566 


PAE203278 


7383 


43567 


PAE204273 


7384 


43568 


PAE204272 


7385 


43569 


PAE203706 


7386 


43570 


PAE201875 


7387 


43571 


PAE202494 


7388 


43572 


PAE201635 


7389 


43573 


PAE205019 


7390 


43574 


PAE201962 


7391 


43575 


PAE204373 


7392 


43576 


PAE204267 


7393 


43577 


PAE200933. 


7394 


43578 


PAE200220 


7395 


43579 


PAE204471 


7396 


43580 


PAE205485 


7397 


43581 


PAE203863 


7398 


43582 


PAE103489 


7399 


43583 


PAE200468 


7400 


43584 


PAE204034 


7401 


43585 


PAE204314 


7402 


43586 


PAE109190 


7403 


43587 


PAE202946 


7404 


43588 


PAE202947 


7405 


43589 


PAE200400 


7406 


43590 


PAE204254 


7407 


43591 


PAE204937 


7408 


43592 


PAE205488 


7409 


43593 


PAE202194 


7410 


43594 


PAE204155 


7411 


43595 


PAE204411 


7412 


43596 


PAE202639 


7413 


43597 


PAE200141 


7414 


43598 


PAE202081 


7415 


43599 


PAE204121 


7416 


43600 


PAE204122 


7417 


43601 


PAE202740 


7418 


43602 


PAE202739 


7419 


43603 


PAE202459 


7420 


43604 


PAE202638 



DNA 


Protein 


Gene LocusID 




oeqLU 




19428 


55612 


EBC101451 


19429 


55613 


EBC101455 


19430 


55614 


EBC101456 


19431 


55615 


EBC101457 


19432 


55616 


EBC101460 


19433 


55617 


EBC101468 


19434 


55618 


EBC101470 


19435 


55619 


EBC101472 


19436 


55620 


EBC101473 


19437 


55621 


EBC101475 


19438 


55622 


EBC101476 


19439 


55623 


EBC101480 


19440 


55624 


EBC101481 


19441 


55625 


EBC101482 


19442 


55626 


EBC101483 


19443 


55627 


EBC101489 


19444 


55628 


EBC101510 


19445 


55629 


EBC101518 


19446 


55630 


EBC101519 


19447 


55631 


EBC101520 


19448 


55632 


EBC101521 


19449 


55633 


EBC101544 


19450 


55634 


EBC101545 


19451 


55635 


EBC101552 


19452 


55636 


EBC101559 


19453 


55637 


EBC101560 


19454 


55638 


EBC101567 


19455 


55639 


EBC101577 


19456 


55640 


EBC101578 


19457 


55641 


EBC101581 


19458 


55642 


EBC101582 


19459 


55643 


EBC101583 


19460 


55644 


EBC101589 


19461 


55645 


EBC101605 


19462 


55646 


EBC101608 


19463 


55647 


EBC101609 


19464 


55648 


EBC101610 


19465 


55649 


EBC101611 


19466 


55650 


EBC101615 


19467 


55651 


EBC101616 


19468 


55652 


EBC101625 


19469 


55653 


EBC101629 


19470 


55654 


EBC101637 


19471 


55655 


EBC101639 


19472 


55656 


EBC101642 


19473 


55657 


EBC101652 


19474 


55658 


EBC101675 


19475 


55659 


EBC101678 


19476 


55660 


EBC101693 


19477 


55661 


EBC101695 


19478 


55662 


EBC101703 


19479 


55663 


EBC101709 


19480 


55664 


EBC101718 


19481 


55665 


EBC101731 


19482 


55666 


EBC101736 




315 







PCT/US02/09107 


DNA 


Protein 


Gene LocusID 


SeqID 






31489 


67673 


PPU102228 


31490 


67674 


PPU102242 


31491 


67675 


PPU102253 


31492 


67676 


PPU102277 


31493 


67677 


PPU102291 


31494 


67678 


PPU102301 


31495 


67679 


PPU102306 


31496 


67680 


PPU102310 


31497 


67681 


PPU102313 


31498 


67682 


PPU102360 


31499 


67683 


PPU102385 


31500 


67684 


PPU102410 


31501 


67685 


PPU102427 


31502 


67686 


PPU102433 


31503 


67687 


PPU102549 


31504 


67688 


PPU102582 


31505 


67689 


PPU102596 


31506 


67690 


PPU102659 


31507 


67691 


PPU102660 


31508 


67692 


PPU102676 


31509 


67693 


PPU102678 


31510 


67694 


PPU102683 


31511 


67695 


PPU102698 


31512 


67696 


PPU102730 


31513 


67697 


PPU102745 


31514 


67698 


PPU102760 


31515 


67699 


PPU102763 


31516 


67700 


PPU102796 


31517 


67701 


PPU102821 


31518 


67702 


PPU102849 


31519 


67703 


PPU102859 


31520 


67704 


PPU102891 


31521 


67705 


PPU102900 


31522 


67706 


PPU102936 


31523 


67707 


PPU102947 


31524 


67708 


PPU102955 


31525 


67709 


PPU103014 


31526 


67710 


PPU103018 


31527 


67711 


PPU103038 


31528 


67712 


PPU103094 


31529 


67713 


PPU103106 


31530 


67714 


PPU103107 


31531 


67715 


PPU103111 


31532 


67716 


PPU103115 


31533 


67717 


PPU103141 


31534 


67718 


PPU103150 


31535 


67719 


PPU103159 


31536 


67720 


PPU103162 


31537 


67721 


PPU103214 


31538 


67722 


PPU103226 


31539 


67723 


PPU103228 


31540 


67724 


PPU103316 


31541 


67725 


PPU103326 


31542 


67726 


PPU103341 


31543 


67727 


PPU103342 



WO 02/077183 
DNA Protein Gene Locus ID 
SeqID SeqID 



DNA Protein GeneLocusEDl DNA 
SeqID SeqID | SeqID 



PCT/US02/09107 ^ 
Protein Gene LocusID 

SeqID 



7421 

7422 

7423 

7424 

7425 

7426 

7427 

7428 

7429 

7430 

7431 

7432 

7433 

7434 

7435 

7436 

7437 

7438 

7439 

7440 

7441 

7442 

7443 

7444 

7445 

7446 

7447 

7448 

7449 

7450 

7451 

7452 

7453 

7454 

7455 

7456 

7457 

7458 

7459 

7460 

7461 

7462 

7463 

7464 

7465 

7466 

7467 

7468 

7469 

7470 

7471 

7472 

7473 

7474 

7475 



43605 

43606 

43607 

43608 

43609 

43610 

43611 

43612 

43613 

43614 

43615 

43616 

43617 

43618 

43619 

43620 

43621 

43622 

43623 

43624 

43625 

43626 

43627 

43628 

43629 

43630 

43631 

43632 

43633 

43634 

43635 

43636 

43637 

43638 

43639 

43640 

43641 

43642 

43643 

43644 

43645 

43646 

43647 

43648 

43649 

43650 

43651 

43652 

43653 

43654 

43655 

43656 

43657 

43658 

43659 



PAE20054? 

PAE202034 

PAE202409 

PAE205083 

PAE202099 

PAE204662 

PAE201867 

PAE203700 

PAE204330 

PAE204740 

PAE202179 

PAE202486 

PAE204361 

PAE205438 

PAE200859 

PAE204800 

PAE204614 

PAE204259 

PAE205072 

PAE205558 

PAE201694 

PAE202753 

PAE201361 

PAE201647 

PAE202225 

PAE200183 

PAE201381 

PAE205473 

PAE202400 

PAE108022 

PAE200303 

PAE204953 

PAE204922 

PAE200461 

PAE200143 

PAE201672 

PAE202608 

PAE201949 

PAE202350 

PAE204580 

PAE204911 

PAE200095 

PAE200091 

PAE202683 

PAE1 12443 

PAE202015 

PAE202397 

PAE202829 

PAE201633 

PAE200425 

PAE204036 

PAE202012 

PAE201213 

PAE201214 

PAE106754 



19483 
19484 
19485 
19486 
19487 
19488 
19489 
19490 
19491 
19492 
19493 
19494 
19495 
19496 
19497 
19498 
19499 
19500 
19501 
19502 
19503 
19504 
19505 
19506 
19507 
19508 
19509 
19510 
19511 
19512 
19513 
19514 
19515 
19516 
19517 
19518 
19519 
19520 
19521 
19522 
19523 
19524 
19525 
19526 
19527 
19528 
19529 
19530 
19531 
19532 
19533 
19534 
19535 
19536 
19537 



55667 

55668 

55669 

55670 

55671 

55672 

55673 

55674 

55675 

55676 

55677 

55678 

55679 

55680 

55681 

55682 

55683 

55684 

55685 

55686 

55687 

55688 

55689 

55690 

55691 

55692 

55693 

55694 

55695 

55696 

55697 

55698 

55699 

55700 

55701 

55702 

55703 

55704 

55705 

55706 

55707 

55708 

55709 

55710 

55711 

55712 

55713 

55714 

55715 

55716 

55717 

55718 

55719 

55720 

55721 



EBC101738 

EBC101762 

EBC101771 

EBC101778 

EBC101780 

EBC101783 

EBC101789 

EBC101794 

EBC101797 

EBC101798 

EBC101799 

EBC101801 

EBC101805 

EBC101808 

EBC101811 

EBC101813 

EBC101816 

EBC101821 

EBC101838 

EBC101843 

EBC101849 

EBC101854 

EBC101861 

EBC101862 

EBC101868 

EBC101869 

EBC101870 

EBC101881 

EBC 101884 

EBC101891 

EBC101895 

EBC101896 

EBC101897 

EBC101909' 

EBC101910 

EBC101912 

EBC101919 

EBC101921 

EBC101922 

EBC101930 

EBC101931 

EBC101940 

EBC101941 

EBC101943 

EBC101949 

EBC101952 

EBC101954 

EBC101969 

EBC101974 

EBC101979 

EBC101986 

EBC101988 

EBC101990 

EBC101993 

EBC102001 



31544 

31545 

31546 

31547 

31548 

31549 

31550 

31551 

31552 

31553 

31554 

31555 

31556 

31557 

31558 

31559 

31560 

31561 

31562 

31563 

31564 

31565 

31566 

31567 

31568 

31569 

31570 

31571 

31572 

31573 

31574 

31575 

31576 

31577 

31578 

31579 

31580 

31581 

31582 

31583 

31584 

31585 

31586 

31587 

31588 

31589 

31590 

31591 

31592 

31593 

31594 

31595 

31596 

31597 

31598 



67728 

67729 

67730 

67731 

67732 

67733 

67734 

67735 

67736 

67737 

67738 

67739 

67740 

67741 

67742 

67743 

67744 

67745 

67746 

67747 

67748 

67749 

67750 

67751 

67752 

67753 

67754 

67755 

67756 

67757 

67758 

67759 

67760 

67761 

67762 

67763 

67764 

67765 

67766 

67767 

67768 

67769 

67770 

67771 

67772 

67773 

67774 

67775 

67776 

67777 

67778 

67779 

67780 

67781 

67782 



PPU103349 

PPU103355 

PPU103357 

PPU103373 

PPU103399 

PPU103404 

PPU103409 

PPU103412 

PPU103428 

PPU103432 

PPU103462 

PPU103463 

PPU103467 

PPU1 03524 

PPU103564 

PPU103565 

PPU103595 

PPU103619 

PPU103623 

PPU103624 

PPU103628 

PPU103632 

PPU103638 

PPU103670 

PPU103675 

PPU103677 

PPU103681 

PPU103688 

PPU103701 

PPU103710 

PPU103712 

PPU103714 

PPU103715 

PPU103733 

PPU103772 

PPU103844 

PPU103878 

PPU103879 

PPU103881 

PPU103884 

PPU103891 

PPU103901 

PPU103902 

PPU103909 

PPU103928 

PPU103929 

PPU103938 

PPU103947 

PPU103948 

PPU103956 

PPU103958 

PPU103969 

PPU103985 

PPU103989 

PPU103990 



316 



WO 02/077183 
DNA Protein Gene LocusID 



SeqID 


SeqID 




7476 


43660 


PAE200372 


7477 


43661 


PAE204877 


7478 


43662 


PAE201862 


7479 


43663 


PAE204119 


7480 


43664 


PAE204294 


7481 


43665 


PAE204293 


7482 


43666 


PAE205430 


7483 


43667 


PAE204285 


7484 


43668 


PAE201101 


7485 


43669 


PAE203505 


7486 


43670 


PAE201449 


7487 


43671 


PAE203149 


7488 


43672 


PAE200423 


7489 


43673 


PAE202495 


7490 


43674 


PAE200485 


7491 


43675 


PAE201357 


7492 


43676 


PAE203636 


7493 


43677 


PAE200875 


7494 


43678 


PAE200654 


7495 


43679 


PAE205031 


7496 


43680 


PAE200232 


7497 


43681 


PAE200221 


7498 


43682 


PAE203171 


7499 


43683 


PAE202788 

A A LUAVM 9 WW 


7500 


43684 


PAE203413 


7501 


43685 


PAE205342 


7502 


43686 


PAE204826 


7503 


43687 


PAE203391 


7504 


43688 


PAE200016 


7505 


43689 


PAE204223 


7506 


43690 


PAE203213 


7507 


43691 


PAE202107 


7508 


43692 


PAE204622 


7509 


43693 


PAE204687 


7510 


43694 


PAE203198 


7511 


43695 


PAE202587 


7512 


43696 


PAE200459 


7513 


43697 


PAE203734 


7514 


43698 


PAE202989 


7515 


43699 


PAE200008 


7516 


43700 


PAE201049 

a * ■ i *a* w a v i ^ 


7517 


43701 


PAE205205 

A. A. \ *.*A* W *m* A* \J *S 


7518 


43702 


PAE201697 


7519 


43703 




7520 


43704 


PAF?01?67 


7521 


43705 




7522 


43706 


PAE 10901 1 


7523 


43707 


PAE202390 


7524 


43708 


PAE200217 


7525 


43709 


PAE204909 


7526 


43710 


PAE203877 


7527 


43711 


PAE205001 


7528 


43712 


STM102449 


7529 


43713 


STM104276 


7530 


43714 


STM 100638 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




19538 


55722 


EBC 102003 


19539 


55723 


EBC 102005 


19540 


55724 


EBC102012 


19541 


55725 


EBC102015 


19542 


55726 


EBC 102031 


19543 


55727 


EBC102035 


19544 


55728 


EBC102039 


19545 


55729 


EBC102047 


19546 


55730 


EBC 102052 


19547 


55731 


EBC 102060 


19548 


55732 


EBC102062 


19549 


55733 


EBC 102063 


19550 


55734 


EBC 102064 


19551 


55735 


EBC 102067 


19552 


55736 


EBC 102068 


19553 


55737 


EBC 102069 


19554 


55738 


EBC102075 


19555 


55739 


EBC 102081 


19556 


55740 


EBC 102091 


19557 


55741 


EBC102094 


19558 


55742 


' EBC102095 


19559 


55743 


EBC102101 


19560 


55744 


EBC102104 


19561 


55745 


EBC102105 


19562 


55746 


EBC102113 

■ * V> A \JA* A A mJ 


19563 


55747 


EBC 1021 19 


19564 


55748 


EBC102124 


19565 


55749 


EBC102139 


19566 


55750 


EBC102140 


19567 


55751 


EBC102147 


19568 


55752 


EBC102151 


19569 


55753 


EBC102152 


19570 


55754 


EBC 102171 

* * * w A \J Am A f A 


19571 


55755 


EBC 102 178 


19572 


55756 


EBC102179 


19573 


55757 


EBC 1021 80 


19574 


55758 


EBC 102 182 


19575 


55759 


EBC 102 199 


19576 


55760 


EBC102200 


19577 


55761 


EBC102209 


19578 


55762 


EBC102210 


19579 


55763 


EBC1022U 


19580 


55764 


EBC 1022 13 


19581 


55765 


EBC102214 


19582 


55766 


EBC 1022 16 


19583 


55767 


EBC 102240 

A-J AJ V_/ A \j Aji A*a\J 


19584 


55768 


EBC 102244 

XJU K^j A \jA*4h* f i 


19585 


55769 


EBC 102263 


19586 


55770 


EBC 102265 

A.4A*M w A v/ A* A*\JtJ 


19587 


55771 


EBC102266 


19588 


55772 


EBC102270 


19589 


55773 


EBC102273 


19590 


55774 


EBC102281 


19591 


55775 


EBC 102285 


19592 


55776 


EBC 102287 




317 





PCT/IIS02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




31599 


67783 


PPU104014 


31600 


67784 


PPU104022 


31601 


67785 


PPU104025 


31602 


67786 


PPU104027 


31603 


67787 


PPU104035 


31604 


67788 


PPU104070 


31605 


67789 


PPUI04071 


31606 


67790 


PPU104089 


31607 


67791 


PPU104091 


31608 


67792 


PPU104095 


31609 


67793 


PPU104136 


31610 


67794 


PPU104145 


31611 


67795 


PPU104151 


31612 


67796 


PPU104158 


31613 


67797 


PPU104167 


31614 


67798 


PPU104342 


31615 


67799 


PPU104432 


31616 


67800 


PPU104433 


31617 


67801 


PPU104463 


31618 


67802 


PPU104465 


31619 


67803 


PPU104469 


31620 


67804 


PPU104471 


31621 


67805 


PPU1 04473 


31622 


67806 


PPU104475 


31623 


67807 


PPU104478 


31624 


67808 


PPU104479 


31625 


67809 


PPU104481 


31626 


67810 


PPU104483 


31627 


67811 


PPU104488 


31628 


67812 


PPU104492 


31629 


67813 


PPU104497 


31630 


67814 


PPU104498 


31631 


67815 


PPU 104500 


31632 


67816 


PPU104501 


31633 


67817 


PPU104502 


31634 


67818 


PPU104504 


31635 


67819 


PPU104505 


31636 


67820 


PPU104507 


31637 


67821 


PPU104517 


31638 


67822 


PPU1Q4518 


31639 


67823 


PPU104520 


31640 


67824 


PPU104522 


31641 


67825 


PPU104523 


31642 


67826 


PPU104525 


31643 


67827 


PPU104526 


31644 


67828 


PPU104527 


31645 


67829 


PPU104529 


31646 


67830 


PPU104531 


31647 


67831 


PPU104532 


31648 


67832 


PPU104534 


31649 


67833 


PPU104535 


31650 


67834 


PPU104541 


31651 


67835 


PPU104544 


31652 


67836 


PPU104550 


31653 


67837 


PPU104562 



WO 02/077183 
DNA Protein Gene LocusID 
SeqE) SeqID 



DNA Protein Gene LocusID 
SeqE) SeqID 



PCT/US02/09107 
DNA Protein Gene LocusID 
SeqID SeqID 



7531 

7532 

7533 

7534 

7535 

7536 

7537 

7538 

7539 

7540 

7541 

7542 

7543 

7544 

7545 

7546 

7547 

7548 

7549 

7550 

7551 

7552 

7553 

7554 

7555 

7556 

7557 

7558 

7559 

7560 

7561 

7562 

7563 

7564 

7565 

7566 

7567 

7568 

7569 

7570 

7571 

7572 

7573 

7S74 

7575 

7576 

7577 

7578 

7579 

7580 

7581 

7582 

7583 

7584 

7585 



43715 

43716 

43717 

43718 

43719 

43720 

43721 

43722 

43723 

43724 

43725 

43726 

43727 

43728 

43729 

43730 

43731 

43732 

43733 

43734 

43735 

43736 

43737 

43738 

43739 

43740 

43741 

43742 

43743 

43744 

43745 

43746 

43747 

43748 

43749 

43750 

43751 

43752 

43753 

43754 

43755 

43756 

43757 

43758 

43759 

43760 

43761 

43762 

43763 

43764 

43765 

43766 

43767 

43768 

43769 



STM102789 

STM101U6 

STM102089 

STM102090 

STM103418 

STM103805 

STM104223 

STM104237 

STM100580 

STM103506 

STM103802 

STM104133 

STM103938 

STM101278 

STM103908 

STM102835 

STM100693 

STM103815 

STM103235 

STM102419 

STM102422 

STM103274 

STM100227 

STM100229 

STM100274 

STM102366 

STM104686 

STM100637 

STM101923 

STM102011 

STM101955 

STM103247 

STM101115 

STM102401 

STM100866 

STM100723 

STM100724 

STM100541 

STM103180 

STM100137 

STM102672 

SAU800548 

SAU800700 

SAU801152 

SAU80U51 

SAU802247 

SAU800209 

SAU802160 

SAU603460 

SAU800537 

SAU802398 

SAU802399 

SAU800453 

SAU801621 

SAU800005 



19593 

19594 

19595 

19596 

19597 

19598 

19599 

19600 

19601 

19602 

19603 

19604 

19605 

19606 

19607 

19608 

19609 

19610 

19611 

19612 

19613 

19614 

19615 

19616 

19617 

19618 

19619 

19620 

19621 

19622 

19623 

19624 

19625 

19626 

19627 

19628 

19629 

19630 

19631 

19632 

19633 

19634 

19635 

19636 

19637 

19638 

19639 

19640 

19641 

19642 

19643 

19644 

19645 

19646 

19647 



55777 

55778 

55779 

55780 

55781 

55782 

55783 

55784 

55785 

55786 

55787 

55788 

55789 

55790 

55791 

55792 

55793 

55794 

55795 

55796 

55797 

55798 

55799 

55800 

55801 

55802 

55803 

55804 

55805 

55806 

55807 

55808 

55809 

55810 

55811 

55812 

55813 

55814 

55815 

55816 

55817 

55818 

55819 

55820 

55821 

55822 

55823 

55824 

55825 

55826 

55827 

55828 

55829 

55830 

55831 

318 



EBC102291 

EBC102295 

EBC102296 

EBC102297 

EBC1 02299 

EBC1 02309 

EBC102310 

EBC102312 

EBC102313 

EBC102315 

EBC102316 

EBC102317 

EBC102337 

EBC102338 

EBC102343 

EBC102356 

EBC102366 

EBC1 02374 

EBC102375 

EBC1 02376 

EBC102396 

EBC102411 

EBC102413 

EBC102415 

EBC102419 

EBC102427 

EBC1 02431 

EBC102434 

EBC102436 

EBC102437 

EBC102445 

EBC102449 

EBC102473 

EBC102475 

EBC102479 

EBC102483 

EBC102485 

EBC102486 

EBC102490 

EBC102496 

EBC102499 

EBC102507 

EBC102509 

EBC102514 

EBC102522 

EBC102524 

EBC102526 

EBC102527 

EBC102532 

EBC102539 

EBC102541 

EBC102546 

EBC102547 

EBC102551 

EBC102552 



31654 

31655 

31656 

31657 

31658 

31659 

31660 

31661 

31662 

31663 

31664 

31665 

31666 

31667 

31668 

31669 

31670 

31671 

31672 

31673 

31674 

31675 

31676 

31677 

31678 

31679 

31680 

31681 

31682 

31683 

31684 

31685 

31686 

31687 

31688 

31689 

31690 

31691 

31692 

31693 

31694 

31695 

31696 

31697 

31698 

31699 

31700 

31701 

31702 

31703 

31704 

31705 

31706 

31707 

31708 



67838 

67839 

67840 

67841 

67842 

67843 

67844 

67845 

67846 

67847 

67848 

67849 

67850 

67851 

67852 

67853 

67854 

67855 

67856 

67857 

67858 

67859 

67860 

67861 

67862 

67863 

67864 

67865 

67866 

67867 

67868 

67869 

67870 

67871 

67872 

67873 

67874 

67875 

67876 

67877 

67878 

67879 

67880 

67881 

67882 

67883 

67884 

67885 

67886 

67887 

67888 

67889 

67890 

67891 

67892 



PPU104566 

PPU104571 

PPU104660 

PPU104664 

PPU104672 

PPU104679 

PPU104680 

PPU104681 

PPU104691 

PPU104709 

PPU104724 

PPU104725 

PPU104805 

PPU104809 

PPU104816 

PPU104834 

PPU104835 

PPU104838 

PPU104840 

PPU104927 

PPU104936 

PPU104938 

PPU104991 

PPU104995 

PPU105003 

PPU105011 

PPU105037 

PPU105044 

PPU105054 

PPU105055 

PPU105062 

PPU105080 

PPU105090 

PPU105100 

PPU105108 

PPU105114 

PPU105141 

PPU105172 

PPU105263 

PPU105284 

PPU105312 

PPU105337 

PPU105397 

PPU105455 

PPU105471 

PPU105485 

PPU105501 

PPU105503 

PPU105633 

PPU105635 

PPU105663 

PPU105679 

PPU105701 

PPU105718 

PPU105745 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




7586 


43770 


SAU801619 


7587 


43771 


SAU801481 


7588 


43772 


SAU800600 


7589 


43773 


SAU800543 


7590 


43774 


SAU802655 


7591 


43775 


SAU802496 


7592 


43776 


SAU800381 


7593 


43777 


SAU802506 


7594 


43778 


SAU802502 


7595 


43779 


SAU801712 


7596 


43780 


SAU801740 


7597 


43781 


SAU801263 


7598 


43782 


SAU800210 


7599 


43783 


SAU800546 


7600 


43784 


SAU802105 


7601 


43785 


SAU802106 


7602 


43786 


SAU801900 


7603 


43787 


SAU801899 


7604 


43788 


SAU800283 


7605 


43789 


SAU800547 


7606 


43790 


SAU801113 


7607 


43791 


SAU800542 


7608 


43792 


SAU800385 


7609 


43793 


SAU801475 


7610 


43794 


SAU800444 


7611 


43795 


SAU800966 


7612 


43796 


SAU800967 


7613 


43797 


SAU801264 


7614 


43798 


SAU800607 


7615 


43799 


SAU802309 


7616 


43800 


SAU801904 


7617 


43801 


SAU800519 


7618 


43802 


SAU800014 


7619 


43803 


SAU800528 


7620 


43804 


SAU801139 


7621 


43805 


SAU801644 


7622 


43806 


SAU802262 


7623 


43807 


SAU800S24 


7624 


43808 


SAU800539 


7625 


43809 


SAU800122 


7626 


43810 


SAU801500 


7627 


43811 


SAU801434 


7628 


43812 


SAU302892 


7629 


43813 


SAU801616 


7630 


43814 


SAU801615 


7631 


43815 


SAU800257 


7632 


43816 


SAU800258 


7633 


43817 


SAU800187 


7634 


43818 


SAU800153 


7635 


43819 


SAU800016 


7636 


43820 


SAU801760 


7637 


43821 


SAU802224 


7638 


43822 


SAU802223 


7639 


43823 


SAU802714 


7640 


43824 


SAU800006 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




19648 


55832 


EBC102553 


19649 


55833 


EBC1 02554 


19650 


55834 


EBC1 02557 


19651 


55835 


EBC102561 


19652 


55836 


EBC102563 


19653 


55837 


EBC1 02565 


19654 


55838 


EBC102568 


19655 


55839 


EBC1 02569 


19656 


55840 


EBC 102570 


19657 


55841 


EBC1 02571 


19658 


55842 


EBC102572 


19659 


55843 


EBC1 02573 


19660 


55844 


EBC102574 


19661 


55845 


EBC102576 


19662 


55846 


EBC102580 


19663 


55847 


EBC102581 


19664 


55848 


EBC102590 


19665 


55849 


EBC102594 


19666 


55850 


EBC 102604 


19667 


55851 


EBC102605 


19668 


55852 


EBC 102608 


19669 


55853 


EBC 1026 13 


19670 


55854 


EBC 1026 15 


19671 


55855 
*j »j \j ~* +j 


EBC 1026 16 


19672 


55856 


EBC102617 


19673 


55857 


EBC102618 


19674 


55858 


EBC 102621 


19675 


55859 


EBC 102622 


19676 


55860 


EBC 102624 


19677 


55861 


EBC102628 


19678 


55862 


EBC 102634 


19679 


55863 


EBC 102639 


19680 


55864 


EBC 102642 


19681 


55865 


EBC 102649 


19682 


55866 


EBC 102650 


19683 


55867 


EBC 102662 


19684 


55868 


EBC 102666 


19685 


55869 


EBC 102668 


19686 


55870 


EBC 102669 


19687 


55871 


EBC 102672 


19688 


55872 


EBC 102673 


19689 


55873 


EBC 102674 


19690 


55874 


EBC 102675 


19691 


55875 


EBC1 02676 


19692 


55876 


EBC 102677 


19693 


55877 


EBC 102682 


19694 


55878 


EBC 102685 


19695 


55879 


EBC 102686 


19696 


55880 


EBC 10268 8 


19697 


55881 


EBC102698 


19698 


55882 


EBC102707 


19699 


55883 


EBC102712 


19700 


55884 


EBC102719 


19701 


55885 


EBC102725 


19702 


55886 


EBC102726 




319 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




31709 


67893 


PPU1 05748 


31710 


67894 


PPU105777 


31711 


67895 


PPU105849 


31712 


67896 


PPU105852 


31713 


67897 


PPU105860 


31714 


67898 


PPU105893 


31715 


67899 


PPU105935 


31716 


67900 


PPU105951 


31717 


67901 


PPU105952 


31718 


67902 


PPU105954 


31719 


67903 


PPU105960 


31720 


67904 


PPU105962 


31721 


67905 


PPU105982 


31722 


67906 


PPU105984 


31723 


67907 


PPU105993 


31724 


67908 


PPU105995 


31725 


67909 


PPU106096 


31726 


67910 


PPU106161 


31727 


67911 


PPU106243 


31728 


67912 


PPU106251 


31729 


67913 


PPU 106261 


31730 


67914 


PPU 106275 


31731 


67915 


PPU 106277 


31732 


67916 


PPU 106278 


31733 


67917 


PPU106282 


31734 


67918 


PPU106297 


31735 


67919 


PPU106301 


31736 


67920 


PPU106304 


31737 


67921 


PPU 1063 19 


31738 


67922 


PPU 106426 


31739 


67923 


PPU106435 


31740 


67924 


PPU106459 


31741 


67925 


PPU106471 


31742 


67926 


PPU 106499 


31743 


67927 


PPU106532 


31744 


67928 


PPU106533 


31745 


67929 


PPU106554 


31746 


67930 


PPU106584 


31747 


67931 


PPU106601 


31748 


67932 


PPU106604 


31749 


67933 


PPU106617 


31750 


67934 


PPU106661 


31751 


67935 


PPU106672 


31752 


67936 


PPU106677 


31753 


67937 


PPU106680 


31754 


67938 


PPU 106686 


31755 


67939 


PPU 106689 


31756 


67940 


PPU106701 


31757 


67941 


PPU106702 


31758 


67942 


PPU106715 


31759 


67943 


PPU106720 


31760 


67944 


PPU106756 


31761 


67945 


PRJ106762 


31762 


67946 


PPU106787 


31763 


67947 


PPU106798 



WO 02/077183 
DNA Protein Gene LocusID 
SeqID SeqID 



7641 


43825 


SAU802240 


7642 


43826 


SAU800152 


7643 


43827 


SAU802503 


7644 


43828 


SAU802177 


7645 


43829 


SAU802176 


7646 


43830 


SAU801683 


7647 


43831 


SAU801643 


7648 


43832 


SAU801346 


7649 


43833 


SAU200535 


7650 


43834 


SAU800517 


7651 


43835 


SAU202623 


7652 


43836 


SAU801742 


7653 


43837 


SAU801741 


7654 


43838 


SAU801618 


7655 


43839 


SAU801208 


7656 


43840 


SAU801183 


7657 


43841 


SAU801184 


7658 


43842 


SAU801342 


7659 


43843 


SAU800996 


7660 


43844 


SAU802243 


7661 


43845 


SAU802310 


7662 


43846 


SAU800363 


7663 


43847 


SAU800362 


7664 


43848 


SAU800361 


7665 


43849 


SAU802121 


7666 


43850 


SAU801723 


7667 


43851 


SAU801722 


7668 


43852 


SAU800155 


7669 


43853 


SAU802125 


7670 


43854 


SAU801256 


7671 


43855 


SAU801275 


7672 


43856 


SAU802158 


7673 


43857 


SAU801089 


7674 


43858 


SAU800331 


7675 


43859 


SAU800332 


7676 


43860 


SAU801105 


7677 


43861 


SAU801731 


7678 


43862 


SAU802238 


7679 


43863 


SAU802248 


7680 


43864 


SAU802119 


7681 


43865 


SAU802118 


7682 


43866 


SAU802558 


7683 


43867 


SAU800591 


7684 


43868 


SAU800592 


7685 


43869 


SAU801366 


7686 


43870 


SAU801138 


7687 


43871 


SAU800478 


7688 


43872 


SAU802638 


7689 


43873 


SAU800482 


7690 


43874 


SAU802261 


7691 


43875 


SAU802643 


7692 


43876 


SAU800023 


7693 


43877 


SAU800753 


7694 


43878 


SAU802369 


7695 


43879 


SAU800305 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




19703 


55887 


EBC 102/ 32 


19704 


55888 


EBC1U2/30 


19705 


c coon 

55889 


tiBCi U2 / J / 


19706 


cconn 

55890 


"CO/^M AT7y1 A 
J}a3C1U/w4U 


19707 


55891 


T3T3fP1 A77^A 
xSrSOlU/ OU 


19708 


55892 


T7"D/^1 007^1 
noClUZ/3l 


19709 


55893 


11JDC1U2 IoL 


19710 


55oy4 


TTB'T'I A77^£ 


19711 


55895 


jfcJ5ClU2/3 / 


19712 


rconc 

55896 


TJ IJ /~i 1 AO *7 CO 

IIDCIUx /JO 


19713 


55897 


EdC1U2/03 


19714 


55898 


t?"D/^1 A7777 

EBC 1 U2 / 15 


19715 


ffOQQ 


JdoCIU2 / /o 


19716 


55900 


tJU/^l AT7QA 


1 rV71 O 

19717 


55901 


"EWM 07781 
HJt>\^lU2 /Ol 


19718 


j5yuz 


Jbr>dU2/o4 


1 ao-i a 

19719 


55903 


coCIUZ/oj 


19720 


55904 


coClvM /oy 


19721 


CiTAAC 

55905 


EBC 102 /y 2 


19722 


ccnn/z 

55906 


bBCiU2/y3 


19723 


55907 


ebciu2 /ys 


19724 


55908 


EBC1U2 /ys 


19725 


55909 


EBC1U2 /yy 


19726 


c cm a 

55910 


Tjnn AOQAA 


19727 


55911 


■rDr»l AT Q AO 
EoClU2oU2 


1 A^70 O 

19728 


c cm o 
55912 


T3T3/^1 A7QAO 


19729 


rem o 

55913 


T7"D/^1 AOC 1 1 

EBC1U2012 


19730 


55914 


EBClU2o22 


19731 


55915 


EdC1U2o23 


19732 


55916 


EBC102o3U 


19733 


55917 


EBC102o4i 


19734 


cent o 

55918 


EBC102o0l 


19735 


C CC\ 1 a 

55919 


EBC 1 U2o02 


19736 


55920 


EBC102oo4 


19737 


55921 


EBClU2o00 


19738 


55922 


T?r>/~«1 AOC7A 

EBC 1 02 o 70 


19739 


aoo 
55923 


EBCIImo /3 


19740 


CC AO A 

55924 


EBClU2o /o 


19741 


cct\*%c 

55925 


EBC102oo5 


19742 


55926 


T?T>/^1 AO O O/C 

EBC102ooo 


19743 


55927 


T7TJ /"* 1 rt^OOl 

EBC102887 


19744 


55928 


T7T» /"* 1 AO O A 1 

EBC102891 


19745 


55929 


EBC102893 


19746 


55930 


EBC 102895 


19747 


ccm 1 

55931 


T?"D/^1 AO O AO 

EBC10289 / 


19748 


cenn o 

55932 


EBCi02oyy 


19749 


55933 


T?T>/^»i AO AA1 

EBC1 02901 


19750 


55934 


rnni ao A A/1 

EBC 102904 


19751 


55935 


T7T1/^l AO A 1 1 

EBC 1029 13 


19752 


55936 


TJT^OI AOA1 C 

EBC 1029 15 


19753 


55937 


EBC102917 


19754 


55938 


EBC102918 


19755 


55939 


EBC102919 


19756 


55940 


EBC102926 


19757 


55941 


EBC102933 



320 



PCTYUS02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




11764 
3 1/ u*t 


67048 


PPU106801 


1176*i 

3 1 /U3 


67040 


PPT J 106908 


11 766 

3 1 /DO 


670 SO 


PPTJ106919 


3 1 / V7 / 


67951 


PPU106922 


11768 


67952 


PPU106924 


11769 

3 1 / U7 


67053 


PPU106933 


11770 


67954 


PPU106972 

X X V> X / 4** 


11771 


67955 


PPU106991 . 


11772 


67956 


PPU106995 


11771 


67957 


PPU1 07094 

x x \*J x \* § \j ^ r 


->!//*+ 


67058 


PPU107101 


1177S 


67059 


PPU107143 


11776 


67960 


PPU107161 


11777 


67961 


PPU107167 


11778 


67962 


PPU107170 


11779 


67963 


PPU107172 

x x \j x w # x / 




67964 


PPU107183 

X X \-/ X w i X \J -J 


11781 


67965 


PPU107187 

A X V-/ X \J i A. \J l 




67066 


PPU107231 

A A W A V / ^ — ' A 


11781 

31/ u J 


67067 


PPU107239 


11 784 

31/ OH 


67968 


PPU 107240 


1178S 

31/ 03 


67060 


PPU 107249 

XX WAV// x->~ 


11786 

31/ OU 


67070 


PPU1 07254 


11787 

3 1 / O / 


67071 


PPU107257 


11788 

31/ OO 


67972 


PPU107259 


11789 

31/ 07 


67973 


PPU1 07262 


3 1 /?U 


\J 1 ? IT 


PPU1 07264 


11701 


67975 


PPTJ1 07265 


3 1 l.VA 


67976 


PPU107315 

X X \J X\I I J X *J 


117Q1 

3 1 /73 


67077 

U/7f / 


PPU107338 

XX U IV/ VJU 


3 i /-7*T 


67078 

U / -7 / o 


PPT 11 07166 

AX vJ x\J 1 -J \J\J 


11 7Q^ 

3 1 /2*3 


67070 


PPT 1107387 

X X w 1 v / J u / 


11706 


67080 


PPT Jl 073 89 


31/-'/ 


67081 


PPT Tl 07100 

A A w A\7 l J7U 


11708 

3 1 /270 


67082 


PPU1 07403 


11700 

3 1 1 jy 


67081 


PPU107407 


11800 

3 1 OUv 


67984 

U / /Or 


PPU107412 


11 801 


67085 


PPU107433 

x x w i-v// ~—> »/ 


3 10UZ 


67086 

U / 70U 


PPT 11 07414 


11 801 
3 loU3 


67087 


PPT J 107435 

X A Ulv/ 1 J ^ 


3lOU*f 


67088 


PPT T1 07457 

L 1 KJ /TJ / 


11 80^ 

3 10U3 


67080 
o /yoy 


PPT T1 07471 


'W 5J0A 


o /yy\J 


PPT 11 07407 
x x U iv / *t7 / 


11 Q07 


67001 
0 /-?-/ 1 


PPT T1 07507 


1 1 R08 
3 lOUo 


67009 


PPT 11 075 14 

IfUlv / JIT 


11 ROQ 


67001 
o /yyj 


PPU 107523 


11810 
3 lolu 


67004 


PPT Tl 07530 

i ru x\j i 


1181 1 
31011 


6700 S 


PPU1 07569 

X X \J XV// *J\JS 


11819 


67006 


PPU 107574 

XX w XV// »//"T 


11811 
310 13 


67007 
o /?✓ / 


PPTJ107577 

I 1 U XV/ 1 U / f 


31814 


67998 


PPU107578 


31815 


67999 


PPU107581 


31816 


68000 


PPU107582 


31817 


68001 


PPU1 07587 


31818 


68002 


PPU107592 



WO 02/077183 PCT7US02/09107 



DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 


• 


SeqID 


SeqID 




SeqID 


SeqID 




7696 


43880 


SAU802225 


19758 


55942 


EBC 102934 


31819 


68003 


PPU107601 


7697 


43881 


SAU800195 


19759 


55943 


EBC102935 


31820 


68004 


PPU107618 


7698 


43882 


SAU801193 


19760 


55944 


EBC102936 


31821 


68005 


PPU107622 


7699 


43883 


SAU801698 


19761 


55945 


EBC102941 


31822 


68006 


PPU107631 


7700 


43884 


SAU802397 


19762 


55946 


EBC102943 


31823 


68007 


PPU107649 


7701 


43885 


SAU801516 


19763 


55947 


EBC102948 


31824 


68008 


PPU107669 


7702 


43886 


SAU801515 


19764 


55948 


EBC102952 


31825 


68009 


PPU107690 


7703 


43887 


SAU802189 


19765 


55949 


EBC102953 


31826 


68010 


PPU107700 


7704 


43888 


SAU802507 


19766 


55950 


EBC 102954 


31827 


68011 


PPU107707 


7705 


43889 


SAU801286 


19767 


55951 


EBC102957 


31828 


68012 


PPU107709 


7706 


43890 


SAU800118 


19768 


55952 


EBC102958 


31829 


68013 


PPU107712 


7707 


43891 


SAU801362 


19769 


55953 


EBC 102960 


31830 


68014 


PPU107748 


7708 


43892 


SAU802139 


19770 


55954 


EBC102962 


31831 


68015 


PPU107754 


7709 


43893 


SAU802632 


19771 


55955 


EBC102963 


31832 


68016 


PPU107780 


7710 


43894 


SAU800476 


19772 


55956 


EBC 102965 


31833 


68017 


PPU107798 


7711 


43895 


SAU800176 


19773 


55957 


EBC 102970 


31834 


.68018 


PPU107799 


7712 


43896 


SAU800177 


19774 


55958 


EBC102973 


31835 


68019 


PPU107801 


7713 


43897 


SAU801013 


19775 


55959 


EBC102980 


31836 


68020 


PPU107802 


7714 


43898 


SAU802511 


19776 


55960 


EBC 102982 


31837 


68021 


PPU107818 


7715 


43899 


SAU800230 


19777 


55961 


EBC 102984 


31838 


68022 


PPU107820 


7716 


43900 


SAU800259 


19778 


55962 


EBC 102986 


31839 


68023 


PPU107824 


7717 


43901 


SAU801257 


19779 


55963 


EBC 102987 


31840 


68024 


PPU107844 


7718 


43902 


SAU800357 


19780 


55964 


EBC 102988 


31841 


68025 


PPU107861 


7719 


43903 


SAU800306 


19781 


55965 


EBC 102990 


31842 


68026 


PPU107872 


7720 


43904 


SAU801094 


19782 


55966 


EBC102996 


31843 


68027 


PPU107884 


7721 


43905 


SAU801095 


19783 


55967 


EBC 102997 


31844 


68028 


PPU107886 


7722 


43906 


SAU800252 


19784 


55968 


EBC 103002 


31845 


68029 


PPU107887 


7723 


43907 


SAU801511 


19785 


55969 


EBC 10301 8 


31846 


68030 


PPU107895 


7724 


43908 


SAU802711 


19786 


55970 


EBC 10301 9 


31847 


68031 


PPU107909 


7725 


43909 


SAU802100 


19787 


55971 


EBC103021 


31848 


68032 


PPU107911 


7726 


43910 


SAU802098 


19788 


55972 


EBC 103024 


31849 


68033 


PPU107935 


7727 


43911 


SAU802099 


19789 


55973 


EBC 103027 


31850 


68034 


PPU107953 


7728 


43912 


SAU802539 


19790 


55974 


EBC 103030 


31851 


68035 


PPU107961 


7729 


43913 


SAU202590 


19791 


55975 


EBC 103032 


31852 


68036 


PPU107970 


7730 


43914 


SAU801205 


19792 


55976 


EBC 103034 


31853 


68037 


PPU107994 


7731 


43915 


SAU801507 


19793 


55977 


EBC 103044 


31854 


68038 


PPU108029 


7732 


43916 


SAU8O1508 


19794 


55978 


EBC103045 


31855 


68039 


PPU108041 


7733 


43917 


SAU200470 


19795 


55979 


EBC 103066 


31856 


68040 


PPU108062 


7734 


43918 


SAU801011 


19796 


55980 


EBC103067 


31857 


68041 


PPU108073 


7735 


43919 


SAU801680 


19797 


55981 


EBC103074 


31S58 


68042 


PPU108076 


7736 


43920 


SAU802244 


19798 


55982 


EBC 103078 


31859 


68043 


PPU108078 


7737 


43921 


SAU802610 


19799 


55983 


EBC 103083 


31860 


68044 


PPU108082 


7738 


43922 


SAU800189 


19800 


55984 


EBC 103089 


31861 


68045 


PPU108086 


7739 


43923 


SAU800463 


19801 


55985 


EBC 103090 


31862 


68046 


PPU108087 


7740 


43924 


SAU802654 


19802 


55986 


EBC103091 


31863 


68047 


PPU108097 


7741 


43925 


SAU802606 


19803 


55987 


EBC 103092 


31864 


68048 


PPU108105 


7742 


43926 


SAU802230 


19804 


55988 


EBC103094 


31865 


68049 


PPU108108 


7743 


43927 


SAU800942 


19805 


55989 


EBC103096 


31866 


68050 


PPU108140 


7744 


43928 


SAU800001 


19806 


55990 


EBC 103098 


31867 


68051 


PPU108141 


7745 


43929 


SAU700396 


19807 


55991 


EBCi03099 


31868 


68052 


PPU108153 


7746 


43930 


SAU802249 


19808 


55992 


EBC103101 


31869 


68053 


PPU108157 


7747 


43931 


SAU802510 


19809 


55993 


EBC103102 


31870 


68054 


PPU108163 


7748 


43932 


SAU801677 


19810 


55994 


EBC103106 


31871 


68055 


PPU108165 


7749 


43933 


SAU800490 


19811 


55995 


EBC103107 


31872 


68056 


PPU108168 


7750 


43934 


SAU801179 


19812 


55996 


EBC103112 


31873 


68057 


PPU108173 



321 



WO 02/077183 

DNA Protein GeneLocusID 
SeqID SeqID 



775 1 

//ji 


V4QQ15 


Q ATTQA997S 


7759 
/ / jZ 




<1ATTP.09976 


7757 
/ / JJ 






775/1 






7755 

/ /JJ 


A'XQ'XQ 




775^ 
/ /jO 


A1QA0 

HrjyHKJ 


<5ATTR0 14R7 


7757 
/ IJ I 


mym 


^ATTR0 1490 


775 C 

/ /Do 




<?ATTR01 S14 

u/iUOUlJ l*t 


775Q 




CATT80151^ 

OAUOvlJ 1-J 


77/SA 
//OU 


A1QAA 


<3 AT TR09 1 f\) 


77A1 






77£7 
ilOl 


4J740 


<5 AT TRn9il4.8 


77£7 
//63 


A1Q47 


^ AT T80fi74^ 


//04 




<5 AT 1801 9^0 


77^5 

1 lOO 






1 too 


/I7Q5A 


C AT 180771 0 


77A7 

1 101 


/l*5Q51 


o ATT8A1 101 
OAUoUljUl 


1 tOO 


y17059 


Q AT18H1 471 


77£A 

/ /ov 


4jyjj 


C ATT8rt1 A70 


1 1 IV 


**jyo £ r 


<5 AT780?^fiS 


777 1 

/ / / L 




Q ATT8rt9^fi4 


7777 
/ / /Z 




^ AT 7800^90 

Ox\ L/ OVA/ ->Zr7 


7771 
1115 


4 j^D / 


ATT800<199 


111 A 
1 1 /4 


/T*Q5S 


<1 AT 7800976 


7775 




Q AT 7809^9 


7776 


43 you 


o AT7809H^ 


nnnn 
lift 


4jyoi 


o AT71OOJ.04. 


777C 

/ / /o 


A'XOfiT) 

4jyoz 


q AT 7800^45 


777A 

f / fy 


4jyo3 


q ATT80049A 


770A 

/ /oU 


4Jy04 


Q AT 7801 ^1 8 


77Q 1 

/ /ol 


/iiok5 


c AT7801 SI 7 
OAUoUlJ 1 / 


7782 


/11A££ 

4jyoo 


o ATTR0991 R 


77Q1 

7783 


HjyOl 


c ATT80991 7 


770yl 

7 /o4 


43yoo 


o ATTR0941 0 


7705 

77oj 


A10£Q 

4^yoy 


c ATT800AS9 


T70JC 

7786 


43y /u 


o ATT5091 1(\ 


7787 


439/1 




7788 


43v /Z 


q ATTenrn 71 


7789 


43973 


oAUoUUz44 


7790 


43974 


dAUo0Z3 /o 


7791 


■/f2 A75 
439/ J 


oAUoUUjoo 


7792 


439 /o 


Q ATTOA1 750 

oAUoUl / jo 


7793 




O ATTQAAQ7A 
oAUoUUy /4 


7794 


439 /o 


o ATTQA1 15/1 


7795 


4jy /y 


C AT TQAA5/1A 


*7*7A/T 

7796 


43ysu 


C AT TCAA5A1 


7797 


<\3yoi 


cat T909SA7 


7798 


43982 


SAU801093 


7799 


43983 


SAU800191 


7800 


43984 


SAU800265 


7801 


43985 


SAU800266 


7802 


43986 


SAU802059 


7803 


43987 


SAU800720 


7804 


43988 


SAU802254 


7805 


43989 


SAU801018 





Protein 


Gene LocusID 


SeqID 


SeqID 




19813 


55997 


EBC103119 


19814 


55998 


EBC103120 


19815 


55999 


EBC103122 


19816 


56000 


EBC103134 


19817 


56001 


EBC103135 


19818 


56002 


EBC103136 


19819 


56003 


EBC103139 


19820 


56004 


EBC103142 


19821 


56005 


EBC103143 


19822 


56006 


EBC103149 


19823 


56007 


EBC103152 


19824 


56008 


EBC103158 


19825 


56009 


EBC1031 66 


19826 


56010 


EBC103168 


19827 


56011 


EBC103170 


19828 


56012 


EBC103175 


19829 


56013 


EBC103182 


19830 


56014 


EBC103183 


19831 


56015 


EBC103186 


19832 


56016 


EBC103192 


19833 


56017 


EBC103195 


19834 


56018 


EBC103197 


19835 


56019 


EBC103198 


19836 


56020 


EBC103199 


19837 


56021 


EBC103201 


19838 


56022 


EBC103202 


19839 


56023 


EBC103210 


19840 


56024 


EBC103212 


19841 


56025 


EBC103219 


19842 


56026 


EBC103222 


19843 


56027 


EBC103227 


19844 


56028 


EBC103228 


19845 


56029 


EBC103236 


19846 


56030 


EBC 103251 


19847 


56031 


EBC103255 


19848 


56032 


EBC103267 


19849 


56033 


EBC103269 


19850 


56034 


EBC 103271 


19851 


56035 


EBC 103285 


19852 


56036 


EBC103287 


19853 


56037 


EBC103288 


19854 


56038 


EBC103289 


19855 


56039 


EBC103291 


19856 


56040 


EBC103292 


19857 


56041 


EBC 103297 


19858 


56042 


EBC103299 


19859 


56043 


EBC103300 


19860 


56044 


EBC 103303 


19861 


56045 


EBC 103305 


19862 


56046 


EBC103306 


19863 


56047 


EBC 103307 


19864 


56048 


EBC103319 


19865 


56049 


EBC103336 


19866 


56050 


EBC103337 


19867 


56051 


EBC103339 




322 





PCT7US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




31874 


68058 


TVEJT T1 HO 1 7<C 

rrUlUol fo 


31875 


68059 


DDT T1 f\Q 1 77 

PrU lUoJ. / / 


31 876 


68060 


DDTT1 AQ1 QQ 

rrUiUoloy 


31877 


68061 


DDT 11 AQ 1 07 
rrU lUoiy / 


31878 


68062 


DDT T1 AQ7AA 


31879 


68063 


DDT T1 HQ 7 AO 

rrU lUoZUZ 


31880 


68064 


DDT T1 AQ71A 


31881 


68065 


DDT M A072Q 

rrUli;oZ3y 


31882 


68066 


DDT T1 r\Q75 5 


31883 


68067 


DDT T1 HO750 

rrUlUoZDo 


31884 


68068 


DDT T1 A0779 

FrUlUoz/Z 


31885 


68069 


DDT T1 f\Q771 

rrU IUoZ/j 


31886 


68070 


DDT T1 AQ75A 

FrUlUozoU 


31887 


68071 


DDT T1 AQ7Q5 

rrU lUoZoj 


31888 


68072 


DDT T1 A07Q1 

rrUlUoZyi 


31889 


68073 


DDT T1 AQ7O0 

ppuiuozyz 


31890 


68074 


DDT T1 rtO^ 1 9 

rrU 1Uo31Z 


31891 


68075 


PPU108315 


31892 


68076 


r»T*T T1 AOI 1 n 

PPU108319 


31893 


68077 


DDT T1 f\Q1A£ 

PrUlUo34o 


31894 


68078 


DDT T1 AC3Q7 


31895 


68079 


DDT T1 AO A 1 C 

PPU lUo41o 


31896 


68080 


DDT T1 f\QA 1 Q 

rrU lUo4ly 


31897 


68081 


DDT T1 AQ/17A 

PrU 1U2S4ZU 


31898 


68082 


DDT T1 f\QA Q9 

PPU10o43Z 


31899 


68083 


DDT n f\QAA A 

PPU 1Uo44U 


31900 


68084 


DDT T1 AO A A 1 

PPU10o44i 


31901 


68085 


DDTT1 AQ/l A& 

PPUlUo440 


31902 


68086 


DDT T1 AO A AQ 

PPU10o44o 


31903 


68087 


nm T 1 AO A 5 A 

PPU 108454 


31904 


68088 


DDTT1 AO A 75 
PPU1084/D 


31905 


68089 


DDT T1 AO A QQ 

PPUlUo4oo 


31906 


68090 


DDTT1AO/IAA 

PPU10o4yU 


31907 


68091 


DDT T1 AO A 07 

ppui0o4y / 


31908 


68092 


DDT T1 AO 5 A7 

PPUIUojU/ 


31909 


68093 


DDTT1 A0 5AQ 

ppuiuojoy 


31910 


68094 


DDT T1 AQ CIA 

PPUlUojlU 


31911 


68095 


nm T1 AO CI C 

PPUIOoMj 


31912 


68096 


DDT T1 AO 5 1 7 

PPU10o517 


31913 


68097 


TvnT ti aoc 1 n 

ppuiOosiy 


31914 


68098 


PPUl 08522 


31915 


68099 


PPJJlOoozS 


31916 


68100 


T»T»T T 1 A O C O 

PPU108553 


31917 


68101 


DDT T1 AOC CA 


31918 


68102 


TITiT TI AOC/^A 

PPUIOojOU 


31919 


68103 


DDT T1 AOCQ/1 

PPU10o!)o4 


31920 


68104 


DDT T1 AOCOC 

PPU108585 


31921 


68105 


DDT TI AOCA£ 

PPU lOoDyo 


31922 


68106 


DDT T1 AO<1 5 

PPUlUoolD 


11 071 


£81 07 
Oollr/ 




31924 


68108 


PPU108646 


31925 


68109 


PPU108649 


31926 


68110 


PPU108658 


31927 


68111 


PPU108666 


31928 


68112 


PPU108667 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




7806 


43990 


SAU600582 


7807 


43991 


SAU 103752 


7808 


43992 


SAU802229 


7809 


43993 


SAU800391 


7810 


43994 


SAU800017 


7811 


43995 


SAU800965 


7812 


43996 


SAU800771 


7813 


43997 


SAU800772 


7814 


43998 


SAU801234 


7815 


43999 


SAU800179 


7816 


44000 


SAU801864 


7817 


44001 


SAU802234 


7818 


44002 


SAU802233 


7819 


44003 


SAU802063 


7820 


44004 


SAU801647 


7821 


44005 


SAU800506 


7822 


44006 


SAU800505 


7823 


44007 


SAU801185 


7824 


44008 


SAU801186 


7825 


44009 


SAU802054 


7826 


44010 


SAU802055 


7827 


44011 


SAU801273 


7828 


44012 


SAU802091 


7829 


44013 


SAU802092 


7830 


44014 


SAU802094 


7831 


44015 


SAU800292 


7832 


44016 


SAU800293 


7833 


44017 


SAU302699 


7834 


44018 


SAU302746 


7835 


44019 


SAU801791 


7836 


44020 


SAU801280 ' 


7837 


44021 


SAU802237 


7838 


44022 


SAU802425 


7839 


44023 


SAU801626 


7840 


44024 


SAU801625 


7841 


44025 


SAU801624 


7842 


44026 


SAU800354 


7843 


44027 


SAU801246 


7844 


44028 


SAU801606 


7845 


44029 


SAU802586 


7846 


44030 


SAU802585 


7847 


44031 


SAU802187 


7848 


44032 


SAU800924 


7849 


44033 


SAU800925 


7850 


44034 


SAU801719 


7851 


44035 


Q ATJ800532 


7852 


44036 


SATJ800319 

UflUOUV/J X ✓ 


7853 


44037 


SAIJS00503 


7854 


44038 


SAU801192 


7855 


44039 


SAT 1800701 


7856 


44040 


SAU802081 


7857 


44041 


SAU801220 


7858 


44042 


SAU800545 


7859 


44043 


SAU802581 


7860 


44044 


SAU802580 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqED 




19868 


56052 


EBC103342 


19869 


56053 


EBC103344 


19870 


56054 


EBC103345 


19871 


56055 


EBC103351 


19872 


56056 


EBC103357 


19873 


56057 


EBC103361 


19874 


56058 


EBC103370 


19875 


56059 


EBC103375 


19876 


56060 


EBC103390 


19877 


56061 


EBC103391 


19878 


56062 


EBC103395 


19879 


56063 


EBC1 03401 


19880 


56064 


EBC1 03402 


19881 


56065 


EBC103404 


19882 


56066 


EBC103406 


19883 


56067 


EBC103412 


19884 


56068 


EBC103419 


19885 


56069 


EBC 103420 


19886 


56070 


EBC 103421 


19887 


56071 


EBC 103424 


19888 


56072 


EBC103428 


19889 


56073 


EBC1 03431 


19890 


56074 


EBC103442 


19891 


56075 


EBC1 03443 


19892 


56076 


EBC103445 


19893 


56077 


EBC103453 


19894 


56078 


EBC 103454 


19895 


56079 


EBC 103462 


19896 


56080 


EBC103463 


19897 


56081 


EBC 103468 


19898 


56082 


EBC103477 


19899 


56083 


EBC103488 


19900 


56084 


EBC103502 


19901 


56085 


EBC103505 


19902 


56086 


EBC103508 


19903 


56087 


EBC103518 


19904 


56088 


EBC 103524 


19905 


56089 


EBC 103540 


19906 


56090 


EBC 103541 


19907 


56091 


EBC 103543 


19908 


56092 


EBC 103549 


19909 


56093 


EBC103552 


19910 


56094 


EBC103560 


19911 


56095 


EBC103562 


19912 


56096 


EBC 103564 


19913 


56097 


EBC 103570 


19914 


56098 


EBC 103571 


19915 


56099 


EBC 103572 


19916 


56100 


EBC 103573 


19917 


56101 


EBC103585 


19918 


56102 


EBCI03602 


19919 


56103 


EBC103604 


19920 


56104 


EBC103609 


19921 


56105 


EBC103610 


19922 


56106 


EBC103611 




323 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




31929 


68113 


PPU108680 


31930 


68114 


PPU108681 


31931 


68115 


PPU108700 


31932 


68116 


PPU108704 


31933 


68117 


PPU 108737 


31934 


68118 


PPU108754 


31935 


68119 


PPU108773 


31936 


68120 


PPU108805 


31937 


68121 


PPU108806 


31938 


68122 


PPU108816 


31939 


68123 


PPU108817 


31940 


68124 


PPU108855 


31941 


68125 


PPU108861 


31942 


68126 


PPU108891 


31943 


68127 


PPU108911 


31944 


68128 


PPU108921 


31945 


68129 


PPU108925 


31946 


68130 


PPU108934 


31947 


68131 


PPU108958 


31948 


68132 


PPU108977 


31949 


68133 


PPU108988 


31950 


68134 


PPU109005 


31951 


68135 


PPU109017 


31952 


68136 


PPU109021 


31953 


68137 


PPU109044 


31954 


68138 


PPU109060 


31955 


68139 


PPU109095 


31956 


68140 


PPU109123 


31957 


68141 


PPU109126 


31958 


68142 


PPU109127 


31959 


68143 


PPU109128 


31960 


68144 


PPU109143 


31961 


68145 


PPU109146 


31962 


68146 


PPU109159 


31963 


68147 


PRJ109160 


31964 


68148 


PPU109182 


31965 


68149 


PPU109199 


31966 


68150 


PPU109222 


31967 


68151 


PPU1 09250 


31968 


68152 


PPU109266 


31969 


68153 


PPU109267 


31970 


68154 


PPU109268 


31971 


68155 


PPU109276 


31972 


68156 


PPU109277 


31973 


68157 


PPU109294 


31974 


68158 


PPU109309 


31975 


68159 


PPU109348 


31976 


68160 


PPU109349 


31977 


68161 


PPU1 09350 


31978 


68162 


PPU109363 


31979 


68163 


PPU109370 


31980 


68164 


PPU109373 


31981 


68165 


PPU109423 


31982 


68166 


PPU109454 


31983 


68167 


PPU1 09466 



WO 02/077183 



DNA 


Protein 


Gene Locus ID 


SeqID 


SeqID 




7861 


4404!) 


oAUoUluOl 


/o62 


44U40 


Q ATTROI R00 


7863 


AAf\AH 

441)4/ 


c ATTR091 ^A. 


7864 


AAf\A Q 

4404o 


c ATTR0001 0 

o/\uouuu yy 


7865 


A A C\A 0 

44049 


c AT TROI £10 


7866 


44UDU 


C ATTRA1 6R9 


7867 


/MAC 1 

440 j 1 


C AT TRA1 £R1 


7868 


AAClS.0 
44UDZ 




7869 


44Uj j 


c ATTR09 C .4R 


/o /U 


AACi'\A 


<3 ATTR00194. 


/oil 


44LOJ 


<2ATJR01 611 


OQOO 

fo/Z 


44UD0 


<J ATTR0960o* 


OQOO 


44UD / 


<3 ATTR004QQ 


ocovi 
7o/4 


44UD5 


C. ATTRA1 007 


7873 


44109 


Q ATTR0100R 


7876 


44U0U 


Q ATTROA1 R5 


7877 


44U01 


C ATTR09111 


78 /o 


44U0Z 


Q ATTR01 74.0 
oAUoul /^y 


7879 


4400j 


o ATTR01 <?79 


/Sol) 


AACifiA 
44U04 


C. ATTR01 917 


/ooi 


44U0D 


c ATTR07900 


7oo2 


44U00 


c AT T100 <.RR 


7883 


A A C\AH 

4400/ 


c ATKA991 ^ 


7884 


A a a<q 
44000 


c AT1901 "^R^ 


7885 


44U69 


q ATTR091 00 


7886 


440 /0 


c ATTR01 9^1 


TOOT 

/88/ 


44U/1 


Q ATTR099^Q 


/ooo 


44U /Z 


Q ATTR01 ^*>R 


/ooV 


44U / J 


<5 ATIR01 ^^7 


OCQA 

/o9U 


44U /4 


Q ATTR09401 


toy I 


441; / J 


Q AT 190^700 


OQOO 

/o92 


44U /0 


c ATTR099^1 
uAUovZZj 1 


oqao 
7893 


44U/ / 


c AT7R0091 R 


7894 


440 /o 


C ATTR0091 0 


none 

7895 


>1 /I AOO 

440 /9 


C ATTC077H1 

oAUtSUZ / Ul 


7896 


44080 




7897 


44081 


o ATTR01 9R1 


7898 


A A no 
44082 


0AU0UIZ0Z 


7899 


44Uo3 


c ATTROO^RQ 


OGAA 
/900 


/MAS/1 
44U64 


Q ATTR00009 


7901 


A A AQ< 

4408!) 


C ATTROn^^Q 
oAUoUUJjy 


7902 


/i /i no/: 
44080 


c ATTR09zt^0 


7903 


A AC\QH 

4408/ 


O ATTQA1 1 RR 
oAUoUl loo 


7904 


/I A AOO 

44088 


C ATT0O1 1 CO 


7905 


44089 


O ATTCA779Q 

bAUoU22Zo 


7906 


44090 


OAT TO<V>in 

bAU 80222/ 


7907 


/i vi aa i 
44091 


CAT TCA1 ^/^^ 


7908 


44092 


CAT TOA1 7 

JSAU80161 / 


7909 


A A AA1 

44093 


C ATTCA7AR9 


7010 


44094 


SAU800509 


7911 


44095 


SAU802642 


7912 


44096 


SAU802641 


7913 


44097 


SAU802649 


7914 


44098 


SAU800106 


7915 


44099 


SAU801413 



DNA 


Protein 


Gene LocusID 


SeqED 


SeqID 




19923 


JOlO/ 


T?T*P10^fi19 
HxJOlUJOlZ 


19924 


56108 


rSUv/lUjO^l 


19925 


56109 


JtirJUlUJOzJ 


19926 


£/C1 1 A 


Hi3v^lUJ0^0 


19927 


56111 


jboUiUjo/o 


19928 


56112 


JKUv/IUjOZ!/ 


19929 


56113 


Hd^IUJOj / 


1 AA1 (\ 

19930 


D0114 




19931 


5611 J 


HlJ^ 1 v J 04Z 


19932 


JOI 10 


p-QPIO^fid'X 
£Dv^ 1 \JD U*t-> 


19933 


JOl 1 / 


pT>p1 A-l/C/M 
HJt3l^ 1 U J yjHH 


1 AA1 A 

19934 


<*C1 1 Q 
DOllo 


H13^1Uj04j 


19935 


56119 


lixJ^luj 040 


1 AA1 C 

1 993 6 


C£1 OA 

D0120 


rLo 1 UJ 04 / 


1 Ann 

19937 


56121 


H£5V^lvJ040 


19938 


56122 


Iil5^1UJ047 


1 AA1A 

19939 


56123 


Hr$L<lUJ03U 


19940 


56124 


T7T*rM n^^^i 


19941 


56125 


JdoCIUjODZ 


19942 


56120 


cxd^IUjOjj 


19943 


<<1 07 

5612/ 


D0L 1 vJ 0 j4 


1 an a A 

19944 


50l2o 




19945 


r/ri OA 

56129 




19946 


56130 


J3Jt>^lUjCQ / 


19947 


56131 


JddCIOJdjo 


1 AA A O 

19948 


r/C1 lO 

56132 


CDK^ IVjOjy 


19949 


56133 


iir>^/lUj00U 


19950 


56134 


rUSUlUJODl 


19951 


<£1 1^ 
56135 


Hij^/IUJOOJ 


19952 


561 Jo 


HOL/1UJ004 


1 AAO 

19953 


5613/ 


1315/^1 AI^R 

JtirSL/iujooo 


i r\f\c A 

19954 


56138 


"RTJ/^l cvxfnc\ 


19955 


56139 


Jbou iu joyz 


19956 


f /T1 Af\ 

56140 


TJTJ/^I A^7AA 
boC103 /OO 


19957 


56141 


nnOI An AO 

Jbl3L/103 /02 


19958 


56142 


Jb£>C103 /05 


19959 


56143 


JaxiUlOi /00 


19960 


56144 


UrSL/lUj /U / 


•f AA *f 1 

19961 


56145 


TTTJOI A 101 0 

noVylUJ / Iz 


19962 


56146 


cnpl AO.71 ^ 

HoOIUj / id 


19963 


5614/ 


HoL/IUj / 10 


19964 


56148 


JorSL/105 /lo 


19965 


56149 


T7T>o i no 000 
liJc5C103 12.5 


19966 


56150 


T3T>01 AOOO 1 

bBCl 03731 


19967 


C £.1 C 1 

56151 


BBC103 /34 


19968 


56152 


EBC103735 


19969 


56153 


17 T>/^ 1 AO 1 A Z 

BBC 103745 


19970 


56154 


TjT>/~« 1 AO OCA 

bBC103 /5o 


19971 


56155 


rli3C103 /5 / 


19972 


56156 


"DT501 AO OA A 
JtSBL/103 /O0 


19973 


56157 


EBC103768 


19974 


56158 


EBC103770 


19975 


56159 


EBC103772 


19976 


56160 


EBC103776 


19977 


56161 


EBC103794 



324 



PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




^1984 


68168 


PPU109508 


31985 


68169 


PPU109535 


^1Q86 


68170 


PPU109546 


^1987 

j 1 yo 1 


68171 


PPU109566 


^1988 


68172 


PPU109580 


^1989 

j 1 yoy 


68173 


PPU109585 


11990 
j 1 yy\j 


68174 


PPU109611 


j 1 y y 1 


68175 


PPU109652 


11992 

j x yy*i 


68176 


PPU109653 


31993 


68177 


PPU109654 


J 177T 


68178 


PPU109665 


11995 

«7 1 yy*j 


68179 


PPU109673 


11996 


68180 


PPU109698 


11997 

D 177 / 


68181 


PPU109700 


11998 

j 1 yyo 


68182 


PPU109702 


11 999 
j 1 yyy 


68183 


PPU109704 


32000 


68184 


PPU109706 


12001 


68185 


PPU109719 


12002 


68186 


PPU109740 


12001 


68187 


PPU109748 


32004 


68188 


PPU109750 


32005 


68189 


PPU1 09766 


12006 


68190 


PPU109786 


12007 


68191 


PPU1 09792 


1900R 


68192 


PPU1 09793 


32009 


68193 


PPU109810 


19010 


68194 


PPU109819 


1901 1 


68195 


PPU109835 


32012 


68196 


PPU1 09849 


32013 


68197 


PPU1 09898 


12014 


68198 


PPU1 09900 


32015 


68199 


PPU109910 


19016 


68200 


PPU109914 


19017 


68201 


PPU109917 


1901 R 


68202 


PPU1 09960 


1901Q 


68901 


PPU1 09970 


19090 


68204 


PPU109972 


19091 


68205 


PPU109980 

X X X \J S ^ \J\J 


19099 


68206 


PPU1 09983 


12021 


68207 


PPU1 09985 


19094 


68208 


PPU1 09989 


1909S 


68209 


PPU1 09991 


19096 


68210 


PPU1 10002 

X X v> X X V w** 


19097 


6821 1 


PPU1 10005 


1909R 


6R212 


PPU1 10008 


OOAOQ 


6R91 1 

UOZ i J 


PPIJ1 10017 


19010 


68914 


PPT Jl 10056 


19011 


68215 


PPU1 10058 

X X V-/ X X V\/ ^ w 


19019 


68216 


PPU1 10079 

X X X X W \J t ✓ 


12011 


68217 


PPU110115 


32034 


68218 


PPU110118 


32035 


68219 


PPU1 10126 


32036 


68220 


PPU110129 


32037 


68221 


PPU1 10137 


32038 


68222 


PPU1 10142 



WO 02/077183 




DNA 


•Protein 


Gene LocusID 


SeqDD 


SeqID 




7916 


44100 


SAU802652 


7917 


44101 


SAU802651 


7918 


44102 


SAU502208 


7919 


44103 


SAU801751 


7920 


44104 


SAU800767 


7921 


44105 


SAU802389 


7922 


44106 


SAU802390 


7923 


44107 


SAU302890 


7924 


44108 


SAU802528 


7925 


44109 


SAU802161 


7926 


44110 


SAU801476 


7927 


44111 


SAU802236 


7928 


44112 


SAU801632 


7929 


44113 


SAU801261 


7930 


44114 


SAU800551 


7931 


44115 


SAU802245 


7932 


44116 


SAU403191 


7933 


44117 


SAU802612 


7934 


44118 


SAU802557 


7935 


44119 


SAU802192 


7936 


44120 


SAU802426 


7937 


44121 


SAU802232 


7938 


44122 


SAU203433 


7939 


44123 


SAU800260 


7940 


44124 


SAU800261 


7941 


44125 


SAU800932 


7942 


44126 


SAU800931 


7943 


44127 


SAU802520 


7944 


44128 


SAU801251 


7945 


44129 


SAU802459 


7946 


44130 


SAU 103780 


7947 


44131 


SAU800160 


7948 


44132 


SAU80i355 


7949 


44133 


SAU801038 


7950 


44134 


SAU801388 


7951 


44135 


SAU800120 


7952 


44136 


SAU800217 


7953 


44137 


SAU802328 


7954 


44138 


SAU800192 


7955 


44139 


SAU800839 


7956 


44140 


SAU800526 


7957 


44141 


SAU800984 


7958 


44142 


SAU801670 


7959 


44143 


SAU801671 


7960 


44144 


SAU800275 


7961 


44145 


SAU800492 


7962 


44146 


SAU800493 


7963 


44147 


SAU802195 


7964 


44148 


SAU802194 


7965 


44149 


SAU802587 


7966 


44150 


SAU801844 


7967 


44151 


SAU801843 


7968 


44152 


SAU801753 


7969 


44153 


SAU801754 


7970 


44154 


SAU802222 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




19978 


56162 


EBC103795 


19979 


56163 


EBC103797 


19980 


56164 


EBC103800 


19981 


56165 


EBC103810 


19982 


56166 


EBC103811 


19983 


56167 


EBC103818 


19984 


56168 


EBC 103824 


19985 


56169 


EBC103829 


19986 


56170 


EBC103832 


19987 


56171 


EBC 103834 


19988 


56172 


EBC103836 


19989 


56173 


EBC103837 


19990 


56174 


EBC103840 


19991 


56175 


EBC 103841 


19992 


56176 


EBC 103842 


19993 


56177 


EBC103848 


19994 


56178 


EBC103850 


19995 


56179 


EBC103851 


19996 


56180 


EBC 103 852 


19997 


56181 


EBC103853 


19998 


56182 


EBC103854 


19999 


56183 


EBC103859 


20000 


56184 


EBC103860 


20001 


56185 


EBC103862 


20002 


56186 


EBC103863 


20003 


56187 


EBC103865 


20004 


56188 


EBC 103866 


20005 


56189 


EBC103867 


20006 


56190 


EBC 103870 


20007 


56191 


EBC 1 03 872 


20008 


56192 


EBC103874 


20009 


56193- 


EBC103878 


20010 


56194 


EBC103879 


20011 


56195 


EBC103885 


20012 


56196 


EBC103888 


20013 


56197 


EBC 103897 


20014 


56198 


EBC103905 


20015 


56199 


EBC 103909 


20016 


56200 


EBC103915 


20017 


56201 


EBC103916 


20018 


56202 


EBC103920 


20019 


56203 


EBC103923 


20020 


56204 


EBC 103926 


20021 


56205 


EBC103928 


20022 


56206 


EBC 103941 


20023 


56207 


EBC 103943 


20024 


56208 


EBC 103957 


20025 


56209 


EBC103959 


20026 


56210 


EBC 103961 


20027 


56211 


EBC103968 


20028 


56212 


EBC103973 


20029 


56213 


EBC103974 


20030 


56214 


EBC103975 


20031 


56215 


EBC103981 


20032 


56216 


EBC103982 




325 





PCT7US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




32039 


68223 


PPU110179 


32040 


68224 


PPU1 10183 


32041 


68225 


PPU1 10237 


32042 


68226 


PPU1 10248 


32043 


68227 


PPU1 10258 


32044 


68228 


PPU1 10278 


32045 


68229 


PPU1 10293 


32046 


68230 


PPU1 10333 


32047 


68231 


PPU1 10335 


32048 


68232 


PPU1 10350 


32049 


68233 


PPU1 10370 


32050 


68234 


PPU1 10377 


32051 


68235 


PPU1 10423 


32052 


68236 


PPU1 10426 


32053 


68237 


PPU1 10431 


32054 


68238 


PPU1 10449 


32055 


68239 


PPU1 10452 


32056 


68240 


PPU1 10472 


32057 


68241 


PPU1 10480 


32058 


68242 


PPU1 10482 


32059 


68243 


PPU1 10483 


32060 


68244 


PPU1 10484 


32061 


68245 


PPU1 10548 


32062 


68246 


PPU1 10551 


32063 


68247 


PPU1 10586 


32064 


68248 


PPU1 10598 


32065 


68249 


PPU1 10616 


32066 


68250 


PPU1 10625 


32067 


68251 


PPU1 10641 


32068 


68252 


PPU1 10642 


32069 


68253 


PPU1 10651 


32070 . 


68254 


PPU1 10665 


32071 


68255 


PPU1 10666 


32072 


68256 


PPU1 10693 


32073 


68257 


PPU1 10717 


32074 


68258 


PPU1 10732 


32075 


68259 


PPU1 10733 


32076 


68260 


PPU1 10760 


32077 


68261 


PPU1 10767 


32078 


68262 


PPU1 10820 


32079 


68263 


PPU1 10875 


32080 


68264 


PPU1 10920 


32081 


68265 


PPU1 10921 


32082 


68266 


PPU1 10948 


32083 


68267 


PPU1 10993 


32084 


68268 


PPU1 10997 


32085 


68269 


PPU1 11002 


32086 


68270 


PPU1 11032 


32087 


68271 


PPU1 11047 


32088 


68272 


PPU111071 


32089 


68273 


PPU1 11081 


32090 


68274 


PPU1 11089 


32091 


68275 


PPU111106 


32092 


68276 


PPU111159 


32093 


68277 


PPU111169 



WO 02/077183 
DNA Protein Gene LocusID 
SeqID SeqE) 



DNA Protein Gene LocusID 
SeqID SeqID 



PCT/US02/09107 

DNA Protein Gene LocusID 

SeqID SeqID 

32094 68278 PPU1 11206 

32095 68279 PPU1 11209 

32096 68280 PPU1 11253 

32097 68281 PPU1 11281 

32098 68282 PPU1 11285 

32099 68283 PPU1 11291 

32100 68284 PPU111301 

32101 68285 PPU111305 

32102 68286 PPU111319 

32103 68287 PPU111322 

32104 68288 PPU1 11323 

32105 68289 PPU1 11359 

32106 68290 PPU1 11360 

32107 68291 PPU1 11361 

32108 68292 PPU1 11376 

32109 68293 PPU1 11378 

32110 68294 PPU1 11381 

32111 68295 PPU111382 

32112 68296 PPU111397 

32113 68297 PPU111424 

32114 68298 PPU111425 

32115 68299 PPU1 11438 

32116 68300 PPU111450 
321.17 68301 PPU1 11473 

32118 68302 PPU1 11491 

32119 68303 PPU111511 

32120 68304 PPU1 11521 

32121 68305 PPU1 11526 

32122 68306 PPU1 11541 

32123 68307 PPU1 11548 

32124 68308 PPU1 11596 

32125 68309 PPU1 11611 



32126 


68310 


PPU1 11662 


32127 


68311 


PPU1 11663 


32128 


68312 


PPU1 11666 


32129 


68313 


PPU1 11671 


32130 


68314 


PPU1 11700 


32131 


68315 


PPU1 11733 


32132 


68316 


PPU1 11736 


32133 


68317 


PPU1 11744 


32134 


68318 


PPU1 11756 


32135 


68319 


PPU1 11772 


32136 


68320 


PPU1 11774 


32137 


68321 


PPU1 11777 


32138 


68322 


PPU1 11778 


32139 


68323 


PPU1 11782 


32140 


68324 


PPU1 11785 


32141 


68325 


PPU1 11797 


32142 


68326 


PPU1 11804 


32143 


68327 


PPU1 11815 


32144 


68328 


PPU111816 


32145 


68329 


PPU1 11837 


32146 


68330 


PPU111873 


32147 


68331 


PPU111874 


32148 


68332 


PPU1 11883 



7971 


44155 


SAU800605 


20033 


56217 


EBC 103983 


7972 


44156 


SAU801554 


20034 


56218 


EBC 103984 


7973 


44157 


SAU801668 


20035 


56219 


EBC103989 


7974 


44158 


SAU802049 


20036 


56220 


EBC103990 


7975 


44159 


SAU802681 


20037 


56221 


EBC 103991 


7976 


44160 


SAU802181 


20038 


56222 


EBC103996 


7977 


44161 


SAU801646 


20039 


56223 


EBC103997 


7978 


44162 


SAU800680 


20040 


56224 


EBC 103998 


7979 


44163 


SAU800782 


20041 


56225 


EBC 104003 


7980 


44164 


SAU801812 


20042 


56226 


EBC104005 


7981 


44165 


SAU802473 


20043 


56227 


EBC104008 


7982 


44166 


SAU801605 


20044 


56228 


EBC 104017 


7983 


44167 


SAU802241 


20045 


56229 


EBC 104020 


7984 


44168 


SAU802442 


20046 


56230 


EBC 104021 


7985 


44169 


SAU800123 


20047 


56231 


EBC104045 


7986 


44170 


SAU801240 


20048 


56232 


EBC104047 


7987 


44171 


SAU801131 


20049 


56233 


EBC 104048 


7988 


44172 


SAU801132 


20050 


56234 


EBC 104053 


7989 


44173 


SAU801727 


20051 


56235 


EBC 104062 


7990 


44174 


SAU801726 


20052 


56236 


EBC 104063 


7991 


44175 


SAU800286 


20053 


56237 


EBC104066 


7992 


44176 


SAU8O0535 


20054 


56238 


EBC 104067 


7993 


44177 


SAU801679 


20055 


56239 


EBC 104070 


7994 


44178 


SAU802226 


20056 


56240 


EBC104077 


7995 


44179 


SAU802686 


20057 


56241 


EBC 104078 


7996 


44180 


SAU801303 


20058 


56242 


EBC104084 


7997 


44181 


SAU800089 


20059 


56243 


EBC 104085 


7998 


44182 


SAU800325 


20060 


56244 


EBC104086 


7999 


44183 


SAU801279 


20061 


56245 


EBC104087 


8000 


44184 


SAU801491 


20062 


56246 


EBC 104095 


8001 


44185 


SAU800367 


20063 


56247 


EBC104108 


8002 


44186 


SAU800232 


20064 


56248 


EBC104114 


8003 


44187 


SAU801180 


20065 


56249 


. EBC104124 


8004 


44188 


SAU801170 


20066 


56250 


EBC104133 


8005 


44189 


SAU800467 


20067 


56251 


EBC104135 


8006 


44190 


SAU800161 


20068 


56252 


EBC104137 


8007 


44191 


SAU802047 


20069 


56253 


EBC104143 


8008 


44192 


SAU801493 


20070 


56254 


EBC104147 


8009 


44193 


SAU802468 


20071 


56255 


EBC104151 


8010 


44194 


SAU801898 


20072 


56256 


EBC104163 


8011 


44195 


SAU800111 


20073 


56257 


EBC104170 


8012 


44196 


SAU802071 


20074 


56258 


EBC104174 


8013 


44197 


SAU802070 


20075 


56259 


EBC104175 


8014 


44198 


SAU800732 


20076 


56260 


EBC104183 


8015 


44199 


SAU802235 


20077 


56261 


EBC104185 


8016 


44200 


SAU800566 


20078 


56262 


EBC104189 


8017 


44201 


SAU800287 


20079 


56263 


EBC104191 


8018 


44202 


SAU200106 


20080 


56264 


EBC104194 


8019 


44203 


SAU200237 


20081 


56265 


EBC104206 


8020 


44204 


SAU802646 


20082 


56266 


EBC104210 


8021 


44205 


SAU800514 


20083 


56267 


EBC104211 


8022 


44206 


SAU800719 


20084 


56268 


EBC104212 


8023 


44207 


SAU801439 


20085 


56269 


EBC104213 


8024 


44208 


SAU801663 


20086 


56270 


EBC104214 


8025 


44209 


SAU800366 


20087 


56271 


EBC104218 



326 



WO 02/077183 PCT/USO 2/091 07 



DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


TYKT A 


Protein 


Oene Locus LD 


SeqID 


SeqID 




SeqID 


SeqID 










8026 


44210 


SAU801084 


20088 


56272 


EBC1 04220 


32149 


68333 


PPU111885 


8027 


44211 


SAU801181 


20089 


56273 


EBC104228 


32150 


68334 


PPU111918 


8028 


44212 


SAU800491 


20090 


56274 


EBC104229 


32151 


68335 


PPU1 11952 


8029 


44213 


SAU800530 


20091 


56275 


EBC104233 


32152 


68336 


PPU1 12031 


8030 


44214 


SAU801526 


20092 


56276 


EBC104234 


32153 


68337 


PPU1 12044 


8031 


44215 


SAU802083 


20093 


56277 


EBC104237 


32154 


68338 


PPU1 12071 


8032 


44216 


SAU801892 


20094 


56278 


EBC104239 


32155 


68339 


PPU1 12081 


8033 


44217 


SAU801891 


20095 


56279 


EBC1 04245 


32156 


68340 


PPU1 12091 


8034 


44218 


SAU801934 


20096 


56280 


EBC 104246 


32157 


68341 


PPU1 12106 


8035 


44219 


SAU801933 


20097 


56281 


EBC104247 


32158 


68342 


PPU1 12123 


8036 


44220 


SAU801597 


20098 


56282 


EBC104273 


32159 


68343 


PPU1 12124 


8037 


44221 


SAU203732 


20099 


56283 


EBC 104279 


32160 


68344 


PPU112128 


8038 


44222 


SAU801733 


20100 


56284 


EBC1 04285 


32161 


68345 


PPU1 12131 


8039 


44223 


SAU800304 


20101 


56285 


EBC104291 


32162 


68346 


PPU1 12135 


8040 


44224 


SAU203500 


20102 


56286 


EBC 104300 


32163 


. 68347 


PPU1 12163 


8041 


44225 


SAU800952 


20103 


56287 


EBC104303 


32164 


68348 


PPU1 12195 


8042 


44226 


SAU800951 


20104 


56288 


EBC 104323 


32165 


68349 


PPU112217 


8043 


44227 


SAU801426 


20105 


56289 


EBC104328 


32166 


68350' 


PPU1 12220 


8044 


44228 


SAU802250 


20106 


56290 


EBC 10433 1 


32167 


68351 


PPU1 12224 


8045 


44229 


SAU801201 


20107 


56291 


EBC1 04340 


32168 


68352 


PPU112249 


8046 


44230 


SAU802075 


20108 


56292 


EBC 104342 


32169 


68353 


PPU1 12260 


8047 


44231 


SAU802273 


20109 


56293 


EBC 104357 


32170 


68354 


PPU1 12306 


8048 


44232 


SAU802545 


20110 


56294 


EBC 104358 


32171 


68355 


PPU1 12339 


8049 


44233 


SAU801645 


20111 


56295 


EBC 104360 


32172 


68356 


PPU1 12340 


8050 


44234 


SAU802130 


20112 


56296 


EBC 104368 


32173 


68357 


PPU1 12346 


8051 


44235 


SAU800742 


20113 


56297 


EBC 104374 


32174 


68358 


PPU1 12349 


8052 


44236 


SAU801901 


20114 


56298 


EBC 104380 


32175 


68359 


PPU1 12371 


8053 


44237 


SAU800962 


20115 


56299 


EBC 104389 


32176 


68360 


PPU1 12386 


8054 


44238 


SAU800699 


20116 


56300 


EBC 1044 13 


32177 


68361 


PPU1 12431 


8055 


44239 


SAU801678 


20117 


56301 


EBC 104449 


32178 


68362 


PPU1 12458 


8056 


44240 


SAU801567 


20118 


56302 


EBC 104455 


32179 


68363 


PPU1 12476 


8057 


44241 


SAU801081 


20119 


56303 


EBC104459 


32180 


68364 


PPU1 12503 


8058 


44242 


SAU800641 


20120 


56304 


EBC104465 


32181 


68365 


PPU1 12554 


8059 


44243 


SAU801408 


20121 


56305 


EBC1 04468 


32182 


68366 


PPU1 12591 


8060 


44244 


SAU800524 


20122 


56306 


EBC 104469 


32183 


68367 


PRT1 00002 


8061 


44245 


SAU800523 


20123 


56307 


EBC104471 


32184 


68368 


PRT1 00020 


8062 


44246 


SAU202690 


20124 


56308 


EBC 104473 


32185 


68369 


PRT1 00022 


8063 


44247 


SAU801905 


20125 


56309 


EBC 104475 


32186 


68370 


PRT1 00032 


S064 


44248 


SAU800920 


20126 


56310 


EBC104478 


32187 


68371 


PRT100038 


8065 


44249 


SAU802109 


20127 


56311 


EBC 104489 


32188 


68372 


PRT1 00044 


8066 


44250 


SAU801083 


20128 


56312 


EBC 104495 


32189 


68373 


PRT1 00056 


8067 


44251 


SAU800431 


20129 


56313 


EBC104502 


32190 


68374 


PRT100064 


8068 


44252 


SAU100580 


20130 


56314 


EBC 104504 


32191 


68375 


PRT100066 


8069 


44253 


SAU100905 


20131 


56315 


EBC1 04505 


32192 


68376 


PRT100070 


8070 


44254 


SAU200260 


20132 


56316 


EBC 104507 


32193 


68377 


PRT1 00071 


8071 ■ 


44255 


SAU501625 


20133 


56317 


EBC104517 


32194 


68378 


PRT1 00074 


8072 


44256 


SAU800760 


20134 


56318 


EBC 1045 19 


32195 


68379 


PRT1 00078 


8073 


44257 


SAU80U82 


20135 


56319 


EBC104522 


32196 


68380 


PRT100105 


8074 


44258 


SAU801021 


20136 


56320 


EBC 104524 


32197 


68381 


PRT1 00107 


8075 


44259 


SAU801019 


20137 


56321 


EBC104530 


32198 


68382 


PRT100115 


8076 


44260 


SAU801020 


20138 


56322 


EBC 104539 


32199 


68383 


PRT100118 


8077 


44261 


SAU800248 


20139 


56323 


EBC104555 


32200 


68384 


PRT1 00130 


8078 


44262 


SAU800250 


20140 


56324 


EBC 104560 


32201 


68385 


PRT1 00132 


8079 


44263 


SAU800249 


20141 


56325 


EBC104561 


32202 


68386 


PRT1 00138 


8080 


44264 


SAU801321 


20142 


56326 


EBC 104565 


32203 


68387 


PRT100140 



327 



WO 02/077183 
DNA Protein Gene LocusID 
SeqID SeqID 



DNA Protein Gene LocusID 
SeqID SeqID 



PCT/US02/09107 
DNA Protein Gene LocusID 
SeqID SeqID 



8081 

8082 

8083 

8084 

8085 

8086 

8087 

8088 

8.089 

8090 

8091 

8092 

8093 

8094 

8095 

8096 

8097 

8098 

8099 

8100 

8101 

8102 

8103 

8104 

8105 

8106 

8107 

8108 

8109 

8110 

8111 

8112 

8113 

8114 

8115 

8116 

8117 

8118 

8119 

8120 

8121 

8122 

8123 

8124 

8125 

8126 

8127 

8i28 

8129 

8130 

S131 

8132 

8133 

8134 

8135 



44265 

44266 

44267 

44268 

44269 

44270 

44271 

44272 

44273 

44274 

44275 

44276 

44277 

44278 

44279 

44280 

44281 

44282 

44283 

44284 

44285 

44286 

44287 

44288 

44289 

44290 

44291 

44292 

44293 

44294 

44295 

44296 

44297 

44298 

44299 

44300 

44301 

44302 

44303 

44304 

44305 

44306 

44307 

44308 

44309 

44310 

44311 

44312 

44313 

44314 

44315 

44316 

44317 

44318 

44319 



SAU801322 

SAU800733 

SAU302622 

SAU103443 

SAU802004 

SAU802171 

SAU802170 

SAU801096 

SAU103441 

SAU801701 

SAU801700 

SAU801392 

SAU800018 

SAU800525 

SAU800170 

SAU801235 

SAU801236 

SAU800322 

SAU802191 

SAU802190 

SAU800842 

SAU802090 

SAU800845 

SAU802124 

SAU103735 

SAU801781 

SAU802186 

SAU802335 

SAU800513 

SAU801241 

SAU801770 

SAU801769 

SAU800738 

SAU800737 

SAU800512 

SAU800534 

SAU802207 

SAU802206 

SAU801458 

SAU801457 

SAU801260 

SAU302812 

SAU802491 

SAU801596 

SAU802599 

SAU800759 

SAU801790 

SAU800529 

SAU801552 

SAU800253 

SAU801473 

SAU802567 

SAU802452 

SAU302793 

SAU800776 



20143 

20144 

20145 

20146 

20147 

20148 

20149 

20150 

20151 

20152 

20153 

20154 

20155 

20156 

20157 

20158 

20159 

20160 

20161 

20162 

20163 

20164 

20165 

20166 

20167 

20168 

20169 

20170 

20171 

20172 

20173 

20174 

20175 

20176 

20177 

20178 

20179 

20180 

20181 

20182 

20183 

20184 

20185 

20186 

20187 

20188 

20189 

20190 

20191 

20192 

20193 

20194 

20195 

20196 

20197 



56327 

56328 

56329 

56330 

56331 

56332 

56333 

56334 

56335 

56336 

56337 

56338 

56339 

56340 

56341 

56342 

56343 

56344 

56345 

56346 

56347 

56348 

56349 

56350 

56351 

56352 

56353 

56354 

56355 

56356 

56357 

56358 

56359 

56360 

56361 

56362 

56363 

56364 

56365 

56366 

56367 

56368 

56369 

56370 

56371 

56372 

56373 

56374 

56375 

56376 

56377 

56378 

56379 

56380 

56381 



EBC104566 

EBC104569 

EBC104570 

EBC104573 

EBC104578 

EBC104587 

EBC104589 

EBC104604 

EBC104695 

EBC104702 

EBC104708 

EBC104737 

EBC104763 

EBC104787 

EBC104807 

EBC104864 

EBC104888 

EBC104891 

EBC104912 

EBC104921 

EBC1 04962 

EBC104972 

EBC104973 

EBC105012 

EBC105028 

EBC1 05029 

EBC105058 

EBC105166 

EBC105172 

EBC105222 

EBC105295 

EBC105348 

EBC105499 

EBC105501 

EBC105567 

EBC105759 

EBC105792 

EBC105849 

EBC105902 

EBC106015 

EBC106045 

EBC106068 

EBC106113 

EBC106188 

EBC106191 

EBC106218 

EBC106332 

EBC106360 

EBC106405 

EBC106435 

EBC106483 

EBC106485 

EBC106749 

EBC106796 

EBC106824 



32204 

32205 

32206 

32207 

32208 

32209 

32210 

32211 

32212 

32213 

32214 

32215 

32216 

32217 

32218 

32219 

32220 

32221 

32222 

32223 

32224 

32225 

32226 

32227 

32228 

32229 

32230 

32231 

32232 

32233 

32234 

32235 

32236 

32237 

32238 

32239 

32240 

32241 

32242 

32243 

32244- 

32245 

32246 

32247 

32248 

32249 

32250 

32251 

32252 

32253 

32254 

32255 

32256 

32257 

32258 



68388 

68389 

68390 

68391 

68392 

68393 

68394 

68395 

68396 

68397 

68398 

68399 

68400 

68401 

68402 

68403 

68404 

68405 

68406 

68407 

68408 

68409 

68410 

68411 

68412 

68413 

68414 

68415 

68416 

68417 

68418 

68419 

68420 

68421 

68422 

68423 

68424 

68425 

68426 

68427 

68428 

68429 

68430 

68431 

68432 

68433 

68434 

68435 

68436 

68437 

68438 

68439 

68440 

68441 

68442 



PRT100142 

PRT100152 

PRT1 00154 

PRT100159 

PRT100160 

PRT100163 

PRT100166 

PRT100169 

PRT100179 

PRT100191 

PRT100195 

PRT100202 

PRT10O213 

PRT100222 

PRT100243 

PRT1 00252 

PRT100253 

PRT100254 

PRT100255 

PRT1 00263 

PRT100267 

PRT100288 

PRT100296 

PRT1 00305 

PRT1 00321 

PRT100323 

PRT100324 

PRT1 00325 

PRT100350 

PRT100356 

PRT100357 

PRT100374 

PRT100386 

PRT100403 

PRT1 00405 

PRT100424 

PRT100444 

PRT1 00460 

PRT100474 

PRT100475 

PRT100486 

PRT100487 

PRT100489 

PRT1 00490 

PRT1 00492 

PRT100502 

PRT100504 

PRT100514 

PRT100516 

PRT100522 

PRT1 00528 

PRT100531 

PRT100538 

PRT100542 

PRT1 00545 



328 



WO 02/077183 PCT/IIS02/O9107 



DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


T\\1A 

DNA 


Protein 


Gens LocusID 


SeqID 


SeqID 




SeqID 


SeqID 










8136 


44320 


SAU800777 


20198 


56382 


EBC106956 


32259 


68443 


PRT100549 


8137 


44321 


SAU802627 


20199 


56383 


EBC107113 


32260 


68444 


PRT100553 


8138 


44322 


SAU801831 


20200 


56384 


EBC107120 


32261 


68445 


PRT100554 


8139 


44323 


SAU802308 


20201 


56385 


EBC107179 


32262 


68446 


PRT100555 


8140 


44324 


SAU800562 


20202 


56386 


EBC107209 


32263 


68447 


PRT100556 


8141 


44325 


SAU802601 


20203 


56387 


EBC107253 


32264 


68448 


PRT100557 


8142 


44326 


SAU800811 


20204 


56388 


EBC107300 


32265 


68449 


PRT100558 


8143 


44327 


SAU801912 


20205 


56389 


EBC107301 


32266 


68450 


PRT1 00559 


8144 


44328 


SAU801134 


20206 


56390 


EBC107404 


32267 


68451 


PRT100561 


8145 


44329 


SAU801135 


20207 


56391 


EBC107494 


32268 


68452 


PRT1 00566 


8146 


44330 


SAU801505 


20208 


56392 


EBC107569 


32269 


68453 


PRT1 00575 


8147 


44331 


SAU302611 


20209 


56393 


EBC107735 


32270 


68454 


PRT100582 


8148 


44332 


SAU302882 


20210 


56394 


EBC107794 


32271 


68455 


PRT100590 


8149 


44333 


SAU802365 


20211 


56395 


EBC107855 


32272 


68456 


PRT1 00592 


8150 


44334 


SAU801599 


20212 


56396 


EBC108003 


32273 


68457 


PRT100600 


8151 


44335 


SAU801908 


20213 


56397 


ECO100003 


32274 


68458 


PRT100612 


8152 


44336 


SAU802152 


20214 


56398 


ECO100014 


32275 


68459 


PRT100619 


8153 


44337 


SAU800312 


20215 


56399 


ECO100016 


32276 


68460 


PRT1 00620 


8154 


44338 


SAU802112 


20216 


56400 


ECO 100022 


32277 


68461 


PRT100621 


8155 


44339 


SAU802111 


20217 


56401 


ECO100031 


32278 


68462 


PRT100628 


8156 


44340 


SAU800830 


20218 


56402 


ECO100048 


32279 


68463 


PRT100632 


8157 


44341 


SAU800829 


20219 


56403 


ECO 100051 


32280 


68464 


PRT100638 


8158 


44342 


SAU801269 


20220 


56404 


ECO 100064 


32281 


68465 


PRT1 00644 


8159 


44343 


SAU8O1703 


20221 


56405 


ECO100072 


32282 


68466 


PRT1 00650 


8160 


44344 


SAU800255 


20222 


56406 


ECO 100077 


32283 


68467 


PRT100660 


8161 


44345 


SAU800256 


20223 


56407 


ECO100078 


32284 


68468 


PRT100665 


8162 


44346 


SAU802076 


20224 


56408 


ECO 100082 


32285 


68469 


PRT100667 


8163 


44347 


SAU801738 


20225 


56409 


ECO100084 


32286 


68470 


PRT1 00675 


8164 


44348 


SAU800344 


20226 


56410 


ECO100085 


32287 


68471 


PRT1 00691 


8165 


44349 


SAU802555 


20227 


56411 


ECO100086 


32288 


68472 


PRT100704 


8166 


44350 


SAU801523 


20228 


56412 


ECO 100087 


32289 


68473 


PRT100706 


8167 


44351 


SAU800434 


20229 


56413 


ECO100088 


32290 


68474 


PRT100707 


8168 


44352 


SAU800156 


20230 


56414 


ECO100089 


32291 


68475 


PRT1 00708 


8169 


44353 


SAU102585 


20231 


56415 


ECO100090 


32292 


68476 


PRT100712 


8170 


44354 


SAU801396 


20232 


56416 


ECO 100091 


32293 


68477 


PRT100717 


8171 


44355 


SAU800117 


20233 


56417 


ECO100098 


32294 


68478 


PRT1 00729 


8172 


44356 


SAU800116 


20234 


56418 


ECO100134 


32295 


68479 


PRT100733 


8173 


44357 


SAU801771 


20235 


56419 


ECO100143 


32296 


68480 


PRT100735 


8174 


44358 


SAU802613 


20236 


56420 


ECO100149 


32297 


68481 


PRT100737 


8175 


44359 


SAU800489 


20237 


56421 


ECO100159 


32298 


68482 


PRT100741 


8176 


44360 


SAU802689 


20238 


56422 


ECO100162 


32299 


68483 


PRT1 00743 


8177 


44361 


SAU802418 


20239 


56423 


ECO100166 


32300 


68484 


PRT1 00746 


8178 


44362 


SAU802133 


20240 


56424 


ECO100172 


32301 


68485 


PRT100747 


8179 


44363 


SAU801521 


20241 


56425 


ECO100174 


32302 


68486 


PRT100749 


8180 


44364 


SAU801243 


20242 


56426 


ECO100175 


32303 


68487 


PRT100750 


8181 


44365 


SAU800020 


20243 


56427 


ECO100182 


32304 


68488 


PRT100771 


8182 


44366 


SAU802359 


20244 


56428 


ECO100187 


32305 


68489 


PRT100774 


8183 


44367 


SAU802360 


20245 


56429 


ECOl 00188 


32306 


68490 


PRT100781 


8184 


44368 


SAU202256 


20246 


56430 


ECO100251 


32307 


68491 


PRT1 00789 


8185 


44369 


SAU800320 


20247 


56431 


ECO100252 


32308 


68492 


PRT100790 


8186 


44370 


SAU801687 


20248 


56432 


ECO100260 


32309 


68493 


PRT100791 


8187 


44371 


SAU800138 


20249 


56433 


ECO100266 


32310 


68494 


PRT100792 


8188 


44372 


SAU802137 


20250 


56434 


ECO100267 


32311 


68495 


PRT100794 


8189 


44373 


SAU801297 


20251 


56435 


ECO100288 


32312 


68496 


PRT100799 


8190 


44374 


SAU801296 


20252 


56436 


ECO100289 


32313 


68497 


PRT100815 



329 



WO 02/077183 
DNA Protein Gene LocusID 
SeqID SeqID 



PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




SeqID 


SeqID 




20253 


cca n 
56437 


JdL/VJIUUjOj 




68498 


PRT100819 


20254 


564 jo 






68499 


PRT100820 


20255 


5643^ 


pprnfin395 


32316 


68500 


PRT100822 


20256 




ppmfifi334 


32317 


68501 


PRT100826 


20257 


D044I 


ppnifln373 


32318 


68502 


PRT100857 


20258 


CCA AO 

5644z 


ppniofi375 


39319 


68503 


PRT100858 


20259 


56443 


JCA^U 1 UU J OH 


39390 


68504 


PRT100873 


20260 


CCA A A 

56444 


ppm nn^RQ 


39321 


68505 


PRT100883 


20261 


CCA A C 

5 644 J 


J3LAJ1UU3;7Z 


39399 


68506 


PRT100887 


20262 


CCA A C 

56446 


ppm fifi3Q3 


39393 


68507 


PRT100890 


20263 


CCA A H 

5644/ 




39324 


68508 


PRT100901 


20264 


50448 


ppnin A 3Q°. 


32325 


68509 


PRT100903 


20zo5 


CCAAQ 


FPO 100406 


32326 


68510 


PRT1009O5 


i ao/c/£ 
zUzoo 


CCAC.f\ 


ppoioo412 


32327 


68511 


PRT100919 


20267 


50451 


PPOinfi413 


32328 


68512 


PRT100920 


20268 


CCA CO 
5645Z 


ppm fin493 


39329 


68513 


PRT100936 


20269 


CCA <\1 


ppm 00439 


32330 


68514 


PRT100948 


20270 


CCA CA 

56454 


PPPH C\C\A(y\ 


39331 


68515 


PRT100952 


20271 


CCA CC 

56455 


TTfY\1 AA/1A9 


39339 


68516 


PRT100957 


20272 


C CA CC 

56456 


TJ/-^r\ 1 AA/161 

HOU1UU40-) 


3933^ 


68517 


PRT1 00958 


20273 


CCA C*7 

5645 / 


•cpr^i AA471 


39334 


68518 


PRT100966 


20274 


CCA 

56458 


rpaI fifiAR6 
Il^WlUl/ £ tOO 




68519 


PRT100970 


20275 


CCA CQ 

5045:* 


ppninfi5n3 


32336 


68520 


PRT100974 


20276 


5040U 




32337 


68521 


PRT100975 


202 II 


CCA C~\ 


ppnino549 


32338 


68522 


PRT100983 


20278 


5040/ 


ppoi 00546 

EL«U 1 UUJtU 


32339 


68523 


PRT100988 


20279 


56463 


COVJ1UU540 


39340 


68524 


PRT101005 


20280 


CCA CA 

56464 


ppn inn57i 


39341 


68525 


PRT101016 


20281 


CCACC. 

56465 


PP01 AA<I76 


39349 


68526 


PRT101022 


20282 


CCACC 

56466 


ppn iflfi578 


39343 


68527 


PRT101027 


20283 


CCA CI 

5646/ 




39344 


68528 


PRT101028 


20284 


CCA CQ 

5040o 




39345 


68529 


PRT101034 


20285 


CCA CO 

504oy 


PP0 1 f)fl6fi6 


39346 


68530 


PRT101036 


20286 


504 /U 


ppninfi6i r 


39347 


68531 


PRT101043 


20287 


504/1 


ppnifif)696 


39348 


68532 


PRT101047 


2U288 


504 /Z 


ppnino69R 


32349 


68533 


PRT101050 


AAA OA 

20289 


504/5 


PPO 100641 


32350 


68534 


PRT101051 


20290 


564/4 


PPH 1 (\(\&A£k 


39351 


68535 


PRT101055 


20291 


CCA HC 

56475 


eA^UIUUOj / 


39359 


68536 


PRT101058 


20292 


CCA HC 

56476 


HCU1UU00U 


39353 


68537 


PRT101067 


20293 


56477 


cCvJiUUO /o 




68538 


PRT101070 


20294 


CCA TO 

56478 


UpA t AA/^TQ 

bcuiuuo /y 




68539 


PRT101071 


20295 


56479 


liL/VjiUUOoU 


3935^ 


68540 


PRT101073 


20296 


CCA OA 

56480 


HUU IUUOoO 


39357 


68541 


PRT101086 


20297 


564S I 


riUL/iuuoyo 


3935R 


68542 


PRT101087 


20298 


CCA CO 

5640Z 




32359 


68543 


PRT101090 


20299 


564o5 


ppmnn77? 


39360 


68544 


PRT101099 


20300 


CCA Q A 

56484 


aat-io 
Jtiv^lJl UU /3y 


39361 


68545 


PRT101100 


20301 


CCA OC 

56485 


RPA1 AA7CA 


39369 


68546 


PRT101102 


20302 


56486 


ECO100751 


32363 


68547 


pkTionn 


20303 


56487 


ECO100756 


32364 


68548 


PRT101139 


20304 


56488 


ECO 100758 


32365 


68549 


PRT101140 


20305 


56489 


ECO100770 


32366 


68550 


PRT101141 


20306 


. 56490 


ECO100788 


32367 


68551 


PRT101142 


20307 


56491 


ECO100789 


32368 


68552 


PRT101147 



8191 

8192 

8193 

8194 

8195 

8196 

8197 

8198 

8199 

8200 

8201 

8202 

8203 

8204 

8205 

8206 

8207 

8208 

8209 

8210 

8211 

8212 

8213 

8214 

8215 

8216 

8217 

8218 

8219 

8220 

8221 

8222 

8223 

8224 

8225 

8226 

8227 

8228 

8229 

8230 

8231 

8232 

8233 

8234 

8235 

8236 

^237 

8238 

8239 

8240 

8241 

8242 

8243 

8244 

8245 



44375 

44376 

44377 

44378 

44379 

44380 

44381 

44382 

44383 

44384 

44385 

44386 

44387 

44388 

44389 

44390 

44391 

44392 

44393 

44394 

44395 

44396 

44397 

44398 

44399 

44400 

44401 

44402 

44403 

44404 

44405 

44406 

44407 

44408 

44409 

44410 

44411 

44412 

44413 

44414 

44415 

44416 

44417 

44418 

44419 

44420 

44421 

44422 

44423 

44424 

44425 

44426 

44427 

44428 

44429 



SAU201900 

SAU802662 

SAU802464 

SAU800511 

SAU802120 

SAU800550 

SAU800472 

SAU800473 

SAU800317 

SAU800101 

SAU800186 

SAU801450 

SAU800538 

SAU800601 

SAU801025 

SAU802368 

SAU801114 

SAU802400 

SAU801913 

SAU801697 

SAU802221 

SAU802371 

SAU802372 

SAU302737 

SAU801636 

SAU801530 

SAU801529 

SAU802251 

SAU801484 

SAU802469 

SAU800015 

SAU801537 

SAU800555 

SAU802481 

SAU801695 

SAU802113 

SAU802293 

SAU802292 

SAU801274 

SAU801232 

SAU801466 

SAU801648 

SAU800765 

SAU800766 

SAU801330 

SAU801331 

SAU801694 

SAU800975 

SAU800968 

SAU801842 

SAU800024 

SAU200671 

SAU802341 

SAU800008 

SAU800190 



330 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




8946 


AAAICi 
4*rrJU 


CAT J 80031 6 




44431 


CAT J802518 


8948 


44419 


CAT T8O2087 


8940 


4x1411 


SAT 1800637 


89 50 


AAA1A 


C AT7800135 


8951 




C AT1801 104 
0AU0U1J7H 


Q757 


44/116 


0 ATT8O1790 


8751 


44417 


C ATIROI R1 0 


8954 


44418 


0 AT18O1O01 


8955 


44410 


CATT801001 


8956 


44440 


CAT 1801 002 


8957 


44441 


SATJ802056 


8258 


44449 


SAU802288 


8959 


44443 


SAU802290 


8960 


44444 


SAT 1802444 


8961 

OZU 1 


44445 


SAT 1800254 


8969 


44446 


CATT8O1480 


8961 


44447 


C ATT809467 


8964 


44448 


CAT 1801 C85 


8965 


44440 


CAT 1809 69 8 


8966 


44450 


CATT809599 

ur\U OVZ JZZ 




44451 


SATJ801310 




44452 


SATJ8O0323 


8969 


44453 


SAT J 80248 8 


8970 
oz /u 


44454 


SATT801419 


8971 
oZ / 1 


44455 


C ATT801918 


OZ /Z 


44456 


CAT TR01755 
OAUOvl /J J 


Q771 


44457 


C AT7800561 


8974 
5Z /*t 


44458 


C ATT8O9500 


8975 
oZ /D 


4445Q 


CAT T8OI 175 


8976 
OZ 


44460 


C ATIROI 950 


8977 
OZ / / 


44461 


CATT809658 


8978 
Oi / o 


44462 


SATJ802472 


8970 

OZ /i/ 


44461 


CAT 1809 184 

OAUOV/Zi J. 0*t 


8980 


44464 


SAT 18021 83 

OAUOv^i IOJ 


8981 

OZO 1 


44465 


SATT800905 


8989 


44466 


SATT800838 


8981 


. 44467 


CAT 1800751 


8984 
oZo*t 


44468 


CAT7801788 


8985 


44460 


CAT 7800908 


OZOO 


44470 


CAT 1909601 


8787 
OZo / 


44471 


C ATT801 1 44 


8988 
oZoo 


44479 


CAT 1901 988 


8980 


44471 


CAT T8O0470 


89QO 


44474 


CATT800480 
o/\U 0UU40V/ 


ozy i 


44475 


C AT7801 501 


Q7Q7 


4447/£ 


C ATTQH1 801 


COOl 

ozy^ 


44/177 


C ATTC09146 




AAA1Q 


C AT IQm 1 OQ 
0AU0UI iUy 


8295 


AAA *7f\ 

44479 


OAT TOA1 1C1 


8296 


44480 


SAU800456 


8297 


44481 


SAU800151 


8298 


44482 


SAU802107 


8299 


44483 


SAU300619 


8300 


44484 


SAU800148 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




20308 


56492 


ECOl 00796 


20309 


56493 


ECO100803 


20310 


56494 


ECOl 00805 


20311 


56495 


ECO100817 


20312 


56496 


ECO100833 


90313 


56497 


ECO100847 


90114 


56498 

JUt70 


FCOl 00859 


9031 5 


56499 


ECO100865 


90316 


56500 


ECOl 00879 


20317 


56501 


ECO 100882 


20318 


56502 


ECOl 00889 


20319 


56503 


ECOl 009 11 


20320 


56504 


ECOl 00918 


20321 


56505 


ECOl 00924 


20322 


56506 


ECOl 00930 


20323 


56507 


ECO100942 


20324 


56508 


ECOl 00955 

X-/V_-'V_/ 1 \J\J J *J 


90325 


56509 


FCOl 00985 


ZWJZU 


56510 


ECO 100991 


20327 


56511 

*/VJ»J X 1 


ECO 100993 

X^ V>»V-/ X \J\J S -J J 


20328 


56512 


ECO100999 


20329 


56513 


ECO101018 


20330 


56514 


ECO101022 


20331 


56515 


ECO101028 


20332 


56516 


ECO101029 


20333 


56517 


ECOl 01 042 

X_/\_^ W 1 v I w 1 


20334 


56518 


ECO101064 

JjW X V X v v 1 


20335 


56519 


ECOl 01 065 


90336 


56520 


FCO101071 


90337 


56521 


FCOl 01073 


20338 


56522 


ECO101075 


20339 


56523 


FCO101080 


20340 


56524 


ECOl 01 082 


20341 


56525 


ECO101087 


20342 


56526 


ECO101100 


20343 


56527 


ECO101106 


20344 


56528 


ECO101109 


20345 


56529 


ECO101129 


20346 


56530 


ECO101176 


20347 


56531 


ECOl 01209 


20348 


56532 


ECO101210 


20349 


56533 


FCO101212 


20350 


56534 


ECO101217 

XVV V 1 vlMl / 


20351 


56535 


ECO 101 223 


20352 


56536 


ECO101234 

x-< v_/vy lui z>«j*t 


20353 


56537 


ECO101237 


90154 


56538 


FCOl 01 242 


90355 


56539 


FCOl 01 245 

j-i v> vy x w x Xtf < r«/ 


90156 


56540 


FCOl 01 249 

j_f ivi xv*tJ7 


20357 


56541 


ECO101286 


20358 


56542 


ECOl 01 291 


20359 


56543 


ECO101302 


20360 


56544 


ECO101306 


20361 


56545 


ECO101410 


20362 


56546 


ECO101420 




331 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




32369 


68553 


PRT101157 


32370 


68554 


PRT101158 


32371 


68555 


PRT101163 


32372 


68556 


PRT101170 


32373 


68557 


PRT101174 


32374 


68558 


PRT101177 


32375 


68559 


PRT101178 


32376 


68560 


PRT101181 


32377 


68561 


PRT101183 


32378 


68562 


PRT101184 


32379 


68563 


PRT101197 


32380 


68564 


PRT101208 


32381 


6S565 


PRT101210 


32382 


68566 


PRT101213 


32383 


68567 


PRT101236 


32384 


68568 


PRT101240 


32385 


68569 


PRT101241 


32386 


68570 


PRT101242 


32387 


68571 


PRT101243 

x x ^ X X W X w T<*S 


32388 


68572 


PRT101244 


32389 


68573 


PRT101246 


32390 


68574 


PRT101247 


32391 


68575 


PRT101248 


32392 


68576 


PRT101259 


32393 


68577 


PRT101268 


32394 


68578 


PkT101269 


32395 


68579 


PRT101271 


32396 


68580 


PRT101272 


32397 


68581 


PRT101283 


32398 


68582 


PRT101284 


32399 


68583 


PRT101288 


32400 


68584 


PRT101295 


32401 


68585 


PRT101296 


32402 


68586 


PRT101302 


32403 


68587 


PRT101304 


32404 


68588 


PRT101305 


32405 


68589 


PRT101306 


32406 


68590 


PRT101308 


32407 


68591 


PRT101310 


32408 


68592 


PRT101312 


32409 


68593 


PRT101313 


32410 


68594 


PRT101349 


32411 


68595 


PRT101358 


32412 


68596 


PRT101359 


32413 


68597 


PRT101362 


32414 


68598 


PRT101365 


32415 


68599 


PRT101376 


32416 


68600 


PRT101378 


32417 


68601 


PRT101385 


32418 


68602 


PRT101388 


32419 


68603 


PRT101394 


32420 


68604 


PRT101395 


32421 


68605 


PRT101397 


32422 


68606 


PRT101407 


32423 


68607 


PRT101411 



WO 02/077183 



DNA 


Protein 


Gene Locus ID 


SeqID 


SeqID 




8301 


AAA Of 

44485 


OAT TOrkl /C£A 


8302 


AAA OH 

44486 


OAT TQA1 A£A 

oAUoOlOOO 


8303 


AAA on 

44487 


O AT T1 AviA1 1 

fc>AU 10401 1 


OO A A 

8304 


AAA OO 

44488 


O AT TOA1 Q1 O 

oAUooiyiy 


8305 


AAA OA 

44489 


oat tqaacoa 
bAUo00520 


8306 


A A AOf\ 

44490 


An a i AAAAO 

ABAlOOOOo 


8307 


A A A A 1 

44491 


ADA1 AAA1 1 

ABA100013 


8308 


44492 


ABA 1000 14 


8309 


44493 


A "D A 1 AAAO*7 

ABA10002/ 


no 1 A 

8310 


AAAClA 

4445J4 


ad a i aaatj 
AdAIOOO.J.5 


8311 


/| /I /IOC 


Ada i aaai^ 
Ar>A 1000.50 


Ol 1 o 

8312 


AAA A/C 


A T5 A 1 AAA>4 1 

ABA 100041 


Q1 1 1 

8.31:) 


444V/ 


a p. a i aaa<i 
AisAIOUOjj 


Ol 1 A 

8314 


44498 


ADA1 AAAC/1 

AbA 100054 


Ol 1 c 

8315 


A A Af\C\ 

44499 


A "D A 1 AAA<£ 

ABA 100030 


8316 


A A C A A 

44500 


An a 1 AAA CO 

ABA 1 000 


1 O 

8317 


/I /I CA1 

44501 


A D A 1 AAA/CO 
ABA1000O2 


OO 1 o 

8318 


A CAO 

44502 


AD A1 AAA'TO 

ABA 1 000 /y 


OO 1 A 

8319 


44503 


ADA1 AAACA 

ABAlOOOoO 


8320 


44504 


AD A 1 AAAQ1 

ABAlOOOoi 


qoo i 
8321 


44505 


ad A 1 AAHCT 

ABAlOOOoz 


8322 


44500 


AD A 1 AAACi 

ABAlOOOoO 


8323 


A A CAT 

4450/ 


A D A 1 AAAO/1 

ABAI00084 


8324 


A A CAO 

44508 


A D A 1 AAAQ^ 

ABAlOOOoD 


8325 


A A C A A 

44509 


AD A 1 AAAQ/T 

ABAlOOOoO 


8326 


/I /I C 1 A 

44510 


ADA1 AAAC7 

ABA 1 000 o/ 


8327 


44511 


AT) A 1 AAAOO 

ABA100088 


8328 


44512 


A T> A 1 AAAAO 

ABA 100092 


OOOA 

8329 


A A C 1 O 

44513 


A "D A 1 A AAO/C 

ABAlOOOyo 


8330 


/I /I C 1 A 

44514 


ADA 1 AAAOO 

ABAlOOOys 


8331 


A A C 1 C 

44515 


AD A 1 AA1 AA 

ABA 100 100 


oJjz 


/M C 1 /r 

44510 


AD A 1 A A 1 C\A 

AJdA100104 


8333 


4451 / 


ADA 1 AA1 C\K 
AoAIOOIOj 


doo >i 

8334 


44518 


ADA 1 AA1 A< 

ABA10010O 


one 

8335 


/(/If 1Q 

445 iy 


ADA 1 AA 1 A*7 

ABA 100 10/ 


8336 


/l /I CO A 

44520 


a d a 1 aa 1 ao 
ABA100108 


8337 


44521 


A D A 1 AA1 AH 

ABA100109 


8338 


44522 


in A 1 AA1 1 A 

ABA100110 


8339 


/l /I coo 

44523 


A T» A 1 AA1 1 1 

ABA100111 


8340 


A A CO A 

44524 


A T> A 1 AA1 1 O 

ABA100112 


8341 


H /l coc 

44525 


A TO A 1 A A 1 1 O 

ABA100113 


01 A O 

8342 


44526 


A D A 1 A A 1 1*7 

ABA100117 


8343 


if yt CO*7 

44527 


A "D A 1 AA1 1 O 

ABA10011H 


8344 


/I A COO 

44528 


ADA1 AA1 O 1 

ABA100121 


AC 

8345 


/1COA 

44529 


A T> A 1 AA1 OO 

ABA 100 122 


8346 


A A CO A 

44530 


A "D A 1 AA1 Ovt 

ABA 100 124 


8347 


44531 


A TO A 1 A A i O^T 

ABA100126 


8348 


A /ICOO 

44532 


A T"» A 1 AA1 0**7 

ABA100127 


8349 


44533 


A IT* A t AA 1 OO 

ABA100128 


83j0 


44534 


ADAl AA1 90 
ABAlOOlzy 


8351 


44535 


ABA100130 


8352 


44536 


ABA100134 


8353 


44537 


ABA100135 


8354 


44538 


ABA100136 


8355 


44539 


ABA100144 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




90161 


jUJt / 


FCOl 01427 


90164 


JUJ*ru 


ECO101449 


90165 




FCO 101465 


90166 


S6^S0 


ECO101469 


?oi67 


JUJJ 1 


FCO 10 1470 


OA'S /CO 
ZUJOO 




FCOl 01 481 


9016Q 




FCO101491 


9017H 


*JfW4 


FCO101511 


90171 


JUJJJ 


ECO101518 


9017? 

L\)J /Z 


"56S56 


ECO101520 




56557 


ECO101555 




56558 


ECO101566 


90175 


56559 


ECO101573 

J—/ N^V-/ J. V J. ml 1 W 


90176 


56560 


ECO101607 

1_/V_> Jul WW / 


70177 


56561 


ECO101619 


ZU J / o 


56562 


ECO101632 


9017Q 


56561 


FCO101644 


zu.>ov/ 


56564 


ECO101650 


90181 


56565 


ECO101660 

l—i Ivl WWW 


901R9 


56566 


ECO101661 


90181 


56567 


ECO101667 


90184 


56568 


FCO101681 


9018*1 


56560 


FCOl 01682 


90186 


56570 


FOO101691 


90187 
JL\J jo / 


56571 


FPO101704 


90188 


56579 

JVJ /Z 


FPO101705 


• 9018Q 


56571 


FPO101708 


OA^QA 


56574 


FPO101716 

JjUU 1U1 / I u 


90101 


56575 


FrO10173l 


901Q9 


56576 


ECO101731 


90101 


56577 


FCOl 01 744 


20194 


56578 


ECO101747 


9010S 


56570 


ECO 101 820 

JL_i V^V-/ 1U1 Ui-U 


90106 


56580 


FCOl 01 824 

1_/V>W lul Ua" 


90107 


56581 


FCOl 01 835 

U< v^Vy lul OJJ 


90108 


56589 


FCO101877 

Juuu lulO / / 


90100 


56581 


FCO101 881 


90AAA 
Z04UU 


565R4 


FPOI 01Q04 


OAytAI 


56585 


PPOl 01 011 


90A09 


56586 


FPO101016 


904.01 


56587 


FPO101070 


90/104 


56588 


FPO101086 
iZ/VvW i u i y o u 


9040^ 


56580 


FPO101088 


90406 


5650O 


FPOl 09005 

JiUU 1 UiiUUJ 


90407 

Zvr+U / 


56501 

JUJ7 1 


FPOl 02000 


90408 


56509 
jo jyz 


FPOl 09010 
xi i uz v i y 


90400 


56501 


cpA 109098 


90410 


56504 

JUJ7T 


FPOl 09014 


9041 1 


56505 


PP0 10904^ 


9041 9 


56^06 


FPOl 09050 
JjuU 1 uZw JU 


20413 


56597 


ECO102055 


20414 


56598 


ECO102063 


20415 


56599 


ECO102064 


20416 


56600 


ECO102073 


20417 


56601 


ECO102077 



332 



PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




32424 


68608 


PRT101421 


32425 


68609 


PRT101423 


32426 


68610 


PRT101425 


32427 


68611 


PRT101434 


32428 


68612 


PRT101439 


32429 


68613 


PRT101447 


32430 


68614 


PRT101464 


32431 


68615 


PRT101476 


32432 


68616 


PRT101480 


32433 


68617 


PRT101484 


32434 


68618 


PRT101487 


32435 


68619 


PRT101493 


32436 


68620 


PRT101495 


32437 


68621 


PRT101496 


32438 


68622 


PRT101499 


32439 


68623 


PRT101500 


32440 


68624 


PRT101501 


32441 


68625 


PRT101519 


32442 


68626 


PRT101527 


32443 


68627 


PRT101534 


32444 


68628 


PRT101541 


32445 


68629 


PRT101542 


32446 


68630 


PRT101551 


32447 


68631 


PRT101552 


32448 


68632 


PRT101562 


32449 


68633 


PRT101564 


32450 


68634 


PRT101565 


32451 


68635 


PRT101586 


32452 


68636 


PRT101595 


32453 


68637 


PRT101596 


32454 


68638 


PRT101600 


32455 


68639 


PRT101607 


32456 


68640 


PRT101632 


32457 


68641 


PRT101651 


32458 


68642 


PRT101652 


32459 


68643 


PRT101653 


32460 


68644 


PRT101657 


32461 


68645 


PRT101661 


32462 


68646 


PRT101668 


32463 


68647 


PRT101670 


32464 


68648 


PRT101679 


32465 


68649 


PRT101697 


32466 


68650 


PRT101698 


32467 


68651 


PRT101699 


32468 


68652 


PRT101704 


32469 


68653 


PRT1Q1707 


32470 


68654 


PRT101718 


32471 


68655 


PRT101726 


32472 


68656 


PRT101728 


32473 


68657 


PRT101730 


32474 


68658 


PRT101741 


32475 


68659 


PRT101751 


32476 


68660 


PRT101754 


32477 


68661 


PRT101762 


32478 


68662 


PRT101765 



WO 02/077183 




DNA 


Protein 


Gene LocusED 


SeqID 


SeqID 




8356 


44540 


ABA100149 


8357 


44541 


ABA100150 


8358 


44542 


ABA100156 


8359 


44543 


ABA100157 


8360 


44544 


ABA100162 


8361 


44545 


ABA100163 


8362 


44546 


ABA100164 


8363 


44547 


ABA100166 


8364 


44548 


ABA100167 


8365 


44549 


ABA100169 


8366 


44550 


ABA100173 


8367 


44551 


ABA100184 


8368 


44552 


ABA100187 


8369 


44553 


ABA100192 


8370 


44554 


ABA100197 


8371 


44555 


ABA100200 


8372 


44556 


ABA100205 


8373 


44557 


ABA100211 


8374 


44558 


ABA100225 


8375 


44559 


ABA100229 


8376 


44560 


ABA100233 


8377 


44561 


ABA100240 


8378 


44562 


ABA100252 


8379 


44563 


ABA100260 


8380 


44564 


ABA100261 


8381 


44565 


ABA100265 


8382 


44566 


ABA100269 


8383 


44567 


ABA100270 


8384 


44568 


ABA100276 


8385 


44569 


ABA100279 


8386 


44570 


ABA100283 


8387 


44571 


ABA100286 


8388 


44572 


ABA100290 


8389 


44573 


ABA100298 


8390 


44574 


ABA100304 


8391 


44575 


ABA100308 


8392 


44576 


ABA100310 


8393 


44577 


ABA100316 


8394 


44578 


ABA100317 


8395 


44579 


ABA100318 


8396 


44580 


ABA100324 


8397 


44581 


ABA100328 


8398 


44582 


ABA100331 


8399 


44583 


ABA100352 


8400 


44584 


ABA100361 


8401 


44585 


ABA100363 


8402 


44586 


ABA100364 


8403 


44587 


ABA100365 


8404 


44588 


ABA 100367 


8405 


44589 


ABA100372 


8406 


44590 


ABA100375 


8407 


44591 


ABA100377 


8408 


44592 


ABA100380 


8409 


44593 


ABA100381 


8410 


44594 


ABA 100383 



DNA 


Protein 


Gene LocusED 


SeqID 


SeqID 




20418 


56602 


ECO102085 


20419 


56603 


ECO102088 


20420 


56604 


ECO 102099 


20421 


56605 


ECO102108 


20422 


56606 


ECO102118 


20423 


56607 


ECO102124 


20424 


56608 


ECO102126 


20425 


56609 


ECO102127 


20426 


56610 


ECO 102 128 


20427 


56611 


ECO102142 


20428 


56612 


ECO102143 


20429 


56613 


ECO102148 


20430 


56614 


ECO102150 


20431 


56615 


ECO102167 


20432 


56616 


ECO102168 


20433 


56617 


ECO102189 


20434 


56618 


ECO102236 


20435 


56619 


ECO 102242 


20436 


56620 


ECO 102243 


20437 


56621 


ECO 102256 


20438 


56622 


ECO102262 


20439 


56623 


ECO 102287 


20440 


56624 


ECO102296 


20441 


56625 


ECO 1023 11 


20442 


56626 


ECO102338 


20443 


56627 


ECO102349 


20444 


56628 


ECO102362 


20445 


56629 


ECO 102365 


20446 


56630 


ECO 102367 


20447 


56631 


ECO 102379 


20448 


56632 


ECO 102380 


20449 


56633 


ECO102392 


20450 


56634 


ECO 102419 


20451 


56635 


ECO 102449 


20452 


56636 


ECO 102458 


20453 


56637 


ECO 102460 


20454 


56638 


ECO 102465 


20455 


56639 


ECO 102480 


20456 


56640 


ECO102482 


20457 


56641 


ECO 102502 


20458 


56642 


ECO102509 


20459 


56643 


ECO102514 


20460 


56644 


ECO102517 


20461 


56645 


ECO 1025 19 


20462 


56646 


ECO102539 


20463 


56647 


ECO 102558 


20464 


56648 


ECO 102567 


20465 


56649 


ECO 102590 


20466 


56650 


ECO 102606 


20467 


56651 


ECO102608 


20468 


56652 


ECO102620 


20469 


56653 


ECO102621 


20470 


56654 


ECO102629 


20471 


56655 


ECO102667 


20472 


56656 


ECO102673 




333 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




32479 


68663 


PRT101773 


32480 


68664 


PRT101775 


32481 


68665 


PRT101784 


32482 


68666 


PRT101790 


32483 


68667 


PRT101792 


32484 


68668 


PRT101793 


32485 


68669 


PRT1 01794 


32486 


68670 


PRT101796 


32487 


68671 


PRT101803 


32488 


68672 


PRT101807 


32489 


68673 


PRT101816 


32490 


68674 


PRT101830 


32491 


68675 


PRT101841 


32492 


68676 


PRT101847 


32493 


68677 


PRT101849 


32494 


68678 


PRT101866 


32495 


68679 


PRT101873 


32496 


68680 


PRT101879 


32497 


68681 


PRT10188O 


32498 


68682 


PRT101881 


32499 


68683 


PRT101882 


32500 


68684 


PRT101899 


32501 


68685 


PRT101901 


32502 


68686 


PRT101929 


32503 


68687 


PRT101944 


32504 


68688 


PRT101954 


32505 


68689 


PRT101955 


32506 


68690 


PRT101956 


32507 


68691 


PRT101957 


32508 


68692 


PRT101963 


32509 


68693 


PRT101971 


32510 


68694 


PRT101978 


32511 


68695 


PRT101996 


32512 


68696 


PRT101998 


32513 


68697 


PRT102018 


32514 


68698 


PRT102026 


32515 


68699 


PRT102028 


32516 


68700 


PRT102031 


32517 


68701 


PkT102034 


32518 


68702 


PRT102059 


32519 


68703 


PRT102061 


32520 


68704 


PRT102068 


32521 


68705 


PRT102070 


32522 


68706 


PRT102073 


32523 


68707 


PRT102075 


32524 


68708 


PRT102078 


32525 


68709 


PRT102085 


32526 


68710 


PRT102088 


32527 


68711 


PRT102089 


32528 


68712 


PRT102094 


32529 


68713 


PRT102104 


32530 


68714 


PRT102105 


32531 


68715 


PRT102108 


32532 


68716 


PRT102120 


32533 


68717 


PRT102124 



WO 02/077183 PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




SeqID 


SeqID 




SeqID 


SeqID 




841 1 
541 1 


AA<QZ 


AR A 100387 


20473 


56657 


ECO 102686 


32534 


68718 


PRT102170 


841 9 
54 1Z 


445Q6 
443.70 


ARA 100392 


20474 


56658 


ECO 102687 


32535 


68719 


PRT102174 


841 1 
o41 J 


445Q7 


ARA 100304 


20475 


56659 


ECO102718 


32536 


68720 


PRT102176 


841 4 
5414 


AA<QQ 


AR A 100401 


20476 


56660 


ECO102719 


32537 


68721 


PRT102178 


841 5 
o41.> 


445Q0 

44 J77 


ARA 100405 


20477 


56661 


ECO 102720 


32538 


68722 


PRT102194 


841 6 
0410 


44600 


ARA 100407 


20478 


56662 


ECO 102721 


32539 


68723 


PRT102209 


ovi i 7 
o41 / 


44601 


ARA100413 


20479 


56663 


ECO 102724 


32540 


68724 


PRT102211 


8/118 
OHIO 


44609 
*t*to uz 


ARA 100417 


20480 


56664 


ECO 102754 


32541 


68725 


PRT102221 


541 Q 


AA£<\1 
*t*fOU0 


ARA100431 

ADA 1 UVrTJ 1 


20481 


56665 


ECO 102756 


32542 


68726 


PRT102223 


8490 
04ZU 


44.604 


ARA 100432 


20482 


56666 


ECO 102757 


32543 


68727 


PRT102237 


8491 
04Z1 


44605 


ARA 100436 


20483 


56667 


ECO102781 


32544 


68728 


PRT102242 


8499 
04ZZ 


44606 


ARA 100441 


20484 


56668 


ECO 1028 10 


32545 


68729 


PRT102244 


8491 


44607 


ARA 100442 


20485 


56669 


ECO102823 


32546 


68730 


PRT102245 


8494 
04Z4 


44608 


ARA 100443 


20486 


56670 


ECO102826 


32547 


68731 


PRT102253 


849^ 


44600 


ARA 100450 


20487 


56671 


ECO 102829 


32548 


68732 


PRT1 02255 


8496 
04ZO 


4461 0 


ARA 100452 


20488 


56672 


ECO 102830 


32549 


68733 


PRT1 02260 


8497 
04Z / 


4461 1 


ARA 100455 


20489 


56673 


ECO 102835 


32550 


68734 


PRT1 02262 


8498 
04Z5 


44619 


ARA 100458 


20490 


56674 


ECO 102837 


32551 


68735 


PRT102264 


8490 
04Z.7 


44613 


ARA 100463 


20491 


56675 


ECO 102841 


32552 


68736 


PRT1 02268 


8410 

04 3\J 


44614 


ARA 100464 


20492 


56676 


ECO 102851 


32553 


68737 


PRT102270 


8411 
04 J 1 


4461 5 


ARA 100468 


20493 


56677 


ECO102861 


32554 


68738 


PRT102280 


8419 


4461 6 


ARA 100470 


20494 


56678 


ECO 102877 


32555 


68739 


PRT102281 


8411 


4461 7 
4401 / 


ARA 100477 


20495 


56679 


ECO 102881 


32556 


68740 


PRT1 02284 


8414 
04j4 


4461 8 

44010 


ARA 100484 


20496 


56680 


ECO 102884 


32557 


68741 


PRT102290 


o4J-> 


4461 0 
4401.7 


A R A 1 0048Q 


20497 


56681 


ECO102886 


32558 


68742 


PRT1 02294 


8416 
04.30 


44690 
440ZU 


ARA 100400 


20498 


56682 


ECO 102889 


32559 


68743 


PRT102296 


8/117 
o4^ / 


44691 
440Z1 


A R A 1 00407 


20499 


56683 


ECO 102908 


32560 


68744 


PRT102297 


8418 


44699 


ARA 100500 


20500 


56684 


ECO102916 


32561 


68745 


PRT102313 


841Q 




ARA 100502 


20501 


56685 


ECO 102918 


32562 


68746 


PRT102318 




44694 


ARA 1005 10 


20502 


56686 


ECO102919 


32563 


68747 


PRT102320 


8441 
o44 i 


44695 


ARA10051 1 


20503 


56687 


ECO 102937 


32564 


68748 


PRT102321 


8449 
044Z 


44696 


ARA 10051 5 


20504 


56688 

WWW 


ECO 102952 


32565 


68749 


PRT102323 


8/1/11 
044,5 


44697 
440Z / 


AR A100S18 


20505 


56689 


ECO 102953 


32566 


68750 


PRT102325. 


QAAA 
8444 


44698 
440ZB 


ARA 100S90 


20506 


56690 


ECO102964 


32567 


68751 


PRT102326 


QAA ^ 

o44j 


4469 Q 
440Zy 


ARA100S^9 


20507 


56691 


ECO 102975 


32568 


68752 


PRT102329 


o440 


44610 
440 J U 


ARA 100^11 


90508 


56692 


ECO 102977 


32569 


68753 


PRT102330 


8/1/19 
044 / 


44611 
440 j 1 


ARA 100537 


20509 


56693 


ECO 102988 


32570 


68754 


PRT102331 


8448 
o44o 


44619 


ARA 100544 


20510 


56694 


ECO 102993 


32571 


68755 


PRT102346 


844Q 
044:7 


44611 


ARA 100546 


20511 


56695 


ECO102998 


32572 


68756 


PRT102348 


8450 
04DU 


44614 


ARA 100551 


20512 


56696 


ECO 103006 


32573 


68757 


PRT102352 


8451 
0431 


44615 


ARA 100552 


20513 


56697 


ECO 103031 


32574 


68758 


PRT102354 


8459 
o43Z 


446^6 


ARA1 00557 


20514 


56698 


ECO 103032 


32575 


68759 


PRT102355 


8451 


44617 
H4D J / 


ARA 100558 


20515 


56699 


ECO 103035 


32576 


68760 


PRT102357 


84^4 
0404 


44618 
44OJ0 


AR A100S63 


20516 


56700 


ECO103058 


32577 


68761 


PRT102360 


84^ 
o4jj 


44610 


ARA 100566 


20517 


56701 


ECO103078 


32578 


68762 


PRT102370 


QA<& 
o4jo 


4404U 


ARA 100567 

/\JJjTV 1 vV-/V) / 


20518 


56702 


ECO 103096 


32579 


68763 


PRT102375 


o4j / 


44641 
44041 


ARA100S70 


20519 


56703 


ECO 103 106 


32580 


68764 


PRT102404 


8/1^8 
04jo 


44649 
4404Z 


ARA 100571 


20520 


56704 


ECO103107 


32581 


68765 


PRT102408 


o4Dy 


44641 


ARA 100577 


20521 


56705 


ECO 103 108 


32582 


68766 


PRT102410 


8460 


44644 


ABA100578 


20522 


56706 


ECO 103 112 


32583 


68767 


PRT102417 


8461 


44645 


ABA100586 


20523 


56707 


ECO 1031 13 


32584 


68768 


PRT102422 


8462 


44646 


ABA100587 


20524 


56708 


ECO103117 


32585 


68769 


PRT102425 


8463 


44647 


ABA100588 


20525 


56709 


ECO103119 


32586 


68770 


PRT102426 


8464 


44648 


ABA100592 


20526 


56710 


ECO 103 135 


32587 


68771 


PRT102427 


8465 


44649 


ABA100599 


20527 


56711 


ECO103138 


32588 


68772 


PRT102432 



334 



WO 02/077183 PCmiS02/09107 



DNA 


Protein 


Gene LocusID 


T*VXT A 

DNA 


Protein 


Gene LocusID 


n\i a 
DMA 


Protein 


Gene LocusID 


SeqID 


SeqID 




oeqJLL) 


SeqID 






oeqiL/ 




8466 


44650 


ABA100602 


20528 


56712 


ECO103142 


32589 


68773 


PRT102434 


8467 


44651 


ABA100603 


20529 


56713 


ECO103148 


32590 


68774 


PRT1 02435 


8468 


44652 


ABA100604 


20530 


56714 


ECO103170 


32591 


68775 


PRT102436 


8469 


44653 


ABA100605 


20531 


56715 


ECO 1032 13 


32592 


68776 


PRT102439 


8470 


44654 


ABA100607 


20532 


56716 


ECO103248 


32593 


68777 


PRT102440 


8471 


44655 


ABA100614 


20533 


56717 


ECO103275 


32594 


68778 


PRT102444 


8472 


44656 


ABA100615 


20534 


56718 


ECO103281 


32595 


68779 


PRT102449 


8473 


44657 


ABA100616 


20535 


56719 


ECO103282 


32596 


68780 


PRT102456 


8474 


44658 


ABA100619 


20536 


56720 


ECO 103288 


32597 


68781 


PRT102472 


8475 


44659 


ABA100621 


20537 


56721 


ECO 103289 


32598 


68782 


PRT102475 


8476 


44660 


ABA100622 


20538 


56722 


ECO 10329 1 


32599 


68783 


PRT102478 


8477 


44661 


ABA100623 


20539 


56723 


ECO 103307 


32600 


68784 


PRT102489 


8478 


44662 


ABA100624 


20540 


56724 


ECO103311 


32601 


68785 


PRT102496 


8479 


44663 


ABA100625 


20541 


56725 


ECO103323 


32602 


68786 


PRT102497 


8480 


44664 


ABA100626 


20542 


56726 


ECO103324 


32603 


68787 


PRT102499 


8481 


44665 


ABA100629 


20543 


56727 


ECO103326 


32604 


68788 


PRT102506 


8482 


44666 


ABA 100632 


20544 


56728 


ECO103327 


32605 


68789 


PRT102516 


8483 


44667 


ABA100639 


20545 


56729 


ECO 103330 


32606 


68790 


PRT102518 


8484 


44668 


ABA100663 


20546 


56730 


ECO103367 


32607 


68791 


PRT102520 


8485 


44669 


ABA100666 


20547 


56731 


ECO 103379 


32608 


68792 


PRT102521 


8486 


44670 


ABA100671 


20548 


56732 


ECO103387 


32609 


68793 


PRT102540 


8487 


44671 


ABA100673 


20549 


56733 


ECO103415 


32610 


68794 


PRT102542 


8488 


44672 


ABA100676 


20550 


56734 


ECO103416 


32611 


68795 


PRT102552 


8489 


44673 


ABA100682 


20551 


56735 


ECO103428 


32612 


68796 


PRT102600 


8490 


44674 


ABA100688 


20552 


56736 


ECO103438 


32613 


68797 


PRT102605 


8491 


44675 


ABA100690 


20553 


56737 


ECO103439 


32614 


68798 


PRT102606 


8492 


44676 


ABA 100694 


20554 


56738 


ECO103463 


32615 


68799 


PRT102611 


8493 


44677 


ABA 100699 


20555 


56739 


ECO103486 


32616 


68800 


PRT102616 


8494 


44678 


ABA100700 


20556 


56740 


ECO103517 


32617 


68801 


PRT102617 


8495 


44679 


ABA100701 


20557 


56741 


ECO103522 


32618 


68802 


PRT102618 


8496 


44680 


ABA100705 


20558 


56742 


ECO103529 


32619 


68803 


PRT102626 


8497 


44681 


ABA100706 


20559 


56743 


ECO103530 


32620 


68804 


PRT102627 


8498 


44682 


ABA 100709 


20560 


56744 


ECO103537 


32621 


68805 


PRT102628 


8499 


44683 


ABA100715 


20561 


56745 


ECO103539 


32622 


68806 


PRT102629 


8500 


44684 


ABA100720 


20562 


56746 


ECO103564 


32623 


68807 


PRT102631 


8501 


44685 


ABA 100736 


20563 


56747 


ECO103589 


32624 


68808 


PRT102632 


8502 


44686 


ABA 100739 


20564 


56748 


ECO103618 


32625 


68809 


PRT102633 


8503 


44687 


ABA100747 


20565 


56749 


ECO103620 


32626 


68810 


PRT102634 


8504 


44688 


ABA100755 


20566 


56750 


ECO103622 


32627 


68811 


PRT102635 


8505 


44689 


ABA100756 


20567 


56751 


ECO103623 


32628 


68812 


PRT102637 


8506 


44690 


ABA100763 


20568 


56752 


ECO103648 


32629 


68813 


PRT102639 


8507 


44691 


ABA100780 


20569 


56753 


ECO103650 


32630 


68814 


PRT102641 


8508 


44692 


ABA 100783 


20570 


56754 


ECO 103651 


32631 


68815 


PRT102642 


8509 


44693 


ABA100799 


20571 


56755 


ECO103656 


32632 


68816 


PRT102648 


8510 


44694 


ABA100801 


20572 


56756 


ECO103657 


32633 


68817 


PRT102660 


8511 


44695 


ABA100810 


20573 


56757 


ECO103661 


32634 


68818 


PRT102683 


8512 


44696 


ABA 1008 11 


20574 


56758 


ECO103662 


32635 


68819 


PRT102687 


8513 


44697 


ABA100815 


20575 


56759 


ECO103688 


32636 


68820 


PRT102688 


8514 


44698 


ABA100831 


20576 


56760 


ECO103713 


32637 


68821 


PRT102689 


8515 


44699 


ABA100836 


20577 


56761 


ECO103717 


32638 


68822 


PRT102695 


8516 


44700 


ABA100839 


20578 


56762 


ECO103737 


32639 


68823 


PRT102696 


8517 


44701 


ABA100843 


20579 


56763 


ECO103738 


32640 


68824 


PRT102697 


8518 


44702 


ABA100849 


20580 


56764 


ECO103745 


32641 


68825 


PRT102698 


8519 


44703 


ABA100860 


20581 


56765 


ECO103757 


32642 


68826 


PRT102712 


8520 


44704 


ABA100892 


20582 


56766 


ECO103758 


32643 


68827 


PRT102737 



335 



WO 02/077183 



DNA 


Protein 


Gene Locus ID 


SeqID 


SeqID 




Of 

8521 


44705 


A T> A 1 AAQO/C 

AJ3A10089O 


8522 


A AH(\C 

44706 


ADM OOQGQ 

Ai3Al U0o9o 


8523 


44107 


at) \ 1 AAO OA 

AJ3A1 00900 


8524 


a a nr\o 
44708 


A "D A 1 OOOOO 

Ab> A 100902 


OCTC 

8525 


a a *taa 
44709 


ADA 1 nnn 1 a 
At>AlU0914 


or 

852o 


A ATX O 

44 /1U 


A 13 A 1 OOOI £ 


852/ 


44/1 1 


ada 100090 
Ad a iuuy ZU 


OjZo 


/MOI O 

44/ 1Z 


ad a 1 ooooo 
At> a luuy 22 


GffOO 

85 2y 


A An \ 1 

44/13 


AT2 A 1 OOOO/I 

Ad A 100924 


8530 


A An \ A 

44/14 


AT) A 10000*7 

AJ3A1UU92/ 


8531 


44/15 


A U A 1 OOOIO 

A±5A 100930 


8532 


44/16 


A TJ A 1 OOG11 
A±>A1UU93j 


8533 


44/1 / 


AD A 1 OOOIO 

ArSA 100939 


Off 1/1 

8534 


/M*71 0 

44/ lo 


A D A 1 OOO/lff 

AdA1UU94D 




44/ 19 


AT} A 1AOQA7 
AdAIUUVO / 


or Q/r 

85jo 


/MOOO 
44 /ZU 


at} a \ (\c\cnn 

AJtJAlUU^ / / 


OJJ / 


/MOOI 
44 /Zl 


ADA IOOOOI 
AJDAlUUyoi 


Qff.1Q 
OJJO 


44 /ZZ 


ADA 1 OOOOO 


Off lO 

853V 


44/2 j 


ADA IOOOQI 


Off /I A 

8540 


A Ann A 

44/24 


ADA irkAQQ/^ 
AdA1009oO 


Qff /I 1 

oj41 


/I /lOOff 

44/2 j 


A D A 1 OOQOQ 


Qff /IO 

8542 


/I /lOO/C 

44/20 


A D A 1 OOOOO 

AJiAiuuyyz 


Off /IQ 

8543 


44/2/ 


A D A 1 OOQQA 

AJ3A1009yo 


OC A A 

8544 


44/28 


A D A 1 OOOQO 

A±>A100998 


Off A ff 

8545 


447 Zy 


A D A 1 OI Oil 

A13A101013 


oj40 


44/ jU 


ADA 1 A1 PM £ 
AdAIUIUIO 


off An 
854/ 


/t AT\ 1 

44/3 1 


ada 101 ooo 
ArSAlUlUZ/ 


Off/10 

8548 


44/32 


AD A 1 OI OOO 

Ar>AlUlUZy 




44 /jj 


AD A 1 A1 Oil 


off ffn 
855U 


44/34 


ADA 101 CYXA 
A±>A1U1UJ4 


Off ff 1 

8551 


A /lOlff 

44735 


ADA IOI 01*7 

ABA10103/ 


Off ff 0 

8552 


44736 


AD A1A1 f\A£L 

AdA10104o 


0 ff ff n 
8553 


A A T5 O 

44737 


ADA 1 A 1 f\An 

AJBA10104/ 


Off C A 

8554 


44738 


ADA 101 Off A 

ABA101054 


0 ff ff ff 
8555 


A AHICX 

44739 


ADA 1 A1 AffO 

AJ3A10105 / 


Off ff £L 

855o 


44740 


A D A 1 A1 AOO 

AHA1U10 /z 


QffffO 

855 / 


A AHA 1 

44/41 


ADA IOI OQO 

AbAlUlUoZ 


Off ffQ 

8558 


A An An 

44 /42 


A D A 1 OI 1 OO 

AJ3A1U1 100 


off co 
8559 


44/43 


A tj A 101 1 1 0 
A13A1U1 1 12 


off An 


A AH A A 

44/44 


ADAIOI 
AdAIUL 14o 


Off £1 

85ol 


44/45 


a d a 1 01 1 ffo 
ArJAlOl 15 / 


Off /CO 

8562 


A AH AC 

44746 


ADA 1 A1 1 /Zl 

AJ3A1011O3 


O ff /TO 

8563 


>i An a 0 

4474/ 


A D A 1 A1 1 OH 

AJtfAlOllo/ 


O ff C A 

8564 


yl AHA O 

44748 


A D A 1 A1 1 OO 

ArJAlOlloo 


Off HSL 

8565 


44749 


ADA 1 A1 1 OO 

A13A101192 


Of 

8566 


A /tOff A 

44750 


A D A 1 A 1 1 Aff 

A13A101195 


off ^ro 

8567 


/l /lOff 1 

44751 


ADA 1 A1 1 AO 

ABA101198 


Off /CO 

8568 


a /i off n 
44/52 


ADA IOI O AO 

Ar>AlU12U2 


Off /cn 
8569 


a Ana 
44/53 


ADA 1 A1 OA1 

ABA101203 


off nn 

8570 


>i Anc A 

44754 


ADA 1 A1 OAvl 

ABA101204 


8571 


44755 


ABA 101220 


8572 


44756 


ABA101252 


8573 


44757 


ABA101262 


8574 


44758 


ABA101266 


8575 


44759 


ABA101271 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




9058^ 


56767 


FP0 103770 


90584 


56768 


FOOT 03776 




56769 


FP0 103787 




56770 


FCO103818 

Lj\s\J 1 V/J 010 




56771 


EC0 103822 




56772 


F0O1 03838 




5677 3 


FCOI 03852 

x*t\s\y i. ujoja 




56774 


ECOl 03868 




56775 


FCOI 03874 




56776 


FCOI 03889 


OOffOI 


56777 


FP01 03890 




56778 


FO0 103891 

jjfV^v/ 1 uj oy 1 




56779 


FCOI 03909 


90506 


56780 


FCOI 0391 3 

L\jjy 1 — ' 


20597 


56781 


ECO 1039 16 


20598 


56782 


ECO 10393 6 


20599 


56783 


ECO103939 


90600 


56784 


ECOl 03945 

j-< w x v j y~*j 


90601 

jL,\jyj\j 1 


56785 


ECOl 03946 


90602 


56786 


FC0 103947 

J_A^\J 1 UJ/T^ / 


9060^ 


56787 
JU / 0 / 


FCOI 03952 

JUvv 1 UJ 7Ja 


90604 


56788 

JU / OO 


FCOI 03963 

J-fV-AJ 1 1 UJ7UJ 


90605 


56789 
jo / oy 


FCOI 03977 


90606 


56790 
ju / y\j 


FCOI 03983 


90607 


56701 

ju iy x 


FC0 103984 


90608 


56792 

JU / 


FCOI 03989 


90609 


56793 
ju / y j 


FCOI 04023 


20610 


56794 
ju / y*r 


FC0 104060 


9061 1 


56795 
ju / y j 


FCOI 04064 

XjV'VJ 1 U*TVU*t 


90619 


56796 

JU / 7U 


FCOI 04067 


9061 1 


56707 

JO/7 / 


ppn 104083 


9061 4 


•56708 
jo /yo 


FCOI 04088 


9061 5 


DO Jyy 


Juv^w 1 U*f 0!7*+ 


90616 
2UD 10 


56800 


F C0 104000 


9061 7 


56801 


FCOI 041 90 


9061 R 


56809 


FCO104194 


90619 


56803 

JUOU J 


FCOI 04 127 


90690 


56804 


FCOI 04 150 


90691 


56805 

JUOUJ 


FCO104179 


90699 


56806 


FC0 104222 


9069^ 


56807 

JOOO / 


FCOI 04938 


9069/1 


56808 

JOoOo 


FCOI 04930 


90695 


5680Q 


FCOI 049 61 


90696 


5681 0 


FCOI 04967 


90697 


5681 1 

JOol 1 


FCOI 04975 


9069R 


56819 


FCO900936 


90690 


5681 3 

JUO 1 J 


FCO900334 


906^0 


56814 

JUO l^r 


FCO200539 


906^1 


56815 

JUO 1 J 


FCO900609 

JuVvVJ*>UvUUi. 


20632 


56816 


ECO200746 


20633 


56817 


BCO201260 


20634 


56818 


ECO201271 


20635 


56819 


ECO201319 


20636 


56820 


ECO201335 


20637 


56821 


ECO201353 




336 





PCT/IIS02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




32644 


68828 


PRT102743 


32645 


68829 


PRT102752 


32646 


68830 


PRT102753 


32647 


68831 


PRT102780 


32648 


68832 


PRT 102791 


32649 


68833 


PRT102800 


32650 


68834 


PRT102802 


32651 


68835 


PRT102814 


32652 


68836 


PRT102819 


32653 


68837 


PRT102821 


32654 


68838 


PRT102824 


32655 


68839 


PRT102825 


32656 


68840 


PRT102826 


32657 


68841 


PRT102830 


32658 


68842 


PRT102833 


32659 


68843 


PRT102835 


32660 


68844 


PRT102837 


32661 


68845 


PRT102839 


32662 


68846 


PRT102841 


32663 


68847 


PRT102844 


32664 


68848 


PRT102849 


32665 


68849 


PRT102853 


32666 


68850 


PRT1 02865 


32667 


68851 


PRT1 02866 


32668 


68852 


PRT1 02872 


32669 


68853 


PRT102873 


32670 


68854 


PRT1 02877 


32671 


68855 


PRT1 02879 


32672 


68856 


PRT102887 


32673 


68857 


PRT1 02895 


32674 


68858 


PRT102899 


32675 


68859 


PRT102900 


32676 

JZiU / u 


68860 


PRT 1029 04 


32677 


68861 


PRT102918 


32678 


68862 


PRT1 02921 


32679 


68863 


PRT102922 


32680 


68864 


PRT1 02941 


32681 


68865 


PRT1 02944 


32682 


6^66 

vUuuU 


PRT102958 

X X V X lV/ii./»/U 


32683 


68867 


PRT102977 


32684 


68868 


PRT102996 

X XV X \J s s \J 


32685 


68869 


PRT102997 


32686 


68870 


PRT103043 

X XV X IWJVTJ 


32687 


68871 


PRT103046 


32688 


68872 


PRT103047 

X XV X 1 UJ ww / 


32689 


68873 


PRT103050 


32690 


68874 


PRT103054 


32691 


68875 


PRT103064 


32692 


68876 


PRT103066 


32693 


68877 


PRT103067 


32694 


68878 


PRT103078 


32695 


68879 


PRT103085 


32696 


68880 


PRT103088 


32697 


68881 


PRT103094 


32698 


68882 


PRT103095 



WO 02/077183 



DNA 


Protein 


Gene LocusED 


SeqID 


SeqID 




8576 


44760 


ABA101274 


8577 


44761 


ABA101280 


8578 


44762 


ABA101286 


8579 


44763 


ABA101290 


8580 


44764 


ABA101297 


8581 


44765 


ABA101300 


8582 


44766 


ABA101312 


8583 


44767 


ABA101313 


8584 


44768 


ABA101315 


8585 


44769 


ABA101317 

■* m * *A A A V A, A i 


8586 


44770 


ABA101320 


8587 


44771 


ABA101323 


8588 


44772 


ABA101324 


8589 


44773 


ABA101326 


8590 


44774 


ABA101328 


8591 


44775 


ABA101330 


8592 


44776 


ABA101332 


8593 


44777 


ABA101349 


8594 


44778 


ABA101351 


8595 


44779 


ABA101353 


8596 


44780 


ABA101377 


8597 


44781 


ABA101379 


8598 


44782 


ABA101388 


8599 


44783 


ABA101390 


8600 


44784 


ABA101391 


8601 


44785 


ABA 10 1400 


8602 


44786 


ABA101411 


8603 


44787 


ABA101415 


8604 


44788 


ABA101419 


8605 


44789 


ABA 10 1420 

■* * ■ 1 A AAV/ A ~ 4m0\J 


8606 


44790 


ABA 10 1423 


8607 


44791 


ABA101425 


8608 


44792 


ABA101431 


8609 


44793 


ABA101438 


8610 


44794 


ABA101441 

a fc-* a. a \s a. » rx 


8611 


44795 


ABA101446 


8612 


44796 


ABA101466 


8613 


44797 


ABA101467 


8614 


44798 


ABA101468 


8615 


44799 


ABA101469 


8616 


44800 


ABA 10 1490 


8617 


44801 


ABA 10 1495 


8618 


44802 


ABA101512 

Afc 1 / ^ A A. \J A *»/ A. A* 


8619 


44803 


ABA101540 


8620 


44804 


ABA101554 


8621 


44805 


ABA101560 


8622 


44806 


ABA101569 


8(523 


44807 


ABA101570 


8624 


44808 


ABA101571 


R62S 


44809 


ABA10157^ 


8626 


44810 


ABA101586 


8627 


44811 


ABA101587 


8628 


44812 


ABA101589 


8629 


44813 


ABA101593 


8630 


44814 


ABA101608 



DNA 


Protein 


Gene LocusED 


SeqID 


SeqID 




20638 


56822 


ECO201397 


20639 


56823 


ECO201399 


20640 


56824 


ECO201401 


20641 


56825 


ECO2014O2 


20642 


56826 


ECO201939 


20643 


56827 


ECO202018 


20644 


56828 


ECO202059 


20645 


56829 


ECO202247 


20646 


56830 


ECO203042 


20647 


56831 


ECO203135 


20648 


56832 


ECO203243 


20649 


56833 


ECO203392 


20650 


56834 


ECO203613 


20651 


56835 


ECO203822 


20652 


56836 


ECO203932 


20653 


56837 


ECO204375 


20654 


56838 


ECO204406 


20655 


56839 


ECO204536 


20656 


56840 


ECO204585 


20657 


56841 


ECO204605 


20658 


56842 


ECO204773 


20659 


56843 


ECO205361 


20660 


56844 


ECO205553 


20661 


56845 


ECO205579 


20662 


56846 


ECO205623 


20663 


56847 


EFA100246 


20664 


56848 


EFA100798 


20665 


56849 


EFA100818 


20666 


56850 


EFA101293 


20667 


56851 


EFA101668 


20668 


56852 


EFA101670 


20669 


56853 


EFA 102043 


20670 


56854 


EFA102283 


20671 


56855 


EFA102287 


20672 


56856 


EFA102488 


20673 


56857 


EFA103494 


20674 


56858 


EFA103690 


20675 


56859 


EFA103865 


20676 


56860 


EFA103871 


20677 


56861 


EFA104022 


20678 


56862 


EFA104057 


20679 


56863 


EFA104079 


20680 


56864 


EFA104124 


20681 


56865 


EFA200024 


20682 


56866 


EFA200038 


20683 


56867 


EFA200060 


20684 


56868 


EFA200061 


20685 


56869 


EFA200067 


20686 


56870 


EFA200083 


20687 


56871 


EFA200122 


20688 


56872 


EFA200139 


20689 


56873 


EFA200142 


20690 


56874 


EFA200147 


20691 


56875 


EFA200150 


20692 


56876 


EFA200155 




337 





PCTYUS02/09107 



DNA 


Protein 


Gene LocusED 


SeqID 


SeqID 




32699 


68883 


PRT103115 


32700 


68884 


PRT103138 


32701 


68885 


PRT103145 


32702 


68886 


PRT103159 


32703 


68887 


PRT103160 


32704 


68888 


PRT103179 


32705 


68889 


PRT103182 


32706 


68890 


PRT103194 


32707 


68891 


PRT103206 


32708 


68892 


PRT1 03239 


32709 


68893 


PRT103243 


32710 


68894 


PRT103251 


32711 


68895 


PRT1 03270 


32712 


68896 


PRT103272 


32713 


68897 


PRT103276 


32714 


68898 


PRT1 03295 


32715 


68899 


PRT103304 


32716 


68900 


PRT103309 


32717 


68901 


PRT103311 


32718 


68902 


PRT1 03323 


32719 


68903 


PRT1 03332 


32720 


68904 


PRT103333 


32721 


68905 


PRT103336 


32722 


68906 


PRT1 03342 


32723 


68907 


PRT103357 


32724 


68908 


PRT103361 


32725 


68909 


PRT103362 


32726 


68910 


PRT103376 


32727 


68911 


PRT103407 


32728 


68912 


PRT103408 


32729 


68913 


PRT103411 


32730 


68914 


PRT103421 


32731 


68915 


PRT103445 


32732 


68916 


PRT1 03497 


32733 


68917 


PRT103498 


32734 


68918 


PRT103501 


32735 


68919 


PRT103503 


32736 


68920 


PRT103507 


32737 


68921 


PRT103539 


32738 


68922 


PRT103550 


32739 


68923 


PRT103569 


32740 


68924 


PRT103616 


32741 


68925 


PRT103646 


32742 


68926 


PRT1 03665 


32743 


68927 


PRT103667 


32744 


68928 


PRT 103668 


32745 


68929 


PRT103680 


32746 


68930 


PRT103688 


32747 


68931 


PRT103713 


32748 


68932 


PRT103727 


32749 


68933 


PRT103731 


32750 


68934 


PRT103742 


32751 


68935 


PRT103753 


32752 


68936 


PRT103773 


32753 


68937 


PRT103781 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




OOJI 


AAQ1 5 


ADA 1 fll 691 

xyJja.1iJj.OZ1 


ou3Z 


4481 A 
44olO 


AT* A 1 01 695 


c!£ii 
oOjj 


44817 
44ol / 


AD A 1f\1 658 


ou.>*f 


4481 8 


ARA101661 

ADA 1 17 1 UU I 


8A15 


4481 Q 
440 1>* 


ada 101674 


fl£16 
oOjO 


44890 


ARA1 01 677 


Q617 


fr*toZ 1 


A t> a 10170? 


oOjo 


440ZZ 


AHA101710 

AJjAIU 1 / 1U 


Q61Q 


44891 


ARA101740 


Q A. A O 


44894 
440Z4 


AHA 101 766 

/\DA 1 vj 1 / UU 


Q&A 1 


44895 
440ZJ 


ADA 10176R 
ADA 1U 1 /OO 


Q£,49 
o04Z 


44896 


ATI A 101709 
AJjA L\JL 1 vz* 


Q6A1 
004 D 


44897 
445Z / 


APIA 101 705 

ADA 1 v 1 fyj 


oD44 


44898 
*+*t ozo 


APIA 101 804 

AJjA LUl OU*+ 


86x15 


44890 


ATI A 101 SOS 

A-D A. 1 v 1 Ov/O 


8646 
O04O 


44810 


ARA101828 

ADA IV I OZrO 


8647 


44811 


ARAIOIR^l 


8648 
<504o 


44819 


AP.A101R49 

AJjA 1 U 1 0*tz» 


004^ 


44811 


ARA101 841 


C£5A 


44814 
44oj4 


ARA101855 
AJDn.ll/lOJJ 


Q£51 
80 J 1 


44815 
445 J J 


APA 101 867 
ajD/YIvJIOO/ 


QA59 


44816 
44oj0 


AD A 101879 


8£51 
OOjj 


44817 


ATI A 101870 

ADA L U 1 0 / y 


8654 


44818 
44030 


AP.A101 887 


8655 
OOjj 


44810 


AP.A101 88Q 
ADrVIUlOO-' 


8656 
oOjO 


44840 


ApA 101891 

AJjA l\J 1 L 


8657 


44841 


ARA101894 

ADA 1 \J lOyt 


8658 


44849 


ARA101RQ7 

AJDA1U107 / 


QA5Q 

o03y 


44841 
44o4j 


ARA101911 

ADA lulyJJ 


oOOU 


44844 
44044 


ADA 101Q19 


ouoi 


44845 
4454D 


ADA 101 04Q 
ADA iU iZ/tJ 


8 ££9 
ouOZ 


4484/% 
44540 


Ap A 101054 

/VDA 1U LyJHr 


8A£1 
oOOj 


44847 
4454 / 


ADA 101056 
AJj/\lU15'JO 


8££A 
O0O4 


44Q48 
44546 


APA101058 
AX5A Iw JLj*jO 


8665 
500D 


4484Q 


ADA 101061 

ajja. luiyoi 


8666 
ouuO 


44850 
445jU 


AP A 101085 

ADA 1U 170J 


8£67 
BOO/ 


44851 
445D1 


A"RA 109090 

AJjA 1 UArU^u 


8668 




AD A 1091 1 1 


8££Q 


44851 
445 J J 


ADA 1091 14 
AJjA IUx. lit 


8 £7 A 
50 /U 


44854 
44534 


AP A 1091 18 


QA71 
50/ 1 


44855 
445D0 


ADA 1091 99 
aJjaIvZIZ^ 


QA79 
OU /Z 


44856 
445D0 


AP A 1091 50 
AjjA.iuzi jy 


oO/ J 


4/1857 
445D / 


A D A 1 09 1 67 
AijAluZiO/ 


OO /4 


44858 
445 J 5 


AP A 1 091 68 
ADA 1UZ1O0 




445Dy 


ADA 109170 
AJj/VIvZl /U 


OO/O 


4400U 


ADA f 09TQQ 

AjjAiuziyy 


OO / / 


44501 


ADA 109946 
AJJA 1UZZ40 


OO/O 


448£9 
4450Z 


ADA 109948 
AJjA1UZZ45 


oo /v 


4450 J 


ADA 1 09951 
AJ5A1UZZD1 


OOOU 


AAQAA 
44504 


AP A 1 09957 
aJdAIUZZj / 


8681 


44865 


AD A 1 0990Q 
AJjALUZZyy 


8682 


44866 


ABA102315 


8683 


44867 


ABA102320 


8684 


44868 


ABA102333 


8685 


44869 


ABA102335 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




zooyj 


5<877 
j05 / / 


PT7A9001 60 
r!»r/\ZUU10U 


2Uoy4 


5A878 
D05 /5 


PT7A9001 66 
JtirAZUUlOO 


OA^Q5 

zuoyo 


56R7Q 

doo iy 


PT?A9001 6Q 


ZUOVO 


56R80 
JOOOU 


PT7A900171 


9AAQ7 


56RR1 


FFA9001 71 


90608 

zuoyo 


56RR9 


FFA9001 RR 


7A/CQQ 
JAJuyy 


56R81 
jOOOj 


FT7A9001Q0 

DrAZUU 17U 


9A700 
ZU /UU 


56RR4 
jOOOt 


FFA9001 01 


7A7A1 
ZU/U1 


56RR5 


FTTA9001 01 
j_/i a^uu i y «j 


OA7A9 
ZU/UZ 


56886 
j056u 


PPA900901 
Jurr\ZUUZ\J l 


OATAQ 
ZU/UJ 


j055/ 


PT? A 9 00909 


7A7AA 
ZU/U4 


56888 
j0o55 


PT7A90090R 
Dr azuu^u o 


7A7A5 


56880 
0055y 


PT7A900914 
DJ7/\ZuUZl i f 


9A7A6 
ZU /uO 


56RQ0 


PF A 900999 


90707 
ZU /U/ 


56R01 


PFA 900995 


9A708 
ZU /U5 


56RQ9 
JOOj^Z 


PT? A 900919 


9A7AQ 

zu/uy 


56RQ1 

J007J 


FFA 900915 


9A71 A 
ZU / 1U 


56RQ4 
jOO J*t 


FFA900916 

DJ? AZUUZiJU 


9A71 1 
ZU / ll 


56RQ5 


PF A 900941 


7A71 9 
ZU/1Z 


56RQ6 
305^0 


FFA900949 
jj»r aZUuzhz 


7A71 1 
ZU 1 13 


568Q7 
J057 / 


PF A 9 00941 
DrAZUuztj 


9A71 A 
ZU / 14 


56RQR 


FFA 900940 


9A71 5 
ZU/ ID 


56R00 


FFA 900959 


9A716 
ZU / 10 


c 60 00 

ooyuu 


PF A 9 009 56 
Jcr azuuz«j o 


9071 7 
ZU / 1 / 


56001 


FFA 9009 50 

DP t\JL UUZr J ? 


9071 8 
ZU / 15 


56Q09 

joyuz 


FFA 9 009 61 

DJT AauU^Oj 


9071 Q 

zu/ iy 


56Q01 


PFA900965 


9A79A 

zu/zu 


56Q04 
j0i?U4 


FFA90096R 
Dr Azuuxuo 


9A791 
ZU /Z 1 


56005 


PFA900970 


OA'7'JO 


5(5QAA 

joyuo 


FFA9009R0 

Dr/vzuuzoy 


ZU/ZJ 


^<OA7 

joyu/ 


■RT7 A90A1A5 


20724 


jOVU5 


DT7A90A11 1 
DrAZUU^lJ 


ZU/Zj 




PF A 90011 R 


zu/zo 


joy iu 


PFA90019R 


7A797 
ZU/Z / 


560 1 1 

Doy 1 1 


FFA900115 
Lr aZUU J J 


7A79Q 
ZU/Z5 


56Q19 

joy iz 


FFA 900116 


9A79Q 

zu/zy 


5601 1 

3oy ij 


FFA900117 
Hr AZUUjj / 


9A7QA 
ZU/3U 


56014 

joy 14 


FFA 900149 


OA7^ 1 
ZU/J 1 


56Q1 5 

Doy lj 


PF A 900145 


/ >A7'29 
ZU/oZ 


56Q1 6 

Doy 10 


FFA 900147 


ZU/3J 


56Q17 

joy i / 


PF A 900140 

nr azuu J4y 


ZU/J4 


5£Q1 8 

Doy 15 


PPA900161 
dJtaZUUjOo 


OAT^ 5 
ZU/jJ 


Doy iy 


PF A 900164 
Dr/\ZUUj04 


ZU/JO 


Doyzu 


PF A 900165 
Dr azUuj O.J 


ZU/j / 


joyzi 


TIP A 900167 


ZU/jo 


5/CQ77 

Doyzz 


PPA90O171 
Hr aZUUj / 1 


zu/jy 


^^Q71 


PPA90O174 
JtSrAZUUj /4 


OA^/l A 


D0yZ4 


PPA 9AA17^!i 
DrAZUUj /O 


OAT/1 1 

ZU/41 


5^09 5 

Doyzo 


PFA90O177 
UrAZUUJ / / 


20742 


5oyZo 


T3T7A9AA170 

lirAZUUj Iy 


20743 


56927 


EFA200380 


20744 


56928 


EFA200383 


20745 


56929 


EFA200384 


20746 


56930 


EFA200385 


20747 


56931 


EFA200386 



338 



PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




19754 

jZ /Jt 


68938 

UO J JO 


PRT103789 


197S5 

JZr / J J 


68939 


PRT103854 


19756 


68940 


PRT103866 

JL JV X U-/UVU 


32757 


68941 


PRT103868 


32758 


68942 


PRT103877 


32759 


68943 


PRT103889 


32760 


68944 


PRT 103897 


32761 


68945 


PRT103903 


32762 


68946 


PRT103927 




68947 


PRT103939 


12764 


68948 


PRT103954 


32765 


68949 


PRT 103978 


^2766 


68950 


PRT103983 


32767 


68951 


PRT103989 


32768 


68952 


PRT1 04001 


32769 


68953 


PRT104002 


32770 


68954 


PRT104009 


32771 


68955 


PRT104013 


32772 


68956 


PRT1 04077 


32773 


68957 


PRT104089 


32774 


68958 


PRT1 04091 

JL XV JL IU TU> X 


12775 


68959 


PRT1 04094 

X XVI. Y. v i v ^ i 




68960 


PRT104101 

X XX X X \J v X \J X 


inn 

j£* III 


68961 


PRT104136 


32778 


68962 


PRT104154 


32779 


68963 


PRT104171 


32780 


68964 


PRT104174 

X XV XXV/ 1 x # ■ 


32781 


68965 


PRT104175 


12782 


68966 


PRT104187 

X iv x x y/ r j u / 


^Z / O J 


68967 


PRT1 04202 


19784 


68968 


PRT 104207 

X XN.X Iw T4U 1 


19785 


68960 

U07U7 


PRT1 04233 


12786 

Jat / OVl 


68970 


PRT1 04263 

X XXX l\f~**\J»J 


19787 
Ji / o / 


68971 


PRT 104264 


32788 


68972 


PRT1 04285 


32789 


68973 


PRT104291 

X XXX A V/ r**y A 


32790 


68974 


PRT1 04299 

X X V X A. \J *r 


32791 
j # j^ i 


68975 


PRT104353 

X XV X X \J 1 *J *J mJ 


32792 


68976 


PRT104367 

X XX X X \J i •* v / 


327Q3 


68977 


PRT104379 

X IV X X V rJ / v 


32794 


68978 


PRT104380 

X XXX iu~JUU 


39705 
J-^ / y j 


68979 

\joy 1 y 


PRT104389 

X XX X X \J\-} \J <S 


19706 
^>Zr / y\j 


68080 


PRT1 04399 

X XX X X v/~ J J J 


19707 


68981 

U070 J 


PRT1 04405 

X XXX X v i TU J 


19708 

J<6 / JO 


68982 


PRT104418 

x xxx xv i riu 


32700 


68983 


PRT104423 

X XXX XV/ 1 IX* «J 


19800 


68084 

U070t 


PRT 104430 

X XX X 1VTTJU 


39801 


68085 

U070J 


PRT104443 

17 XX X X \J 1 1 IJ 


32802 


68986 

\joyo\j 


PRT1 04446 

X XX X x yJ ^ 1 r \J 


19801 


68987 

UO jO / 


PRT1 04465 

X XXX X UTTUJ 


32804 


68988 


PRT104466 


32805 


68989 


PRT104467 


32806 


68990 


PRT104476 


32807 


6S991 


PRT104499 


32808 


68992 


PRT104501 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




8686 


44870 


ABA102336 


8687 


44871 


ABA102339 


8688 


44872 


ABA102343 


8689 


44873 


ABA102357 


8690 


44874 


ABA102358 


8691 


44875 


ABA102360 


8692 


44876 


ABA102375 


8693 


44877 


ABA102417 


8694 


44878 


ABA102422 


8695 


44879 


ABA102434 


8696 


44880 


ABA102453 


8697 


44881 


ABA102462 


8698 


44882 


ABA102495 


8699 


44883 


ABA102496 


8700 


44884 


ABA102498 


8701 


44885 


ABA102500 


8702 


44886 


ABA102501 


8703 


44887 


ABA102503 


8704 


44888 


ABA102523 


8705 


44889 


ABA102526 


8706 


44890 


ABA102541 


8707 


44891 


ABA 102546 


8708 


44892 


ABA 102548 


8709 


44893 


ABA102567 


8710 


44894 


ABA102578 


8711 


44895 


ABA102625 


8712 


44896 


ABA102630 


8713 


44897 


ABA102635 


8714 


44898 


ABA102651 


8715 


44899 


ABA102697 


8716 


44900 


ABA 102759 


8717 


44901 


ABA102772 


8718 


44902 


ABA102812 


8719 


44903 


ABA 102827 


8720 


44904 


ABA102842 


8721 


44905 


ABA102849 


8722 


44906 


ABA102855 


8723 


44907 


ABA102859 


8724 


44908 


ABA102872 


8725 


44909 


ABA102876 


8726 


44910 


ABA102882 


8727 


44911 


ABA 102900 


8728 


44912 


ABA102906 


8729 


44913 


ABA102927 


8730 


44914 


ABA 102929 


8731 


44915 


ABA102930 


8732 


44916 


ABA102959 


8733 


44917 


ABA102979 


8734 


44918 


ABA103034 


8735 


44919 


ABA 103036 


8736 


44920 


ABA 103059 


8737 


44921 


ABA103073 


8738 


44922 


ABA103075 


8739 


44923 


ABA103108 


8740 


44924 


ABA103119 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




20748 


56932 


EFA200390 


20749 


56933 


EFA200393 


20750 


56934 


EFA200395 


20751 


56935 


EFA200396 


20752 


56936 


EFA200401 


20753 


56937 


EFA200404 


20754 


56938 


EFA200419 


20755 


56939 


EFA200422 


20756 


56940 


EFA200424 


20757 


56941 


EFA200426 


20758 


56942 


EFA200427 


20759 


56943 


EFA200429 


20760 


56944 


EFA200432 


20761 


56945 


EFA200434 


20762 


56946 


EFA200438 


20763 


56947 


EFA200443 


20764 


56948 


EFA200448 


20765 


56949 


EFA200462 


20766 


56950 


EFA200464 


20767 


56951 


EFA200470 


20768 


56952 


EFA200471 


20769 


56953 


EFA200474 


20770 


56954 


EFA200476 


20771 


56955 


EFA200477 


20772 


56956 


EFA200479 


20773 


56957 


EFA200480 


20774 


56958 


EFA200493 


20775 


56959 


EFA200509 


20776 


56960 


EFA200510 


20777 


56961 


EFA200527 


20778 


56962 


EFA200549 


20779 


56963 


EFA200551 


20780 


56964 


EFA200566 


20781 


56965 


EFA200573 


20782 


56966 


EFA200587 


20783 


56967 


EFA200592 


20784 


56968 


EFA200593 


20785 


56969 


EFA200604 

X*rfX XX«« Vvv w T 


20786 


56970 


EFA200608 


20787 


56971 


EFA200628 


20788 


56972 


EFA200629 


20789 


56973 


FFA200635 


20790 


■56974 


EFA200641 


20791 


56975 


EFA200646 


20792 


56976 


EFA200648 


20793 


56977 


EFA200654 


20794 


56978 


EFA200656 


20795 


56979 


EFA200657 


20796 


56980 


EFA200658 


20797 


56981 


EFA200659 


20798 


56982 


EFA200665 


20799 


56983 


EFA200672 


20800 


56984 


EFA200676 


20801 


56985 


EFA200678 


20802 


56986 


EFA200679 




339 





PCT7US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




32809 


68993 


PRT104507 


32810 


68994 


PRT104518 


32811 


68995 


PRT104530 


32812 


68996 


PRT104531 


32813 


68997 


PRT104542 


32814 


68998 


PRT104544 


32815 


68999 


PRT104545 


32816 


69000 


PRT104576 


32817 


69001 


PRT104586 


32818 


69002 


PRT104596 


32819 


69003 


PRT104598 


32820 


69004 


PRT104604 


32821 


69005 


PRT104614 


32822 


69006 


PRT104636 


32823 


69007 


PRT104641 


32824 


69008 


PRT104644 


32825 


69009 


PRT104654 


32826 


69010 


PRT104687 


32827 


69011 


PRT104688 


32828 


69012 


PRT 104690 


32829 


69013 


PRT104691 


32830 


69014 


PRT104693 


32831 


69015 


PRT104700 


32832 


69016 


PRT104707 


32833 


69017 


PRT104710 


32834 


69018 


PRT104726 


32835 


69019 


PRT104730 


32836 


69020 


PRT1 04732 


32837 


69021 


PRT104736 


32838 


69022 


PRT104738 


32839 


69023 


PRT1 04740 


32840 


69024 


PRT1 04743 


32841 


69025 


PRT1 04768 


32842 


69026 


PRT1 04772 


32843 


69027 


PRT1 04789 


32844 


69028 


PRT104794 


32845 


69029 


PRT1 04799 


32846 


69030 


PRT1 04808 


32847 


69031 


PRT104823 


32848 


69032 


PRT104826 


32849 


69033 


PRT104827 


32850 


69034 


PRT1 04831 


32851 


69035 


PRT1 04834 


32852 


69036 


PRT1 04849 


32853 


69037 


PRT104862 


32854 


69038 


PRT1 04870 


32855 


69039 


PRT1 04876 


32856 


69040 


PRT104879 


32857 


69041 


PRT104883 


32858 


69042 


PRT104884 


32859 


69043 


PRT104887 


32860 


69044 


PRT104892 


32861 


69045 


PRT104897 


32862 


69046 


PRT1 04898 


32863 


69047 


PRT104902 



WO 02/077183 

DNA Protein Gene LocusID 

SeqID SeqID 

8741 44925 ABA103180 

8742 44926 ABA103208 

8743 44927 ABA103234 

8744 44928 ABA103247 

8745 44929 ABA103339 

8746 44930 ABA103347 

8747 44931 ABA103427 

8748 44932 ABA103514 

8749 44933 ABA103520 

8750 44934 ABA103532 

8751 44935 ABA103540 

8752 44936 ABA103556 

8753 44937 ABA103557 

8754 44938 ABA103559 

8755 44939 ABA103574 

8756 44940 ABA103575 

8757 44941 ABA103592 

8758 44942 ABA103609 

8759 44943 ABA103622 

8760 44944 ABA103631 

8761 44945 ABA103635 

8762 44946 ABA103638 

8763 44947 ABA103642 

8764 44948 ABA103648 

8765 44949 ABA103655 

8766 44950 ABA103657 

8767 44951 ABA103660 

8768 44952 ABA103671 

8769 44953 ABA103692 

8770 44954 ABA103701 

8771 44955 ABA103706 

8772 44956 ABA103707 

8773 44957 ABA103708 

8774 44958 ABA103709 

8775 44959 ABA103715 

8776 44960 ABA103721 

8777 44961 ABA103723 

8778 44962 ABA103728 

8779 44963 ABA103732 

8780 44964 ABA103748 

8781 44965 ABA103769 

8782 44966 ABA103779 

8783 44967 ABA103785 

8784 44968 ABA103798 

8785 44969 ABA103811 

8786 44970 ABA103813 

8787 44971 ABA103820 

8788 44972 ABA103824 

8789 44973 ABA103825 

8790 44974 ABA103848 

8791 44975 ABA103851 

8792 44976 ABA103852 

8793 44977 ABA103857 

8794 44978 ABA103859 

8795 44979 ABA103909 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




2UoU3 


^KAQ7 
JOVo / 


T7I7A 900AB9 
Xir/vZUUOaZ 


ZUoU4 


Doyoo 


A 900688 

nr/\zuuooo 


ZUolD 


<6Q8Q 

jtyyoy 


tyrr A 900601 


9AQA£ 
ZUoUO 


C/TQQA 

joyyu 


PT7 A 900701 


ZUoU/ 


C/CQQ1 


A 700701 


ZUoU© 


3oyyz 


T< 17 A 9 00704 
liriVZUU /U^t 


zuouy 


joyyj 


"ETTA 900707 


ZUolU 




PPA 00071 0 


ZOol 1 


joyvD 


P17A90071 1 
Hr AZUU /ll 


zUolz 




T7PA90071 1 
UrAZUU / 13 


ZUo 1 J 


^AOQ7 


PT7A90071 5 


9AC1 A 
ZUo LH 


joyvo 


T«I?A 90071 6 


ZUo ID 




FFA900717 


ZUo 10 


-\7000 


PF A 700790 


0081 7 
ZUol / 


^7001 


FF A 900790 


9oci c 
ZUo lo 


J /uuz 


FFA9007^4 


9AC1 O 

zuoiy 


f7ftA^ 


FFA9007^ 


zUoZU 


J /UU4 


FFA 9007^7 
lir/VZUU /3 / 


ZUoZi 


<7AA^ 
D /UUZ) 


FFA90O7^8 
UrAZUU /3o 


ZUoZZ 


^7AA£ 
3 /UUO 


FF A 900740 
Jir AZUU /*tU 


9AC91 

ZUoZJ 


D /UU/ 


FF A 900741 


ZU5Z4 


^7AA8 
3 /UUo 


FF A 90074^ 
HrrvZUU /*t3 


ZUoZj 


<s7AAQ 


FF A 90074^ 


ZUoZO 


^7A1 A 
3 /U1U 


FP A 900740 


ZUoZ / 


^7A1 1 
3 /Ul 1 


PFA90O7^9 
rJ/JrAZUU /3Z 


ZUozo 


^7A1 9 
3 /U1Z 


FFA9007£1 
lirAZUU /03 


OAQOQ 

zuozy 


3 /Ul J 


FFA9A07A4 


ZUoJU 


3 /U14 


T717ATAA779 
xir AZUU / /Z 


ZUooi 


C7A1 C 

3 /Ul J 


FFA 90077^ 
Jir AZUU / / 3 


ZUooZ 


3 /U10 


FFA900774 
Hr AZUU / /4 


ZUo -5 J 


<7A1 7 
3 /Ul / 


FFA90077R 
Jir AZUU / /o 


ZUo.54 


^7A1 Q 
3 /Ulo 


FF A 900770 
Hr AZUU / izf 


ZUojj 


^7A1 O 

3 /uiy 


FF A 900784 
JlrAZUU /04 


ZUo Jo 


3 /UZU 


FFA90078^ 
JbrAZUU /oO 


ZUoi / 


^TA9 1 

3 /UZ1 


T7T7A 9AA788 
UrAZUU /oo 


ZUo Jo 


3/UZZ 


T7TTA 9AA7Q^ 

JtirAZUU /yo 


zuojy 


37UZ3 


"CT7 A OAA8A5 

r,r AZUUoUo 


OAO/IA 

z0o40 


3/U24 


T7T7 A 9AAQAQ 

brAZUUoUy 


oao>i 1 
ZUo41 


3 /UZj 


"PT7A OAAQ1 A 

lirAZUUolU 


ZUo4z 


f7m< 
3 /UZO 


T7T7A 9AA81/I 

JirAZUUol4 


OAff/fl 

ZU54J 


3 /UZ/ 


FFA 90O89^ 
XlrAZUUoZJ 


ZUS44 


<7A9Q 
3 /UZo 


T7T7A OAAQ98 
JC/rAZUUoZo 


OAS/1 ^ 


<7A9Q 

3 /uzy 


FFA90O8^1 
Hr AZUU53 1 


ZU540 


3 /UjU 


FF A 900848 
JcirAZUUo4o 


9AC/I7 
ZUo4/ 


^7011 

3 I\JDL 


FFA 9008^1 
tLr AZUU53 1 


ZUo4o 


3 /UoZ 


T7T7 A 9AAQ<9 

xsrAZUUo3Z 


zUo49 


57033 


T7T7 A OAAOCiC 

r,r AzUUojO 


2Uo50 


57034 


nr AzUuo3 / 




570.35 


JirAzUUoOZ 


20852 


57036 


T7T7 A 1AAO£>l 

lir*Az0Uoo4 


20853 


57037 


EFA200866 


20854 


57038 


EFA200867 


20855 


57039 


EFA200869 


20856 


57040 


EFA200870 


20857 


57041 


EFA200871 



340 



PCT/IJS02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




3iiOO*T 


60048 


PRT1 04903 

J. XV JL 1U*T7UJ 


^98fiS 


69049 


PRT 104907 


17866 

J>z«OUvJ 


60050 


PRT104910 




69051 

U7UJ JL 


PRT104914 

X J.V 1 X \J*-s X i 




69052 


PRT104931 


19860 




PRT 104944 


19870 




PRT 104948 


19871 


69055 


PRT 104969 


19879 


60056 


PRT 104973 

X XV X i- \J~ J 1 J 


19871 


6Q057 


PRT1 05010 

X XV X X \JiJ \J X\J 


12874 

Ji-O /*T 


69058 


PRT105013 




69059 


PRT105016 


12876 


69060 


PRT105024 

X XV X JL \/«m/ v/ ^ T 


12877 


69061 


PRT105025 


12878 


69062 


PRT105053 

J. J-V X lv»/ujj 


12879 


69063 


PRT105076 


12880 


69064 


PRT 105079 

X XV X IvJv / if 


12881 


69065 

U7UUJ 


PRT105081 

X XVX lUJUOl 


12882 


69066 


PRT105082 

X XVX 1UJUU« 


12881 


69067 


PRT105086 

1 XVX lwJL/UU 


12884 


69068 


PRT105105 

JL XVX X\J mj A \J—f 


1988S 


69069 


PRT105107 

X XV X IV/Jlv / 


19886 


69070 


PRT105114 

X JL V X 1UJ11 v 


19887 

3ZOO / 


69071 

U7U / I 


PRT105115 

X AV X X \S*J XI*/ 


19888 


69072 


PRT105117 

X XVX X UJ 1 A / 


19880 


69071 


PRT105121 

X XV X 1 W J 1 1< J 


19800 


69074 


PRT1 05128 

X IV X 1VJ 1 AO 


19801 


6907^5 
\jy v / j 


PRT1 05120 

X XVX lvJl.67 


19809 


60076 


PRT10S119 

JL IV 1 1 V/ J 


19801 


69077 


PRT105140 

X XVX XV/ «7 Ifu 


19804 


69078 


PRT105141 

X XVX XV/~^X*TJL 


1280-S 


60070 


PRT1 05161 

XXVX 1L/J1UL 


19806 


69080 


PRT105162 

X XVX wJl 


19807 


60081 


PRT105176 

I IV X luJl / w 


19808 


60082 


PRT105182 

x xv x iujioai 


19800 


60081 


PRT105185 

XXVX IV/JIOJ 


19000 


60084 


PRT105101 

X XVI X \JJ 171 


19001 
3Z^ul 


6008 4 ? 


PRT105106 

x XVX IV/J17U 


19009 


60086 


PRT10S904 

X XVX lUJAUt 


19001 


60087 

\jy\jo i 


PRT1 05206 

X XV X 1 \J -J JL,\J\j 


19004 


60088 


PRT1 05207 

X XVX iuJ^v / 


1900S 


60080 


PRT105208 

X XVX X\J*J £u\J\J 


12006 


69090 


PRT105211 

X JL V X X V w X X 


12007 


69091 


PRT105219 

X A.V X X UJAf X X 


19008 


60009 


PRT1 05292 


19000 
3Z7U7 


60001 


PRT10S211 

X XV X lUJZtj X 


19Q10 

jzy iu 




PPT10S941 

X XV X ll/JZ-Hl 


1901 1 

3zy 1 1 


6000^ 


PRT10S9S8 

X XV x xx/J^Jo 


19Q1 9 

jzy iz 


6000ft 


PPT10S9^0 
x xv 1 i\JJjCjy 


^9Q1 ^ 

jzy 13 




PPT10S961 

X XV 1 X\JDZ,\JL 


32914 


69098 


PRT105266 


32915 


69099 


PRT105273 


32916 


69100 


PRT105275 


32917 


69101 


PRT1O5280 


32918 


69102 


PRT105285 



WO 02/077183 
DNA Protein Gene LocusID 



SeqID 


SeqID 




8796 


44980 


ABA103925 


8797 


44981 


ABA103926 


8798 


44982 


ABA103927 


8799 


44983 


ABA103932 


8800 


44984 


ABA103937 


8801 


44985 


ABA103947 


8802 


44986 


ABA103948 


8803 


44987 


ABA 103956 


8804 


44988 


ABA 103970 


8805 


44989 


ABA103984 


8806 


44990 


ABA 103985 


8807 


44991 


ABA 103998 


8808 


44992 


ABA104000 


8809 


44993 


ABA 104003 


8810 


44994 


ABA 104023 


8811 


44995 


ABA104028 


8812 


44996 


ABA 104044 


8813 


44997 


ABA104052 


8814 


44998 


ABA104064 


8815 


44999 


ABA104065 


8816 


45000 


ABA104072 


8817 


45001 


ABA104077 


8818 


45002 


ABA104082 


8819 


45003 


ABA104096 


8820 


45004 


ABA 104099 


8821 


45005 


ABA104102 


8822 


45006 


ABA104107 


8823 


45007 


ABA104108 


8824 


45008 


ABA104125 


8825 


45009 


ABA104132 


8826 


45010 


ABA104139 


8827 


45011 


ABA104145 


8828 


45012 


ABA104153 


8829 


45013 


ABA 104 180 


8830 


45014 


ABA104184 


8831 


45015 


ABA104190 


8832 


45016 


ABA104194 


8833 


45017 


ABA104196 


8834 


45018 


ABA104199 


8835 


45019 


ABA104216 


8836 


45020 


ABA104217 


8837 


45021 


ABA 104223 


8838 


45022 


ABA104232 


S839 


45023 


ABA 104246 


8840 


45024 


ABA 104264 


8841 


45025 


ABA104278 


8842 


45026 


ABA104279 


8843 


45027 


ABA104282 


8844 


45028 


ABA 104283 


8845 


45029 


ABA104294 


8846 


45030 


ABA104295 


8847 


45031 


ABA104297 


8848 


45032 


ABA104316 


8849 


45033 


ABA104325 


8850 


45034 


ABA104340 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




20858 


57042 


EFA200880 


20859 


57043 


EFA200882 


20860 


57044 


EFA200888 


20861 


57045 


EFA200895 


20862 


57046 


EFA200896 


20863 


57047 


EFA200904 


20864 


57048 


EFA200908 


20865 


57049 


EFA200943 


20866 


57050 


EFA200947 


20867 


57051 


EFA200954 


20868 


57052 


EFA200956 


20869 


57053 


EFA200963 


20870 


57054 


EFA200968 


20871 


57055 


EFA200981 


20872 


57056 


EFA200985 


20873 


57057 


EFA200995 


20874 


57058 


EFA201005 


20875 


57059 


EFA201006 


20876 


57060 


EFA201010 


20877 


57061 


EFA201011 


20878 


57062 


EFA201026 


20879 


57063 


EFA201039 


20880 


57064 


EFA201043 


20881 


57065 


EFA201044 


20882 


57066 


EFA201048 


20883 


57067 


EFA201049 


20884 


57068 


EFA201050 


20885 


57069 


EFA201059 


20886 


57070 


EFA201062 


20887 


57071 


EFA201075 


20888 


57072 


EFA201077 


20889 


57073 


EFA201088 


20890 


57074 


EFA201091 


20891 


57075 


EFA201093 


20892 


57076 


EFA201098 


20893 


57077 


EFA201100 


20894 


57078 


EFA201101 


20895 


57079 


EFA201106 


20896 


57080 


EFA201130 


20897 


57081 


EFA201131 


20898 


57082 


EFA201145 


20899 


57083 


EFA201152 


20900 


57084 


EFA201158 


20901 


57085 


EFA201160 


20902 


57086 


EFA201162 

X-/X J VS X. X w** 


20903 


57087 


EFA201 164 


20904 


57088 


EFA201172 


20905 


57089 


EFA201192 


20906 


57090 


EFA201193 


20907 


57091 


EFA201197 


20908 


57092 


EFA201202 


20909 


57093 


EFA201206 


20910 


57094 


EFA201207 


20911 


57095 


EFA201210 


20912 


57096 


EFA201215 




341 





PCT/US02/09107 



DNA 
SeqID 


Protein 
SeqID 


Gene LocusID 


32919 


69103 


PRT1 05300 


32920 


69104 


PRT1 05301 


32921 


69105 


PRT105310 


32922 


69106 


PRT105312 


32923 


69107 


PRT1 05337 


32924 


69108 


PRT105340 


32925 


69109 


PRT105359 


32926 


69110 


PRT1 05365 


32927 


69111 


PRT1 05372 


32928 


69112 


PRT1 05375 


32929 


69113 


PRT1 05377 


32930 


69114 


PRT1 05387 


32931 


69115 


PRT1 05408 


32932 


69116 


PRT105426 


32933 


69117 


PRT1 05429 


32934 


69118 


PRT1 05468 


32935 


69119 


PRT1 05472 


32936 


69120 


PRT1 05481 


32937 


69121 


PRT105483 


32938 


69122 


PRT1 05490 


32939 


69123 


PRT1 05493 


32940 


69124 


PRT1 05498 


32941 


69125 


PRT1 05507 


32942 


69126 


PRT1 05509 


32943 


69127 


PRT105512 l t 


32944 


69128 


PRT105513 


32945 


69129 


PRT105514 : 


32946 


69130 


PRT1 05522 


32947 


69131 


PRT1 05528 


32948 


69132 


PRT1 05535 


32949 


69133 


PRT1 05537 


32950 


69134 


PRT105539 


32951 


69135 


PRT105543 


32952 


69136 


PRT105544 


32953 


69137 


PRT1 05550 


32954 


69138 


PRT1 05555 


32955 


69139 


PRT1 05557 


32956 


69140 


PRT105559 


32957 


69141 


PRT1 05579 


32958 


69142 


PRT105582 


32959 


69143 


PRT1 05607 


32960 


69144 


PRT105615 


32961 


69145 


PRT105623 


32962 


69146 


PRT105627 


32963 


69147 


PRT1 05628 


32964 


69148 


PRT1 05644 


32965 


69149 


PRT1 05660 


32966 


69150 


PRT105662 


32967 


69151 


PRT105667 


32968 


69152 


PRT105668 


32969 


69153 


PRT1 05670 


32970 


. 69154 


PRT105675 


32971 


69155 


PRT1 05676 


32972 


69156 


PRT105678 


32973 


69157 


PRT105681 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




Ooj 1 


45015 


ap a 104142 


8859 


45016 


ABA 104144 


8851 


45017 


ABA104154 


8854 


45018 


ARA 104164 

XTJLJt.rx X vrr J vJ>*t 


8RS5 


45010 

*+jvjJ7 


AR A 104182 


8856 


45040 


AR A 104191 


8857 
OOJ / 


45041 


ARA 104195 


8858 

OO JO 


45042 


ARA 10441 1 


885Q 




ARA 10441 5 

ZVAJ.AV 1 UTT X J 


8860 


4S044 


ABA104416 

ADA JL U I T 1 V7 


8861 


45045 


ARA 104421 


8869 




ARA 104411 


8 861 


45047 


ARA104441 


8864 
oou*t 


45048 

tJirto 


ARA 104455 


8865 


45049 


ARA 104460 


8866 

OOvTw 


45050 


ARA 104487 

xvt>^\ l v*rto / 


8867 


45051 


ARA1 04490 


886S 


45052 


ABA 104491 


8869 


45053 


ABA104498 


8870 


45054 


ABA104508 


OO 1 JL 


45055 


ARA104510 


OO / x. 


45056 


ARA 1045 14 


8871 
oo / J 


45057 


ARA 104541 

L Krr J*r J 


8874 
oo Cr 


45058 

*tJUJO 


ARA104561 


887^ 


45059 


ARA 104564 

JL vrr*J v7*r 


8876 

OO rU 


45060 


ARA 104568 


OO / 1 


45061 


ARA104571 


8878 

OO f o 


45062 


ARA 104575 

ADA LX^T^f I J 


8879 

oo f y 


45063 


ARA 104578 


8880 


45064 

"T.7v7v7*T 


ABA 104591 

ADA JL \J~T*J J X 


8881 

OOO JL 


45065 


ABA 104593 


8882 


45066 


ABA 104594 


8881 


45067 


ABA 104598 




45068 

*t JvOO 


ARA 104605 

Jt\xjJr\. 1 wt-UVJ 


OOOJ 


4506Q 


A R A 1 04607 


8886 
oooO 


4^070 


ARA 10461 1 

s\Ds\ I vtv JL J 


8287 

OOO / 


45071 


ARA 104691 


8888 

OOOO 


45072 

*TJU / X 


A R A 1 04671 


8880 

0007 


45071 


ARA 104612 

ADA IU*tUJA 


8890 

OO^V 


45074 


ARA 104644 


8891 


45075 


ARA 1 04674 


8892 


45076 


ABA 104682 


8891 

007J 


45077 


ARA 104697 


R8Q4 


45078 

*rJU / O 


ARA 104701 




4507Q 

hju /y 


ARA 104704 


ooyo 


HDUoU 


ad a 1 H4706 
AjDA1U*t /UO 


007 / 


4jUo1 


Ap a 1 04707 


0070 


450R7 
^fJUoZ 


Ada i A4714 


SSQQ 
oo:?;/ 


450R1 


A R A 1 04746 


conn 


45084 


ARA104757 

ADA Ivrt / J / 


8901 


45085 


ARA104761 

ADA Ivt- / U J 


8902 


45086 


ABA104769 


8903 


45087 


ABA104774 


8904 


45088 


ABA104775 


8905 


45089 


ABA104779 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 






57007 
j t\Jy / 


PFA901217 




570Q8 
j /\jyo 


FFA201219 

JJtX AXu i*<17 


90Q1 5 


570Q9 


PFA201221 


90016 


57100 

J / L\J\J 


FFA201210 

LjL AAV 1 ^>-7 Vs 


90017 


57101 


FFA201235 

J— /l AXU 1 *-•-> -7 


9001 8 


57109 


FFA201241 

JOJl AX V7 1 • 1 


90010 


57101 

J / IV/J 


FFA201248 


90090 


57104 


FFA201252 


90091 


57105 


FFA201253 


90099 


57106 


FFA201256 


90091 


57107 


FFA901265 


90094 


57108 

J / LVO 


FF A 20 1268 


90095 


57100 
j / i\jy 


FFA201271 


90096 


571 10 

J / 1 lU 


FF A 90 1271 


90097 


571 1 1 


FFA901280 


90098 


571 19 

j / 1 lx. 


FFA201281 


90999 


571 11 


FFA201284 


20910 


57114 


EFA201285 


90911 

*iv7J JL 


571 15 

J / JL 1«7 


EFA201290 


90019 


571 16 


FFA201297 

JdJTxTkZ.V7 1X7 / 


90011 


571 17 


FFA201299 

JLjI AXU 1X77 


90014 


571 1 8 

J / 1 J.O 


FFA201100 


90015 


571 10 


FF A 90 1101 


900^6 


571 90 


FFA901 106 

Df AAV 1 J\/U 


900^7 


571 91 


FFA901 107 


90018 


57199 


FF A 90 1109 

JDJV AXu 1 JU7 


90010 


57191 

J / 1Z J 


FFA901110 

JL/I AXU 1J1U 


90040 


57194 

J / 1Z*T 


FFA901111 

JLjI aVZ«V7 IJlJ 


90941 


57125 


FFA201116 

JLvl AXU JL k7 JL VJ 


20942 

/,l/7TL 


57126 

J / 1X.V7 


EFA201321 

1— A AAV UAl 


90041 


57197 
j / iz / 


FFA901 110 


90044 


57198 


FFA201118 

XjX AXvlJJO 


90045 


571 90 


FFA901140 




5-71 ^0 


PFA901 149 
DrAxUl J*fx 


90047 


571 11 
D / 1 J 1 


T5FA901 145 
crAxu i jt j 




^71 19 


ThT7 A901 148 


7H040 


j / I jj 


PFA901 161 
JDjT axU i JO J 


90050 


571 14 
J / 1 JH 


FFA901 166 

jCTAXv 1 JUO 


90051 

L\}y J 1 


571 15 


FFA901178 


90952 


57116 


FFA201182 


20951 

x~\jy -> _> 


57137 

J / 1 -7 / 


EFA201386 


90054 


571 18 

J / 1 JO 


FFA201 196 


90955 
A\jyjj 


57119 

J / 1J7 


FFA201198 

JJil AXU J.J70 


90Q56 


57140 


FFA901 1QQ 
JCr AZU JL J7? 


90Q57 


57141 


PFA901491 
DrAZU l*fx J 


zi/yjo 


^7149 


T7T7A901411 


zuyjy 


STI /11 
J / 1**J 


T7T7 A7H1 i41Q 


90060 


57144 


T7FA901441 
Ju»r Axv l*rt J 


90061 


^7145 

j / mo 


T?FA901445 
JCr AxU J 


20962 


57146 


EFA201458 


20963 


57147 


EFA201462 


20964 


57148 


EFA201464 


20965 


57149 


EFA201465 


20966 


57150 


EFA201466 


20967 


57151 


EFA201471 




342 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




12974 

JX7 / * 


69158 


PRT1 05689 

jl iv Jl j. v/juuy 


32975 


69159 


PRT105698 


12976 

JA7 l\J 


69160 


PRT105702 

X XV X 1V7J / V7X 


32977 


69161 


PRT105711 


32978 

JX7 / O 


69162 


PRT105715 

X JL V JL X\J ~f 1 J. —> 


12979 

JX7 / 7 


69163 


PRT1 05730 


32980 


69164 


PRTl 05732 


32981 


69165 


PRT105741 


32982 


69166 


PRT105756 

x xx. jl i v wJ / »/y 


32983 


69167 


PRT105764 


32984 


69168 


PRT105765 


32985 


69169 


PRT105767 

X IV X X\J *J I \J I 


32986 


69170 


PRTl 05772 


12987 

JX70 / 


69171 


PRT105801 

X XV X X \J *S \J \J X 


12988 

JX7 O U 


69172 


PRT105806 

X XV X IVJUUw 


32989 


69173 


PRT105809 


32990 


69174 


PRT105811 


32991 


69175 


PRT105815 


32992 


69176 


PRT105818 


32993 


69177 


PRT105822 


32994 


69178 


PRT105824 


32995 


69179 


PRT105836 

A A V X X \J *J ~J \J 


12996 

j£>yy\j 


691 gO 


PRTl 05848 

X XXX lw«/UTU 


19QQ7 

JX77 / 


69181 


PRTl 05871 

JL XN.X x UJO / 1 


19998 

JX770 


69189 
\jy i ox 


PRT10S875 

X XX.X 1*7,70 / -7 


12999 


69181 

\jy i o j 


PRTl 05877 

X XV X X V7 w> KJ l 1 


33000 


69184 


PRT105881 


33001 


69185 


PRT105882 


33002 


69186 


PRT105891 

X AX. A iUw/Uy A 


33003 


69187 


PRTl 05900 

A AV X A V J / VV 


33004 


69188 


PRT105904 

A A V A X\J*k+^\J 


33005 


69189 


PRT105906 

A IV A A v/ w/ ^ \y w 


11006 


69190 


PRT105923 


11007 


69191 
\jy l y l 


PRT1 05949 

JTIVX lUJ7*+7 


11008 
J Jvuo 


601 99 

U7l7X 


PRT1059S4 

X XVl 1V/J^J*T 


1100Q 

JJW7 


69191 
\jy iyj 


PRTl 05958 

JL XV X XV7wlJ?JO 


11010 


69194 
\jy l y^t 


PRTl 05964 

X JLVX XV/»7-7vJ 4 t 


1101 1 


69195 


PRTl 05970 

X XV X x\J*JS t \J 


33012 


69196 


PRT105976 

A IV A iv/Jy /V/ 


33013 


69197 


PRT105988 

A A V X X \J *J «X \J \j 


33014 


69198 


PRT105992 


33015 


69199 


PRT106003 

A A V A 1 vvUv/J 


33016 


69200 


PRT106011 

X XV XXV/ \J\J X X 


11017 

J Jul / 


69201 

U7AU JL 


PRTl 06021 

X XV X JL V7 V7 V7X X 


11018 


69202 


PRT1 06022 

1 JLVX Xv/UVJXX 


11OI0 


60901 


PR T 106014 

X XVX X\J\J\J3 L T 


11O90 


60904 


PRT1060S5 

JL IV X 1UUUJJ 


11091 

J JUL 1 


69205 


PRTl 06061 

X IV X 1 v7 V7V7 \7 1 


11099 

J JV7XX 


69206 


PRTl 06062 

X XVX XV/v/v7\7X 


11021 


69207 


PRT106079 

X XV X ±\J\J\J i 


33024 


69208 


PRT106088 


33025 


69209 


PRT106096 


33026 


69210 


PRT106097 


33027 


69211 


PRT106098 


33028 


69212 


PRT106101 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




8906 


45090 


ABA104781 


8907 


45091 


ABA104791 


8908 


45092 


ABA104792 


8909 


45093 


ABA104797 


8910 


45094 


ABA104823 


8911 


45095 


ABA104828 


8912 


45096 


ABA104830 


8913 


45097 


ABA104851 


8914 


45098 


ABA1 04878 


8915 


45099 


ABA104881 


8916 


45100 


ABA104905 


8917 


45101 


ABA104908 


8918 


45102 


ABA104912 


8919 


45103 


ABA104913 


8920 


45104 


ABA104917 


8921 


45105 


ABA104918 


8922 


45106 


ABA1 04921 


8923 


45107 


ABA104933 


8924 


45108 


ABA104944 


8925 


45109 


ABA1 04945 


8926 


45110 


ABA104957 


8927 


45111 


ABA104968 


8928 


45112 


ABA104991 


8929 


45113 


ABA104996 


8930 


45114 


ABA1 05006 


8931 


45115 


ABA105014 


8932 


45116 


ABA105020 


8933 


45117 


ABA105021 


8934 


45118 


ABA105025 


8935 


45119 


ABA105027 


8936 


45120 


ABA105031 


8937 


45121 


ABA105033 


8938 


45122 


ABA105042 


8939 


45123 


ABA105043 


. 8940 


45124 


ABA1 05049 


8941 


45125 


ABA105050 


8942 


45126 


ABA105055 


8943 


45127 


ABA105060 


8944 


45128 


ABA1 05065 


8945 


45129 


ABA105069 


8946 


45130 


ABA105073 


8947 


45131 


ABA1 05082 


8948 


45132 


ABA1 05088 


8949 


45133 


ABA1 05090 


8950 


45134 


ABA105109 


8951 


45135 


ABA105111 


8952 


45136 


ABA105130 


8953 


45137 


ABA105133 


8954 


45138 


ABA105138 


8955 


45139 


ABA105144 


8956 


45140 


ABA105148 


8957 


45141 


ABA105151 


8958 


45142 


ABA105152 


8959 


45143 


ABA105158 


8960 


45144 


ABA105163 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




20968 


57152 


EFA201472 


20969 


57153 


EFA201476 


20970 


57154 


EFA201477 


20971 


57155 


EFA201494 


20972 


57156 


EFA201 505 


20973 


57157 


EFA201508 


20974 


57158 


EFA201509 


20975 


57159 


EFA201525 


20976 


57160 


EFA201528 


20977 


57161 


EFA201529 


20978 


57162 


EFA201530 


20979 


57163 


EFA201536 


20980 


57164 


EFA201537 


20981 


57165 


EFA201542 


20982 


57166 


EFA201544 


20983 


57167 


EFA201552 


20984 


57168 


EFA201559 


20985 


57169 


EFA201561 


20986 


57170 


EFA201564 


20987 


57171 


EFA201570 


20988 


57172 


EFA201573 


20989 


57173 


EFA201581 


20990 


57174 


EFA201584 


20991 


57175 


EFA201586 


20992 


57176 


EFA201594 


20993 


57177 


EFA201596 


20994 


57178 


EFA201599 


20995 


57179 


EFA201607 


20996 


57180 


EFA201608 


20997 


57181 


EFA201620 


20998 


57182 


EFA201622 


20999 


57183 


EFA201623 


21000 


57184 


EFA201624 


21001 


57185 


EFA201626 


21002 


57186 


EFA201627 


21003 


57187 


EFA201632 

A-*A X 1 At\J A \J+J++ 


21004 


57188 


EFA201649 

a^jA iiww A \J T ^ 


21005 


57189 


EFA201653 


21006 


57190 


EFA201655 


21007 


57191 


EFA201 65 7 


21008 


57192 


EFA201664 


21009 


57193 


EFA201665 


21010 


57194 


EFA201668 


21011 


57195 


EFA201706 


21012 


57196 


EFA201707 

j low x i \j i 


21013 


57197 


EFA201709 


21014 


57198 


EFA201711 

x-jx ruiU x / x x 


?1015 


57199 


EFA201713 


21016 


57200 


EFA201715 

X—iX XX X* villi/ 


21017 


57201 


EFA201718 

i— ix r\.At\J x 1 x O 


21018 


57202 


EFA201725 


21019 


57203 


EFA201729 


21020 


57204 


EFA201739 


21021 


57205 


EFA201740 


21022 


57206 


EFA201741 



343 



PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




33029 


69213 


PRT106105 


33030 


69214 


PRT106116 


33031 


69215 


PRT106136 


33032 


69216 


PRT106147 


33033 


69217 


PRT106150 


33034 


69218 


PRT106151 


33035 


69219 


PRT106157 


33036 


69220 


PRT106164 


33037 


69221 


PRT106167 


33038 


69222 


PRT106168 


33039 


69223 


PRT106179 


33040 


69224 


PRT106182 


33041 


69225 


PRT1 06200 


33042 


69226 


PSY100026 


33043 


69227 


PSY100041 


33044 


69228 


PSY100059 


33045 


69229 


PSY100067 


33046 


69230 


PSY100068 


33047 


69231 


PSY100089 


33048 


69232 


PSY100091 


33049 


69233 


PSY100104 


33050 


69234 


PSY100105 


33051 


69235 


PSY100106 


33052 


69236 


PSY100129 


33053 


69237 


PSY100132 


33054 


69238 


PSY100142 


33055 


69239 


PSY100190 


33056 


69240 


PSY100200 


33057 


69241 


PSY100209 


33058 


69242 


PSY100210 


33059 


69243 


PSY100232 


33060 


69244 


PSY100233 


33061 


69245 


PSY100242 


33062 


69246 


PSY100243 


33063 


69247 


PSY100248 


33064 


69248 


PSY100252 


33065 


69249 


PSY100258 


33066 


69250 


PSY100281 


33067 


69251 


PSY100293 


33068 


69252 


PSY100295 


33069 


69253 


PSY100299 


33070 


69254 


PSY100319 


33071 


69255 


PSY100343 


33072 


69256 


PSY1Q0366 


33073 


69257 


PSY100368 


33074 


69258 


PSY100373 


33075 


69259 


PSY100425 


33076 


69260 


PSY100434 


33077 


69261 


PSY100460 


33078 


69262 


PSY100479 


33079 


69263 


PSY100530 


33080 


69264 


PSY100555 


33081 


69265 


PSY100559 


33082 


69266 


PSY100579 


33083 


69267 


PSY100581 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




0701 


451 A 5 
*rj 14j 


A "DA 1051 /vd 
AJoAIUj 104 


RQ69 
07 oz 


4514^ 


ADA 1051 66 
ADA1UJ IOO 


otuj 


45147 
*rj l*r / 


APIA 1051 71 


8 064 


4514R 


ARA 105177 
ADAIUJ III 


RQ65 
070J 


45 140 
*tJ J.*t7 


A"RA 1051 R9 




451 50 
*rj 


AUA1051 R5 

ADAluJ IO J 


KQ67 

07tJ / 


451 51 

*+J 1 J 1 


ARA105190 


KQ6R 
0700 


451 59 


APIA 1051 05 


RQ6Q 


451 51 

*+J LJ J 


ARA 105909 


RQ70 
07 /u 


451 54 

Hj 1 J*t 


ARA 10590R 


R971 


451 55 

*tj 1 J J 


APIA 105941 


8079 

07 /z 


451 56 

HJ iJU 


APIA 105945 
xVD/V 1 U J Z4 J 


RQ71 

07 / D 


451 57 


ADA 105954 
-rvJO/Y 1 U J JH 


RQ74 


4*11 5R 

HO I JO 


APIA 105955 

rVJj/V 1 U J Z. J J 




451 59 


AT3 A 105956 


8976 

07 / u 


45160 
*t j 1 


APIA 105269 


R077 
07 / / 


45161 


APIA 10597R 

AOa 1 U JZ- /O 


K97R 
07 1 0 


*tJ lUz. 


ARA1059QR 


K979 
07 / 7 


451 61 

*Tj 1 UJ 


APIA 105104 


O70U 


451 64 

HJ LOH 


ADA 105119 

/VD/V1UJ J IZ 


070 1 


451 fi5 
LU J 


ADA 105191 


RQR9 
O70Z 


45 1 £A 
HJ 1DO 


ADA 105797 


RQR1 


451/^7 
HJ 10/ 


ADA 1 05775 
J\±j/\. 1 U J J J J 


RQRA 

070H 


A51 AR 
HO iOo 


ADA 1 057A0 
/VoAIUJJOI/ 


070J 


451 60 

Hj IO7 


ADA 105167 
rVJDA 1 U J J D / 


8986 


451 70 

HJ 1 / v 


ARA 1051R1 


R9R7 

070 I 


451 71 

H J 1/1 


APIA 105409 


RQRR 
0700 


451 79 

HD 1 /Z 


APIA 105410 


8989 
0707 


X I J 


ADA 105440 


8990 

077U 


45174 

HJ 1 AH- 


ARA 105449 


R991 
077 1 


45175 

HJ 1 / J 


ARA105445 
/VD/\ l\J J44J 


RQQ9 


451 76 

HJ JL /O 


ARA 105447 
-<rVJD/\ 1 U J44 / 


RQQ1 

077J 


451 77 
HJ III 


ADA 1 05440 
AoA 1 U j44!/ 


RQQ4 
077H 


451 7R 
HJ 1 10 


ARA 105459 
/\J3 A. 1 U J4 JZ 


RQQ5 
077J 


451 70 
HJ 1 /y 


ARA 1 05471 
ADA 1 U JH / 1 


RQQ6 

077O 


451 RO 

HJ JLOv/ 


ARA 105476 
AJ5AIUJ4 f\j 


RQQ7 


451 R1 
HJ Lo 1 


ARA 105477 
AJ3A1UJ4 / / 


0770 


45 1R? 


ARA 1054Q5 


8999 

0777 


451 81 

H J 1 OJ 


ARA10549R 


9000 


451 84 

•t*J 1 OH 


ARA 105509 


9001 


451R5 

HJ IO J 


ARA 10550R 


Q009 

yuuz 


451 R£ 
HJ 150 


ADA 10551 1 
AdAIUjj 1 J 




A51 RT 
H J 15 / 


AD A 1 f\551 R 
Al5AlUJJl5 


VUU4 


4 J loo 


A D A 1 A55*V7 

AdAIUjjz/ 


onn< 


/1 51 CO 


ADA ir\5500 

axjAIUjjzo 


yuuo 


4jiyu 


ADA 

Ar>AlUjJZy 


0007 


4j iy I 


AD A 1 05575 
AtSAIUj jjj 


qoor 


451 Q9 

4 J J.7Z 


ADA 1 0557£ 
AxJAIUJDJO 


qooq 


A51 Q'* 
4 J iyj 


ADA 1 05577 
AdAIUj J j f 


001 0 


/I51 QA 


AD A 1 A55/H2 

Ai5AiUjj4o 


9011 


45195 


ABA105551 


9012 


45196 


ABA105566 


9013 


45197 


ABA105571 


9014 


45198 


ABA105572 


9015 


45199 


ABA105579 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




91091 


57207 


FFA201750 


91094 


57208 


FFA201781 

Li xiav 1 / O J 


91025 


57209 


FFA201785 


21026 


57210 


EFA201797 


21027 


57211 


EFA201799 


21028 


57212 


EFA201802 


21029 


57213 


EFA201804 


21030 


57214 


EFA201808 


21031 


57215 


EFA201809 


21032 


57216 


EFA201812 


21033 


57217 


EFA201824 


21034 


57218 


FFA201830 


21035 


57219 


EFA201835 


21036 


57220 


EFA201818 


21037 


57221 


EFA201842 


21038 


57222 


EFA201843 


21039 


57223 


EFA201844 


21040 


57224 


EFA201845 


21041 


57225 


EFA201849 


21042 


57226 


EFA201855 


21043 


57227 


FFA201862 


21044 


57228 


FFA201864 


91045 


57999 


FFA901865 

Li ri^ulOUJ 


21046 


57210 


FFA201872 

Ll AAV 1 0 / £d 


21047 

1V/H / 


57911 


FFA9018R5 
L>rrvz/U 1 ooj 


21048 


57212 


FF A 20 1887 

Li rlLu 1 OO 1 


21049 


57233 


EFA201890 


21050 


57234 


FFA201894 


21051 


57235 


EFA201896 


21052 


57236 


FFA201899 

Li DXO 


21053 


57237 


FFA201902 


21054 


57218 


FFA201919 


21055 


57919 


FFA901994 

Ll T\xAJ X 7^#H 


91056 


57940 

J /ZHU 


FFA901995 

Lf /IXU 1 7Z J 


21057 


57941 

J l a>H 1 


FFA901910 


21058 


57949 


FFA901911 

Jui X 


21059 


57243 


FFA201911 

Ll AAU 17JJ 


21060 


57244 


EFA201935 


21061 


57245 


FFA201939 


21062 


57246 


FFA201956 


21063 


57247 


EFA201957 


91064 


5794R 


FFA901071 


91065 


57940 


RT7 A 901 079 
cr azu 17 /z 


91066 

Z1VJOO 


57950 

J / ZJU 


RP"A901Q09 

£r AZU 177Z 


91067 


57951 

J /ZJ 1 


RFA9010O5 

LI /VZU 1 77J 


9106R 


57959 


PFA901906 
jufrUU 1770 


91069 


57951 


FF A 909009 


21070 


57254 


FFA 202010 


21071 


57255 


FFA909014 


21072 


57256 


EFA202024 


21073 


57257 


EFA202025 


21074 


57258 


EFA202030 


21075 


57259 


EFA202033 


21076 


57260 


EFA202035 


21077 


57261 


EFA202052 




344 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




33084 


69268 


PSY100590 


33085 


69269 


PSY1 00602 


33086 


69270 


PSY1 00665 


33087 


69271 


PSY1 00686 


33088 


69272 


PSY100713 

X U X 1 \J\J 1 XJ 


33089 


69273 


PSY100717 


33090 


69274 


PSY1 00720 


33091 


69275 


PSY1 00727 


33092 


69276 


PSY1 00737 


33093 


69277 


PSY1 00759 


33094 


69278 


PS Yl 00792 


33095 


69279 


PSY100814 

X U X X\J \J \J X 1 


33096 


69280 


PSY1 00822 


33097 


69281 


PSY1 00824 


33098 


69282 


PS Yl 00831 


33099 


69283 


PSY100833 


33100 


69284 


PSY100837 


33101 


69285 


PSY100848 


33102 


69286 


PSY100871 

X kJ X X \J\J\J I X 


33103 


69287 


PS Yl 00875 

X LJ 1 ll/UU ( J 


33104 


69288 


PS Yl 00879 


33105 


69289 


PSY100919 

X U X X\J\J ^ X *r 


33106 


69290 


PSY1 00921 


33107 


69291 


PSY1 00942 


33108 


69292 


PSY1 00945 

x 0 x i yv/7*tJ 


33109 


69293 


PSY1 00951 


33110 


69294 


PSY100956 


33111 


69295 


PSY1 00971 

X LJ X X\J \J s 1 x 


33112 


69296 


PSY100980 


33113 


69297 


PSY1 00988 


33114 


69298 


PSY101006 


33115 


69299 


PSY101011 

X LJX X \J X w x 1. 


33116 


69300 


PSY101021 


111 17 
jj 11/ 


69101 


PSY101095 

xOX lulU^J 


33118 


69302 


PSY101029 


31119 

J J JL 17 


69101 


PRY101019 

X O X 1 V7 1 UJX 


33120 


69304 


PSY101031 

i J i 1 V A V/-J J 


33121 


69305 


PSY101034 

X X X W X \J +J^T 


33122 


69306 


PSY101018 

X LJA X \J i- \J *J L> 


33123 


69307 


PSY101040 


33124 


69308 


PSY101043 

i LJ X iUlUtJ 


33125 


69109 


PSY101050 

x LJ x i Vy A v/ J U 


11126 


69110 

U7J 1*7 


PW101054 


11197 

J J ii / 


6911 1 

U7 J 1 1 


T>W1 01069 


11198 


6911 9 


PCY101061 

X LJ I 1 UIUOj 


11199 

J J lx.7 


69^1 1 

U7J 1 ~J 


PW101064 

X LJ X 1U1 V/Ut 


11110 

J J IJU 


69114 

»J7 J 1*+ 


PSY101065 

J O 1 IV/IVJUJ 


33131 


69315 


PSY101076 

i kJX X\J X\J { \J 


33132 


69316 


PSY101078 

X J 1 lulU/U 


11111 


69117 

VJ7 J x I 


PCY101086 


33134 


69318 


PSY101101 


33135 


69319 


PSY101120 


33136 


69320 


PSY101139 


33137 


69321 


PSY101154 


33138 


69322 


PSY101164 



WO 02/077183 PCTAJS02/09107 



DNA 


Protein 


Gene LocuslD 


TYXT A 

DNA 


Protein 


Gene LocuslD 




Protein 


oene locusijj 


oeqlD 


aeqlD 




aeqlD 


SeqID 






ocCJUJ 




9016 


45200 


ABA 105584 


21078 


57262 


EFA202054 


33139 


69323 


PSY101172 


9017 


45201 


ABA105585 


21079 


57263 


EFA202055 


33140 


69324 


PSY101197 


9018 


45202 


ABA105590 


21080 


57264 


EFA202056 


33141 


69325 


PSYl 01200 


9019 


45203 


ABA105593 


21081 


57265 


EFA202070 


33142 


69326 


PSY101204 


9020 


45204 


ABA105599 


21082 


57266 


EFA202071 


33143 


69327 


PSY101205 


9021 


45205 


ABA105612 


21083 


57267 


EFA202072 


33144 


69328 


PSY101212 


9022 


45206 


ABA105617 


21084 


57268 


EFA202073 


33145 


69329 


PSY101215 


9023 


45207 


ABA105622 


21085 


57269 


EFA202078 


33146 


69330 


PSY101221 


9024 


45208 


ABA105627 


21086 


57270 


EFA202080 


33147 


69331 


PSY101223 


9025 


45209 


ABA105636 


21087 


57271 


EFA202089 


33148 


69332 


PSY101225 


9026 


45210 


ABA105638 


21088 


57272 


EFA202092 


33149 


69333 


PSY101227 


9027 


45211 


ABA105640 


21089 


57273 


EFA202094 


33150 


69334 


PSY101235 


9028 


45212 


ABA105679 


21090 


57274 


EFA202098 


33151 


69335 


PSY101243 


9029 


45213 


ABA105707 


21091 


57275 


EFA202113 


33152 


69336 


PSY101245 


9030 


45214 


ABA105711 


21092 


57276 


EFA202114 


33153 


69337 


PSY101251 


9031 


45215 


ABA105713 


21093 


57277 


EFA202119 


33154 


69338 


PSY1 01257 


9032 


45216 


ABA 105729 


21094 


57278 


EFA202131 


33155 


69339 


PSY1 01259 


9033 


45217 


ABA105732 


21095 


57279 


EFA202140 


33156 


69340 


PSY101270 


9034 


45218 


ABA105739 


21096 


57280 


EFA202143 


33157 


69341 


PSY101277 


9035 


45219 


ABA105742 


21097 


57281 


EFA202145 


33158 


69342 


PSY101285 


9036 


45220 


ABA105744 


21098 


57282 


EFA202154 


33159 


69343 


PSY101287 


9037 


45221 


ABA105758 


21099 


57283 


EFA202157 


33160 


69344 


PSY101289 


9038 


45222 


ABA105759 


21100 


57284 


EFA202162 


33161 


69345 


PSY101307 


9039 


45223 


ABA105767 


21101 


57285 


EFA202172 


33162 


69346 


PSY101310 


9040 


45224 


ABA105768 


21102 


57286 


EFA202184 


33163 


69347 


PSY101312 


9041 


45225 


ABA105771 


21103 


57287 


EFA202186 


33164 


69348 


PSY101314 


9042 


45226 


ABA105776 


21104 


57288 


EFA202191 


33165 


69349 


PSY101322 


9043 


45227 


ABA105779 


21105 


57289 


EFA202196 


33166 


69350 


PSY101323 


9044 


45228 


ABA105798 


21106 


57290 


EFA202198 


33167 


69351 


PSY101331 


9045 


45229 


ABA 105799 


21107 


57291 


EFA202204 


33168 


69352 


PSY101332 


9046 


45230 


ABA105800 


21108 


57292 


EFA202205 


33169 


69353 


PSY1 01343 


9047 


45231 


ABA105805 


21109 


57293 


EFA202207 


33170 


69354 


PSYl 01347 


9048 


45232 


ABA105807 


21110 


57294 


EFA202219 


33171 


69355 


PSY101350 


9049 


45233 


ABA105815 


21111 


57295 


EFA202220 


33172 


69356 


PSY101352 


9050 


45234 


ABA105822 


21112 


57296 


EFA202242 


33173 


69357 


PSY101358 


9051 


45235 


ABA 105827 


21113 


57297 


EFA202243 


33174 


69358 


PSY101361 


9052 


45236 


ABA 105833 


21114 


57298 


EFA202248 


33175 


69359 


PSY1 01363 


9053 


45237 


ABA105845 


21115 


57299 


EFA202255 


33176 


69360 


PSY101364 


9054 


45238 


ABA105849 


21116 


57300 


EFA202259 


33177 


69361 


PSY101423 


9055 


45239 


ABA105856 


21117 


57301 


EFA202266 


33178 


69362 


PSY101467 


9056 


45240 


ABA 105859 


21118 


57302 


EFA202268 


33179 


69363 


PSY101474 


9057 


45241 


ABA105864 


21119 


57303 


EFA202270 


33180 


69364 


PSY1 01541 


9058 


45242 


ABA105892 


21120 


57304 


EFA202273 


33181 


69365 


PSY101542 


9059 


45243 


ABA105899 


21121 


57305 


EFA202281 


33182 


69366 


PSY101574 


9060 


45244 


ABA 105904 


21122 


57306 


EFA202282 


33183 


69367 


PSY101584 


9061 


45245 


ABA105924 


21123 


57307 


EFA202292 


33184 


69368 


PSY101603 


9062 


45246 


ABA105929 


21124 


57308 


EFA202294 


33185 


69369 


PSY101607 


9063 


45247 


ABA105938 


21125 


57309 


EFA202329 


33186 


69370 


PSY101610 


9064 


45248 


ABA105939 


21126 


57310 


EFA202330 


33187 


69371 


PSY101642 


9065 


45249 


ABA105948 


21127 


57311 


EFA202331 


33188 


69372 


PSY101651 


9066 


45250 


ABA105949 


21128 


57312 


EFA202336 


33189 


69373 


PSY101669 


9067 


45251 


ABA105983 


21129 


57313 


EFA202339 


33190 


69374 


PSY101670 


9068 


45252 


ABA105993 


21130 


57314 


EFA202342 


33191 


69375 


PSY101673 


9069 


45253 


ABA105994 


21131 


57315 


EFA202344 


33192 


69376 


PSY101677 


9070 


45254 


ABA106017 


21132 


57316 


EFA202347 


33193 


69377 


PSY101683 



345 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




OA01 

yu fi 


/1COCC 


A T> A 1 A/CAO0 

AdAIUoUZj 


qaoo 
yU/Z 


/I COCA 

4jZD0 


A T3 A 1 A/C AO A 

AJjAaUOUZO 


GA73 

yu/j 


/1COC7 
4jZj / 


ada] a/caoc 
AdAIUOUjj 


QA74 

yu/4 


4DZD5 


ad a 1 A6AAA 

Ada 1U0U4U 




4COCQ 
*tjzjy 


ad A 1 A6AA7 
ADA1UOU4/ 


QA76 

yu/o 


/1CO/CA 


AT*A 1 A6A57 


yu / / 


4*,961 


AD A 1 AAA^R 
AX3 /\ L UOU J O 


QA7R 

yu/o 


4<J969 


/vd/\ luou^y 


QA7Q 

yu /y 


4^963 
*K)ZOj> 


ARM A/?A79 
/UJA 1UOU /Z 


yuou 


45964 


A R A 1 A/^AR/1 
ADA 1UOU04 


QAR1 

yuoi 


HOZOj 


A R A 1 A/^ARS 


QAR9 

yuoz 


4 J ZOO 


A R A 1 A^1 A7 
ADAIUOIU/ 


QAR3 

yuoj 


45967 

H- JZO / 


AR A 1 AA1 1 A 
ADA1UOI IU 


yuo** 


ACO/CR 
*tjZOO 


AR A 1 A£1 1 ^ 
/\D/\ IUO 1 1 J 


yuoj 


4596Q 
*tjzoy 


AR A 1 A£1 
ADAlUOl jj 


QAR6 

yuoo 


4597A 
fJZ /u 


ADAIUOI^O 


QAR7 

yuo / 


45971 
*tjz / 1 


AR A 1 A£1 Ad 


OARR 

yuoo 


45979 
4 JZ /Z 


A R A 1 A£ 1 ^A 
/\D/\lUO 1 JU 


QARQ 

yuoy 


45973 
4DZ / j 


AR A 1 A£1 ^1 
ADA1U0131 


Oaqa 
yuyu 


45974 


A R A 1 A A 1 ^R 


yuy i 


45975 
4jZ / j 


D AXT1 AAAA/i 
DAIN 1UUUUO 


gaq9 
yuyz 


/1C976 
43Z /O 


R AXM AAA1 ^ 


OAOO 

yuy .5 


A5977 
43 Z / / 


R AXT1 AAA1 
DAIN IUUUJ.0 


QAQ4 

yuy^f 


A597R 
4jZ /o 


T3 AXT1 AAA99 
DAIN iUUvZZ 


qaqc. 
yuyj 


4597Q 
*f jZ /y 


R AXT1 AAA90 

DAiN luuuzy 


qaq6 
yuyo 


/159RA 
HOZOv 


DAIN IUUU3 L 


QAQ7 

yuy / 


459R1 
*rJZOi 


R A XT 1 AAA69 
DAiN 1 UUUOZ 


QAQR 

yuyo 


459R9 


RAMI AAA^ 
O/-VIN 1UUUOO 


QAOO 

yuyy 


459R3 


R AXT1 AAA/^7 
DATS 1UUUO / 


Q1 A A 

y iuu 


AZOV A 


R AXM AAA£R 
DAiN 1UUU05 


oi ai 
y iui 


A59R5 
4jZ5j 


R AXT1 AA1 AO 

DAIN luuiuy 


Q1 A9 

y iuz 


459R6 


R A XT! AA1 1 7 
DAIN iUUl J. / 


Q1 A3 

y luj 


459R7 


R AXT1 AA1 OA 
DAiN iUOiZ4 


01 A4 

y iU4 


A59RR 
4DZoO 


R AXJ1 AA1 90 
DAiN iuuizy 


01 A*. 

y iu-> 


A59RQ 


T3 AXT1 AA1 A1 
DAiN 1UUI4J 


01 A6 
y iuo 


4590A 


RAXF1 AA1 5R 


01 A7 
y lu / 


45901 


R AXT1AA1^9 
D/AiN iUViOZ 


01 AR 

y iuo 


45909 

4»>zyz 


R AXJ1 AA1 f*\ 
D/\iM lUUiOJ 


Q1 AO 

y iuy 


/159Q3 


R AXI1 AA1 (\A 
DAiN LUU104 


Q1 1 A 

y i iu 


4 59 OA 
40Zy4 


R AXT1 AA1 fH 
DAJN lUUiO / 


Q1 1 1 

y iix 


4DZyD 


Tk AXT1 AA1 71 
DAJN1UU1 ID 


01 1 0 

ynz 


43zyo 


Q AXT1 AA1 Q7 

DAJN LUUIo / 


yli3 


4jzy / 


15 A XT 1 A A 1 AA 

DAJNlUUlyU 


9114 


45zyo 


r> AXT1 AA1 OI 

DAJN luuiyi 


01 1 c 


43Zyy 


T3 A"M1 AA1 OI 

DAJNluOlyj 


fii 1 /c 
9116 


4^JUU 


T3 AXT1 AA1 

DANlUUiyj 


01 1 *7 

yi i / 


/icoai 


T5 A XT 1 Af \ 1 AiC 

DANlUUlyo 


yiio 


A53A9 

40 jUZ 


D AXT1 AA9A1 

DAJN 1UUZU1 


Q1 1 O 

y i iy 


43 D K)j 


R AXT1 AA9AR 
DAJN lUUZUo 


Q 1 0A 

yizu 


4jjU4 


R AXT1 AA91 A 
DAJN LUUZIO 


9121 


45305 


Q A XT 1 AAO 1 Q 

DAJN iUUZio 


9122 


45306 


BAN100221 


9123 


45307 


BAN100224 


9124 


45308 


BAN100228 


9125 


45309 


BAN100256 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




21133 


cm 1 0 

57317 


rrj a OAOOCA 

brA2uZ35U 


2U34 


COT 1 0 

5 /31o 


T?TJ AOAOOCC 

JbrAZUZJDD 


21135 


coo 1 0 
5/3iy 


TTTT A OAOOC/C 
XirAZUZ330 


21136 


COOOA 

5 /32U 


T7T7A9A9^C7 
DrAZUZJD / 


ii 1 in 
zl 1 J / 


CO09 1 

D /3Z1 


RT7A 9A9^CR 
UrAZUZJDo 


OI 1 1Q 

zl 1 Jo 


C7099 
3 /JZZ 


T?T?A9A9^Q 
iiJrAZUZJ3y 


zi uy 


C7090 


RPA9A9^A1 

jcUtazuzjoi 


111 /1A 
Z114U 


J /3Z4 


pT7A9A9^/^9 

nr/vzuzjoz 


OI 1 At 
Zl 141 


COOOC 

5 /3Zj 


PT7A9A9^/;^ 
xirAZUZjOD 


T1 1 AH 

Zl 14Z 


COOOA 

5 /3Z0 


TJT?A9A9^^S 
UrAZUZjOo 


Zl 143 


COQ07 

j /3Z/ 


TJPA 9A917A 
±ir AZUZJ /U 


OI 1 A A 

Z1144 


5 /3Zo 


T?T7A9A9170 
JBrAZUZJ /Z 


H 1/|C 

Zl 14j 


COQOQ 

5 /3zy 


RT7A OA917Q 

Est azuzj /y 


OI 1 A£ 
Zl 140 


CO00A 

5 /33U 


T7T?A9A9'*OC 
lirAZUZ3oj 


O 1 1 AH 
Z114/ 


C700 1 

5 /33L 


DtJ A9H91C7 
Sir AZUZJo / 


Oil AQ 
Zl 145 


D / JJZ 


PT?A9f19^RR 
lir AZUZJoo 


OI 1 AO 

zi i4y 


J /33j 


PT7 A9A9^QQ 

lir Azuzjyy 


011 <A 

Zl 1 jU 


5 /334 


T?T7A9A94AA 

rjrAZUZ4U4 


0 1 1 c 1 
Zl 1M 


5 /3J5 


T7T< A 9 A9,<d AC 
xirAZUZ4Uj 


21152 


COOO/C 

57330 


TjT? a OAO/1 AO 
xirAZUz4Uy 


01 1 <i 

21153 


5 1551 


T3T? A 9A9/4 1 1 

rlrAZUZ41 1 


21154 


57338 


T?T? A OAO /1 1 O 

lirA2UZ413 


21155 


5733y 


TTJT7 A OAO /I 1 O 

iirA2UZ41o 


21150 


5 /34U 


A OAO /1 1 O 

rirAZUZ4iy 


Oil C7 

2115 / 


COO/t 1 

5 /341 


tjtja OAOjIO 1 
rLrA2UZ4Zl 


01 1 CO 

2115o 


CO0/10 

5 /34Z 


TJT? A OAO /I OO 

iirAZUZ4Z3 


Oil CO 

Zl 15y 


5 /343 


TJT7 A 9A9A9A 
IirAZUZ4Z4 


011 ac\ 
2116U 


COO/1 yi 

5 /344 


A 0A94OR 
DJrAZUZ4Zo 


0 1 1 £1 
21101 


coo/ic 
5/345 


tjPA OAO/101 

llrAZUZ431 


011 /CO 
21102 


coo/i/c 
5 /340 


T?TJ A OAO/lOO 

DrAZUZ43Z 


21103 


COO/IO 

5 /34/ 


"CT7 A OAO/lO/1 

brAZUz434 


Oil CA 

21104 


CO0/1O 

5/34o 


"CT7 A OAO^iOC 

JbrA2UZ435 


011 /CC 
21105 


COO/1Q 

5 /34y 


UXt A OAO>l>l C 

xirAZUz445 


011 /C/C 

21100 


COOCA 

5/35U 


CT? A OAO/</fO 

lir AZUZ44 / 


Oil /CO 

21 10/ 


cooci 
5 /351 


TJTh A OAO^ylC 

HJrAZUZ44o 


011 /CO 
ZllOo 


cooco 
5 /35Z 


T3T7 A 9A94/IQ 
lir AZUZ44y 


011 <0 

21 ioy 


cooco 
5 /353 


XJX7 A 0A9/f <A 

rjrAZUZ4jU 


Oil OA 

211 /U 


COOC/1 

5 /354 


T7P A OA04C1 

Jtir AZUZ4D 1 


1 1 1 71 

21171 


coocc 

57355 


■DTT A OAO/1/CC 

fcJrAZUZ4o5 


21172 


COOC/C 

57350 


Dt 1 A OAOC1 1 

hr A2U25 1 1 


Oil Tl 

21173 


CTOCO 

57357 


T7T? A OAO COO 

bjb azuzj /y 


21174 


CTO CO 

57358 


T7T7 A OAOiCOA 

EFA20z6zy 


21175 


57359 


JSrA20z0o3 


21176 


57360 


T7T7 A OAO/C01 

EFA20zo91 


21177 


57361 


T7T7 A 1AT7r\/T 

EFA202706 


21178 


57362 


TJTJ A OfVOOCO 

bJr A2UZ /5o 


zii7y 


57363 


CCA OAOOO/C 

Jbr AZuZ /o0 


Oil OA 
211oU 


COO/C/1 

5 /304 


"CT7 A OAOQO/I 

Jir AZUZoo4 


11101 

Zllol 


COO/CC 

5 /305 


T7T7 A OAOCQO 

lir AZUZoy / 


21182 


57366 


ErA20zy40 


21183 


57367 


EFA203027 


21184 


57368 


EFA203038 


21185 


57369 


EFA203072 


21186 


57370 


EFA203085 


21187 


57371 


EFA203098 



346 



PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




301 OA 

jj iy4 


603 7R 
oyj /o 


povi A16R0 


^31 OS 


60370 
\jyj iy 


PQY101696 


331 OA 

jj lyo 


603RA 


P55V1 A1 607 

AO X 1U1U7/ 


001 07 

j j x.y i 


69181 

\jy jo i 


PSY101698 


jji yo 


69382 


PSY101701 

A O A IV A / \J A 


j j x yy 


69383 


PSY101711 


33200 


69384 

\}y J(J*T 


PSY101722 

A O A 1 \J A / 


33201 


69385 


PSY101745 


JJiUi- 


69186 

U7 JOU 


PSY101748 

A O A AV/A /"TO 


33203 


69387 

\J> JO / 


PSY101764 

A O A IV A / UT 


33904 


69388 


PS3Y101765 

A OA AVA lUJ 


33905 


69389 

U7J07 


PSY101769 

A O A IV A / \J J 


339A6 

JJauU 


69190 


PSY101770 

A OA AVA / /V 


JJtnU / 


69391 


PSY101773 

A OA AVA / / J 


3320S 

J JauO 


69392 


PSY101776 

A O A AVA 1 1 yJ 


33909 


69393 


PSY101789 


33910 


69194 


PSY101795 


3391 1 
jji 1 1 


69195 
\>y jyj 


P55Y101807 

AOA IvlOu/ 


33919 


69396 


PSY101812 

AOA AVA OlA 


33913 

JJa jl j 


69397 


PSY101826 

AOA iVlOAU 


33914 

JJa At- 


69198 


PSY101839 

AOA 1V1QJ7 


3391 S 


6Q300 


PSY101 R61 

AOA AVA OV A 


3391^ 

j jZ LO 


6Q4AA 


PSY101 885 

AO I lulOOJ 


33917 

J JZ 1 / 


69401 


PSY101887 

AT O A IV A OO / 


3391 S 

J JZ 1 o 


69409 


PSY101911 

AOA W17I 1 


33919 

J JZ 


69403 


PSY101953 

IT O A 1U17JJ 


3399A 
j jzzv 


69404 

U7tVt 


PSY101958 

IT O X 1UJ17JO 


3^991 


6940S 


PSY101963 

AOA 1V17VJJ 


33999 

J JZZZ 


69406 


PSY1 01 969 

AT O X IU17U7 


33993 

J JZZ J 


69407 


PSY101979 

AOA 1V17/7 


33994 

J jZZ*t 


69408 


PSY101984 

iro x iui70*t 


3399^ 

J JZZ J 


69409 


PSY1 02003 

AO X AyZiVVJ 


33996 

J JZZO 




PSY1 02004 

AO X lUAUut 


33997 

J JZZ / 


6041 1 


PSY1 02041 

AO X i. U^Ut L 


3399R 

J JZZO 


6941 2 


PSY1 02056 

AOA IVAV/JU 


33990 

J J ZZ7 


69413 


PSY1 02073 

AOA 1UAU/ J 


33930 

J JZ JU 


69414 

U7t It 


PSY1 02082 

AOA lUiUlJL 


33931 

J JZ J 1 


6941 5 


PSY 102083 

AOA 1 UAUUJ 


33939 

J JZ JZ 


69416 

U7t 1 U 


PSY1 02097 

AOA 1 \J Ct\J y 1 


33933 

J JZj J 


69417 


PSY1021 16 

AT O A A vi* AAV 


3393d. 


6041 R 


PSY1 A2126 

AO X AVZXZV 


3393^ 

jjZjj 


6041 0 


PW1 A91 3 A 

AO A i V/Zl JU 


33936 
j jZjO 


6049 A 

oy^-zu 


PQV1 A9144 
Jro x AUZiHt 


33937 
J JZ J / 


60491 
oyn-zi 


PQV1 A9 1 4S 

AO I I VZ I*tJ 


3393R 

j jZjO 


60499 


pcvi A9146 

AO A 1VZ1*TVJ 


3393Q 
j jzjy 


60493 


PCY102148 


3 3 9/1 A 

j JZ*tU 


60494 


PSY102T50 

A O X A A J V 


339/11 

J JZHi 


6942S 


PSY1021S1 

A O X A VA A J A 


33249 


69426 


PSY102165 

AOA IV/ilVJ 


33943 
j jZ*tj 


60497 


P^V1 A91 66 
ro 1 iVioAvv 


33244 


69428 


PSY102170 


33245 


69429 


PSY102175 


33246 


69430 


PSY102181 


33247 


69431 


PSY102192 


33248 


69432 


PSY1 02195 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




9176 


45310 

*tJJ iu 


■RAN100258 


9127 


4531 1 


BAN 100264 


9128 


45312 


BAN1Q0271 


9129 


45313 


BAN100279 


9130 


45314 


BAN100298 


9131 


45315 


BAN100304 


9132 


45316 


BAN100305 


9133 


45317 


BAN100313 


9134 


45318 


BAN100334 


9135 


45319 


BAN100337 


9136 


45320 


BAN 100345 


9137 


45321 


BAN100346 


9138 


45322 


BAN100349 


9139 


45323 


BAN100354 


9140 


45324 


BAN100358 


9141 


45325 


BAN 100367 


9142 


45326 


BAN100374 


9143 


45327 


BAN100380 


9144 


45328 


BAN100388 


9145 


45329 


BAN100392 


9146 


45330 


BAN100401 


9147 


45331 


BAN 100407 


9148 


45332 


BAN100415 


9149 


45333 


BAN100418 


9150 


45334 


BAN 100420 


9151 


45335 


BAN 100422 


9152 


45336 


BAN 100427 


9153 


45337 


BAN100431 


9154 


45338 


BAN 100434 

XLaSX XX ™ X W • ^/ ■ 


9155 


45339 


BAN 100435 


9156 


45340 


BAN 100439 


9157 


45341 


BAN100446 


9158 


45342 


BAN 100457 


9159 


45343 


BAN 100469 


9160 


45344 


BAN 100470 


9161 


45345 


BAN100484 


9162 


45346 


BxAN 100493 

X— 'X VX ' X w 


9163 


45347 


BAN100509 

1— 'X kl ~ X v V*/ 


9164 


45348 


BAN100510 


9165 


45349 


Bj\N100511 


9166 


45350 


BAN100517 


9167 


45351 


BAN 100527 


9168 


45352 


BAN 100529 

JJlVi l X \J\J *s £**r 


9169 


45353 


BAN 100549 




45354 


BAN 100561 


9171 


45355 


BAN 100569 


9172 


45356 


BAN1 00572 


9173 


45357 


BAN1 00578 


9174 


45358 


BAN 100580 


9175 


45359 




9176 


45360 


BAN100591 


9177 


45361 


BAN100594 


9178 


45362 


BxAN100600 


9179 


45363 


BAN100610 


9180 


45364 


. BAN100622 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




21188 


57372 


EFA203112 

XW X X XXV \J X X X* 


21189 


57373 


EFA203138 


21190 


57374 


EFA203172 


21191 


57375 


EFA203174 


21192 


57376 


EFA203222 


21193 


57377 


EFx\203228 


21194 


57378 


EFA203247 


21195 


57379 


EFA203403 


21196 


57380 


EFA203405 


21197 


57381 


EFA203406 


21198 


57382 


EFA203407 


21199 


57383 


EFA203430 


21200 


57384 


EFA203524 


21201 


57385 


EFA203574 


21202 


57386 


EFA203644 


21203 


57387 


EFA203652 


21204 


57388 


EFA203967 


21205 


57389 


EFA204162 


21206 


57390 


EFA204183 


21207 


57391 


EFA204184 


21208 


57392 


EFA204185 


21209 


57393 


EFA204186 


21210 


57394 


EFA204368 


21211 


57395 


EFA204507 


21212 


57396 


EFA204644 


21213 


57397 


EFA204780 


21214 


57398 


EFA204825 


21215 


57399 


EFA204896 


21216 


57400 


EFA205116 


21217 


57401 


EFA205322 


21218 


57402 


EFM1 00053 


21219 


57403 


EFM1 00074 


21220 


57404 


EFM1 00083 


21221 


57405 


EFM1 00086 


21222 


57406 


EFM100121 


21223 


57407 


EFM100140 


21224 


57408 


EFM100157 


21225 


57409 


EFM100160 


21226 


57410 


EFM100161 


21227 


57411 


EFM100184 


21228 


57412 


EFM1 00206 


21229 


57413 


EFM100213 

Xil X TX X X «J 


21230 


57414 


EFM100219 


21231 


57415 


EFM1 00240 

X-/X ITli VVM~w 


21232 


57416 


EFM1 00280 

XJX lill w w XV w V 


21233 


57417 


EFM1 00281 


21234 


57418 


EFM1 00294 


21235 


57419 


EFM100355 


21236 


57420 


EFM 100401 

XJI VV I V l 


21237 


57421 


EFM1 00436 


21238 


57422 


EFM100453 


21239 


57423 


EFM100455 


21240 


57424 


EFM100456 


21241 


57425 


EFM100463 


21242 


57426 


EFM1 00464 



347 



PC17US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




33249 


69433 


PSY102199 


33250 


69434 


PSY1 02201 


33251 


69435 


PSY102203 


33252 


69436 


PSY102222 


33253 


69437 


PSY1 02225 


33254 


69438 


PSY1 02229 


33255 


69439 


PSY102269 


33256 


69440 


PSY102309 


33257 


69441 


PSY102320 


33258 


69442 


PSY102326 


33259 


69443 


PSY102332 


33260 


69444 


PSY1 02334 


33261 


69445 


PSY1 02335 


33262 


69446 


PSY1 02356 


33263 


69447 


PSY102362 


33264 


69448 


PSY102376 


33265 


69449 


PSY102379 


33266 


69450 


PSY102382 


33267 


69451 


PSY102383 


33268 


69452 


PSY1 02406 


33269 


69453 


PSY102419 


33270 


69454 


PSY1 02421 


33271 


69455 


PSY102423 


33272 


69456 


PSY102424 


33273 


69457 


PSY1 02425 


33274 


69458 


PSY1 02430 


33275 


69459 


PSY1 02431 


33276 


69460 


PSY1 02433 


33277 


69461 


PSY102435 


33278 


69462 


PSY1 02464 


33279 


69463 


PSY1 02486 


33280 


69464 


PSY1 02492 


33281 


69465 


PSY102496 


33282 


69466 


PSY1 02503 


33283 


69467 


PSY102504 


33284 


69468 


PSY102515 


33285 


69469 


PSY102524 


33286 


69470 


PSY102525 


33287 


69471 


PSY1 02530 


33288 


69472 


PSY102532 


33289 


69473 


PSY102550 


33290 


69474 


PSY102551 


33291 


69475 


PSY102554 


33292 


69476 


PSY102557 


33293 


69477 


PSY102563 


33294 


69478 


PSY102568 


33295 


69479 


PSY102576 


33296 


69480 


PSY102581 


33297 


69481 


PSY102584 


33298 


69482 


PSY102591 


33299 


69483 


PSY102598 


33300 


69484 


PSY102599 


33301 


69485 


PSY102601 


33302 


69486 


PSY102602 


33303 


69487 


PSY102604 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




01 Q 1 

yioi 


A 51/C5 

45365 


t>AiM100629 


01 BO 
yioZ 


45360 


rj a ATI aa<oo 
dAIN1U063Z 


di so 
y 183 


4530/ 


rj AXT1 AA/CIO 


y 154 


4j30o 


dAJN1UUD4o 


y loD 


4r>3oy 


0 \>jinn/r/;i 
D/\JN lUUOQl 


y loo 


/1517A 
453 /U 


rJAJN 1UU005 


01 C7 

y 10 / 


yi cool 
453/1 


13 ATvT1 r\A/C/C0 


Q1 OQ 

y loo 


yl 5001 

453/2 


n A\T1 nn/c/co 


Q 1 QQ 

y lay 


453 /3 


£>AJMlUUo70 


01 QA 

y ly\J 


/1 507/1 

455 /4 


T3 AX11 AA/CQA 


Q1 Q1 

y iyi 


4!) J /5 


13 A XT 1 DA/CQA 


01 00 

y iyz 


AK'inc 
4DJ /O 


T3 AXF1 AA7A0 
I3/YJN 1UU/UU 


01 07 

y iyj 


J.5177 
4jJ / / 


R AXT1 AA7AO 
-D/VTn 1UU /UZ 


01 OJ. 
y iy*f 


40 J /o 


D/VTN IUU /Z4 


010^ 

7I7J 


Hjj /y 


P AXJ1 AA7/4Q 
13/\iN IUU /4y 


01 06 

y iyo 


A5oon 


13 A XT 1 AA75A 
DAiN IUU /DU 


Q1 07 

y iy f 


A 5101 


13 A XT 1 AA77C 

rJAiNlUU/ /o 


01 QQ 

y iy<s 


/l 5000 


13 A XT 1 AA7CA 

13AJN iUU/oO 


Ol QQ 

y lyy 


45583 


13 AXT1 AA*7QQ 


OOAA 

yzuu 


45384 


13 A XT 1 AA^AO 

rJAJN IUU fy$ 


goai 

yzui 


/I 51C5 

45385 


13 A XT 1 AA7AT 

r>AJN IUU fy 1 


QOflO 

yzuz 


A 510/C 
455oO 


13 AXT1 AAOAA 

rJAJN lUUoUU 


OOOO 


A 51QO 
433o/ 


13 A XT 1 A AO AO 

ilAIN IUU0U0 


yzu4 


A 51 QO 

453oo 


13AXT1AAOAQ 

jdajn iuUouy 


0005 
yzio 


4_>.5oy 


"D AXT1 AAOOO 

JdAIN IUUoZZ 


yzuo 


/i5iOA 


T> AXT1 AAOO/1 

rJAIN 1uUoZ4 


yzu/ 


453yi 


13 A XT 1 AACOX 


OOHQ 

yzuo 


A 50 AO 

45592 


T) AXT1 AAOOO 


QODQ 

yzuy 


455y3 


13 A XT 1 AAO1 1 


ooin 
yziu 


455y4 


TJ AXT1 AflOIC 


00 1 1 

yzi 1 


a 50A5 
45395 


T3 AXT1 AAOOA 


00 1 0 
yziz 


45390 


73 AXT1 AAO/1C 

±JAJN1UUo45 


001 7 

yzi3 


451Q7 


13 AXT1 AAQ/17 
JoATN 1UUo4/ 


qoi a 
yzi4 


/15000 

4jjyo 


13 AXT1 AA05< 

oAJNIUUojD 


001 5 
yzij 


/151QQ 

4jjyy 


13 AXT1 AA070 

J3/UNIUU0 /o 


001 6 
yzio 


4j4UU 


13 AXT1 AA07Q 
JoAJN lUUo fy 


001 7 

yz 1 / 


/15/1ai 


T3 AXT1 AAOO 
JtJAlN IUU00Z 


001 s 
yzio 


4J4UZ 


T3 AXT1 AAQO/I 

£>AJN lUUoy4 


OO 1Q 

yziy 


/I5/1A1 
45403 


73 A XT 1 AAOAA 


G01A 
yZZU 


45404 


73 AXT1 AAA1 1 

xJATN 1UU917 


GOT 1 

yzzi 


/15/IA5 

45405 


JiAiN 1UU9Z4 


yZZZ 


4j4Up 


13 a "NT i A Anon 


OOOO 

yZzJ 


A 5/iAo 
45407 


73 AXT1 AAAO^ 

r>AiNlU0937 


QOO/I 

9224 


45408 


BAN 100939 


0005 

yzz5 


45409 


T> AX71 AAACA 

BAJN 100950 


AO OA 

9ZZ6 


A ZA 1 n 

45410 


13 AXT1 AAAf A 

BAN 100960 


gooo 
9ZZ/ 


/i 5,4 1 1 
45411 


BAN100961 


9228 


A C A 1 O 

45412 


T> A"KT1 AAA/*f 

BAN 100965 


noon 

9229 


/I C /l 1 O 

45413 


T» AXT1 AAA/*'J 

BAN100967 


9230 


/I C A 1 X 

45414 


BAN1 00973 


9231 


45415 


BAN100977 


9232 


45416 


BAN100978 


9233 


45417 


BAN100994 


9234 


45418 


BAN 100998 


9235 


45419 


BAN101011 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




O 1 O A O 

21243 


A OO 

57427 


EFM1 00480 


O 1 Ovl /I 

Z1Z44 


5 /4Zo 


T7 T7\ yf i /\/\ yl o "I 

iiFM 100481 


O 1 O/l c 

Z1Z45 


CO/1 OA 

5 /4Z9 


T7T7A K 1 AA/I OO 

Ml 00482 


oi O/i/r: 
Z1Z40 


5/430 


T?T7K K 1 An vt O O 

.brM1004o3 


010/17 
Z1Z4/ 


5 /431 


TJCX/TI AA/1Q/I 

iir Ml 00494 


01 O/IO 

ZlZ4o 


50/1*10 

5 /43Z 


7?inv /f 1 nncno 
rtr Ml 00507 


01 O/IQ 

Z1Z49 


5/433 


T?i7X /T1 nncno 

JiFM 100508 


o i ocn 

21250 


CH A 1 A 

57434 


EFM 100534 


01 OC1 

Z1251 


57435 


IL'IVA jri AAn n 

EFMI00539 


O 1 oco 

Z1252 


en a ic 

57436 


■n , r>» a i t\f\c cn? 

EFM 100567 


01 oca 
Z1Z53 


57437 


EFM 100577 


0 1 OC/1 

Z1Z54 


50/110 

5 /43o 


T7T7X jf4 Ancon 

EFM 1005 80 


01 0<5 


57/110 

j /43y 


TJUA/f 1 AA5AO 

HrMlUU59z 


01 05£ 


57/1 /1A 

j /44U 


c,hM100o4o 


01 057 
ZlZj / 


57/1/11 

5 /441 


7777TV /T 1 AA//C/CO 

brM 100662 


01 050 
ZlZDo 


50/1/10 

5 /44Z 


T7T77V A 1 nA/COA 

EFMlOOooO 


01 05O 

ZlZjy 


5/443 


T7T7A A 1 nn/coo 

El^ Ml 00682 


O 1 0<A 

ZlZoU 


50/1 /I /I 

5 /444 


E? Ml 00690 


ZlZol 


en A a c 

57445 


T7T7X * 1 f\t\CC\C 

EFM 100695 


Zl2o2 


cn A A £. 

57446 


T7T7X jf-i r\f\n f\r\ 

EFM 100700 


01 0<0 

Z1Z03 


50/1/10 

57447 


EFM 100705 


zlzo4 


CI A A O 

57448 


EFM 100706 


O 1 OiC< 

Zl2o5 


cn a a(\ 

57449 


EFM 100720 


O 1 o£/; 

zizoo 


5 /450 


EJh Ml 00721 


01 l/CO 

Zlzo7 


cn a c i 

57451 


EFM100732 


0 1 O/CO 

ZliOo 


cn a co 

57452 


t?t^\ /T i Ann o 

EFM 100733 


o i o/cn 
Z1Z69 


cn A co 

57453 


EFM100738 


o 1 ion 

21270 


57454 


i } i jf* nnif o 

EFM 1 0075 8 


01 171 

Z1Z71 


cn a cc 

57455 


EFM 1 00759 


oi oo*o 


CO/1 C/T 

57456 


EFM 100783 


01 1*T1 

21273 


cn a cn 

57457 


EFM 100784 


01 1*7/1 

Z1Z74 


CO/1 CO 

57458 


rim >r 1 nnn 1 1 

EFM100811 


01 ooc 
zlz/5 


co/i cn 

57459 


EFM100817 


01 17/C 

Z1Z70 


57460 


T?T2iv iTi nn OOO 

EFM 100877 


OI ooo 
Z1Z/7 


CO/1 1 

57461 


EFM 100881 


O 1 ooo 

ZlZ/o 


cn a cn 

57462 


T7T7A K 1 AAOOC 

EFM 1008 85 


0 1 OOA 

ziz/y 


CO>1 /CO 

5/463 


T7T7X x i nn O o c 

EFM 100886 


o i ion 
ZlZoO 


CO/1 HA 

57464 


EFM 100902 


O 1 OO 1 

212ol 


57465 


EFM 100909 


O 1 ooo 

21282 


cn a cc 

57466 


rnt-vm r 1 AAA 1 1 

EFM1009H 


O 1 OOI 

21283 


57467 


EFM 1009 18 


O 1 OO A 

21284 


57468 


EFMl 00935 


O 1 OO c 

21285 


cn a m 

57469 


EFMl 00945 


01 OO/f 

21286 


57470 


EFM101005 


O 1 lOI 

21287 


57471 


EFM101032 


O 1 ooo 

21288 


57472 


EFM101064 


o 1 oon 

21289 


57473 


EFMl 01075 


o i ooo 

21290 


57474 


EFM101077 


21291 


57475 


EFM10H02 


o 1 ono 

21292 


57476 


EFM10H06 


21293 


57477 


EFM10H08 


21294 


57478 


EFM101H2 


21295 


57479 


EFM10H37 


21296 


57480 


EFM10H38 


21297 


57481 


EFM10H63 



348 



PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




33304 


^A^OO 

69488 


PSY 102624 


33305 


crtA on 

69489 


PSY 102628 


33306 


ccia nn 
6949U 


r\n\7 i r\nHO 1 

PSY 102681 


3330/ 


/CO/1 A 1 

oy4yl 


DOV1 AO /TOO 

r IS Y 102683 




0949 Z 


novi no^ro a 

rbY 102684 


33309 


/CA/1 AO 

69493 


T}C1T T 1 AO /O/ 

PSY 102686 


i o 1 1 n 

33310 


69494 


PSY102688 


33311 


iCA/I A 5 

69495 


T)C\7 1 AO/fOA 

PSY102689 


*5 1 1 1 O 

33312 


69496 


DOtt i AOZTAO 

PSY 102698 


OHIO 

33313 


/TQ/I AO 

6949/ 


"DO"V7*1 AOOAC 

PSY 102705 


1 "3 1 1 >l 

33314 


^A/1 AO 

6949 o 


TJC\71 AOOAO 

PSY 102707 


33315 


/-A/1AA 

oy4yy 


73C\71 AOOAA 

Pi5 1 102709 


OO0 1 

33316 


/CA5AA 


ncv 1 noooc 
PSY 102725 


0OO1 o 

3331 / 


iCA5A1 


t>c\71 nooin 
rbr 102739 


0001 0 

3331o 


/rncno 

oy 5 UZ 


DPV1 AOO/tA 

roi 10Z /40 


OOO 1 Q 


/CO5A0 

695 U3 


DOA71 AOO/1/1 

PdY 10Z /44 


OOOOA 


<CA5A/1 

695 U4 


DCV1 AIO/1 A 

roY 102749 


0O0O1 


<Q5A5 

695 05 


DQV1 AOOCO 

rbY 102/52 


o o ooo 

33322 


69506 


nrivi AOO^O 

PSY 102763 


33323 


69507 


nc"vri nnncc 

PSY 102765 


33324 


zrncno 

69508 


nn\71 AOOOA 

PSY 102 770 


ooooc 
33325 


cc\cf\d 

69509 


novi aoooo 

PSY 102772 


OOOO/C 

33326 


/CAC1 A 

69510 


TJCX71 AOOOO 

PSY102773 


ooooo 
33327 


69511 


novi aoooo 

PSY102777 


o oooo 
33328 


/-Af 1 O 

69512 


novi A1001 

PSY102781 


oooon 


irnc 1 1 
69513 


TiOX71 AOOOA 

PSY102789 


oooon 

33330 


69514 


Tk n"\7" 1 AOOA1 

PSY 102791 


OOOO 1 

33331 


cc\c t c 

69515 


«nvi Aoono 

PSY 102797 


ooooo 
55552 


/cnci c 
69516 


T| OA/" 1 AOOAO 

PSY102798 


ooooo 

33333 


CC\C 1 o 

69517 


T» 7" 1 AAOAA 

PSY102809 


nii.d 
33334 


/Af 1 O 

69518 


PSY102814 


OOOO 5 

33335 


69519 


TiriX/'l AOO 1 O 

PSY102817 


1111^ 
33336 


zrncon 

69520 


T\f1V1 AOO A o 

PSY102848 


ooooo 
55551 


/Ad 1 

69521 


nn\ri AOOC1 

PSY102851 


ooooo 
5555o 


69522 


TJOTT1 AOOCO 

PSY102852 


OOOOA 

5555y 


69523 


T>P"\/"1 AO OC A 

PS Yl 02854 


0OO/1A 

33340 


69524 


PSY1 02861 


in/11 
33341 


zrncoc 
69525 


PS Yl 02864 


iii/fi 
33342 


69526 


T» M-» r •< AOOOA 

PSY 102870 


111/11 
33343 


69527 


TICITT"! AOOOI 

PS Yl 02871 


O O O V» Jl 

33344 


69528 


PSY1 02874 


1 1 1 /I c 

33345 


zrncon 

69529 


T>CIT7'1 AOOOO 

PSYl 02877 


33346 


69530 


PSYl 02884 


33347 


69531 


PSYl 02886 


O O O /I o 

33348 


zrnco o 

69532 


PSY102892 


33349 


/AM O 

69533 


PSYl 02905 


33350 


69534 


no\7"1 AAAAn 

PSYl 02909 


1 O O C 1 

33351 


ZTACO C 

69535 


T»C1'\7''1 A1A1 n 

PSY102912 


33352 


/fir 1 / 

69536 


TIOXTI AOA1 O 

PSYl 029 13 


33353 


69537 


PSYl 029 15 


33354 


69538 


PSY102918 


33355 


69539 


PSY102921 


33356 


69540 


PSY102925 


33357 


69541 


PSYl 02933 


33358 


69542 


PSY102936 



WO 02/077183 



PCT7US02/09107 



DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




SeqID 


SeqID 




SeqID 


SeqID 




9236 


45420 


BAN101020 


21298 


57482 


EFM101167 


33359 


69543 


PSY102944 


9237 


45421 


BAN10I034 


21299 


57483 


EFM101204 


33360 


69544 


PSY102953 


9238 


45422 


BAN101040 


21300 


51484 


EFM101238 


33361 


69545 


PSY102964 


9239 


45423 


BAN101047 


21301 


57485 


EFM101242 


33362 


69546 


PSY102978 


9240 


45424 


BAN101050 


21302 


* 57486 


EFM101244 


33363 


69547 


PSY1 02991 


9241 


45425 


BAN101055 


21303 


57487 


EFM101245 


33364 


69548 


PSY102999 


9242 


45426 


BAN101059 


21304 


57488 


EFM101256 


33365 


69549 


PSY103013 


9243 


45427 


BAN101064 


21305 


57489 


EFM101257 


33366 


69550 


PSY103014 


9244 


45428 


BAN101066 


21306 


57490 


EFM101276 


33367 


69551 


PSY103024 


9245 


45429 


BAN101075 


21307 


57491 


EFM101277 


33368 


69552 


PSY103027 


9246 


45430 


BAN101080 


21308 


57492 


EFM101283 


33369 


69553 


PSY103030 


9247 


45431 


BAN101095 


21309 


57493 


EFM101382 


33370 


69554 


PSY103036 


9248 


45432 


BAN101097 


21310 


57494 


EFM101390 


33371 


69555 


PSY103031 


9249 


45433 


BAN101120 


21311 


57495 


EFM101435 


33372 


69556 


PSY103044 


9250 


45434 


BAN101130 


21312 


57496 


EFM101476 


33373 


69557 


PSY103047 


9251 


45435 


BAN101135 


21313 


57497 


EFM101478 


33374 


69558 


PSY103050 


9252 


45436 


BAN10U61 


21314 


57498 


EFM101508 


33375 


69559 


PSY103058 


9253 


45437 


BAN101178 


21315 


57499 


EFM101518 


33376 


69560 


PSY103060 


9254 


45438 


BAN101189 


21316 


57500 


EFM101550 


33377 


69561 


PSY103061 


9255 


45439 


BAN101197 


21317 


57501 


EFM101557 


33378 


69562 


PSY103076 


9256 


45440 


BAN1 01204 


21318 


57502 


EFM101564 


33379 


69563 


PSY103084 


9257 


45441 


BAN101218 


21319 


57503 


EFM101566 


33380 


69564 


PSY1 03089 


9258 


45442 


BAN101221 


21320 


57504 


EFM101645 


33381 


69565 


PSY103100 


9259 


45443 


BAN101226 


21321 


57505 


EFM101648 


33382 


69566 


PSY103102 


9260 


45444 


BAN101235 


21322 


57506 


EFM101677 


33383 


69567 


PSY103108 


9261 


45445 


BAN101236 


21323 


57507 


EFM101678 


33384 


69568 


PSY103109 


9262 


45446 


BAN 10 1242 


21324 


57508 


EFM101685 


33385 


69569 


PSY103112 


9263 


45447 


BAN101272 


21325 


57509 


EFM101712 


33386 


69570 


PSY103113 


9264 


45448 


BAN101282 


21326 


57510 


EFM101770 


33387 


69571 


PSY103114 


9265 


45449 


BAN101291 


21327 


57511 


EFM101836 


33388 


69572 


PSY103115 


9266 


45450 


BAN101294 


21328 


57512 


EFM101838 


33389 


69573 


PSY103120 


9267 


45451 


BAN101298 


21329 


57513 


EFM101912 


33390 


69574 


PSY103122 


9268 


45452 


BAN101318 


21330 


57514 


EFM101932 


33391 


69575 


PSY103125 


9269 


45453 


BAN101319 


21331 


57515 


EFM101937 


33392 


69576 


PSY103131 


9270 


45454 


BAN101337 


21332 


57516 


EFM101954 


33393 


69577 


PSY103136 


9271 


45455 


BAN101360 


21333 


57517 


EFM101955 


33394 


69578 


PSY103157 


9272 


45456 


BAN101366 


21334 


57518 


EFM101977 


33395 


69579 


PSY103164 


9273 


45457 


BAN101367 


21335 


57519 


EFM102001 


33396 


69580 


PSY103165 


9274 


45458 


BAN101372 


21336 


57520 


EFM1 02024 


33397 


69581 


PSY103180 


9275 


45459 


BAN101384 


21337 


57521 


EFM1 02036 


33398 


69582 


PSY103185 


9276 


45460 


BAN101408 


21338 


57522 


EFM102056 


33399 


69583 


PSY103189 


9211 


45461 


BAN101414 


21339 


57523 


EFM1 02057 


33400 


69584 


PSY103191 


9278 


45462 


BAN1 01423 


21340 


57524 


EFM1 02089 


33401 


69585 


PSY103194 


9279 


45463 


BAN101424 


21341 


57525 


EFM1 02093 


33402 


69586 


PSY1 03202 


9280 


45464 


BAN101433 


21342 


57526 


EFM102193 


33403 


69587 


PSY103212 


9281 


45465 


BAN101436 


21343 


57527 


EFM102196 


33404 


69588 


PSY103215 


9282 


45466 


BAN101440 


21344 


57528 


EFM102207 


33405 


69589 


PSY103222 


9283 


45467 


BAN101449 


21345 


57529 


EFM1 02228 


33406 


69590 


PSY103224 


9284 


45468 


BAN101451 


21346 


57530 


EFM102258 


33407 


69591 


PSY103237 


9285 


45469 


BAN101459 


21347 


57531 


EFM102283 


33408 


69592 


PSY103255 


9286 


45470 


BAN 101466 


21348 


57532 


EFMI02296 


33409 


69593 


PSY103261 


9287 


45471 


BAN101468 


21349 


57533 


EFM102312 


33410 


69594 


PSY103265 


9288 


45472 


BAN101496 


21350 


57534 


EFM102321 


33411 


69595 


PSY103268 


9289 


45473 


BAN101499 


21351 


57535 


EFM102346 


33412 


69596 


PSY103272 


9290 


45474 


BAN101506 


21352 


57536 


EFM102382 


33413 


69597 


PSY103291 



349 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




9291 


45475 


BAN101508 


9292 


45476 


BAN101523 


9293 


45477 


BAN101529 


9294 


45478 


BAN101551 


9295 


45479 


BAN101552 


9'296 


45480 


BAN101555 


9297 


45481 


BAN101564 


9298 


45482 


BAN101568 


9299 


45483 


BAN101569 


9300 


45484 


BAN101572 


9301 


45485 


BAN101583 


9302 


45486 


BAN101585 


9303 


45487 


BAN101606 


9304 


45488 


BAN101609 


9305 


45489 


BAN101612 


9306 


45490 


BAN101637 


9307 


45491 


BAN101643 


9308 


45492 


BAN101644 


9309 


45493 


BAN101650 


9310 


45494 


BAN101656 


9311 


45495 


BAN101659 


9312 


45496 


BAN101660 


9313 


45497 


BAN101664 


9314 


45498 


BAN101684 


9315 


45499 


BAN101686 


9316 


45500 


BAN101687 


9317 


45501 


BAN101698 


9318 


45502 


BAN101703 


9319 


45503 


BAN101705 


9320 


45504 


BAN101706 


9321 


45505 


BAN101717 


9322 


45506 


BAN101728 


9323 


45507 


BAN101731 


9324 


45508 


BAN101755 


9325 


45509 


BAN101759 


9326 


45510 


BAN101766 


9327 


45511 


BAN101769 


9328 


45512 


BAN101772 


9329 


45513 


BAN101794 


9330 


45514 


BAN101801 


9331 


45515 


BAN101805 


9332 


45516 


BAN101807 


9333 


45517 


BAN101808 


9334 


45518 


BAN101821 


9335 


45519 


BAN101826 


9336 


45520 


BAN101836 


9337 


45521 


BAN101846 


9338 


45522 


BAN101870 


9339 


45523 


BAN101871 


9340 


45524 


BAN101873 


9341 


45525 


BAN101R7R 

J->i\J.N X.\J lO/O 


9342 


45526 


BAN101891 


9343 


45527 


BAN101892 


9344 


45528 


BAN101900 


9345 


45529 


BAN101903 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




21353 


57537 


EFM102383 


21354 


57538 


EFM102391 


21355 


57539 


EFM102447 


21356 


57540 


EFM1 02460 


21357 


57541 


EFM102508 


21358 


57542 


EFM1 02565 


21359 


57543 


EFM102626 


21360 


57544 


EFM102997 


21361 


57545 


EFM103017 


21362 


57546 


EFM103156 


21363 


57547 


EFM103205 


21364 


57548 


EFM103220 


21365 


57549 


EFM103325 


21366 


57550 


EFM103335 


21367 


57551 


EFM200001 


21368 


57552 


EFM200008 


21369 


57553 


EFM200012 ' 


21370 


57554 


EFM200014 


21371 


57555 


EFM200018 


21372 


57556 


EFM200019 


21373 


57557 


EFM200023 


21374 


57558 


EFM200028 


21375 


57559 


EFM200029 


21376- 


57560 


EFM200039 


21377 


57561 


EFM200042 


21378 


57562 


EFM200070 


21379 


57563 


EFM200086 


21380 


57564 


EFM200093 


21381 


57565 


EFM200105 


21382 


57566 


EFM200106 


21383 


57567 


EFM200108 


21384 


57568 


EFM200109 


21385 


57569 


EFM200112 


21386 


57570 


EFM200113 


21387 


57571 


EFM200126 


21388 


57572 


EFM200127 


21389 


57573 


EFM200128 


21390 


57574 


EFM200129 


21391 


57575 


EFM200131 


21392 


57576 


EFM200136 


21393 


57577 


EFM200138 


21394 


57578 


EFM200144 


21395 


57579 


EFM200146 


21396 


57580 


EFM200170 


21397 


57581 


EFM200181 


21398 


57582 


EFM200186 


21399 


57583 


EFM200190 


21400 


57584 


EFM200192 


21401 


57585 


EFM200194 


21402 


57586 


EFM200195 


21403 


57587 


EFM200200 


21404 


57588 


EFM200204 


21405 


57589 


EFM200208 


21406 


57590 


EFM200209 


21407 


57591 


EFM200212 




350 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




33414 


69598 


PSY103300 


33415 


69599 


PSY103302 


33416 


69600 


PSY103310 


33417 


69601 


PSY103312 


33418 


69602 


PSY103313 


33419 


69603 


PSY103320 


33420 


69604 


PSY103327 


33421 


69605 


PSY103333 


33422 


69606 


PSY103335 


33423 


69607 


PSY103338 


33424 


69608 


PSY103339 


33425 


69609 


PSY103340 


33426 


69610 


PSY103348 


33427 


69611 


PSY103362 


33428 


69612 


PSY103379 


33429 


69613 


PSY103381 


33430 


69614 


PSY103383 


33431 


69615 


PSY103388 


33432 


69616 


PSY103389 


33433 


69617 


PSY103391 


33434 


69618 


PSY103395 


33435 


69619 


PSY103396 


33436 


69620 


PSY103397 


33437 


69621 


PSY103398 


33438 


69622 


PSY103399 


33439 


69623 


PSY103400 


33440 


69624 


PSY103401 


33441 


69625 


PSY103410 


33442 


69626 


PSY103413 


33443 


69627 


PSY103420 


33444 


69628 


PSY103429 


33445 


69629 


PSY103430 


33446 


69630 


PSY103431 


33447 


69631 


PSY103433 


33448 


69632 


PSY103434 


33449 


69633 


PSY103435 


33450 


69634 


PSY103436 


33451 


69635 


PSY103442 


33452 


69636 


PSY103445 


33453 


69637 


PSY103456 


33454 


69638 


PSY103460 


33455 


69639 


PSY1 03463 


33456 


69640 


PSY103480 


33457 


69641 


PSY103492 


33458 


69642 


PSY103499 


33459 


69643 


PSY103506 


33460 


69644 


PSY103526 


33461 


69645 


PSY103530 


33462 


69646 


PSY103533 


33463 


69647 


PSY1 03536 


33464 


69648 


PSY103553 


33465 


69649 


PSY103554 


33466 


69650 


PSY103555 


33467 


69651 


PSY103557 


33468 


69652 


PSY103562 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




9346 


45530 


BAN101907 


9347 


45531 


BAN101917 


9348 


45532 


BAN101919 


9349 


45533 


BAN101920 


9350 


45534 


BAN101922 


9351 


45535 


BAN101932 


9352 


45536 


BAN101961 


9353 


45537 


BAN101977 


9354 


45538 


BAN101985 


9355 


45539 


BAN 102006 


9356 


45540 


BAN102017 


9357 


45541 


BAN102018 


9358 


45542 


BAN 102021 


9359 


45543 


BAN 102026 


9360 


45544 


BAN102027 


9361 


45545 


BAN 10^029 


9362 


45546 


BAN 102049 


9363 


45547 


BAN 102051 


9364 


45548 


BAN 102068 


9365 


45549 


BAN102071 


9366 


45550 


BAN 102074 


9367 


45551 


BAN102075 


9368 


45552 


BAN 102078 


9369 


45553 


BAN 102079 


9370 


45554 


BAN 102092 


9371 


45555 


BAN102104 


9372 


45556 


BAN102127 


9373 


45557 


BAN102128 


9374 


45558 


BAN102132 


9375 


45559 


BAN102154 


9376 


4556Q 


BAN102171 


9377 


45561 


BAN102184 


9378 


45562 


BAN102196 


9379 


45563 


BAN 102202 


9380 


45564 


BAN102211 


9381 


45565 


BAN 102220 


9382 


45566 


BAN 102229 


9383 


45567 


BAN 102231 


9384 


45568 


BAN 102239 • 


9385 


45569 


BAN 102250 


9386 


45570 


BAN 102267 


9387 


45571 


BAN102272 


9388 


45572 


BAN102298 


9389 


45573 


BAN 102304 


9390 


45574 


BAN102312 


9391 


45575 


BAN 1023 13 


9392 


4SS76 


BAN 102320 


9393 


45577 


BAN 102323 


9394 


45578 


BAN 102333 




*tJJ / J 


I UZ.JJU 


9396 


45580 


BAN102341 


9397 


45581 


BAN102381 


9398 


45582 


BAN102385 


9399 


45583 


BAN102387 


9400 


45584 


BAN102391 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




21408 


57592 


EFM200220 


21409 


57593 


EFM200229 


21410 


57594 


EFM200235 


21411 


57595 


EFM200238 


21412 


57596 


EFM200246 


21413 


57597 


EFM200248 


21414 


57598 


EFM200250 


21415 


57599 


EFM200252 


21416 


57600 


EFM200259 


21417 


57601 


EFM200260 


21418 


57602 


EFM200261 


21419 


57603 


EFM200265 


21420 


57604 


EFM200286 


21421 


57605 


EFM200290 


21422 


57606 


EFM200291 


21423 


57607 


EFM200294 


21424 


57608 


EFM200299 


21425 


57609 


EFM200303 


21426 


57610 


EFM200310 


21427 


57611 


EFM200318 


21428 


57612 


EFM200319 


21429 


57613 


EFM200325 


21430 


57614 


EFM200354 


21431 


57615 


EFM200367 


21432 


57616 


EFM200375 


21433 


57617 


EFM200382 


21434 


57618 


EFM200383 


21435 


57619 


EFM200390 


21436 


57620 


EFM200394 


21437 


57621 


EFM200399 


21438 


57622 


EFM200400 


21439 


57623 


EFM200402 


21440 


57624 


EFM200410 


21441 


57625 


EFM200415 


21442 


57626 


EFM200431 


21443 


57627 


EFM200438 


21444 


57628 


EFM200442 


21445 


57629 


EFM200451 


21446 


57630 


EFM200454 


21447 


57631 


EFM200458 


21448 


57632 


EFM200460 


21449 


57633 


EFM200465 


21450 


57634 


EFM200467 


21451 


57635 


EFM200472 


21452 


57636 


EFM200476 


21453 


57637 


EFM200481 


21454 


57638 


EFM200486 


21455 


57639 


EFM200487 


21456 


57640 


EFM200491 


21457 


57641 


EFM200497 


21458 


57642 


EFM200509 


21459 


57643 


EFM200511 


21460 


57644 


EFM200512 


21461 


57645 


EFM200514 


21462 


57646 


EFM200524 



PO7US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




33469 


69653 


PSY103563 


33470 


69654 


PSY103569 


33471 


69655 


PSY1 03571 


33472 


69656 


PSY103584 


33473 


69657 


PSY103587 


33474 


69658 


PSY1 03596 


33475 


69659 


PS Yl 03601 


33476 


69660 


PSY1 03605 


33477 


69661 


PSY103606 


33478 


69662 


PSY103607 


33479 


69663 


PSY103622 


33480 


69664 


PSY103646 


33481 


69665 


PSY103648 


33482 


69666 


PSY1 03650 


33483 


69667 


PSY103670 


33484 


69668 


PSY103682 


33485 


69669 


PSY103687 


33486 


69670 


PSY103697 


33487 


69671 


PSY103709 


33488 


69672 


PSY103720 


33489 


69673 


PSY103723 


33490 


69674 


PSY103724 


33491 


69675 


PSY103728 


33492 


69676 


PSY1 03729 


33493 


69677 


PSY103737 


33494 


69678 


PSY103766 


33495 


69679 


PSY103768 


33496 


69680 


PSY1 03769 


33497 


69681 


PSY1 03770 


33498 


69682 


PSY103780 


33499 


69683 


PSY103783 


33500 


69684 


PSY103786 


33501 


69685 


PSY103787 


33502 


69686 


PSY103789 


33503 


69687 


PSY103791 


33504 


69688 


PSY103793 


33505 


69689 


PSY1 03796 


33506 


69690 


PSY103797 


33507 


69691 


PSY1 03798 


33508 


69692 


PSY103799 


33509 


. 69693 


PSY103800 


33510 


69694 


PSY103804 


33511 


69695 


PSY103806 


33512 


69696 


PSY103809 


33513 


69697 


PSY103810 


33514 


69698 


PSY103818 


33515 


69699 


PSY103819 


33516 


69700 


PSY103820 


33517 


69701 


PSY103834 


33518 


69702 


PSY1 03835 


33519 


69703 


PSY103836 


33520 


69704 


PSY103837 


33521 


69705 


PSY103838 


33522 


69706 


PSY103839 


33523 


69707 


PSY103843 



351 



WO 02/077183 PCT/US02/091 07 



DNA 


Protein 


Gene Locus ID 


DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




SeqID 


SeqID 




SeqID 


SeqID 




9401 


45585 


BAN102397 


21463 


57647 


EFM200535 


33524 


69708 


PSY103844 


9402 


45586 


BAN102413 


21464 


57648 


EFM200541 


33525 


69709 


PSY103845 


9403 


45587 


BAN 102443 


21465 


57649 


EFM200542 


33526 


69710 


PSY103846 


9404 


45588 


BAN 102445 


21466 


57650 


EFM200545 


33527 


69711 


PSY103847 


9405 


45589 


BAN 102446 


21467 


57651 


EFM200546 


33528 


69712 


PSY103849 


9406 


45590 


BAN102454 


21468 


57652 


EFM200554 


33529 


69713 


PSY103851 


9407 


45591 


BAN102459 


21469 


57653 


EFM200558 


33530 


69714 


PSY103854 


9408 


45592 


BAN102461 


21470 


57654 


EFM200562 


33531 


69715 


PSY103856 


9409 


45593 


BAN 102478 


21471 


57655 


EFM200577 


33532 


69716 


PSY103858 


9410 


45594 


BAN102480 


21472 


57656 


EFM200585 


33533 


69717 


PSY103859 


9411 


45595 


BAN102481 


21473 


57657 


EFM200589 


33534 


69718 


PSY103860 


9412 


45596 


BAN102482 


21474 


57658 


EFM200591 


33535 


69719 


PSY103867 


9413 


45597 


BAN 102487 


21475 . 


57659 


EFM200592 


33536 


69720 


PSY103869 


9414 


45598 


BAN 102492 


21476 


57660 


EFM200599 


33537 


69721 


PSY103871 


9415 


45599 


BAN102502 


21477 


57661 


EFM200610 


33538 


69722 


PSY103874 


9416 


45600 


BAN102504 


21478 


57662 


EFM200622 


33539 


69723 


PSY103885 


9417 


45601 


BAN102511 


21479 


57663 


EFM200623 


33540 


69724 


PSY103891 


9418 


45602 


BAN102515 


21480 


57664 


EFM200625 


33541 


69725 


PSY103899 


9419 


45603 


BAN102521 


21481 


57665 


EFM200632 


33542 


69726 


PSY103901 


9420 


45604 


BAN 102524 


21482 


57666 


EFM200633 


33543 


69727 


PSY1 03902 


9421 


45605 


BAN102528 


21483 


57667 


EFM200643 


33544 


69728 


PSY103927 


9422 


45606 


BAN102540 


21484 


57668 


EFM200644 


33545 


69729 


PSY103929 


9423 


45607 


BAN102544 


21485 


57669 


EFM200649 


33546 


69730 


PSY103933 


9424 


45608 


BAN 1025 66 


21486 


57670 


EFM200654 


33547 


69731 


PSY103942 


9425 


45609 


BAN102568 


21487 


57671 


EFM200659 


33548 


69732 


PSY103947 


9426 


45610 


BAN102570 


21488 


57672 


EFM200666 


33549 


69733 


PSY103954 


9427 


45611 


BAN 102576 


21489 


57673 


EFM200671 


33550 


69734 


PSY103957 


9428 


45612 


BAN 1025 89 


21490 


57674 


EFM200673 


33551 


69735 


PSY103958 


9429 


45613 


BAN102596 


21491 


57675 


EFM200686 


33552 


69736 


PSY103965 


9430 


45614 


BAN102598 


21492 


57676 


EFM200695 


33553 


69737 


PSY103969 


9431 


45615 


BAN 102602 


21493 


57677 


EFM200699 


33554 


69738 


PSY103972 


9432 


45616 


BAN1 02603 


21494 


57678 


EFM200702 


33555 


69739 


PSY103984 


9433 


45617 


BAN 102604 


21495 


57679 


EFM200703 


33556 


69740 


PSY103987 


9434 


45618 


BAN102615 


21496 


57680 


EFM200706 


33557 


69741 


PSY103995 


9435 


45619 


BAN 102623 


21497 


57681 


EFM200709 


33558 


69742 


PSY104020 


9436 


45620 


BAN 102625 


21498 


57682 


EFM200718 


33559 


69743 


PSY104029 


9437 


45621 


BAN1 02628 


21499 


57683 


EFM200723 


33560 


69744 


PSY104037 


9438 


45622 


BAN102648 


21500 


57684 


EFM200729 


33561 


69745 


PSY104038 


9439 


45623 


BAN102650 


21501 


57685 


EFM200737 


33562 


69746 


PSY104041 


9440 


45624 


BAN102654 


21502 


57686 


EFM200738 


33563 


69747 


PSY104047 


9441 


45625 


BAN102671 


21503 


57687 


EFM200739 


33564 


69748 


PSY104048 


9442 


45626 


BAN102675 


21504 


57688 


EFM200744 


33565 


69749 


PSY104064 


9443 


45627 


BAN1 02691 


21505 


57689 


EFM200763 


33566 


69750 


PSY104066 


9444 


45628 


BAN 102692 


21506 


57690 


EFM200768 


33567 


69751 


PSY104072 


9445 


45629 


BAN102708 


21507 


57691 


EFM200770 


33568 


69752 


PSY104073 


9446 


45630 


BAN102711 


21508 


57692 


EFM200772 


33569 


69753 


PSY104080 


9447 


45631 


BAN 102742 


21509 


57693 


EFM200783 


33570 


69754 


PSY104084 


9448 


45632 


BAN102744 


21510 


57694 


EFM200791 


33571 


69755 


PSY104130 


9449 


45633 


BAN102783 


21511 


57695 


EFM200794 


33572 


69756 


PSY104146 


9450 


45634 


BAN102784 


21512 


57696 


EFM200795 


33573 


69757 


PSY104152 


9451 


45635 


BAN102785 


21513 


57697 


EFM200797 


33574 


69758 


PSY104164 


9452 


45636 


BAN102807 


21514 


57698 


EFM200803 


33575 


69759 


PSY104166 


9453 


45637 


BAN102824 


21515 


57699 


EFM200811 


33576 


69760 


PSY104168 


9454 


45638 


BAN102826 


21516 


57700 


EFM200824 


33577 


69761 


PSY104174 


9455 


45639 


BAN102833 


21517 


57701 
352 


EFM200826 


33578 


69762 


PSY104175 



WO 02/077183 
DNA Protein Gene LocusID 



SeqID 


SeqID 




9456 


45640 


BAN102839 


9457 


45641 


BAN102851 


9458 


45642 


BAN102864 


9459 


45643 


BAN102869 


9460 


45644 


BAN102885 


9461 


45645 


BAN102886 


9462 


45646 


BAN102895 


9463 


45647 


BAN102900 


9464 


45648 


BAN102901 


9465 


45649 


BAN102903 


9466 


45650 


BAN102912 


9467 


45651 


BAN102919 


9468 


45652 


BAN102922 


9469 


45653 


BAN102923 


9470 


45654 


BAN102928 


9471 


45655 


BAN 102939 


9472 


45656 


BAN102943 


9473 


45657 


BAN 102950 


9474 


45658 


BAN102960 


9475 


45659 


BAN102965 


9476 


45660 


BAN102972 


9477 


45661 


BAN102999 


9478 


45662 


BAN103009 


9479 


45663 


BAN103024 


9480 


45664 


BAN103034 


9481 


45665 


BAN103047 


9482 


45666 


BAN103063 


9483 


45667 


BAN103067 


9484 


45668 


BAN 103070 


9485 


45669 


BAN103092 


9486 


45670 


BAN103093 


9487 


45671 


BAN103103 


9488 


45672 


BAN103118 


9489 


45673 


BAN103122 


9490 


45674 


BAN103123 


9491 


45675 


BAN103144 


9492 


45676 


BAN103157 


9493 


45677 


BAN103160 


9494 


45678 


BAN103164 


9495 


45679 


BAN103169 


9496 


45680 


BAN103174 


9497 


45681 


BAN103191 


9498 


45682 


BAN103195 


9499 


45683 


BAN103207 


9500 


45684 


BAN 103220 


9501 


45685 


BAN103235 


9502 


45686 


BAN103239 


9503 


45687 


BAN103240 


9504 


45688 


BAN103246 


9505 


45689 


BAN103255 


9506 


45690 


BAN103259 


9507 


45691 


BAN103268 


9508 


45692 


BAN103283 


9509 


45693 


BAN1 03288 


9510 


45694 


BAN103300 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




21518 


57702 


EFM200835 


21519 


57703 


EFM200836 


21520 


57704 


EFM200844 


21521 


57705 


EFM200848 


21522 


57706 


EFM200856 


21523 


57707 


EFM200867 


21524 


57708 


EFM200870 


21525 


57709 


EFM200873 


21526 


57710 


EFM200879 


21527 


57711 


EFM200884 


21528 


57712 


EFM200885 


21529 


57713 


EFM200896 


21530 


57714 


EFM200904 


21531 


57715 


EFM200906 


21532 


57716 


EFM200911 


21533 


57717 


EFM200921 


21534 


57718 


EFM200928 


21535 


57719 


EFM200941 


21536 


57720 


EFM200946 


21537 


57721 


EFM200948 


21538 


57722 


EFM200960 


21539 


57723 


EFM200963 


21540 


57724 


EFM200968 


21541 


57725 


EFM200970 


21542 


57726 


EFM200971 


21543 


57727 


EFM200975 


21544 


57728 


EFM200976 


21545 


57729 


EFM200978 


21546 


57730 


EFM200985 


21547 


57731 


EFM200992 


21548 


57732 


EFM200997 


21549 


57733 


EFM201002 


21550 


57734 


EFM201011 


21551 


57735 


EFM201013 


21552 


57736 


EFM201020 


21553 


57737 


EFM201026 


21554 


57738 


EFM201027 


21555 


57739 


EFM201041 


21556 


57740 


EFM201047 


21557 


57741 


EFM201052 


21558 


57742 


EFM201053 


21559 


57743 


EFM201058 


21560 


57744 


EFM201062 


21561 


57745 


EFM201063 


21562 


57746 


EFM201066 


21563 


57747 


EFM201089 


21564 


57748 


EFM201090 


21565 


57749 


EFM201092 


21566 


57750 


EFM201099 


21567 


57751 


EFM201119 


21568 


57752 


EFM201123 


21569 


57753 


EFM201126 


21570 


57754 


EFM20U27 


21571 


51155 


EFM201130 


21572 


57756 


EFM201132 




353 





PCTAJS02/09107 



T\\T A 

DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




33579 


69763 


PSY104186 


33580 


69764 


PSY104188 


33581 


69765 


PSY104192 


33582 


69766 


PSY104220 


33583 


69767 


PSY104227 


33584 


69768 


PSY104234 


33585 


69769 


PSY104242 


33586 


69770 


PSY1 04248 


33587 


69771 


PSY1 04253 


33588 


69772 


PSY104255 


33589 


69773 


PSY1 04256 


33590 


69774 


PSY1 04260 


33591 


69775 


PSY1 04267 


33592 


69776 


PSY104278 


33593 


69777 


PSY1 04282 


33594 


69778 


PSY1 04285 


33595 


69779 


PSY104286 


33596 


69780 


PSY104319 


33597 


69781 


PSY104324 


33598 


69782 


PSY104326 


33599 


69783 


PSY1 04331 


33600 


69784 


PSY1 04335 


33601 


69785 


PSY104339 


33602 


69786 


PSY1 04341 


33603 


69787 


PSY1 04344 


33604 


69788 


PSY104345 


33605 


69789 


PSY1 04352 


33606 


69790 


PSY1 04354 . 


33607 


69791 


PSY1 04361 


33608 


69792 


PSY1 04366 


33609 


69793 


PSY104368 


33610 


69794 


PSY104372 


33611 


69795 


PSY1 04373 


33612 


69796 


PSY104376 


33613 


69797 


PSY1 04380 


33614 


69798 


PSY1 04382 


33615 


69799 


PSY1 04388 


33616 


69800 


PSY1 04389 


33617 


69801 


PSY104398 


33618 


69802 


PSY1 04402 


33619 


69803 


PSY104404 


33620 


69804 


PSY104412 


33621 


69805 


PSY104413 


33622 


69806 


PSY104415 


33623 


69807 


PSY104425 


33624 


69808 


PSY1 04429 


33625 


69809 


PSY1 04435 


33626 


69810 


PSY104456 


33627 


69811 


PSY104459 


33628 


69812 


PSY1 04460 


33629 


69813 


PSY104461 


33630 


69814 


PSY104507 


33631 


69815 


PSY1 04520 


33632 


69816 


PSY1 04524 


33633 


69817 


PSY104526 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




yMi 


43095 


r> AXT1 AO070 

rJAJN 1U33Z3 


a< 1 0 ' 
9312 


A <£A£ 

43090 


"D AXT1 A0005 


93 13 


4509/ 


T3 A All AlllQ 


fkC 1 A 

9514 


45oyo 


13 ATvTI AO0"7£ 

rJAJN 1U33 /O 


yj 13 


45oyy 


D AKT1 AO0GA 


AC 1 /£ 

ys io 


A C7QQ 

4!) /UU 


T3 AXT1 AOOQO 


QC 1 7 

y3i / 


/I C7Q1 

43 /Ul 


r> Avri noofi7 


QC 1 Q 

y? lo 


/l C*7f\1 

45 /UZ 


TJ AMI AOA1 0 
oAJN 1U3413 


QC1 O 

yj iy 


A C7AO 

45 /U3 


T> AMI AO/11 C 
oAIN 1U3413 


y3zu 


45 /U4 


r> AXT1 A0/I0A 


OCO 1 

yszi 


A C7flC 

45 /U5 


T> A XT 1 AO /I £A 


fir n 

9522 


/t C7Q/C 

45 /l/o 


t> AXT1 AQ/KO 

OACV1U340/: 


yz>ZD 


45 /U/ 


r>AN!U34o/ 


y3Z4 


4 J /Uo 


T3 AM1 A1/170 


QCOC 

y3Z3 


4 j /uy 


15 AMI A7/t*7G 

oAIN 1UJ4 /y 


yjzo 


/I571 A 
43 / IU 


Tl AXT1 A^/IO/^ 
oAlNlU34yO 


0577 
V3Z / 


4571 1 
*t3 /II 


r> AMI A3CA1 


Q57R 

y3Zo 


45717 
hj / LZ 


"D AMI A^COI 


Q57Q 

y3zy 


4571 3 
43 / 1 J 


"R AXT1 A^C07 
UAiN 1U33Z / 


QCIfl 

yjju 


4571/1 
43/14 


Ty AM1 A^C70 


QC1 1 


/I C71 C 

45 /15 


"T> AM1 AO COO 


y.5 iz 


45/10 


.dAiN 1U3330 


9533 


A C1 1 *7 

45717 


BAN 1035 64 


9534 


A C71 O 

45 /lo 


T> a XT 1 AO C TO 

jt>AJNlU35 /9 


9535 


45719 


BAN1U3594 


9530 


45 /20 


"D AM1 AO/CAA 

BAN lUJovJU 


yD3 / 


yl c.771 
4 J /Zl 


13 AMI AOAA1 

rJAJN 1U30U1 


V53o 


yl C*7T> 

43 IZZ 


13 AXT1 AOiCOC 

BAIN 1U30Z3 




A Kill 

45 /Z3 


Ty AXT1 A0/C7A 

BAN 1U303U 




AC70/1 
42) /Z4 


T3 AXT1 A1£C1 
15AjN 11)3031 


QC/1 1 

9541 


43 /Z3 


T) AXT1 AO£CC 

BAIN 1U3035 


y54z 


45 /zo 


13 AXT1 Al^CO 

BAJN1U3056 


9543 


A C7T7 
45 /2/ 


13 axti r\i/;/C/c 
BAJN1U3666 


AC/I vf 

9544 


/JC700 

45 72a 


' 13 AXT1 QO/C7C 

BAN 103675 


c\ca c 
9545 


45 /29 


13 AXT1 nO/CAO 

BAN 103692 


954o 


A <*70/i 

45 /30 


T> ATVT1 nnAyl 

BAN 103 /U4 


y34/ 


A 570 1 
43 /3l 


13 AXT1 A071 7 
£>AJN L\JD til 


y34o 


43 /32 


rj AXT 1 AT771 

i5 AJN 1U3 fZi 


05AQ 

y34y 


45733 
43 / jj 


T> AXTI A07CA 
JtsAiN 1U3 /3U 


y33U 


/1 570/1 
43 /34 


13 AXTI (YX IfH 
J3AIN IU3 /0; 


y55i 


A C7-5C 

43 /35 


13 AXTI AI^/CQ 

BAN 103/69 


9552 


45736 


13 A XT 1 /\1 Tff\ 

BAN 103770 


9553 


45737 


13 AXT1 rtOT70 

BAN 103772 


9554 


45738 


T> A"K.T1 AO T~l C 

BAN 103775 


9555 


A CMft 

45739 


T» A XT 1 A1 7T1 

BAN 103777 


9556 


45740 


BAN103787 


9557 


45741 


BAN 103797 


9558 


45742 


T3 AXT1 nOOAvl 

BAN 103 804 


955y 


45 /43 


T3 A XT 1 A1 0 1 n 

BAN 103ol0 


9560 


A CI A A 

45744 


BAN103821 


9561 


45745 


BAN103832 


9562 


45746 


BAN103843 


9563 


45747 


BAN103847 


9564 


45748 


BAN103848 


9565 


45749 


BAN103862 



DNA 
SeqID 


Protein 
SeqID 


Gene LocusID 


01 C70 

Z13 / j 


57757 


T7FM701 1 35 


Z13 /4 


57758 
3 / /30 


FFM701 1 36 


71 ^7^ 
Z13 /3 


57750 
j i toy 


FFM701 1 40 


Z 13 /O 


57760 
j I f\j\j 


T7FM701 1 45 


Z 13 / / 


57761 


FFM701 1 53 


71 ^7R 

Z 13 to 


57767 


FFM701 158 


71 ^70 

z 13 iy 


5776^ 

J / I\jD 




71 ^RO 


57764 




71 ^81 
Z 130 1 


57765 


FFM701 176 


71 ^R7 

Z 130Z 


57766 


FFM701 177 

J_/l 1 VIZ V 11// 


71 580 
Z 1303 


57767 


FFM701 1 00 


71 584 

Z 1 JOT 1 


57768 


FFA/f7nil10 


Z 1 J03 


57760 
3 / toy 


FFM101H4 

1-/1 1VJLZW 1 ir^«*T 


71586 


57770 


FFM701737 

U/l 1VJLZ v X^tJai 


71 587 


57771 


FFM701233 


71588 


57777 
J / / /z 


FFM701 241 


7158Q 


57771 
j 1 1 1 j 


FFM201242 


71 590 


57774 


FFM201 2^0 

UL 1V1Z/V7 1Z, JU 


71 5Q1 


57775 
j / 1 1 j 


FFM701757 


715Q7 

Z I J!/Z 


57776 


FFM701971 
lirivizu i z / z 


715Q1 
Z 13^3 


57777 

3 / / / / 


FFM701773 


Z132/M" 


57778 
3 / / /O 


FFM701 787 
nr lvizu i z oz 


71 505 
Z13y3 


5777Q 

3 / / /y 


FFlV>r701 783 
lirivizuizoj 


71 50/? 
Z13y0 


57780 


FFA/f701 707 

lirivizi/izy / 


71 5Q7 


57781 
3 / /Ol 


T7F\>T701 307 

Jtirivizui3uz 


71 508 

z i jyo 


57787 
J / / oz 


FFM701 307 


71 5QQ 
Z13^7 


5778^ 

J / / 03 


FFM701 31 1 


Z lOUU 


57784. 
J / / o*+ 


FFM701 314 


ZlUv/l 


57785 
J / / O J 


FFM70T316 


716^7 

ZiUUZ 


57786 


FFM701 31 7 

JCL 1V1Z.U 1J 1 / 


71 ^n^ 

Z !OU3 


57787 
J I to l 


FFA/T701 377 
jz>r ivi z u i j zz 


Z10U4 


57788 
3 / / 50 


FTTM'701 337 


716A5 
Z10U3 


577RQ 

3 / /oy 


FFN^701 334 
HrJVlZVl33'f 


71 &(\& 
Z1OU0 


577Q0 

3 / /yu 


FFX/T701 335 
HJ7 IVIZU 1333 


716A7 
Z lOU / 


57701 
3 / /y 1 


ThFTV/T701 338 
HrlVlZ\/133o 


71 608 
Z lOUo 


577Q7 


FFTV/T701 340 


71 6 AO 


57703 


FFA/T701 347 

E>P1V1ZU 13*+/ 


71 610 


57704 


FFM701 340 


7161 1 

Z IU 1 1 


57705 
j / tyo 


FFKT701 350 

XiP 1Y1Z V/ 1 J J U 


71617 

Z LKJ AZ 


57706 


FFX/T701 355 

JLvJT 1V1j6U 1JJJ 


7161 ^ 

Z1U1 J 


57707 
j i iy i 


FFA/T701 350 


71 61/1 
Z101*f 


57708 


FFTV/T701 370 
JiriVizui3 /U 


71 61 5 
Z1013 


577QQ 

3 / /yy 


PFlV/r701 371 

Jtirjvizuij / 1 


71 61 
Z1010 


C7CAA 


T7F\A7A1 07Q 
DrlVlZul3 /O 


71 /^l 7 
ZlOl / 


CTQA1 
3 /oUl 


TJT7\/T7A1 07Q 

t^rJViZUl3 Iy 


71 61 C 
ZIOlo 


CTCA7 
3 /oUZ 


T7T?\/f7A1 0 2/1 
E,rJVlZUl3o4 


71 61 O 

zioiy 


C7C AO 
3 /oU3 


T7TTA>f7A1 0Q7 


71670 


5780A 


FFVT701 304 


71671 

Z 1UZ 1 


57805 


FFM701 305 


21622 


57806 


EFM201399 


21623 


57807 


EFM201407 


21624 


57808 


EFM201409 


21625 


57809 


EFM201416 


21626 


57810 


EFM201424 


21627 


57811 


EFM201425 




354 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




33634 


69818 


PS Y 104527 


JJUJJ 


69819 


PSY 104529 


33636 


69820 


PSY 104543 


33637 


69821 


PSY 104544 


33638 


69822 


PSY104546 


33639 


69823 


PSY104552 


33640 


69824 


PSY104559 


33641 


69825 


PSY104584 


33642 


69826 


PSY104596 


33643 


69827 


PSY 1046 18 

1 U 1 X\J iVXU 


33644 


69828 


PSY104621 


33645 


69329 


PSY 104623 


^3646 


69830 


PSY 104628 


33647 


69831 


PSY 104645 


33648 


69832 


PSY104669 


33649 


69833 


PSY104679 

X kJ X XV • V « 


33650 


69S34 


PSY104681 

JL X JL V/ rVU JL. 


33651 


69835 


PSY104683 


33652 


69836 


PSY104696 

X U X X V « V/^ V 


33653 


69837 


PSY 104698 

X kJ X X \J~\J S \J 


33654 


69838 

VJJ70 JO 


PSY 104709 


33655 


69839 


PSY 104726 


33656 


69840 


PSY 104746 

X U X 1 V^T / *T\J 


33657 

JJUJ / 


69841 

U70*t 1 


PSY 104750 


33658 


69842 


PSY 104751 


33659 

JJUJ7 


69843 


PSY 104754 


33660 


69844 


PSY104756 

X VJ X iUT / JU 


33661 


69845 


PSY104758 


33662 


69846 


PSY104769 


33663 


69847 


PSY 104777 

X O X 1Vtt ill 


33664 


69848 


PSY104780 


33665 


60849 

\jyo*ry 


PSY1 04787 

r o x ivjt / o / 


33666 


60850 


pcv 104789 

A O I Ivt / 07 


33667 

JJOU / 


6Q851 

UyOJ 1 


pcvi 04797 


33668 


60857 


pqvi 04703 


33669 


69853 


PSY 104799 

X, kJ X X \/ I / >f ^ 


33670 


69854 


PSY 104801 


33671 


69855 


PSY 1048 11 

X kJ X IVTO X 1 


33672 


69856 


PSY104822 


33673 


69857 


PSY1 04827 

X U X XWT^Ui* / 


33674 

JJv / *T 


69858 


PSY1 04828 

X O X X UTDZf O 


33675 

J JO / J 


69859 


PSY1 04899 

XO X iUtOA? 


33676 


60860 


P5TY1 04837 


33677 
330 / / 


60861 


P51V1 04834 


33678 

JJO/0 


60867 


P^IYI 04836 


33670 
33U ty 


60863 


OvVI 04838 


33680 


60864 

070v*t 


PSY1 04857 


33681 


69865 

L/J70V/J 


PSY1 04853 


33682 


69866 


PSY104859 

X O X XV/^vj*/^ 


33683 


69867 


PSY1 04861 


33684 


69868 


PSY104865 


33685 


69869 


PSY104867 


33686 


69870 


PSY104872 


33687 


69871 


PSY104878 


33688 


69872 


PSY104886 



WO 02/077183 



PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




SeqID 


SeqID 




SeqID 


SeqID 




9566 


45750 


BAN103869 


21628 


57812 


EFM201430 


33689 


69873 


PSY104889 


9567 


45751 


BAN103886 


21629 


57813 


EFM201438 


33690 


69874 


PSY104896 


9568 


45752 


BAN103890 


21630 


57814 


EFM201449 


33691 


69875 


PSY104903 


9569 


45753 


BAN103900 


21631 


57815 


EFM201455 


33692 


69876 


PSY104919 


9570 


45754 


BAN103905 


21632 


57816 


EFM201460 


33693 


69877 


PSY104923 


9571 


45755 


BAN103921 


21633 


57817 


EFM201462 


33694 


69878 


PSY104929 


9572 


45756 


BAN103931 


21634 


57818 


EFM201470 


33695 


69879 


PSY104934 


9573 


45757 


BAN103932 


21635 


57819 


EFM201482 


33696 


69880 


PSY1 04950 


9574 


45758 


BAN103936 


21636 


57820 


EFM201484 


33697 


69881 


PSY104951 


9575 


45759 


BAN103939 


21637 


57821 


EFM201485 


33698 


69882 


PSY104957 


9576 


45760 


BAN103946 


21638 


57822 


EFM201490 


33699 


69883 


PSY104961 


9577 


45761 


BAN 103959 


21639 


57823 


EFM201491 


33700 


69884 


PSY104967 


9578 


45762 


BAN103960 


21640 


57824 


EFM201493 


33701 


69885 


PSY104974 


9579 


45763 


BAN 103966 


21641 


57825 


EFM201504 


33702 


69886 


PSY104985 


9580 


45764 


BAN 103970 


21642 


57S26 


EFM201522 


33703 


69887 


PSY1 04995 


9581 


45765 


BAN103991 


21643 


57827 


EFM201524 


33704 


69888 


PSY104998 


9582 


45766 


BAN103992 


21644 


57828 


EFM201535 


33705 


69889 


PSY105004 


9583 


45767 


BAN104006 


21645 


57829 


EFM201537 


33706 


69890 


PSY105010 


9584 


45768 


BAN104007 


21646 


57830 


EFM201540 


33707 


69891 


PSY105014 


9585 


45769 


BAN104019 


21647 


57831 


EFM201542 


33708 


69892 


PSY105016 


9586 


45770 


BAN104023 


21648 


57832 


EFM201544 


33709 


69893 


PSY105020 


9587 


45771 


BAN 104028 


21649 


57833 


EFM201546 


33710 


69894 


PSY105025 


9588 


45772 


BAN104029 


21650 


57834 


EFM201549 


33711 


69895 


PSY105027 


9589 


45773 


BAN104033 


21651 


57835 


EFM201550 


33712 


69896 


PSY105033 


9590 


45774 


BAN104044 


21652 


57836 


EFM201553 


33713 


69897 


PSY105035 


9591 


45775 


BAN104049 


21653 


57837 


EFM201563 


33714 


69898 


PSY105041 


9592 


45776 


BAN104051 


21654 


57838 


EFM201574 


33715 


69899 


PSY105063 


9593 


45777 


BAN104054 


21655 


57839 


EFM201578 


33716 


69900 


PSY105067 


9594 


45778 


BAN104072 


21656 


57840 


EFM201584 


33717 


69901 


PSY105068 


9595 


45779 


BAN104073 


21657 


57841 


EFM201597 


33718 


69902 


PSY105070 


9596 


45780 


BAN104092 


21658 


57842 


EFM201598 


33719 


69903 


PSY105072 


9597 


45781 


BAN104117 


21659 


57843 


EFM201601 


33720 


69904 


PSY105075 


9598 


45782 


BAN104126 


21660 


57844 


EFM201604 


33721 


69905 


PSY105080 


9599 


45783 


BAN104131 


21661 


57845 


EFM201617 


33722 


69906 


PSY105088 


9600 


45784 


BAN104134 


21662 


57846 


EFM201620 


33723 


69907 


PSY1 05093 


9601 


45785 


BAN104142 


21663 


57847 


EFM201621 


33724 


69908 


PSY105099 


9602 


45786 


BAN 104 146 


21664 


57848 


EFM201626 


33725 


69909 


PSY105102 


9603 


45787 


BAN104147 


21665 


57849 


EFM201627 


33726 


69910 


PSY105127 


9604 


45788 


BAN104148 


21666 


57850 


EFM201634 


33727 


69911 


PSY105133 


9605 


45789 


BAN104150 


21667 


57851 


EFM201642 


33728 


69912 


PSY105138 


9606 


45790 


BAN104164 


21668 


57852 


EFM201649 


33729 


69913 


PSY105144 


9607 


45791 


BAN104169 


21669 


57853 


EFM201652 


33730 


69914 


PSY105147 


9608 


45792 


BAN104171 


21670 


57854 


EFM201656 


33731 


69915 


PSY105149 


9609 


45793 


BAN104173 


21671 


57855 


EFM201658 


33732 


69916 


PSY105156 


9610 


45794 


BAN104177 


21672 


57856 


EFM201661 


33733 


69917 


PSY105158 


9611 


45795 


BAN104198 


21673 


57857 


EFM201664 


33734 


69918 


PSY105160 


9612 


45796 


BAN104199 


21674 


57858 


EFM201665 


33735 


69919 


PSY105164 


9613 


45797 


BAN104200 


21675 


57859 


EFM201679 


33736 


69920 


PSY105168 


9614 


45798 


BAN104202 


21676 


57860 


EFM201682 


33737 


69921 


PSY105185 


9615 


45799 


BAN104217 


21677 


57861 


EFM201684 


33738 


69922 


PSY105186 


9616 


45800 


BAN104237 


21678 


57862 


EFM201685 


33739 


69923 


PSY105188 


9617 


45801 


BAN104255 


21679 


57863 


EFM201693 


33740 


69924 


PSY105194 


9618 


45802 


BAN104276 


21680 


57864 


EFM201694 


33741 


69925 


PSY105195 


9619 


45803 


BAN104280 


21681 


57865 


EFM201703 


33742 


69926 


PSY105197 


9620 


45804 


BAN104283 


21682 


57866 


EFM201704 


33743 


69927 


PSY105203 



355 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




QA71 

yozi 


A cone 


"RAM10A7RQ 


QA99 

yozz 


A^RAA 


RAM10A^10 

.D.TVLN 1 UTJ 1U 


QA93 

yozj 


A^RA7 




QA7A 
yOZ*f 


A^ROR 




yozj 


A^RAQ 

4jouy 


■RAMI 04329 


QA7A 

yozo 


A<\R1 A 


RAN 104347 


QA77 

yoz / 


A^RI 1 




QA7R 

yozo 


A^R19 
4 jolZ 


RAMI 0A3SS 


QA7Q 

yozy 




RAMI 043 56 


yoju 


A<IR1 A 


RAM10436S 


QA71 

yoj l 


A^R1 S 


"RAM10A3RA 


QA^9 


4^R16 


R AM1043RQ 




ASR17 
*f JO i / 


RAMI 04393 




ASR1R 


RAMI 04397 


063 S 


*tJO 1;/ 


RAMI 04405 


Q616 


45R90 


RAMI 0441 8 




A5R91 


RAM 104442 


yojo 


A<?R99 


R AM1 04444 




ASR9"* 


R AMI 0444R 


QAAA 
y04U 


4joZ4 


RAM1044S4 


yo4i 


A^R9^ 


R AM1O44S0 


QAA7 
y04Z 


A^R9A 
4JOZO 


RAM1044R? 




A^R97 


R AM1O44R0 


QAAA 
y044 


A^R9R 
4 JOZo 


RAMI 04503 




ASR9Q 


RAM104S04 


QAAA 


*tJOJ)U 


RAN 104506 


QAA7 

yo4 / 


4JOj1 


RAN 104507 


GA/i£ 

yo4o 


AflR19 

H JOJZ 


RAN10AS10 




4 JOJJ 


R AN104S73 


GA^A 

yoDv 


A<JR3A 
40504 


RAN10AS7^ 


QAO 

yoj l 


40oOO 


RAN10A^7R 


yODZ 




RAN10AS3^ 


QA^ 

yojj 


A^R37 
H-000 / 


RAN10454Q 


QA^A 

yco4 


A^R'JR 


RAN 104566 


QA^ 

yojj 


A^R^Q 


RAN 104572 


QA^A 
yOJO 


A^RAA 


RAM104592 


QA^7 

yo j / 


A^RA1 


RAM1045Q5 


yOjo 


A^RA7 
*tOo4Z 


RAN 104603 


yojy 


A^RAI 


RANI 0461? 


gaaa 
yoou 


A<QAA 
4 0544 


R AN10AA1 A 


GAA1 

yooi 


43 540 


R AN1HAA1 A 


yooz 


4054O 


RAN1HAA17 


yoo.5 


4 J 54 / 


"D AN10AA97 


yoo4 


40o4o 


R AXnOAAAl 


OAA< 


A<RAO 
4054y 


R ANIOAAA^ 


G£AA 

yooo 


4050U 


t> ANIDAA^^ 


GAA7 

yoo/ 


4050 1 


RAM10A6SQ 


QAAS 

yooo 


HjojZ 


RAN10AA61 


QAAQ 

yooy 


40500 


RAMI OAAR? 


9670 


A CQC A 


R AM10AAR3 


9671 


45855 


T> A>vTirk/iACO 
Jt>AlN iVJ40oy 


9672 


45856 


BAN104705 


9673 


45857 


BAN104708 


9674 


45858 


BAN104719 


9675 


45859 


BAN104770 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




ZlOOJ 


<7CA7 
D /OO / 


*RP\yT7A1 7AA 




j /oOo 


T?F\A7A1 7AA 
Hf IY1ZU 1 / 4H- 




j /soy 


FPM7A17S4 


T 1 ACA 


J /o /U 


PT7M7A1 7^7 


n 1 AC7 


C7071 
0/6/1 


PFM9A1 761 


7 1 ACQ 


C7079 
D /o /Z 


FT7A>T9ni 766 


1 1 ACQ 


J /O/ J 


pT7X/f7Ai 7AQ 
urivizv/i /oy 


1 1 Aon 


<7Q7A 
D /o/4 


FF\A9A1 770 


O 1 AQ1 


J /o/3 


FT7TWT9A1 771 


T1 AQ7 


<797A 
J /o /0 


PF\yf7A1 777 
J5rivlZl/l / /Z 


7 1 AQ7 


^7C77 
J /Of f 


FP\>r7Al 777 


z ioy4 


3 /o /o 


FFM9A1 7RR 
C/riviZv/i / oo 


71 AO^ 


D to /y 


FFM9A1 R06 


7 1 AOA 


j /00U 


FFM9A1 R07 
iz»nvizu tow/ 


71 AQ7 


D /ool 


FF\>1901 R14 


71 AQS 


XT7007 
J /00Z 


FFM901 R90 
xir iviz kj 1 ozu 


71 AQQ 


C7O07 
J fOOJ 


FF\yT9A1 R99 
JZiPlVlZU 1 ozz 


7 1 HfSf\ 

Zl /uu 


j /oo4 


FF\yf9A1 R9Q 

Erivizviozy 


T1 7H1 
Zl /UL 


C7OQC 


nrrvizuioj j 


Zl /uz 


j /00O 


FF\yf7A1 Rl^ 


Zl /UJ 


J /oo/ 


FFK/17A1 R^Q 

xirivizuiojy 


Zl /U4 


C7QQO 
J /OOO 


FFA/T7A1 RA1 
JtlriVlZUl041 


Zl /Uj 


<7QCO 

j /ooy 


FFNA7A1 RA^ 


71 7AA 
Zl /UO 


j /syu 


FFAyf7A1 R^9 
xzr ivizv/ 1 0 d z 


71 7A7 
Zl /U/ 


j /oy 1 


FFM9A1 R^ 


91 7HR 
Zl /U5 


3 /oyz 


FFTU9A1 R^R 
jc*r iviz v jl 0 »> 0 


71 7fl0 

zi /uy 


j /oyo 


FFM9A1 R7R 
cr ivizu 10/0 


o 1 1 A 
Zl / 1U 


J /oy4 


FFM7A1 RR1 
lirMZUlool 


Zl / 1 1 


<7QQ^ 

j /oyj 


FFM7A1 RR7 
XirMZUloO / 


Zl / lz 


j /oyo 


FCTV/17A1 CRS 

JtirMZUiooo 


zl / 13 


D /oy 1 


FT7K/T7A1 R07 
UrMZUloyj 


01 71 /I 

Zl / 14 


j loyo 


FFAA7A1 R07 
lirlVlZV/loy / 


11 71 <J 

Zl / ID 


^7QQQ 

j /<5yy 


FF\yf7A1 QAA 

xiriYizu iyuv 


71 71 A 
Zl / 10 


^70AA 

j /yuu 


FFM9fl1QAR 


71717 
Zl / 1 / 


3 /yui 


FFM9A1Q1 1 


71710 
Zl / lo 


^70A7 

j /yuz 


FFTV/f9 A 1 Q 1 3 
HrlVlZUiy 1J 


71 71 Q 

zi / iy 


j /yuj 


FFM9A1 01 A 
lirlvlZUiy 14 


71 77A 
Zl /ZU 


D /yu4 


urivizuiy iy 


7 1 77 1 

zl /Zl 


0 /yUD 


FT7N/T7 A1 Q7A 

C/rMZUiyZ4 


71 777 

zl/zz 


^7AAA 

j /yUo 


FFA/f7A1Q>f1 

iSrMZUiy4i 


71 777 
Zl /ZJ 


r <7QA7 

j lyyji 


FT?Ayf7A1 QAS, 

HrMzUiy4j 


21724 


5/yUo 


"DT71V >T7 A 1 OCA 

rirMZUlyjo 


71 77 C 

21/2.0 


d /yuy 


T3FAyf7A1 QA1 

ilrMZviyoi 


21726 


C7Q1 r\ 

j fyW 


T7T7A/T7 A1 QA7 

tlrMZl/iyoZ 


71 777 

21 /Z/ 


C7A1 1 

d /y 1 i 


CCTV>r7A1 QA7 

JtirMZUiyoj 


71 77 Q 

Zl /Zo 


^701 7 

j (y iz 


FFA/T9A1 QAA 

iiriVLZUiyo4 


7 1 Tin 

zi /zy 


j /yu 


FFTV/T7 A 1 OAA 
UrMZUiyOO 


71 77A 

Zl /JU 


^701 A 

j /yi4 


HrlvlZU iy/o 


7 1 77 1 

Zl 151 


C7Q1 c 

j /y ij 


FFA/T7A1 QQA 
UrMZUiyoU 


21732 


57916 


EFM201982 


21733 


57917 


EFM201984 


21734 


57918 


EFM201990 


21735 


57919 


EFM201993 


21736 


57920 


EFM201996 


21737 


57921 


EFM202000 




356 





PCT/IIS02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




33744 


69928 


PSY 105223 


33745 


69929 


PSY 105227 


33746 


69930 


PSY105244 


33747 


69931 


PSY 105245 


33748 


69932 


PSY105268 


33749 


69933 


PSY105277 


33750 


69934 


PSY105284 


33751 


69935 


PSY105291 


33752 


69936 


PSY 105293 


33753 


69937 


PSY105300 


33754 


69938 


PSY 105302 


33755 


69939 


PSY105303 


33756 


69940 


PSY105304 


33757 


69941 


PSY105309 


33758 


69942 


PSY105311 


33759 


69943 


PSY105312 


33760 


69944 


PSY 105328 


33761 

JJ (Ul 


69945 


PSY 105329 


33762 

JJt \l£t 


69946 


PSY105339 


33763 
jj 1 \jj 


69947 


PSY105342 


33764 
jji 


69948 


PSY105386 


33765 

jji \JJ 


69949 


PSY105400 


33766 


69950 


PSY 105402 


33767 


69951 


PSY105412 


33768 


69952 


PSY105421 


33769 


69953 


PSY 105427 


33770 


69954 


PSY 105429 


33771 
jj 111. 


, 69955 


PSY105439 


33772 
jj 11&* 


69956 


PSY105445 


jj 1 1 j 


69957 


PSY105455 


33774 

JJ 1 IT 


69958 


PS Yl 05457 


33775 
jj 1 1 j 


69959 


PSY105462 


33776 


69960 


PSY105481 


33777 


69961 


PSY1 05486 


33778 


69962 


PSY 105487 


33779 


69963 


PS Yl 05502 


33780 


69964 


PSY105509 


33781 


69965 


PSY105521 


JJI OZr 


69966 


PSY105528 


337R3 

JJ lOJ 


69967 


PSY105545 


337R4 

JJ /Of 


69968 


PSY105556 


JJ 1 OJ 


69969 


PSY105558 


337R6 

JJI ou 


69970 


PSY105562 

X VJJ X 1 u J J v/ m 


337R7 
j j 101 


69971 


PS Yl 05567 


337RR 


69972 


PSY1 05573 


337R9 
jji 0^ 


69973 


PSY105580 


33790 

jji y\j 


69974 


PSY105582 


33791 

JJ l y 1. 


69975 


PSY1 05587 


33792 


69976 


PSY105601 


33793 

jji y j 


69977 


PSY105603 


33794 


69978 


PSY105642 


33795 


69979 


PSY105667 


33796 


69980 


PSY105678 


33797 


69981 


PSY105710 


33798 


69982 


PSY105711 



WO 02/077183 



PCTYUS02/09107 



DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




SeqED 


SeqID 




SeqID 


SeqID 




9676 


45860 


BAN104773 


21738 


57922 


EFM202030 


33799 


69983 


PSY105729 


9677 


45861 


BAN104776 


21739 


57923 


EFM202034 


33800 


69984 


PSY105734 


9678 


45862 


BAN104787 


21740 


57924 


EFM202037 


33801 


69985 


PSY105755 


9679 


45863 


BAN104797 


21741 


57925 


EFM202041 


33802 


69986 


PSY105757 


9680 


45864 


BAN104798 


21742 


57926 


EFM202042 


33803 


69987 


PSY105770 


9681 


45865 


BAN 104809 


21743 


57927 


EFM202044 


33804 


69988 


PSY105774 


9682 


45866 


BAN104824 


21744 


57928 


EFM202049 


33805 


69989 


PSY105778 


9683 


45867 


BAN104835 


21745 


57929 


EFM202051 


33806 


69990 


PSY105780 


9684 


45S68 


BAN104843 


21746 


57930 


EFM202052 


33807 


69991 


PS Yl 05783 


9685 


45869 


BAN104847 


21747 


57931 


EFM202055 


33808 


69992 


PSY105785 


9686 


45870 


BAN104850 


21748 


57932 


EFM202057 


33809 


69993 


PSY105787 


9687 


45871 


BAN104855 


21749 


57933 


EFM202058 


33810 


69994 


PSY105816 


9688 


45872 


BAN104864 


21750 


57934 


EFM202059 


33811 


69995 


PSY105821 


9689 


45873 


BAN104869 


21751 


57935 


EFM202069 


33812 


69996 


PSY105833 


9690 


45874 


BAN 104874 


21752 


57936 


EFM202072 


33813 


69997 


PSY105880 


9691 


45875 


BAN104875 


21753 


57937 


EFM202075 


33814 


69998 


PSY105925 


9692 


45876 


BAN 104879 


21754 


57938 


EFM202076 


33815 


69999 


PSY105970 


9693 


45877 


BAN104882 


21755 


57939 


EFM202078 


33816 


70000 


PSY105983 


9694 


45878 


BAN104884 


21756 


57940 


EFM202084 


33817 


70001 


PSY106018 


9695 


45879 


BAN104895 


21757 


57941 


EFM202090 


33818 


70002 


PSY106020 


9696 


45880 


BAN104917 


21758 


57942 


EFM202099 


33819 


70003 


PSY106056 


9697 


45881 


BAN104921 


21759 


57943 


EFM202104 


33820 


70004 


PSY106080 


969S 


45882 


BAN104922 


21760 


57944 


EFM202118 


33821 


70005 


PSY106085 


9699 


45883 


BAN104923 


21761 


57945 


EFM202131 


33822 


70006 


PSY106101 


9700 


45884 


BAN104943 


21762 


57946 


EFM202134 


33823 


70007 


PSY106154 


9701 


45885 


BAN 104944 


21763 


57947 


EFM202150 


33824 


70008 


PSY106182 


9702 


45886 


BAN 104945 


21764 


57948 


EFM202154 


33825 


70009 


PSY106207 


9703 


45887 


BAN 104960 


21765 


57949 


EFM202157 


33826 


70010 


PSY106217 


9704 


45888 


BAN104972 


21766 


57950 


EFM202159 


33827 


70011 


PSY106253 


9705 


45889 


BAN104975 


21767 


57951 


EFM202173 


33828 


70012 


PSY106254 


9706 


45890 


BAN 104995 


21768 


57952 


EFM202174 


33829 


70013 


PSY106273 


9707 


45891 


BAN105001 


21769 


57953 


EFM202176 


33830 


70014 


PSY106301 


9708 


45892 


BAN105004 


21770 


57954 


EFM202201 


33831 


70015 


PSY106346 


9709 


45893 


BAN105005 


21771 


57955 


EFM202205 


33832 


70016 


PSY106353 


9710 


45894 


BAN105008 


21772 


57956 


EFM202208 


33833 


70017 


PSY106453 


9711 


45895 


BAN105024 


21773 


57957 


EFM202214 


33834 


70018 


PSY106472 


9712 


45896 


BAN105027 


21774 


57958 


EFM202215 


33835 


70019 


PSY106485 


9713 


45897 


BAN105036 


21775 


57959 


EFM202223 


33836 


70020 


PSY106503 


9714 


45898 


BAN105057 


21776 


57960 


EFM202225 


33837 


70021 


PSY106521 


9715 


45899 


BAN105078 


21777 


57961 


EFM202229 


33838 


70022 


PSY106524 


9716 


45900 


BAN105079 


21778 


57962 


EFM202235 


33839 


70023 


PSY106530 


9717 


45901 


BAN105083 


21779 


57963 


EFM202242 


33840 


70024 


PSY106535 


9718 


45902 


BAN105088 


21780 


57964 


EFM202247 


33841 


70025 


PSY106549 


9719 


45903 


BAN105100 


21781 


57965 


EFM202258 


33842 


70026 


PSY106552 


9720 


45904 


BAN105102 


21782 


57966 


EFM202260 


33843 


70027 


PSY106594 


9721 


45905 


BAN105110 


21783 


57967 


EFM202262 


33844 


70028 


PSY106607 


9722 


45906 


BAN105113 


21784 


57968 


EFM202271 


33845 


70029 


PSY106620 


9723 


45907 


BAN105118 


21785 


57969 


EFM202278 


33846 


70030 


PSY106622 


9724 


45908 


BAN 105 119 


21786 


57970 


EFM202289 


33847 


70031 


PSY106624 


9725 


45909 


BAN105122 


21787 


57971 


EFM202291 


33848 


70032 


PSY106628 


9726 


45910 


BAN105134 


21788 


57972 


EFM202293 


33849 


70033 


PSY106670 


0727 


45911 


BAN105137 


21789 


57973 


EFM202294 


33850 


70034 


PSY106678 


9728 


45912 


BAN105148 


21790 


57974 


EFM202301 


33851 


70035 


PSY106718 


9729 


45913 


BAN105155 


21791 


57975 


EFM202322 


33852 


70036 


PSY106730 


9730 


45914 


BAN105157 


21792 


57976 
357 


EFM202323 


33853 


70037 


PSY106808 



WO 02/077183 

DNA Protein Gene LocusID 
SeqID SeqID 



9731 


45915 


BAN105171 


9732 


45916 


BAN105173 


9733 


45917 


BAN105174 


9734 


45918 


BAN105190 


9735 


45919 


BAN105196 


9736 


45920 


BAN 105200 


9737 


45921 


BAN105201 


9738 


45922 


BAN105206 


9739 


45923 


BAN105219 


9740 


45924 


BAN105225 


9741 


45925 


BAN 105227 


9742 


45926 


BAN105234 


9743 


45927 


BAN105237 


9744 


45928 


BAN 105239 


9745 


45929 


BAN105241 


9746 


45930 


BAN 105249 


9747 


45931 


BAN105252 


9748 


45932 


BAN105253 


9749 

y ft? 


45933 


BAN105255 


9750 


45934 


BAN105257 


9751 


45935 


BAN105261 


9752 


45936 


BAN 105277 


9753 


45937 


BAN105284 


9754 


45938 


BAN105317 


9755 


45939 


BAN105329 


9756 


45940 


BAN105335 


9757 


4594I 


BAN 105349 


9758 


45942 


BAN105353 


9759 


45943 


BAN105354 


9760 


45944 


BAN105357 


9761 


45945 


BAN105377 


9762 


45946 


BAN105383 


9763 


45947 


BAN105387 


9764 


45948 


BAN105395 


9765 


45949 


BAN105396 


9766 

1? f UU 


45950 


BAN 105403 


9767 


45951 


BAN 105404 


Q768 


45952 


BAN105415 


Q769 


45953 


BAN105418 


Q770 
y i f\j 


45954 


RAN105419 


Q771 
y i f l 


45955 


BAN 105420 


Q779 


45956 


BAN 105429 


9771 

If f f J 


45957 


BAN 105442 


9774. 


45958 


BAN105443 


0775 

y / / j 


45959 


BAN105487 


Q776 


45960 


BAN 105490 


9171 


45961 


BAN105506 


9778 


45962 


BAN105510 


9779 


45963 


BAN105516 


9780 


45964 


BAN105520 


9781 


45965 


BAN105525 


9782 


45966 


BAN105533 


9783 


45967 


BAN105541 


9784 


45968 


BAN105544 


9785 


45969 


BAN1 05551 



DNA Protein Gene LocusID 
SeqID SeqID 



21793 


57977 


HFM202324 


21794 


57978 


EFM202328 


21795 


57979 


EFM202335 


21796 


57980 


EFM202341 


21797 


57981 


EFM202343 


21798 


57982 


EFM202344 


21799 


57983 


EFM202362 


21800 


57984 


EFM202376 


21801 


57985 


EFM202382 


21802 


57986 


EFM202384 


21803 


57987 


EFM202389 


21804 


57988 


EFM202390 


21805 


57989 


EFM202393 


21806 


57990 


EFM202396 


21807 


57991 


EFM202397 


21808 


57992 


EFM202398 


21809 


57993 


EFM202400 


21810 


57994 


EFM202409 


21811 


57995 


EFM202414 


21812 


57996 


EFM202426 


21813 


57997 


EFM202427 


21814 


57998 


EFM202433 


21815 


57999 


EFM202440 


21816 


58000 


EFM202444 


21817 


58001 


EFM202446 


21818 


58002 


EFM202451 


21819 


58003 


EFM202454 


21820 


58004 


EFM202456 


21821 


58005 


EFM202462 


21822 


58006 


EFM202467 


21823 


58007 


EFM202471 


21824 


58008 


EFM202473 


21825 


58009 


EFM202475 


21826 


58010 


EFM202480 


21827 


58011 


EFM202483 


21828 


58012 


EFM202484 


91829 


58013 


EFM202514 


71810 


58014 


EFM202519 


91 811 


JOU1J 


EFM202534 


91819 


58016 


EFM202536 


91 811 


58017 


EFM202538 




58018 


EFM202542 


91835 


58019 


EFM202549 


91836 


58020 


EFM202552 


91837 


58021 


EFM202554 


21838 


58022 


EFM202558 


21839 


58023 


EFM202567 


21840 


58024 


EFM202569 


21841 


58025 


EFM202571 


21842 


58026 


EFM202572 


21843 


58027 


EFM202573 


21844 


58028 


EFM202575 


21845 


58029 


EFM202587 


21846 


58030 


EFM202588 


21847 


58031 


EFM202592 




358 





PCT7US02/09107 



DNA 


Protein 


Genie LocusID 


SeqID 


SeqID 




5joj4 




PQV106R1 1 






pQVI 06R 14 




7(1 HAO 
/UU4U 


lO I 1 UUOZ. / 


JDOJ / 




DQV1 06861 


JDQJO 




PS VI 06866 


oiojy 




pcvi 06880 


10Q/SO 
JOoOu 


1(\C\AA 


pcvi O6900 


iJOOl 




P<2V106Q19 


33ooz 


/UlR-0 


PftV1 06990 




/UU4 / 


pCY10695^ 


J JCSOH 


70048 


PW1 06959 






PW1 06991 

r O I 1UU77 1 


jjoOO 




PSY1 07002 


jJoO / 




PQV1 07011 


JJoOo 


70.0.59 


pcvi 07045 
r o i l u / u*+*/ 






pcvi 07047 


jjo /U 




PW107055 


iJo/l 




PQV 107058 


JOO // 


7aac/: 


P^V1 07059 




7AAC7 


PW1 0706S 

JTO l lu / UUJ 


7107/1 


7AA^O 


P<sV1 07079 

ITo I Iv/u / 


JDO/J 




p<3V1 07079 

JTOX 1U/U/7 


DDO /O 


7AA/CA 


P^V1 07080 
roi lu/ uou 


11Q77 
JJO / / 


/UUOl 


P<5V107134 
ro x iv / iJi 


11Q7Q 
JJO /O 


7AA/CO 

/uuoz 


PSV1071 58 

to X 1U / 1 JO 


0 10*70 


7AA/C<i 


P^V1 07166 

i O I 1 U / 1UU 






p^V1 079^1 
ro X 1U /Zj l 


10001 


7AA^^ 


PQV1 07^1 1 
ro X 1U / j 1 1 




7AA/C^ 

/uuoo 


pcvi07^^ 
ro I lu / JJJ 




/UUO/ 


pevi 071^7 
r o i iu/jj / 


3Joo4 


/UUOo 


poV107^7^ 
ro X lu/J / «J 




7flft£G 

/uuoy 


P^V1 07^98 
Jro I iu/ jj?o 




/UU /U 


pc vi 07A9 1 
J: o I 1 v 1 


JJOO 1 


/VJU / 1 


PW1 07/1^8 
i o X lu/ tJ o 


33000 


70079 
f\)\) /Z 


PW1 07471 

JTO I iv / *t / I 




70071 
/UU / J 


PQV1 07474 
ro X ivj / *+ /*♦ 




70O7/1 
/UU /*f 


07489 
ro I lu /*tOz. 


1 1 on i 


/l/U/D 


pc V1 07484 
ro x 1U /HoH 


33892 


/UU/O 


PQV1 07404 
ro X lu /*f^7H 


33893 


*7A A*7T 

7UU/ / 


PQV1 07^9^ 
ro X lu 


t t on A 

33894 


/UU/o 


ro i l\J fJ^H 


33895 


/uu/y 


PQV107^9fi 


33896 


/UUoU 


ro x 1U / Dy£ 


ojoy / 


/UUol 


PQV10769^ 
ro i Iv/OZj 


11QGQ 

33oya 


700Q7 


PQV1 07655 
ro X lu/OJJ 


11QQQ 

33oVy 


700Q7 


pcvi 07658 


339UU 


700QA 


pcvi 0766fi 
ro X iu /ooo 


33901 


<7AAOC 


PC V1 07681 
ro x lu/Ool 


33902 




PQV1076RA 
r o x lu /ooo 


33yU3 


'700C7 
/UUo / 


PQV107719 
r o X iu / / la, 


33904 


70088 


PSY107733 


33905 


70089 


PSY1 07786 


33906 


70090 


PSY107807 


33907 


70091 


PSY107850 


33908 


70092 


PSY1 07890 



WO 02/077183 PCT/US02/09107 



TVXT A 


Protein 


Gene LocusID 


TYM A 


Protein 


urene locuslu 






frpnf* r none i n 










OCi^LLJ 




SeoTD 


SeqID 




9786 


45970 


BAN 105583 


21848 


58032 


EFM202599 


33909 


70093 


PSY107923 


9787 


45971 


BAN105591 


21849 


58033 


EFM202602 


33910 


70094 


PSY107951 


9788 


45972 


BAN105594 


21850 


58034 


EFM202604 


33911 


70095 


PSY107961 


9789 


45973 


BAN 105601 


21851 


58035 


EFM202614 


33912 


70096 


PSY107996 


9790 


45974 


BAN105602 


21852 


58036 


EFM202615 


33913 


70097 


PSY1 07999 


9791 


45975 


BAN105613 


21853 


58037 


EFM202619 


33914 


70098 


PSY1 08012 


9792 


45976 


BAN105614 


21854 


58038 


EFM202621 


33915 


70099 


PSY108013 


9793 


45977 


BAN105621 


21855 


58039 


EFM202622 


33916 


70100 


PSY108019 


9794 


45978 


BAN105638 


21856 


58040 


EFM202624 


33917 


70101 


PSY1 08021 


9795 


45979 


BAN105647 


21857 


58041 


EFM202626 


33918 


70102 


PSY108023 


9796 


45980 


BAN 105656 


21858 


58042 


EFM202627 


33919 


70103 


PSY108044 


9797 


45981 


BAN105678 


21859 


58043 


EFM202632 


33920 


70104 


PSY1 08061 


9798 


45982 


BAN105693 


21860 


58044 


EFM202633 


33921 


70105 


PSY108064 


9799 


45983 


BAN 105697 


21861 


58045 


EFM202637 


33922 


70106 


PSY108075 


9800 


45984 


BAN105708 


21862 


58046 


EFM202638 


33923 


70107 


PSY1 08079 


9801 


45985 


BAN105723 


21863 


58047 


EFM202652 


33924 


70108 


PSY1 08092 


9802 


45986 


BAN105732 


21864 


58048 


EFM202675 


33925 


70109 


PSY108097 


9803 


45987 


BAN105734 


21865 


58049 


H1N100001 


33926 


70110 


PSY1 08098 


9804 


45988 


BAN105739 


21866 


58050 


H1N100003 


33927 


70111 


PSY108115 


9805 


45989 


BAN105743 


21867 


58051 


HIN100008 


33928 


70112 


PSY108132 


9806 


45990 


BAN105748 


21868 


58052 


HIN100011 


33929 


70113 


PSY108146 


9807 


45991 


BAN 105755 


21869 


58053 


HIN100012 


33930 


70114 


PSY108150 


9808 


45992 


BAN105757 


21870 


58054 


HIN100014 


33931 


70115 


PSY108154 


9809 


45993 


BAN105758 


21871 


58055 


HIN100021 


33932 


70116 


PSY108183 


9810 


45994 


BAN105760 


21872 


58056 


HIN100022 


33933 


70117 


PSY1 08238 


9811 


45995 


BAN105768 


21873 


58057 


HIN100025 


33934 


70118 


PSY1 08243 


9812 


45996 


BAN105770 


21874 


58058 


HIN100032 


33935 


70119 


PSY108250 


9813 


45997 


BAN105775 


21875 


58059 


HIN100O35 


33936 


70120 


PSY108276 


9814 


45998 


BAN105778 


21876 


58060 


HIN100036 


33937 


70121 


PSY108279 


9815 


45999 


BAN 105779 


21877 


58061 


HIN100052 


33938 


70122 


PSY108282 


9816 


46000 


BAN 105784 


21878 


. 58062 


HIN 100053 


33939 


70123 


PSY108284 


9817 


46001 


BAN105787 


21879 


58063 


HIN100059 


33940 


70124 


PS Yl 08294 


9818 


46002 


BAN105788 


21880 


58064 


H1N100061 


33941 


70125 


PSY108313 


9819 


46003 


BAN105794 


21881 


58065 


H1N100062 


33942 


70126 


PSY108357 


9820 


46004 


BAN105795 


21882 


58066 


HIN100063 


33943 


70127 


PSY108358 


9821 


46005 


BAN105811 


21883 


58067 


HIN100065 


33944 


70128 


PSY108373 


9822 


46006 


BAN105813 


21884 


58068 


H3N100066 


33945 


70129 


PSY108380 


9823 


46007 


BAN 105843 


21885 


58069 


HIN100070 


33946 


70130 


PSY108387 


9824 


46008 


BAN 105856 


21886 


58070 


HIN100077 


33947 


70131 


PSY108388 


9825 


46009 


BAN105857 


21887 


58071 


HIN100085 


33948 


70132 


PSY108390 


9826 


46010 


BAN 105862 


21888 


58072 


HDM100086 


33949 


70133 


PSY1 08408 


9827 


46011 


BAN105878 


21889 


58073 


H1N100087 


33950 


70134 


PSY1 08481 


9828 


46012 


BAN105883 


21890 


58074 


HIN100088 


33951 


70135 


PSY108491 


9829 


46013 


BAN105885 


21891 


58075 


HIN100089 


33952 


70136 


PSY108507 


9830 


46014 


BAN105886 


21892 


58076 


HIN100092 


33953 


70137 


PSY108510 


9831 


46015 


BAN105904 


21893 


58077 


HDS100103 


33954 


70138 


PSY108533 


9832 


46016 


BAN105909 


21894 


58078 


H1N100105 


33955 


70139 


PSY108566 


9833 


46017 


BAN105931 


21895 


58079 


HIN100109 


33956 


70140 


PSY108622 


9834 


46018 


BAN 105947 


21896 


58080 


HIN100119 


33957 


70141 


PSY108633 


9835 


46019 


BAN105948 


21897 


58081 


HIN100123 . 


33958 


70142 


P3Y108661 


9836 


46020 


BAN 105953 


21898 


58082 


HIN100127 


33959 


70143 


PSY1Q8736 


9837 


46021 


BAN105954 


21899 


58083 


HIN100128 


33960 


70144 


PSY108744 


9838 


46022 


BAN105960 


21900 


58084 


HIN100129 


33961 


70145 


PSY1 08753 


9839 


46023 


BAN 105967 


21901 


58085 


HIN100133 


33962 


70146 


PSY108754 


9840 


46024 


BAN 105978 


21902 


58086 


HIN100134 


33963 


70147 


PSY108757 



359 



WO 02/077183 



PCT/US02/09107 



DNA 


Protein 


Gene Locus ID 


DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




SeqID 


SeqID 




SeqID 


SeqID 




9841 


46025 


BAN105979 


21903 


58087 


HIN100139 


33964 


70148 


PS Yl 08771 


9842 


46026 


BAN105988 


21904 


58088 


HIN100145 


33965 


70149 


PSY108786 


9843 


46027 


BAN105989 


21905 


58089 


HIN100147 


33966 


70150 


PSY108788 


9844 


46028 


BAN106003 


21906 


58090 


HIN100148 

X XX-1 A X V V X • SJ 


33967 


70151 


PS Yl 08790 


9845 


46029 


BAN106013 

J— VX 1 X \J \J \J X *s 


21907 


58091 


HIN100149 

X XXX " X W X ✓ 


33968 


70152 


PSY108820 


9846 


46030 


BAN106019 


21908 


58092 


HIN100150 


33969 


70153 


PSY108825 


9847 


46031 


BAN 106020 


21909 


58093 


HIN100154 

X XXX ~ X W X »/ I 


33970 


70154 


PSY108848 


9848 


46032 


BAN106021 


21910 


58094 


HIN100165 


33971 


70155 


PSY108879 


9849 


46033 


BAN 106044 


21911 


58095 


HIN100176 


33972 


70156 


PSY108972 


9850 


46034 


BAN106066 


21912 


58096 


HIN100179 


33973 


70157 


PSY108977 


9851 


46035 


BAN106068 


21913 


58097 


HIN100182 


33974 


70158 


PSY1 08978 


9852 


46036 


BAN106076 


21914 


58098 


HIN100185 


33975 


70159 


PSY109012 


9853 


46037 


BAN106081 


21915 


58099 


HIN100186 


33976 


70160 


PS Yl 09052 


9854 


46038 


BAN106091 


21916 


58100 


HIN100191 


33977 


70161 


PS Yl 09074 


9855 


46039 


BAN 106094 


21917 


58101 


HIN100192 


33978 


70162 


PSY109085 


9856 


46040 


BAN 106 100 

X-^J. XJ. i X W V/ X W 


21918 


58102 


HIN100193 


33979 


70163 


PSY109122 

J. x i v/y x tuft 


9857 


46041 


BAN106101 


21919 


58103 


HIN100194 

x xxx ™ x \J \j x r 


33980 


70164 


PSY109124 


9858 


46042 


BAN106118 


21920 


58104 


HIN100196 

x xxx ™ x x y \j 


33981 


70165 


PSY109125 


9859 


46043 


BAN 106 129 


21921 


58105 


HIN100201 

XXXJ. ^ 1 V\/i*U X 


33982 


70166 


PSY109131 

X X X \J ^ X «^ X 


9860 


46044 


BAN106136 


21922 


58106 


HIN 100202 


33983 


70167 


SAU101362 


9861 


46045 


BAN106141 


21923 


58107 


HIN100213 


33984 


70168 


SAU101783 


9862 


46046 


BAN 106 145 


21924 


58108 


HIN100217 


33985 


70169 


SAU103910 


9863 


46047 


BAN106147 


21925 


58109 


HIN100220 


33986 


70170 


SAU103974 


9864 


46048 


BAN106148 


21926 


58110 


HIN 100222 


33987 


70171 


SAU200831 


9865 


46049 


BAN106149 


21927 


58111 


HIN 100223 

XXAX 1 X WXm**^ 


33988 


70172 


SAU202063 


9866 


46050 


BAN106152 


21928 


58112 


HIN100233 

X XXX 1 X v/Wii J 


33989 


70173 


SAU3002R6 


9867 


46051 


BAN106158 


21929 


58113 


HIN1 00234 

A AAA > L \J\J t 


33990 


70174 


SAT 1300348 


9868 


46052 


BAN106164 


21930 


58114 


HIN100236 

xxxjl^i x v/UAij vy 


33991 


70175 


SAIJ300377 


9869 


46053 


BAN106168 


21931 


58115 


HIN100237 

XXXX " X v/V/Xrffc/ / 


33992 


70176 


SAU301268 


9870 


46054 


BAN106184 


21932 


58116 


HIN 100246 

X XX-i 1 X W^fc^T V# 


33993 


70177 


SAU301276 


9871 


46055 


BAN106190 


21933 


58117 


• HIN100251 


33994 


70178 


SAU301338 


9872 


46056 


BAN106191 


21934 


58118 


HIN100253 


33995 


70179 


SAU301432 


9873 


46057 


BAN 106204 


21935 


58119 


H1N100254 


33996 


70180 


SAU301433 


9874 


46058 


BAN106207 


21936 


58120 


HIN100255 


33997 


70181 


SAU302002 


9875 


46059 


BAN 106208 


21937 


58121 


HIN 100261 

X XXA 1 1 V/v^V/ X 


33998 


70182 


SAU302613 


9876 


46060 


BAN 106209 


21938 


58122 


HIN100264 

X XXX 1 X Wa* 


33999 


70183 


SAU302626 


9877 


46061 


BAN106218 

XJ 2. XX 1 X X V/ 


21939 


58123 


HIN 100274 

JL AAA * 1 UV/Ai / r 


34000 


70184 


SAI n026Rl 


9878 


46062 


BAN106223 


21940 


58124 


HIN1 00275 


34001 


70185 


SAT TC02807 


9879 


46063 


BAN106226 


21941 


58125 


HTNl 00276 


34002 


70186 


SAT T302816 


9880 


46064 


BAN 106232 


21942 


58126 


HIN1 00277 

AAXi > 1 \J\JAi I I 


34003 


70187 


SATJ302851 


9881 


46065 


BAN 106235 

X-J X Xll X \J \J4*-J *J 


21943 


58127 


HIN100278 

A AAA > Jt \J\J t Kj 


34004 


70188 


SATI302873 


9882 


46066 


BAN106237 


21944 


58128 


HIN100280 

Alii ' x v/vyi<uv/ 


34005 


70189 


SAU302874 


9883 


46067 


BAN106241 


21945 


58129 


H1N100281 


34006 


70190 


SAU401674 


5884 


46068 


BAN106248 


21946 


58130 


HIN100287 

X XX-L A X \J\J § 


34007 


70191 


SAU401722 


9885 


46069 


BAN106254 


21947 


58131 


HIN100288 

X XXX \ X v/V/lVU 


34008 


70192 


SAU402924 


9886 


46070 


BAN 106269 

JJili i X \J\J *s 


21948 


58132 


HIN 100289 


34009 


70191 


SAU500005 


9887 


46071 


BAN106274 

X_J .4VX i X \J \JX*t I ¥ 


21949 


58133 


HIN 100291 

A AAJ. > iV/UZ»y 1 


3401 f) 


70194 


SAT 1500044 


9888 


46072 


BAN106284 


21950 


58134 


HTN1 00295 

AAA1 't iUUwJ 


3401 1 


701 95 


SAT T500S16 


9889 


46073 


BAN 106286 


21951 


58135 


HIN 100302 

ill! 1 lwJUA 


34012 

x*> 


70196 


SAIT501 1 1 5 


9890 


46074 


BAN106294 


21952 


58136 


HIN100304 


34013 


70197 


SAU501460 


9891 


46075 


BAN106298 


21953 


58137 


HIN100307 


34014 


70198 


SAU501627 


9892 


46076 


BAN106302 


21954 


58138 


HIN100317 


34015 


70199 


SAU502067 


9893 


46077 


BAN106306 


21955 


58139 


HIN100318 


34016 


70200 


SAU502622 


9894 


46078 


BAN106315 


21956 


58140 


HIN100319 


34017 


70201 


SAU502668 


9895 


46079 


BAN106323 


21957 


58141 


HIN100331 


34018 


70202 


SAU502782 



360 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




9896 


46080 


BAN106351 


9897 


46081 


BAN106361 


9898 


46082 


BAN106364 


9899 


46083 


BAN106367 


9900 


46084 


BAN106368 


9901 


46085 


BAN106371 


9902 


46086 


BAN106373 


9903 


46087 


BAN106376 


9904 


46088 


BAN106385 


9905 


46089 


BAN106396 


9906 


46090 


BAN106411 


9907 


46091 


BAN106428 


9908 


46092 


BAN106432 


9909 


46093 


BAN106436 


9910 


46094 


BAN106450 


9911 


46095 


BAN106461 


9912 


46096 


BAN106466 


9913 


46097 


BAN106468 


9914 


46098 


BAN106478 


9915 


46099 


BAN1 06494 


9916 


46100 


BAN106497 


9917 


46101 


BAN106500 


9918 


46102 


BAN106505 


9919 


46103 


BAN106514 


9920 


46104 


BAN] 06537 


9921 


46105 


BAN106540 


9922 


46106 


BAN106546 


9923 


46107 


BAN106548 


9924 


46108 


BAN106549 


9925 


46109 


BAN106551 


9926 


46110 


BAN106562 


9927 


46111 


BAN106565 


9928 


46112 


BAN106567 


9929 


46113 


BAN106573 


9930 


46114 


BAN1 06583 


9931 


46115 


BAN106592 


9932 


46116 


BAN106594 


9933 


46117 


BAN106606 


9934 


46118 


BAN106611 


9935 


46119 


BAN1 06612 


9936 


46120 


BAN106622 


9937 


46121 


BAN106629 


9938 


46122 


BAN106664 


9939 


46123 


BAN106673 


9940 


46124 


BAN106675 


9941 


46125 


BAN106687 


9942 


46126 


BAN106694 


9943 


46127 


BAN106697 


9944 


46128 


BAN106725 


9945 


46129 


BAN106730 


9946 


46130 


BAN106733 


9947 


46131 


BAN106734 


9948 


46132 


BAN106751 


9949 


46133 


BAN106780 


9950 


46134 


BAN106781 



DNA 


Protein 


Gene LocusID 


oeqii) 


SeqID 




21958 


58142 


H1N100338 


21959 


58143 


HIN100341 


21960 


58144 


HIN100346 


21961 


58145 


HIN100347 


21962 


58146 


HIN100348 


21963 


58147 


HIN100356 


21964 


58148 


HIN100358 


21965 


58149 


H1N100372 


21966 


58150 


HBM10O373 


21967 


58151 


HIN100377 


21968 


58152 


HIN100379 


21969 


58153 


HIN100380 


21970 


58154 


HIN100381 


21971 


58155 


HIN100382 


21972 


58156 


HIN100383 


21973 


58157 


HIN100384 


21974 


58158 


HIN100386 


21975 


58159 


HIN100389 


21976 


58160 


HIN100395 


21977 


58161 


H1N100397 


21978 


58162 


HIN100399 


21979 


58163 


HIN100409 


21980 


58164 


HIN1 00410 


21981 


58165 


HIN100420 


21982 


58166 


HIN100421 


21983 


58167 


HIN100422 


21984 


58168 


HIN100423 


21985 


58169 


HIN100424 


21986 


58170 


HIN100426 


21987 


58171 


HIN1 00427 


21988 


58172 


HIN100428 


21989 


58173 


HIN100432 


21990 


58174 


HIN100434 


21991 


58175 


HJN100435 


21992 


58176 


HIN1 00436 


21993 


58177 


HIN100440 


21994 


58178 


HIN100442 


21995 


58179 


HIN1 00446 


21996 


58180 


HIN100447 


21997 


58181 


HIN1 00448 


21998 


58182 


HIN100461 


21999 


58183 


HIN100462 


22000 


58184 


HIN100463 


22001 


58185 


HIN100464 


22002 


58186 


HIN1 00465 


22003 


58187 


HIN100467 


22004 


58188 


HIN100472 ' 


22005 


58189 


HIN100475 


22006 


58190 


HIN100480 


22007 


58191 


HIN100482 


22008 


58192 


HIN 100483 


22009 


58193 


HIN1 00489 


22010 


58194 


HIN100490 


22011 


58195 


HINI00493 


22012 


58196 


HIN100494 



361 



PCT/US02/09107 



rYKT A 


Protein 


Gene LocusID 








34019 


70203 


SAU502913 


34020 


70204 


SAU504261 


34021 


70205 


SAU504318 


34022 


70206 


SAU504414 


34023 


70207 


SAU600734 


34024 


70208 


SAU602660 


34025 


70209 


SAU603307 


34026 


70210 


SAU702154 


34027 


70211 


SAU800009 


34028 


70212 


SAU800039 


34029 


70213 


SAU800073 


34030 


70214 


SAU800097 


34031 


70215 


SAU800099 


34032 


70216 


SAU800100 


34033 


70217 


SAU800104 


34034 


70218 


SAU800107 


34035 


70219 


SAU800108 


34036 


70220 


SAU800119 


34037 


70221 


SAU800132 


34038 


70222 


SAU800159 


34039 


70223 


SAU800167 


34040 


70224- 


SAU800178 


34041 


70225 


SAU800197 


34042 


70226 


SAU800207 


34043 


70227 


SAU800212 


34044 


70228 


SAU800214 


34045 


70229 


SAU800227 


34046 


70230 


SAU800242 


34047 


70231 


SAU800243 


34048 


70232 


SAU800247 


34049 


70233 


SAU800269 


34O50 


70234 


SAU800348 


34051 


70235 


SAU800365 


34052 


70236 


SAU800374 


34053 


70237 


SAU800401 


34054 


70238 


SAU800423 


34055 


70239 


SAU800425 


34056 


70240 


SAU800426 


34057 


70241 


SAU800427 


34058 


70242 


SAU800428 


34059 


70243 


SAU800429 


34060 


70244 


SAU800433 


34061 


70245 


SAU800450 


34062 


70246 


SAU800484 


34063 


70247 


SAU800500 


34064 


70248 


SAU800501 


34065 


70249 


SAU800516 


34066 


70250 


SAU800554 


34067 


70251 


SAU800563 


34068 


70252 


SAU800569 


34069 


70253 


SAU800598 


34070 


70254 


SAU800609 


34071 


70255 


SAU800615 


34072 


70256 


SAU800629 


34073 


70257 


SAU800636 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




Q051 

yyD l 


46175 


RAN 106784 




AfL\ 7/: 


R A "Ml 06794 
Ij/VLN 1 vo / y*t 


CfQ<;7 


ACA 77 


RAMI 06801 


QCK/1 

yyj<\ 


AfA 78 


17 AM 106809 


yyDD 


461 79 


R AN10681 5 

Jj/TdN 1UUO I J 


0956 

yyoo 




RAN106876 


0057 
yyj i 


46141 


RAVI 06829 


9958 

7/JO 


46142 


BAN 106833 


9959 
yyjy 


46143 


BAN 106840 


9960 


46144 


BAN106848 

J—/ x VX ~ X v\/v iU 


9961 


46145 


BAN1 06854 


996? 


46146 


BAN 106855 


9967 


46147 


RANI 06857 


yyo** 


46148 


17 AN 10686? 


yyoo 


46149 


RANI 06879 


Q066 

yyoo 


461 50 


RAM! 0689? 


9967 


461 51 


BAN 106894 


9968 


461 52 


BAN 106903 


9969 
yyyjy 


46153 


BAN 106908 


9970 

yy i v 


46154 

*TV i «J*T 


BAN106917 


9971 
yy 1 1 


461 55 


BAN1 06936 


997? 

yy fx* 


46156 

HOI JO 


BAN1 06977 

1UU7J / 


QQ77 

yy ! j 


461 57 


BAN1 06978 


QQ74 
yy f*T 


4£1 58 
*tOl JO 


17 AXF1 06979 


yy f 0 


A61 ^0 
401 Jy 


r> AM106Q56 


QQ7£ 
yy fO 


461 60 
HOlOv 


DAN 106975 


9977 
yy f / 


461 61 


BAN 106990 

X3^VL> 1UU77V 


0078 
yy / o 


461 6? 


BAN1 06991 


9979 
yy /y 


46167 


RANI 06993 


9980 


46164 


BAN 106994 


9981 
yyoi 


46165 

tVl V.J 


BAN1 07002 


9987 
yyo£ 


46166 


BAN 107008 


9987 


46167 
*+uiu / 


BAN 107021 


9984 


46168 


RAN1070?7 


0985 
yyoJ 


46169 
*to ioy 


RANI 07039 


9986 
yyoo 


461 70 
*fOx /v 


RATv1 10704? 


9987 
yyo I 


46171 

HOI / 1 


RANI 07044 


9988 
yyoo 


46172 


RANI 07063 


9989 

yyoy 


46177 

HOI ID 


RAN 107067 

_D.r\AN 1 \J I \J\j 1 


yyy u 


46174 


RAMI 07071 


9991 
yyy i 


46175 


RANI 07073 


QQQ7 
yyyL 


46176 

4U1 /O 


RAMI 07077 


QQQ7 
yyyj 


46177 
HOI / / 


RAMI 07078 


• yyy4 


461 78 
40 J. /o 


T7 AM107H7Q 
JD/VIN lv /u /y 


yyyo 


461 7Q 
401 /y 


RAMI n7fiCO 


yyyo 


*f01oU 


17 A XT 1 A7/1Qyl 


yyy / 


401oi 


D a\T1 H71 Ayl 
r>AJN 1U / LU4 


yyyo 


461 8? 


R AM1071H6 
o/\1n lv / L\JO 


yyyy 


461 87 


RAMI 071 08 
ij/vlN 1 v / l vo 




46184 


RAMI 07100 


10.001 


46185 


BAN107114 


10002 


46186 


BAN107115 


10003 


46187 


BAN107130 


10004 


46188 


BAN107161 


10005 


46189 


BAN107168 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




22013 


58197 


HIN 100495 


22014 


58198 


HIN100496 


22015 


58199 


HIN 100500 


22016 


58200 


HIN100503 


22017 


58201 


HIN100504 


22018 


58202 


HIN100506 


22019 


58203 


HIN100508 


22020 


58204 


HIN100509 


22021 


58205 


HIN100510 


22022 


58206 


HIN100511 


22023 


58207 


HIN100512 


22024 


58208 


HIN100515 


22025 


58209 


HIN100516 


22026 


58210 


HIN100518 


22027 


58211 


HIN100520 


22028 


58212 


HIN100522 


22029 


58213 


HIN 100523 


22030 


58214 


HIN 100524 


22031 


58215 


HIN 100525 


22032 


58216 


HIN100526 


22033 


58217 


HIN 100527 


22034 


58218 


HIN 100528 


22035 


58219 


HIN 100532 


22036 


58220 


HIN100537 


22037 


58221 


HIN 100541 


22038 


58222 


HIN100546 

11111 1 W%s i^v 


22039 


58223 


HIN100547 


22040 


58224 


HIN100551 


22041 


58225 


HIN 10055 8 


22042 


58226 


HIN 100559 


22043 


58227 


HIN100560 


22044 


58228 


HIN 100561 


22045 


58229 


HIN 100562 


22046 


58230 


HIN100573 


22047 


58231 


HIN 100574 


22048 


58232 


HIN100575 


22049 


58233 


HIN100576 


22050 


58234 


HIN100578 


22051 


58235 


HIN100579 


22052 


58236 


HIN100585 


22053 


58237 


HIN100586 


22054 


58238 


HIN100590 

111X1 k.\J\f+s*S \J 


22055 


58239 


HIN100592 

1111.1 i \j \y *s *s 4* 


??056 


58240 


HIN100600 


22057 


58241 


HIN100605 

X XXX A X \J\J\J\J *J 


??058 


58?4? 


HIN 1 00606 

XXxxN IvvWU 


??059 


58?43 


HIN 100608 


22060 


58244 


HIN 10061 3 


22061 


58245 


HIN100615 

XXXl^l lUwvl*/ 


22062 


58246 


HIN100618 


22063 


58247 


HIN100620 


22064 


58248 


HIN100621 


22065 


58249 


HIN100622 


22066 


58250 


H1N100623 


22067 


58251 


HIN100626 




362 





PCT/IJS02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




34074 


70258 


SAU800647 


34075 


70259 


SAU800664 


34076 


70260 


SAU800669 


34077 


70261 


SAU800673 


34078 


70262 


SAU800702 


34079 


70263 


SAU800711 


34080 


70264 


SAU800721 


34081 


70265 


SAU800723 


34082 


70266 


SAU800730 


34083 


70267 


SAU800731 


34084 


70268 


SAU800747 


34085 


70269 


SAU800754 


34086 


70270 


SAU800769 


34087 


70271 


SAU800773 


34088 


70272 


SAU800812 


34089 


70273 


SAU800816 


34090 


70274 


SAU800840 


34091 


70275 


SAU800864 


34092 


70276 


SAU800898 


34093 


70277 


SAU800923 


34094 


70278 


SAU800941 


34095 


70279 


SAU800957 


34096 


70280 


SAU800958 


34097 


70281 


SAU800959 


34098 


70282 


SAU800960 


34099 


70283 


SAU800983 


34100 


70284 


SAU800988 


34101 


70285 


SAU800993 


34102 


70286 


SAU801006 


34103 


70287 


SAU801009 


34104 


70288 


SAU801024 


34105 


70289 


SAU801057 


34106 


70290 


SAU801069 


34107 


70291 


SAU801086 


34108 


70292 


SAU801102 


34109 


70293 


SAU801112 


34110 


70294 


SAU801129 


34111 


70295 


SAU801137 


34112 


70296 


SAU801149 


34113 


70297 


SAU801163 


34114 


70298 


SAU801166 


34115 


70299 


SAU801167 


34116 


70300 


SAU801168 


34117 


70301 


SAU801169 


34118 


70302 


SAU801171 


34119 


70303 


SAU801178 


34120 


70304 


SAU801202 


34121 


70305 


SAU801203 


34122 


70306 


SAU801207 


34123 


70307 


SAU801217 


34124 


70308 


SAU801224 


34125 


70309 


SAU801239 


34126 


70310 


SAU801244 


34127 


70311 


SAU801250 


34128 


70312 


SAU801258 



WO 02/077183 



FVM A 
UlSA 


Protein 


Gene LocusJD 








10006 


46190 


BAN107191 


10007 


46191 


BAN107227 


10008 


46192 


BAN 107229 


10009 


46193 


BAN107236 


10010 


46194 


BAN107240 


10011 


46195 


BAN 107248 


10012 


46196 


BAN107249 


10013 


46197 


BAN 107250 


10014 


46198 


BAN107253 


10015 


46199 


BAN107259 


10016 


46200 


BAN107265 


10017 


46201 


BAN107278 


10018 


46202 


BAN 107282 


10019 


46203 


BAN107286 


10020 


46204 


BAN107300 


10021 


46205 


BAN107304 


10022 


46206 


BAN107308 


10023 


46207 


BAN107309 


10024 


46208 


BAN107311 


10025 


46209 


BAN107312 


10026 


46210 


BAN107313 


10027 


46211 


BAN107319 


10028 


46212 


BAN1 07328 


10029 


46213 


BAN107331 


10030 


46214 


BAN107335 


10031 


46215 


BAN107336 


10032 


46216 


BAN107337 


10033 


46217 


BAN107339 


10034 


46218 


BAN107347 


10035 


46219 


BAN107351 


10036 


46220 


BAN107352 


10037 


46221 


BAN107365 


10038 


46222 


BAN 107378 


10039 


46223 


BAN107403 


10040 


46224 


BAN107404 


10041 


46225 


BAN107407 


10042 


46226 


BAN107431 


10043 


46227 


BAN107436 


10044 


46228 


BAN107456 


10045 


46229 


BAN107463 


10046 


46230 


BAN107464 


10047 


46231 


BAN107465 


10048 


46232 


BAN107471 


10049 


46233 


BAN107483 


10050 


46234 


BAN107492 


10051 


46235 


BAN107508 


10052 


46236 


BAN107521 


10053 


46237 


BAN107541 


10054 


46238 


BAN107549 


10055 


46239 


BAN107556 


10056 


46240 


BAN107557 


10057 


46241 


BAN 107558 


10058 


46242 


BAN107562 


10059 


46243 


BAN107563 


10060 


46244 


BAN107568 



rvw a 


xToiem 


VJCIIC LJjLUSlLJ 


ocelli*' 






22068 


58252 


HIN100627 


22069 


58253 


HIN100630 


22070 


58254 


HIN100636 


22071 


58255 


HIN100639 


22072 


58256 


HIN 100648 


22073 


58257 


HIN100652 


22074 


58258 


HIN100653 


22075 


58259 


HIN100657 


22076 


58260 


HIN100663 


22077 


58261 


HIN100664 


22078 


58262 


HIN100668 


22079 


58263 


HIN100671 


22080 


58264 


HIN100672 


22081 


58265 


HIN1 00677 


22082 


58266 


HIN100686 


22083 


58267 


HIN100694 


22084 


58268 


HIN100695 


22085 


58269 


HIN100696 


22086 


58270 


HDM100697 


22087 


58271 


HIN100708 


22088 


58272 


HIN100709 


22089 


58273 


HIN100714 


22090 


58274 


HIN100718 


22091 


58275 


HIN100720 


22092 


58276 


HIN100721 


22093 


58277 


HIN100724 


22094 


58278 


HIN100732 


22095 


58279 


HIN1 00734 


22096 


58280 


HIN100735 


22097 


58281 


HIN100738 


22098 


58282 


HIN100746 


22099 


58283 


HIN100748 


22100 


58284 


HIN100751 


22101 


58285 


HIN100756 


22102 


58286 


HIN100757 


22103 


58287 


HIN 100758 


22104 


58288 


HIN100759 


22105 


58289 


HIN100760 


22106 


58290 


HIN100761 


22107 


58291 


HIN100762 


22108 


58292 


HIN100763 


22109 


58293 


H1N100764 


22110 


58294 


HIN100765 


22111 


58295 


HIN100766 


22112 


58296 


HIN100768 


22113 


58297 


HIN100769 


22114 


58298 


HIN100770 


22115 


58299 


HIN100771 


22116 


58300 


HIN 100772 


22117 


58301 


HIN100773 


22118 


58302 


HIN 100774 


LLY i.7 




pTwinn77^ 

XlJiM 1UU f ID 


22120 


58304 


HIN100776 


22121 


58305 


HIN100777 


22122 


58306 


HIN100778 




363 





PCTAJS02/09107 



TYNTA 


IT LUIG111 


frPTlf* T on 1 C 1 l"l 


SeqID 


SeqDD 




34129 


70313 


SAU801266 


34130 


70314 


SAU801271 


34131 


70315 


SAU801272 


34132 


70316 


SAU801276 


34133 


70317 


SAU801283 


34134 


70318 


SAU801285 


34135 


70319 


SAU801288 


34136 


70320 


SAU801300 


34137 


70321 


SAU801327 


34138 


70322 


SAU801334 


34139 


70323 


SAU801335 


34140 


70324 


SAU801336 


34141 


70325 


SAU801337 


34142 


70326 


SAU801345 


34143 


70327 


SAU801369 


34144 


70328 


SAU801370 


34145 


70329 


SAU801372 


34146 


70330 


SAU801386 


34147 


70331 


SAU801397 


34148 


70332 


SAU801414 


34149 


70333 


SAU801417 


34150 


70334 


SAU801418 


34151 


70335 


SAU801427 


34152 


70336 


SAU801431 


34153 


70337 


SAU801432 


34154 


70338 


SAU801437 '. 


34155 


70339 


SAU801442 •'< 


34156 


70340 


SAU801446 


34157 


70341 


SAU801454 


34158 


70342 


SAU801474 


34159 


70343 


SAU801478 


34160 


70344 


SAU801486 


34161 


70345 


SAU801488 


34162 


70346 


SAU801497 


34163 


70347 


SAU801524 


34164 


70348 


SAU801527 


34165 


70349 


SAU801531 


34166 


70350 


SAU801534 


34167 


70351 


SAU801535 


34168 


70352 


SAU801550 


34169 


70353 


SAU801561 


34170 


70354 


SAU801562 


34171 


70355 


SAU801563 


34172 


70356 


SAU801569 


34173 


70357 


SAU801575 


34174 


70358 


SAU801577 


34175 


70359 


SAU801586 


34176 


70360 


SAU801612 


34177 


70361 


SAU801627 


34178 


70362 


SAU801634 


34179 


70363 


SAU801639 


34180 


70364 


SAU801640 


34181 


70365 


SAU801660 


34182 


70366 


SAU801672 


34183 


70367 


SAU801674 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




10061 


46245 


BAN107569 


10062 


46246 


BAN107590 


10063 


46247 


BAN107601 


10064 


46248 


BAN107620 


10065 


46249 


BAN 107627 


10066 


46250 


BAN107647 


10067 


46251 


BAN107672 


10068 


46252 


BAN107676 


10069 


46253 


BAN107686 


10070 


46254 


BAN107688 


10071 


46255 


BAN 107697 


10072 


46256 


BAN107699 


10073 


46257 


BAN107706 


10074 


46258 


BAN107715 


10075 


46259 


BAN107719 


10076 


46260 


BAN107720 


10077 


46261 


BAN107731 


10078 


46262 


BAN107739 


10079 


46263 


BAN 107751 


10080 


46264 


BAN107763 


10081 


46265 


BAN 107764 


10082 


46266 


BAN107772 


10083 


46267 


BAN 107794 

XJ ^ VI x XV / / -/ I 


10084 


46268 


BAN 1078 11 

XJ i\i > 1 U / U I 1 


10085 


46269 


BAN107818 


10086 


46270 


BAN107819 


10087 


46271 


BAN107825 


10088 


46272 


BAN107827 


10089 


46273 


BAN 1078 54 


10090 


46274 


BAN107861 


10091 


46275 


BAN107867 


10092 


46276 


BAN107872 

X-J jTXX 1 X \J i \J i 


10093 


46277 


BAN 107884 


10094 


46278 


BAN107886 

XJ-iXl 1 XV 1 uuu 


10095 


46279 


BAN107893 


10096 


46280 


BAN 107901 


10097 


46281 


BAN107904 

xj.* xi ^ xv/ / _y v/ i 


10098 


46282 


BAN107918 

X-J J, XJ. T X\/ / XV/ 


10099 


46283 


BAN107919 


10100 


46284 


BAN 107924 


10101 


46285 


BAN107953 


10102 


46286 


BAN107954 


10103 


46287 


RAN1079SR 


10104 


46288 


RAN 107961 

U^vl > xv / 7U x 


10105 


46289 


R A>J1070Rd- 

D-TxTN L\J I ZfO'r 


10106 


46290 


BAN 107998 


10107 


46291 


BAN 108009 

uni i xvovw 


10108 


46292 


BAN108010 

i/ru x vvv x v 


10109 


46293 


BAN 1080 13 


10110 


46294 


BAN108027 


101 11 


46295 


BAN108033 


10112 


46296 


BAN108041 


10113 


46297 


BAN108047 


10114 


46298 


BAN108080 


10115 


46299 


BAN108085 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




22123 


58307 


HIN1 00779 


22124 


58308 


HIN100780 


22125 


58309 


HIN100781 


22126 


58310 


HIN100782 


22127 


58311 


HIN100783 


22128 


58312 


H1N100784 


22129 


58313 


HIN100788 


22130 


58314 


HIN100789 


22131 


58315 


H1N100790 


22132 


58316 


HIN100791 


22133 


58317 


HIN100792 


22134 


58318 


HIN100793 


22135 


58319 


HIN100794 


22136 


58320 


H1N100803 


22137 


58321 


HIN100806 


22138 


58322 


HIN100807 


22139 


58323 


HIN100811 


22140 


58324 


HIN100816 


22141 


58325 


HIN100817 


22142 


58326 


H1N100833 


22143 


58327 


HIN100836 


22144 


58328 


HIN100838 


22145 


58329 


HIN100839 


22146 


58330 


HIN100842 


22147 


58331 


HIN100844 


22148 


58332 


H1N100845 


22149 


58333 


HIN1 00846 


22150 


58334 


HTN100848 


22151 


58335 


HIN100853 


22152 


58336 


HIN100855 


22153 


58337 


HIN100857 


22154 


58338 


HIN100859 


22155 


58339 


H1N100860 


22156 


58340 


H1N100861 


22157 


58341 


HIN100864 


22158 


58342 


H1N100869 


22159 


58343 


HIN100874 


22160 


58344 


HIN100875 


22161 


58345 


HIN100879 


22162 


58346 


HIN100884 


22163 


58347 


HIN100888 


22164 


58348 


H1N1 00892 


22165 


58349 


HIN100893 


22166 


58350 


HIN100894 


22167 


58351 


HIN100898 


22168 


58352 


HIN100899 


22169 


58353 


HIN100900 


22170 


58354 


HIN100903 


22171 


58355 


HIN100906 


22172 


58356 


HIN100907 


22173 


58357 


H1N100911 


22174 


58358 


HIN100912 


22175 


58359 


HIN100923 


22176 


58360 


H1N1 00925 


22177 


58361 


HIN1 00930 




364 





PCT/US02/09107 



DNA 


Protein 


Crene LocusID 


SeqID 


SeqID 




34184 


70368 


SAU801689 


34185 


70369 


SAU801690 


34186 


70370 


SAU801709 


34187 


70371 


SAU801728 


34188 


70372 


SAU801737 


34189 


70373 


SAU801767 


34190 


70374 


SAU801773 


34191 


70375 


SAU801804 


34192 


70376 


SAU801807 


34193 


70377 


SAU801808 


34194 


70378 


SAU801809 


34195 


70379 


SAU801810 


34196 


70380 


SAU801811 


34197 


70381 


SAU801813 


34198 


70382 


SAU801820 


34199 


70383 


SAU801855 


34200 


70384 


SAU801857 


34201 


70385 


SAU801866 


34202 


70386 


SAU801878 


34203 


70387 


SAU801881 


34204 


70388 


SAU801983 


34205 


70389 


SAU802005 


34206 


70390 


SAU802011 


34207 


70391 


SAU802029 


34208 


70392 


SAU802042 


34209 


70393 


SAU802053 


34210 


70394 


SAU802068 


34211 


70395 


SAU802073 


34212 


70396 


SAU802078 


34213 


70397 


SAU802108 


34214 


70398 


SAU802117 


34215 


70399 


SAU802127 


34216 


70400 


SAU802143 


34217 


70401 


SAU802164 


34218 


70402 


SAU802175 


34219 


70403 


SAU802209 


34220 


70404 


SAU802219 


34221 


70405 


SAU802220 


34222 


70406 


SAU802242 


34223 


70407 


SAU802268 


34224 


70408 


SAU802277 


34225 


70409 


SAU802323 


34226 


70410 


SAU802352 


34227 


70411 


SAU802353 


34228 


70412 


SAU802355 


34229 


70413 


SAU802387 


34230 


70414 


SAU802388 


34231 


70415 


SAU802392 


34232 


70416 


SAU802394 


34233 


70417 


SAU802420 


34234 


70418 


SAU802421 


34235 


70419 


SAU802486 


34236 


70420 


SAU802500 


34237 


70421 


SAU802512 


34238 


70422 


SAU802525 



WO 02/077183 



DNA 


Protein 


Gene LocuslD 


SeqID 


SeqID 




10116 


46300 


BAN108099 


10117 


46301 


BAN108104 


10118 


46302 


BAN108106 


10119 


46303 


BAN108111 


10120 


46304 


BAN108119 


10121 


46305 


BAN108120 


10122 


46306 


BAN108126 


10123 


46307 


BAN108132 


10124 


46308 


BAN108150 


10125 


46309 


BAN108152 


10126 


46310 


BAN108159 


10127 


46311 


BAN108168 


10128 


46312 


BAN108173 


10129 


46313 


BAN108174 


10130 


46314 


BAN108180 


10131 


46315 


BAN108182 


10132 


46316 


BAN108186 


10133 


46317 


BAN108189 


10134 


46318 


BAN108205 


10135 


46319 


BAN108206 


10136 


46320 


BAN108214 


10137 


46321 


BAN108234 


10138 


46322 


BAN108237 


10139 


46323 


BAN108238 


10140 


46324 


BAN 108248 


10141 


46325 


BAN108260 


10142 


46326 


BAN1 08269 


10143 


46327 


BAN108271 


10144 


46328 


BAN108277 


10145 


46329 


BAN108284 


10146 


46330 


BAN108287 


10147 


46331 


BAN108290 


10148 


46332 


BAN108298 


10149 


46333 


BAN108299 


10150 


46334 


BAN108345 


10151 


46335 


BAN108361 


10152 


46336 


BAN1 08367 


10153 


46337 


BAN108403 


10154 


46338 


BAN108409 


10155 


46339 


BAN108415 


10156 


46340 


BAN108420 


10157 


46341 


BAN108425 


10158 


46342 


BAN108451 


10159 


46343 


BAN108458 


10160 


46344 


BAN1 08463 


10161 


46345 


BAN108468 


10162 


46346 


BAN108476 


10163 


46347 


BAN1 08506 


10164 


46348 


BAN108518 


10165 


46349 


BAN108519 


10166 


46350 


BAN108522 


10167 


46351 


BAN1 08525 


10168 


46352 


BAN108531 


10169 


46353 


BAN108534 


10170 


46354 


BAN108536 



DNA 


Protein 


Gene LocuslD 


SeqID 


O TT"V 

SeqID 




22178 


58362 


HIN100931 


22179 


58363 


HIN100932 


22180 


58364 


H1N100939 


22181 


58365 


HIN100942 


22182 


58366 


HIN1 00943 


22183 


58367 


H1N100944 


22184 


58368 


HIN100950 


22185 


58369 


HIN1 00951 


22186 


58370 


HIN100955 


22187 


58371 


H1N100957 


22188 


58372 


HIN100958 


22189 


58373 


HIN100960 


22190 


58374 


HIN1 00962 


22191 


58375 


HIN100963 


22192 


58376 


HIN100969 


22193 


58377 


HIN100971 


22194 


58378 


HIN1 00973 


22195 


58379 


HIN1 00974 


22196 


58380 


. HIN1 00979 


22197 


58381 


HIN1 00980 


22198 


58382 


HIN100982 


22199 


58383 


HIN100983 


22200 


58384 


HIN100985 


22201 


58385 


HIN100992 


22202 


58386 


HNl 00998 


22203 


58387 


HIN101001 


22204 


58388 


HIN101002 


22205 


58389 


HIN101007 


22206 


58390 


HIN101025 


22207 


58391 


HIN101030 


22208 


58392 


HIN101O36 


22209 


58393 


HIN101037 


22210 


58394 


HIN101039 


22211 


58395 


HIN101041 


22212 


58396 


H1N101042 


22213 


58397 


HIN101051 


22214 


58398 


HIN101052 


22215 


58399 


HIN101054 


• 22216 


58400 


HIN101057 


22217 


58401 


HIN101066 


22218 


58402 


H1N101070 


22219 


58403 


HIN101074 


22220 


58404 


HIN101075 


22221 


58405 


HIN101077 


22222 


58406 


HIN101078 


22223 


58407 


HIN101084 


22224 


58408 


HIN101085 


22225 


58409 


HIN101086 


22226 


58410 


HIN101089 


22227 


58411 


HIN101094 


22228 


58412 


HIN101098 


22229 


58413 


HIN101100 


22230 


58414 


HIN101103 


22231 


58415 


HIN101104 


22232 


58416 


HIN101106 



365 



PCT/US02/09107 



rvx T A 


Protein 


Gene LocusED 


oeqiL/ 


oeqiL/ 




34239 


70423 


SAU802530 


34240 


70424 


SAU802534 


34241 


70425 


SAU802560 


34242 


70426 


SAU802603 


34243 


70427 


SAU802611 


34244 


70428 


SAU802630 


34245 


70429 


SAU802633 


34246 


70430 


SAU802647 


34247 


70431 


SAU802666 


34248 


70432 


SAU802679 


34249 


70433 


SAU802687 


34250 


70434 


SAU802712 


34251 


70435 


SEP100077 


34252 


70436 


SEP100083 


34253 


70437 


SEP100151 


34254 


70438 


SEP100200 


34255 


70439 


SEP100265 


34256 


70440 


SEP100270 


34257 


70441 


SEP100573 


34258 


70442 


SEP100701 


34259 


70443 


SEP100718 


34260 


70444 


SEP100719 


34261 


70445 


SEP100915 


34262 


70446 


SEP100950 


34263 


70447 


SEP101087 


34264 


70448 


SEP101306 


34265 


70449 


SEP102450 


34266 


70450 


SEP102493 


34267 


70451 


SEP102632 


34268 


70452 


SEP102883 


34269 


70453 


SEP103164 


34270 


70454 


SEP200018 


34271 


70455 


SEP200020 


34272 


70456 


SEP200029 


34273 


70457 


SEP200039 


34274 


70458 


SEP200040 


34275 


70459 


SEP200043 


34276 


70460 


SEP200047 


34277 


70461 


SEP200050 


34278 


70462 


SEP200052 


34279 


70463 


SEP200058' 


34280 


70464 


SEP200059 


34281 


70465 


SEP200060 


34282 


70466 


SEP200061 


34283 


70467 


SEP200070 


34284 


70468 


SEP200071 


34285 


70469 


SEP200072 


34286 


70470 


SEP200076 


34287 


70471 


SEP200080 


34288 


70472 


SEP200082 


34289 


70473 


SEP200083 


34290 


70474 


SEP200084 


34291 


70475 


SEP200085 


34292 


70476 


SEP200090 


34293 


70477 


SEP200091 



WO 02/077183 
DNA Protein Gene LocusID 
SeqID SeqID 



DNA Protein Gene LocusID 
SeqID SeqID 



PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




34294 


70478 


SEP200094 


34295 


70479 


SEP200097 


34296 


70480 


SEP200102 


34297 


70481 


SEP200U0 


34298 


70482 


SEP200115 


34299 


70483 


SEP200118 


34300 


70484 


SEP200129 


34301 


70485 


SEP200137 


34302 


70486 


SEP200138 


34303 


70487 


SEP200140 


34304 


70488 


SEP200141 


34305 


70489 


SEP200142 


34306 


70490 


SEP200143 


34307 


70491 


SEP200145 


34308 


70492 


SEP200154 


34309 


70493 


SEP200156 


34310 


70494 


SEP200161 


34311 


70495 


SEP200162 


34312 


70496 


SEP200164 


34313 


70497 


SEP200165 


34314 


70498 


SEP200166 


34315 


70499 


SEP200167 


34316 


705OO 


SEP200169 


34317 


70501 


SEP200171 


34318 


70502 


SEP200173 


34319 


70503 


SEP200175 


34320 


70504 


SEP200178 


34321 


70505 


SEP200180 


34322 


70506 


SEP200182 


34323 


70507 


SEP200184 


34324 


70508 


SEP200187 


34325 


70509 


SEP200190 


34326 


70510 


SEP200198 


34327 


70511 


SEP200200 


34328 


70512 


SEP200202 


34329 


70513 


SEP200203 


34330 


70514 


SEP200204 


34331 


70515 


SEP200206 


34332 


70516 


SEP200209 


34333 


70517 


SEP200214 


34334 


70518 


SEP200215 


34335 


70519 


SEP200217 


34336 


70520 


SEP200218 


34337 


70521 


SEP200222 


34338 


70522 


SEP200228 


34339 


70523 


SEP200229 


34340 


70524 


SEP200232 


34341 


70525 


SEP200233 


34342 


70526 


SEP200234 


34343 


70527 


SEP200235 


34344 


70528 


SEP200238 


34345 


70529 


SEP200240 


34346 


70530 


SEP200241 


34347 


70531 


SEP200242 


34348 


70532 


SEP200243 



10171 


46355 


BAN108547 


22233 


58417 


HIN101107 


10172 


46356 


BAN108570 


22234 


58418 


HIN101108 


10173 


46357 


BAN108573 


22235 


58419 


HIN101109 


10174 


46358 


BAN108575 


22236 


58420 


HIN101110 


10175 


46359 


BAN108590 


22237 


58421 


HIN101111 


10176 


46360 


BAN108591 


22238 


58422 


H1N101112 


10177 


46361 


BAN108593 


22239 


58423 


HIN101113 


10178 


46362 


BAN108606 


22240 


58424 


HIN101114 


10179 


46363 


BAN108618 


22241 


58425 


HIN101115 


10180 


46364 


BAN108621 


22242 


58426 


HIN101116 


10181 


46365 


BAN108626 


22243 


58427 


HIN101117. 


10182 


46366 


BAN108627 


22244 


58428 


HIN101118 


10183 


46367 


BAN108651 


22245 


58429 


HIN101120 


10184 


46368 


BAN108663 


22246 


58430 


HIN101125 


10185 


46369 


BAN108675 


22247 


58431 


HIN101129 


10186 


46370 


BAN108683 


22248 


58432 


HIN101143 


10187 


46371 


BAN108686 


22249 


58433 


HIN101146 


10188 


46372 


BAN108690 


22250 


58434 


HIN101151 


10189 


46373 


BAN108696 


22251 


58435 


HIN101152 


10190 


46374 


BAN 108705 


22252 


58436 


HIN101157 


10191 


46375 


BAN108710 


22253 


58437 


HIN101160 


10192 


46376 


BAN108719 


22254 


58438 


HIN101161 


10193 


46377 


BAN108721 


22255 


58439 


HIN101163 


10194 


46378 


BAN108734 


22256 


58440 


HIN101166 


10195 


46379 


BAN108740 


22257 


58441 


H1N101170 


10196 


46380 


BAN108744 


22258 ■ 


58442 


HIN101172 


10197 


46381 


BAN108754 


22259 


58443 


HIN101176 


10198 


46382 


BAN108755 


22260 


58444 


HIN101178 


10199 


46383 


BAN108766 


22261 


58445 


HIN101181 


10200 


46384 


BAN108774 


22262 


58446 


HIN101184 


10201 


46385 


BAN108783 


22263 


58447 


HIN101185 


10202 


46386 


BAN108789 


22264 


58448 


H1N101186 


10203 


46387 


BAN108790 


22265 


58449 


HIN101188 


10204 


46388 


BAN108797 


22266 


58450 


HIN101191 


10205 


46389 


BAN108822 


22267 


58451 


HIN101192 


10206 


46390 


BAN108834 


22268 


58452 


HIN101200 


10207 


46391 


BAN108836 


22269 


58453 


HIN101201 


10208 


46392 


BAN108855 


22270 


58454 


HIN101203 


10209 


46393 


BAN108859 


22271 


58455 


HIN101204 


10210 


46394 


BAN108863 


22272 


58456 


HIN101209 


10211 


46395 


BAN108866 


22273 


58457 


HIN101211 


10212 


46396 


BAN108869 


22274 


58458 


HIN101214 


10213 


46397 


BAN108871 


22275 


58459 


HIN101215 


10214 


46398 


BAN108883 


22276 


58460 


HIN101218 


10215 


46399 


BAN108891 


22277 


58461 


HIN101224 


10216 


46400 


BAN108902 


22278 


58462 


HIN101225 


10217 


46401 


BAN108908 


22279 


58463 


HIN101226 


10218 


46402 


BAN108913 


22280 


58464 


HIN101230 


10219 


46403 


BAN108921 


22281 


58465 


HIN101231 


10220 


46404 


BAN108929 


22282 


58466 


HIN101232 


10221 


46405 


BAN108931 


22283 


58467 


H1N101236 


10222 


46406 


BAN108934 


22284 


58468 


HIN101245 


10223 


46407 


BAN108968 


22285 


58469 


HIN101249 


10224 


46408 


BAN108978 


22286 


58470 


HIN101251 


10225 


46409 


BAN108997 


22287 


58471 


HIN101252 



366 



WO 02/077183 



DNA 


Protein 


Gene Locus ID 


SeqID 


SeqID 




10226 


46410 


BAN109007 


10227 


46411 


BAN109013 


10228 


46412 


BAN109015 


10229 


46413 


BAN109023 


10230 


46414 


BAN109036 


10231 


46415 


BAN109040 


10232 


46416 


BAN109049 


10233 


46417 


BAN 109052 


10234 


46418 


BAN109057 


10235 


46419 


BAN109062 


10236 


46420 


BAN109065 


10237 


46421 


BAN109070 


10238 


46422 


BAN109082 


10239 


46423 


BAN109088 


10240 


46424 


BAN109098 


10241 


46425 


BAN109120 


10242 


46426 


BAN109134 


10243 


46427 


BAN109136 


10244 


46428 


BAN109157 


10245 


46429 


BAN109166 


10246 


46430 


BAN109192 


10247 


46431 


BAN109213 


10248 


46432 


BAN109223 


10249 


46433 


BAN109230 


10250 


46434 


BAN109236 


10251 


46435 


BAN109240 


10252 


46436 


BAN109246 


10253 


46437 


BAN109247 


10254 


46438 


BAN109279 


10255 


46439 


BAN109296 


10256 


46440 


BAN109301 


10257 


46441 


BAN109344 


10258 


46442 


BAN109347 


10259 


46443 


BAN109348 


10260 


46444 


BAN109357 


10261 


46445 


BAN109365 


10262 


46446 


BAN109367 


10263 


46447 


BAN109383 


10264 


46448 


BAN109395 


10265 


46449 


BAN109397 


10266 


46450 


BAN109399 


10267 


46451 


BAN109409 


10268 


46452 


BAN109416 


10269 


46453 


BAN109424 


10270 


46454 


BAN1 09456 


10271 . 


46455 


BAN109468 


10272 


46456 


BAN109471 


10273 


46457 


BAN109475 


10274 


46458 


BAN109506 


10275 


46459 


BAN109519 


10276 


46460 


BAN109521 


10277 


46461 


BAN109524 


10278 


46462 


BAN109528 


10279 


46463 


BAN 109532 


10280 


46464 


BAN109533 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




22288 


58472 


HIN101253 


22289 


58473 


HIN101254 


22290 


58474 


HIN101255 


22291 


58475 


HIN101257 


22292 


58476 


H1N101266 


22293 


58477 


HIN101268 


22294 


58478 


HIN101269 


22295 


58479 


HIN101270 


22296 


58480 


HIN 101271 


22297 


58481 


HIN101274 


22298 


58482 


H1N101277 


22299 


58483 


HIN101278 


22300 


58484 


HIN101284 


22301 


58485 


HIN101285 


22302 


58486 


HIN101286 


22303 


58487 


HIN101288 


22304 


58488 


HIN 101290 


22305 


58489 


HIN101294 


22306 


58490 


HIN 101297 


22307 


58491 


HIN101301 


22308 


58492 


HIN101302 


22309 


58493 


HIN101303 


22310 


58494 


HIN101309 


22311 


58495 


HIN101310 


22312 


58496 


HIN101314 


22313 


58497 


HIN101315 


22314 


58498 


HIN101320 


22315 


58499 


HIN101323 


22316 


58500 


HIN101324 


22317 


58501 


HIN101328 


22318 


58502 


HIN101331 


22319 


58503 


HIN101333 


22320 


58504 


HIN101334 


22321 


58505 


HIN101341 


22322 


58506 


HIN101344 


22323 


58507 


HIN101348 


22324 


58508 


H1N101356 


22325 


58509 


HIN101357 


22326 


58510 


HIN101359 


22327 


58511 


HIN101365 


22328 


58512 


H1N101368 


22329 


58513 


HIN101397 


22330 


58514 


HIN101399 


22331 


58515 


HIN 101407 


22332 


58516 


HIN 101408 


22333 


58517 


HIN101410 


22334 


58518 


HIN101411 


22335 


58519 


HIN101412 


22336 


58520 


HIN101413 


22337 


58521 


HIN101415 


22338 


58522 


HIN101417 


22339 


58523 


HIN101418 


22340 


58524 


H1N101420 


22341 


58525 


HIN101431 


22342 


58526 


HIN101432 




367 





PCT/US02/09107 



TVKI A 


Protein 


Gene LocusID 


oeqiu 


oeqjjj 




34349 


70533 


SEP200245 


34350 


70534 


SEP200247 


34351 


70535 


SEP200249 


34352 


70536 


SEP200251 


34353 


70537 


SEP200253 


34354 


70538 


SEP200255 


34355 


70539 


SEP200257 


34356 


70540 


SEP200260 


34357 


70541 


SEP200261 


34358 


70542 


SEP200262 


34359 


70543 


SEP200263 


34360 


70544 


SEP200265 


34361 


70545 


SEP200267 


34362 


70546 


SEP200269 


34363 


70547 


SEP200270 


34364 


70548 


SEP200271 


34365 


70549 


SEP200272 


34366 


70550 


SEP200273 


34367 


70551 


SEP200275 


34368 


70552 


SEP200277 


34369 


70553 


SEP200278 


34370 


70554 


SEP200280 


34371 


70555 


SEP200281 


34372 


70556 


SEP200282 


34373 


70557 


SEP200287 


34374 


70558 


SEP200295 


34375 


70559 


SEP200301 


34376 


70560 


SEP200319 


34377 


70561 


SEP200320 


34378 


70562 


SEP200335 


34379 


70563 


SEP200338 


34380 


70564 


SEP20034O 


34381 


70565 


SEP200343 


34382 


70566 


SEP200346 


34383 


70567 


SEP200347 


34384 


70568 


SEP200350 


34385 


70569 


SEP200351 


34386 


70570 


SEP200352 


34387 


70571 


SEP200353 


34388 


70572 


SEP200354 


34389 


70573 


SEP200360 


34390 


70574 


SEP200371 


34391 


70575 


SEP200372 


34392 


70576 


SEP200374 


34393 


70577 


SEP200375 


34394 


70578 


SEP200377 


34395 


70579 


SEP200384 


34396 


70580 


SEP200388 


34397 


70581 


SEP200390 


34398 


70582 


SEP200396 


34399 


70583 


SEP200407 


34400 


70584 


SEP200408 


34401 


70585 


SEP200415 


34402 


70586 


SEP200416 


34403 


70587 


SEP200417 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




10281 


46465 


BAN109536 


10282 


46466 


BAN 109542 


10283 


46467 


BAN 109546 


10284 


46468 


BAN109552 


10285 


46469 


BAN109554 


10286 


46470 


BAN109556 


10287 


46471 


BAN109558 


10288 


46472 


BAN109561 

UrUi iv7Ju J. 


10289 


46473 


BAN109563 


10290 


46474 


BAN109567 


10291 


46475 


BAN109585 


10292 


46476 


BAN109593 


10293 


46477 


BAN109607 


10294 


46478 


BAN109609 


10295 


46479 


BAN109620 


10296 


46480 


BAN 109623 


10297 


46481 


BAN109630 


10298 


46482 


BAN109652 


10299 


46483 


BAN109661 


10300 


46484 


BAN 109684 


10301 


46485 


BAN 109694 


10302 


46486 


BAN109705 


10303 


46487 


BAN109710 

J— 'J- Up Tl X \JS I XV 


10304 


46488 


BAN109714 


10305 


46489 


BAN 109722 


10306 


46490 


BAN109723 


10307 


46491 


BAN 109731 

uru^i l v/.7 / Ji 


10308 


46492 


BAN 109743 


10309 


46493 


BAN 109756 


10310 


46494 


BAN 109777 


10311 


46495 


BAN 109779 

UlU i ivy IIS 


10312 


46496 


BAN 109784 


10313 


46497 


BAN109792 


10314 


46498 


BAN 109795 


10315 


46499 


BAN109810 


10316 


46500 


BAN109818 

aJjU > X \Jy Oil) 


10317 


46501 


BAN109819 


10318 


46502 


BAN 109870 


10319 


46503 


BAN 109841 


10320 


46504 


BAN1 09844 


10321 


46505 


BAN 109853 


10322 


46506 


BAN 109858 

Drill lV/yOJU 


10323 


46507 


BAN 109871 


10324 


46508 


BAN 109872 


10325 


46509 


BAN 109879 


10326 


46510 


BAN109892 


10327 


46511 


BAN 109893 


10328 


46512 


R ATM 100804 


10329 


46513 




10330 


46514 


PA*NM0001 1 


10331 


46515 


O AXT1 AQQ1 {L 


10332 


46516 


BAN109931 


10333 


46517 


BAN109939 


10334 


46518 


BAN109941 


10335 


46519 


BAN109955 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




22343 


58527 


HIN101433 


22344 


58528 


HIN101435 


22345 


58529 


HIN101436 


22346 


58530 


HIN101437 


22347 


58531 


HIN101440 


22348 


58532 


HIN101441 


22349 


58533 


HIN101495 


22350 


58534 


HIN101502 


22351 


58535 


HIN101506 


22352 


58536 


HIN101513 


22353 


58537 


HIN101522 


22354 


58538 


HIN101523 


22355 


58539 


HIN101524 


22356 


58540 


HIN101526 


22357 


58541 


HIN101528 


22358 


58542 


HIN101530 


22359 


58543 


HIN101541 


22360 


58544 


HIN101542 


22361 


58545 


HIN101543 


22362 


58546 


HTN101544 


22363 


58547 


HIN101550 


22364 


58548 


HIN101551 


22365 


58549 


H1N101552 


22366 


58550 


HIN101555 


22367 


58551 


HTN101557 


22368 


58552 


HIN101559 


22369 


58553 


HIN101564 


22370 


58554 


HIN101565 


22371 


58555 


HIN101567 


22372 


5^556 


HIN101571 


22373 


58557 


HIN101573 


22374 


58558 


HIN101576 


22375 


58559 


HIN101577 


22376 


58560 


HIN101580 


22377 


58561 


HIN101581 


22378 


58562 


HIN101592 


22379 


58563 


HIN101594 


22380 


58564 


HIN101596 


22381 


58565 


HIN101599 


22382 


58566 


HIN101600 


22383 


58567 


HIN101601 


22384 


58568 


HIN101608 


22385 


58569 


HIN101610 


22386 


58570 


HIN101612 


22387 


58571 


HIN101613 


22388 


58572 


HIN101614 


22389 


58573 


HIN101619 


22390 


58574 


HIN101624 


22391 


58575 


HIN101625 


22392 


58576 


HIN101627 


22393 


58577 


HIN101641 


22394 


58578 


HIN101642 


22395 


58579 


HIN101645 


22396 


58580 


HIN101656 


22397 


58581 


HIN101658 




368 





PCT/IIS02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




34404 


70588 


SEP200419 


34405 


70589 


SEP200424 


34406 


70590 


SEP200430 


34407 


70591 


SEP200432 


34408 


70592 


SEP200433 


34409 


70593 


SEP200437 


34410 


70594 


SEP200448 


34411 


70595 


SEP200449 


34412 


70596 


SEP200452 


34413 


70597 


SEP200453 . 


34414 


70598 


SEP200454 


34415 


70599 


SEP200455 


34416 


70600 


SEP200458 


34417 


70601 


SEP200460 


34418 


70602 


SEP200461 


34419 


70603 


SEP200462 


34420 


70604 


SEP200463 


34421 


70605 


SEP200466 


34422 


70606 


SEP200469 


34423 


70607 


SEP200471 


34424 


70608 


SEP200474 


34425 


70609 


SEP200476 


34426 


70610 


SEP200477 


34427 


70611 


SEP200478 


34428 


70612 


SEP200480 


34429 


70613 


SEP200481 


34430 


70614 


SEP200482 


34431 


70615 


SEP200487 


34432 


70616 


SEP200493 


34433 


70617 


SEP200495 


34434 


70618 


SEP200496 


34435 


70619 


SEP200503 


34436 


70620 


SEP200506 


34437 


70621 


SEP200507 


34438 


70622 


SEP200509 


34439 


70623 


SEP200517 


34440 


70624 


SEP200520 


34441 


70625 


SEP200524 


34442 


70626 


SEP200530 


34443 


70627 


SEP200536 


34444 


70628 


SEP200539 


34445 


70629 


SEP200540 


34446 


70630 


SEP200546 


34447 


70631 


SEP200547 


34448 


70632 


SEP200550 


34449 


70633 


SEP200552 


34450 


70634 


SEP200553 


34451 


70635 


SEP200554 


34452 


70636 


SEP200558 


34453 


70637 


SEP200560 


34454 


70638 


SEP200563 


34455 


70639 


SEP200564 


34456 


70640 


SEP200567 


34457 


70641 


SEP200570 


34458 


70642 


SEP200580 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqED 




10336 


46520 


BAN109973 


10337 


46521 


BAN 109977 


10338 


46522 


BAN 109986 


10339 


46523 


BAN 109993 


10340 


46524 


BAN 109997 


10341 


46525 


BAN110014 


10342 


46526 


BAN1 10020 


10343 


46527 


BAN1 10028 


10344 


46528 


BAN1 10029 


10345 


46529 


BAN 110033 


10346 


46530 


BAN 11 0043 


10347 


46531 


BAN1 10046 


10348 


46532 


BAN110051 


10349 


46533 


BAN110054 


10350 


46534 


BAN 110060 


10351 


46535 


BAN 110062 


10352 


46536 


BAN 11 0074 


10353 


46537 


BAN 110077 


10354 


46538 


BAN 110083 


10355 


46539 


BAN 11 0084 


10356 


46540 


BAN 11 0089 


10357 


46541 


BAN 11 0095 


10358 


46542 


BAN110101 


10359 


46543 


BAN110110 

* »-*■ ^ X X W X A- W 


10360 


46544 


BAN110134 


10361 


46545 


BAN110141 

\-J XX 1 i 1 W X 1 X 


10362 


46546 


BAN1 10149 


10363 


46547 


BAN110157 


10364 


46548 


BAN110170 


10365 


46549 


BAN110172 


10366 


46550 


BAN1 10178 


10367 


46551 


BAN 1101 83 


10368 


46552 


BAN1 10202 


10369 


46553 


BAN 110205 


10370 


46554 


BAN110216 


10371 


46555 


BAN1 10218 


10372 


46556 


BAN 11 0223 


10373 


46557 


BAN1 10237 


10374 


46558 


BAN 11 0238 


10375 


46559 


BAN1 10258 


10376 


46560 


BAN 110260 


10377 


46561 


BAN 110262 


10378 


46562 


BAN110265 


10379 


46563 


BAN 110276 

J-* ±1-1 > L A \J f \J 


10^80 

IvJOv 


46564 


BAN 11 0285 


IvJOi 


46565 


RAN1 10288 


10382 


46566 


BAN 110295 


10383 


46567 


BAN 110296 


10384 


46568 


BAN 11 0308 


10385 


46569 


BAN1 10321 


10386 


46570 


BAN1 10325 


10387 


46571 


BAN1 10337 


10388 


46572 


BAN1 10343 


10389 


46573 


BAN1 10377 


10390 


46574 


BAN110379 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




22398 


58582 


HIN101661 


22399 


58583 


HIN101663 


22400 


58584 


HIN101670 


22401 


58585 


HIN101677 

X 141 ^ X W X W / 9 


22402 


58586 


HIN101678 

X X XX * J- W X W / W 


22403 


58587 


HIN101681 

X XXX ^ X w X WW X 


22404 


58588 


HIN101683 


22405 


58589 


HIN101684 


22406 


58590 


HIN101685 


22407 


58591 


HIN101686 


22408 


58592 


H1N101690 


22409 


58593 


HIN101694 


22410 


58594 


HIN101697 


22411 


58595 


HIN101698 


22412 


58596 


HIN101699 


22413 


58597 


HIN101704 


22414 


58598 


HIN101705 


22415 


58599 


HIN101707 


22416 


58600 


HPY100001 


22417 


58601 


HPY 100002 


22418 


58602 


HPY100003 


22419 


58603 


HPY100009 


22420 


58604 


HPY100011 


22421 


58605 


HPY 100025 


22422 


58606 


HPY 100026 


22423 


58607 


HPY 100034 


22424 


58608 


HPY100055 

XXX X *• W V W w 


22425 


58609 


HPY 100066 

XXX X X www WW 


22426 


58610 


HPY100067 


22427 


58611 


HPY 100070 


22428 


58612 


HPY100073 


22429 


58613 


HPY100074 


22430 


58614 


HPY 100075 


22431 


58615 


HPY1 00077 


22432 


58616 


HPY100081 

X XX X 


22433 


58617 


HPY100082 

XXX X K \J W W \J 


22434 


58618 


HPY100084 


22435 


58619 


HPY 100086 


22436 


58620 


HPY 100087 


22437 


58621 


HPY 100088 


22438 


58622 


HPY 100096 


22439 


58623 


HPY100107 


22440 


58624 


HPY100114 


22441 


58625 


HPY100119 

XXX X X \J\J X X s 


22442 


58626 


HPY100121 

JL XX X lUUiifi 




S8627 


HPY1 00122 

XXX A iwiXA 


22444 


58628 


HPY1001?3 

l XX X X\J\J X~**J 


22445 


58629 


HPY100124 

X XX X lVWli>~ 


22446 


58630 


HPY100130 


22447 


58631 


HPY100131 


22448 


58632 


HPY100137 


22449 


58633 


HPY100141 


22450 


58634 


HPY100150 


22451 


58635 


HPY100151 


22452 


58636 


HPY100160 




369 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




34459 


70643 


SEP200584 


34460 


70644 


SEP200585 


34461 


70645 


SEP200589 


34462 


70646 


SEP200591 


34463 


70647 


SEP200593 


34464 


70648 


SEP200597 


34465 


70649 


SEP200598 


34466 


70650 


SEP200616 


34467 


70651 


SEP200625 


34468 


70652 


SEP200626 


34469 


70653 


SEP200630 


34470 


70654 


SEP200633 


34471 


70655 


SEP200634 


34472 


70656 


SEP200654 


34473 


10651 


SEP200656 


34474 


70658 


SEP200670 


34475 


70659 


SEP200677 


34476 


70660 


SEP200678 


34477 


70661 


SEP200699 


34478 


70662 


SEP200711 


34479 


70663 


SEP200713 


34480 


70664 


SEP200718 


34481 


10665 


SEP200723 


34482 


10666 


SEP200736 


34483 


70667 


SEP200740 


34484 


70668 


SEP200741 


34485 


70669 


SEP200742 


34486 


70670 


SEP200743 


34487 


70671 


SEP200752 


344S8 


70672 


SEP200756 


34489 


70673 


SEP200765 


34490 


70674 


SEP200771 


34491 


70675 


SEP200773 


34492 


70676 


SEP200775 


34493 


70677 


SEP200778 


34494 


70678 


SEP200779 


34495 


70679 


SEP200782 


34496 


70680 


SEP200784 


34497 


70681 


SEP200785 


34498 


70682 


SEP200786 


34499 


70683 


SEP200794 


34500 


70684 


SEP200795 


34501 


70685 


SEP200797 


34502 


70686 


SEP200799 


34503 


70687 


SEP200800 


34504 


70688 


SEP200801 


34505 


70689 


SEP200802 


34506 


70690 


SEP200804 


34507 


70691 


SEP200806 


34508 


70692 


SEP200811 


34509 


70693 


SEP200812 


34510 


70694 


SEP200816 


34511 


70695 


SEP200819 


34512 


70696 


SEP200820 


34513 


70697 


SEP200821 



WO 02/077183 PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




SeqID 


aeqlD 




aeqlD 


SeqID 




10391 


46575 


BAN1 10382 


22453 


58637 


HPY100166 


34514 


70698 


SEP200827 


10392 


46576 


BAN110383 


22454 


58638 


HPY100168 


34515 


70699 


SEP200828 


10393 


46577 


BAN110387 


22455 


58639 


HPY1 00169 


34516 


70700 


SEP200833 


10394 


46578 


BAN1 10414 


22456 


58640 


HPY100173 


34517 


70701 


SEP200834 


10395 


46579 


BAN110434 


22457 


58641 


HPY100177 


34518 


70702 


SEP200837 


10396 


46580 


BAN 110444 


22458 


58642 


HPY100179 


34519 


70703 


SEP200853 


10397 


46581 


BAN110448 


22459 


58643 


HPY100180 


34520 


70704 


SEP200862 


10398 


46582 


BAN1 10449 


22460 


58644 


HPY100189 


34521 


70705 


SEP200863 


10399 


46583 


BAN1 10462 


22461 


58645 


HPY100192 


34522 


70706 


SEP200864 


10400 


46584 


BAN1 10463 


22462 


58646 


HPY100193 


34523 


70707 


SEP200869 


10401 


46585 


BAN1 10475 


22463 


58647 


HPY100194 


34524 


70708 


SEP200875 


10402 


46586 


BAN1 10476 


22464 


58648 


HPY100199 


34525 


70709 


SEP200876 


10403 


46587 


BAN1 10486 


22465 


58649 


HPY1 00206 


34526 


70710 


SEP200880 


10404 


46588 


BAN110503 


22466 


58650 


HPY1 00209 


34527 


70711 


SEP200881 


10405 


46589 


BAN1 10506 


22467 


58651 


HPY100211 


34528 


70712 


SEP200882 


10406 


46590 


BAN1 10511 


22468 


58652 


HPY100217 


34529 


70713 


■ SEP200883 


10407 


46591 


BAN110516 


22469 


58653 


HPY100219 


34530 


70714 


SEP200884 


10408 


46592 


BAN110518 


22470 


58654 


HPY1 00224 


34531 


70715 


SEP200890 


10409 


46593 


BAN1 10520 


22471 


58655 


HPY100225 


34532 


70716 


SEP200891 


10410 


46594 


BAN1 10524 


22472 


58656 


HPY100233 


34533 


70717 


SEP200892 


10411 


46595 


BAN110534 


22473 


58657 


HPY100234 


34534 


70718 


SEP200893 


10412 


46596 


BAN1 10545 


22474 


58658 


HPY100235 


34535 


70719 


SEP200894 


10413 


46597 


BAN1 10554 


22475 


58659 


HPY100236 


34536 


70720 


SEP200895 


10414 


46598 


BAN1 10560 


22476 


58660 


HPY100239 


34537 


70721 


SEP200896 


10415 


46599 


BAN1 10580 


22477 


58661 


HPY100240 


34538 


70722 


SEP200897 


10416 


46600 


BAN110583 


22478 


58662 


HPY100243 


34539 


70723 


SEP200898 


10417 


46601 


BAN1 10595 


22479 


58663 


HPY100246 


34540 


70724 


SEP200899 


10418 


46602 


BAN1 10605 


22480 


58664 


HPY100251 


34541 


70725 


SEP200901 


10419 


46603 


BAN1 10606 


22481 


58665 


HPY100255 


34542 


70726 


SEP200905 


10420 


46604 


BAN110615 


22482 


58666 


HPY100260 


34543 


70727 


SEP200907 


10421 


46605 


BAN110623 


22483 


58667 


HPY100262 


34544 


70728 


SEP200908 


10422 


46606 


BAN1 10626 


22484 


58668 


HPY100263 


34545 


70729 


SEP200910 


10423 


46607 


BAN110629 


22485 


58669 


HPY100273 


34546 


70730 . 


SEP200913 


10424 


46608 


BAN110631 


22486 


58670 


HPY100275 


34547 


70731 


SEP200915 


10425 


46609 


BAN110636 


22487 


58671 


HPY100276 


34548 


70732 


SEP200917 


10426 


46610 


BAN110637 


22488 


58672 


HPY100277 


34549 


70733 


SEP200921 


10427 


46611 


BAN110638 


22489 


58673 


HPY100285 


34550 


70734 


SEP200922 


10428 


46612 


BAN1 10643 


22490 


58674 


HPY100289 


34551 


70735 


SEP200923 


10429 


46613 


BAN 11 0648 


22491 


58675 


HPY100292 


34552 


70736 


SEP200927 


10430 


46614 


BAN110650 


22492 


58676 


HPY100293 


34553 


70737 


SEP200928 


10431 


46615 


BAN1 10655 


22493 


58677 


HPY100294 


34554 


70738 


SEP200934 


10432 


46616 


BAN1 10656 


22494 


58678 


HPY 100295 


34555 


70739 


SEP200935 


10433 


46617 


BAN110657 


22495 


58679 


HPY100297 


34556 


70740 


SEP200938 


10434 


46618 


BAN110675 


22496 


58680 


HPY100298 


34557 


70741 


SEP200942 


10435 


46619 


BAN1 10678 


22497 


58681 


HPY100299 


34558 


70742 


SEP200943 


10436 


46620 


BAN110693 


22498 


58682 


HPY100308 


34559 


70743 


SEP200945 


10437 


46621 


BAN1 10697 


22499 


58683 


HPY100313 


34560 


70744 


SEP200955 


10438 


46622 


BAN1 10701 


22500 


58684 


HPY100315 


34561 


70745 


SEP200967 


10439 


46623 


BAN1 10703 


22501 


58685 


HPY100318 


34562 


70746 


SEP200968 


10440 


46624 


BAN110707 


22502 


58686 


HPY100325 


34563 


70747 


SEP200972 


10441 


46625 


BAN1 10711 


22503 


58687 


HPY 100326 


34564 


70748 


SEP200975 


10442 


46626 


BAN1 10714 


22504 


58688 


HPY100344 


34565 


70749 


SEP200983 


10443 


46627 


BAN110716 


22505 


58689 


HPY100345 


34566 


70750 


SEP200985 


10444 


46628 


BAN1 10721 


22506 


58690 


HPY100346 


34567 


70751 


SEP200986 


10445 


46629 


BAN1 10744 


22507 


58691 


HPY100348 


34568 


70752 


SEP200989 



370 



WO 02/077183 PCT/US02/09107 



TVVT A 


Protein 


fTsno T none 


TCMA 
UL\r\ 


Protein 


f-rf»nF» T nrncl 1 1 


DNA 


Protein 


Gene LocusTD 










UCUiL/ 




SeqID 


SeqID 




10446 


46630 


BAN1 10745 


22508 


58692 


HPY100357 


34569 


70753 


SEP200992 


10447 


46631 


BAN1 10750 


22509 


58693 


HPY100360 


34570 


70754 


SEP200994 


10448 


46632 


BAN 110758 


22510 


58694 


HPY1 00361 


34571 


70755 


SEP200997 


10449 


46633 


BAN1 10763 


22511 


58695 


HPY100366 


34572 


70756 


SEP200998 


10450 


46634 


BAN1 10772 


22512 


58696 


HPY100367 


34573 


70757 


SEP201002 


10451 


46635 


BAN1 10775 


22513 


58697 


flPYl 00369 


34574 


70758 


SEP201006 


10452 


46636 


BAN1 10789 


22514 


58698 


HPY100370 


34575 


70759 


SEP201007 


10453 


46637 


BAN1 10794 


22515 


58699 


HPY1 00374 


34576 


70760 


SEP201009 


10454 


46638 


BAN1 10803 


22516 


58700 


HPY1 00376 


34577 


70761 


SEP201014 


10455 


46639 


BAN1 10804 


22517 


58701 


HPY100377 


34578 


70762 


SEP201015 


10456 


46640 


BAN1 10806 


22518 


58702 


HPY100387 


34579 


70763 


SEP201017 


10457 


46641 


BAN1 10808 


22519 


58703 


HPY100391 


34580 


70764 


SEP201018 


10458 


46642 


BAN1 10814 


22520 


58704 


HPY100395 


34581 


70765 


SEP201019 


10459 


46643 


BAN1 10824 


22521 


58705 


HPY1 00398 


34582 


70766 


SEP201022 


10460 


46644 


BAN1 10840 


22522 


58706 


HPY1 00399 


34583 


70767 


SEP201025 


10461 


46645 


BANI 10842 


22523 


58707 


HPY100405 


34584 


70768 


SEP201028 


10462 


46646 


BAN1 10850 


22524 


58708 


HPY100411 


34585 


70769 


SEP201029 


10463 


46647 


BAN1 10867 


22525 


58709 


HPY100413 


34586 


70770 


SEP201035 


10464 


46648 


BAN1 10875 


22526 


58710 


HPY100417 


34587 


70771 


SEP201036 


10465 


46649 


BAN1 10882 


22527 


58711 


HPY100434 


34588 


70772 . 


SEP201038 


10466 


46650 


BAN1 10893 


22528 


58712 


HPY1 00469 


34589 


70773 


SEP201048 


10467 


46651 


BAN1 10897 


22529 


58713 


HPY100472 


34590 


70774 


SEP201054 


10468 


46652 


BANi 10904 


22530 


58714 


HPY100476 


34591 


70775 


SEP201068 


10469 


46653 


BAN 110909 


22531 


58715 


HPY1 00481 


34592 


70776 


SEP201069 


10470 


46654 


BANI 10913 


22532 


58716 


HPY1 00485 


34593 


70777 


SEP201082 


10471 


46655 


BAN110916 


22533 


58717 


HPY100486 


34594 


70778 


SEP201086 


10472 


46656 


BAN110918 


22534 


58718 


HPY100488 


34595 


70779 


SEP201087 


10473 


46657 


BANI 10931 


22535 


58719 


HPY1 00489 


34596 


70780 


SEP201090 


10474 


46658 


BANI 10932 


22536 


58720 


HPY1 00493 


34597 


70781 


SEP201092 


10475 


46659 


BAN110948 


22537 


58721 


HPY100495 


34598 


70782 


SEP201093 


10476 


46660 


BANI 10951 


22538 


58722 


HPY100496 


34599 


70783 


SEP201095 


10477 


46661 


BANI 10972 


22539 


58723 


HPY100503 


34600 


70784 


SEP201102 


10478 


46662 


BANI 10976 


22540 


58724 


HPY100505 


34601 


70785 


SEP201112 


10479 


46663 


BANI 10986 


22541 


58725 


HPY100507 


34602 


70786 


SEP201114 


10480 


46664 


BANI 11001 


22542 


58726 


HPY100509 


34603 


70787 


SEP201115 


10481 


46665 


BAN111016 


22543 


58727 


HPY100510 


34604 


70788 


SEP201117 


10482 


46666 


BAN111019 


22544 


58728 


HPY100512 


34605 


70789 


SEP201118 


10483 


46667 


BANI 11025 


22545 


58729 


HPY100521 


34606 


70790 


SEP201119 


10484 


46668 


BAN111056 


22546 


58730 


HPY100542 


34607 


70791 


SEP201122 


10485 


46669 


BANI 11058 


22547 


58731 


HPY1 00543 


34608 


70792 


SEP201129 


10486 


46670 


BANI 11062 


22548 


58732 


HPY100544 


34609 


70793 


SEP201130 


10487 


46671 


BANI 11073 


22549 


58733 


HPY100545 


34610 


70794 


SEP20U32 


10488 


46672 


BANI 11079 


22550 


58734 


HPY100550 


34611 


70795 


SEP201139 


10489 


46673 


BANI 11095 


22551 


58735 


HPY100551 


34612 


70796 


SEP201146 


10490 


46674 


BANI 11 103 


22552 


58736 


HPY100552 


34613 


70797 


SEP201147 


10491 


46675 


BANI 11 105 


22553 


58737 


HPY100554 


34614 


70798 


SEP201149 


10492 


46676 


BAN111U1 


22554 


58738 


HPY100555 


34615 


70799 


SEP201157 


10493 


46677 


BAN111116 


22555 


58739 


HPY100562 


34616 


70800 


SEP201160 


10494 


46678 


BANU1119 


22556 


58740 


HPY100563 


34617 


70801 


SEP20U61 


10495 


46679 


BANI 11 145 


22557 


58741 


HPY100567 


34618 


70802 


SEP201163 


10496 


46680 


BANI 11154 


22558 


58742 


HPY100569 


34619 


70803 


SEP201165 


10497 


46681 


BANU1196 


22559 


58743 


HPY100571 


34620 


70804 


SEP201166 


10498 


46682 


BANI 11201 


22560 


58744 


HPY100574 


34621 


70805 


SEP201168 


10499 


46683 


BAN111216 


22561 


58745 


HPY100575 


34622 


70806 


SEP201169 


10500 


46684 


BANI 11220 


22562 


58746 


HPY100585 


34623 


70807 


SEP201171 



371 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




10501 


46685 

*tUUOJ 


RAN1 1 1224 


10502 

X \JJ\J£* 


46686 


RAN1 1 1284 


10503 


46687 

two / 


BANl 1 1288 


10504 


46688 


R AN1 1 1 291 


10505 


46689 


BAN111310 


10506 

1UJUU 


46690 


RAN111315 


10507 


46691 


RANI 11327 


10508 


46692 


BANl 11328 


10500 


46693 


RAN1 1 1331 

J_>JlV1.> 1 1 LJ J 1 


10510 

luJ IV 


46694 


BAN1 1 1 337 


1051 1 

x\JJ 1 L 


46695 


RAN1 1 1349 


10512 


46606 


RAN1 1 1346 


10513 


46697 


BAN1 1 1357 

JJ^U> 1 1 UJ / 


10514 

1UJ 1*T 


46698 


BAN1 1 1360 

J-JxVJ. > 1 1 uw 


10515 


46699 


BAN1 11361 

UxVl i 11 Uvl 


10516 


46700 


BAN111369 


10517 


46701 


BAN111381 


10518 


46702 


BAN111398 


10519 


46703 


BAN1 11400 


10520 


46704 


BAN1 11416 


10521 


46705 

/ V.J 


BAN1 1 1422 


10522 


46706 

*TV f VV 


BAN1 1 1428 

l->x\±V 1 1 1*T^»0 


10523 


46707 

tu / V I 


RANI 1 1435 


10574 


46708 

*tV / VO 


BAN1 1 1440 

Jj-tVlN 1 1 1X1 V 


10525 


46709 


RAN1 1 1469 


10526 


46710 

*TV 1 IV 


RAN1 1 1465 


10527 


4671 1 

*TV f 11 


RANI 1 1478 

xJ^xx > lllt/O 


10528 


46712 


RAN1 1 1488 

I J/vi > 1 1 ItOO 


10529 


46713 


RAN1 1 1495 

JJxYlN 1 1 1^7J 


10530 

l UJJv 


46714 

™v f 1*T 


RAN1 1 1498 


10531 


4671 5 
*tv i u 


RAN1 1 1 500 

xJlxL \ 1 1 UVV 


10532 


46716 

tV / J. V 


RAN1 1 1 504 

J->7TlJ.> 111 «J V*T 


10533 


46717 

tvl / 1 / 


RAN1 11510 


10534 


46718 
tv / lo 


RAN1 1 1 591 

D/ATN 111 JZi 1 


10535 


467 1Q 


RAN1 1 1 533 

DirViN 1 1 xjJj 


10536 


46790 

*tVJ / Z»V 


RAN1 1 1 540 


10537 


46721 


RAN1 1 1561 


10538 


46722 


BAN11 1566 

XJjTxI \lllv" VV 


10539 


46723 


R AN1 1 1 570 

Uxvl^l 1 1 1 J /V 


10540 


46724 


BAN1 11580 

L/Xiil 1 1 Li/UU 


10541 


46725 


BAN1 11582 

XJ ill ~ 1 1 1 JOa. 


10542 

1 y J^A 


46726 

*TV / XVV 


RAN1 1 1 588 


10543 


46727 

*tV / jL / 


RAN1 1 1 508 
x>/-\tn ill jyo 


10544 


46798 


RAMI 1 160^ 
jDxxtN 111 Ovj 


10545 


46790 


RAN1 1 160Q 


10546 

1 VJ'+U 


46730 


RAvri 1 1 £19 


10547 


46731 


RAN1 1 1 61 5 

JO/AIM 1 1 1 0 1 J 


10548 


46732 

*TV / Dt* 


RAN1 1 1696 

X3r\lN 111 UZO 


10549 


46733 


RAN1 1 1697 

i->xTjL> 111 VIX / 


10550 


46734 

*tU / jH 


RAM1 1 1 
jDrVLN 1 1 1 v^t^f 


10551 


46735 


BANl 11652 


10552 


46736 


BAN1 11654 


10553 


46737 


BANl 11655 


10554 


46738 


BANl 11672 


10555 


46739 


BAN111688 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




22563 


58747 


HPY1 00590 

in i lUwyu 


22564 


58748 


HPY100600 


22565 


58749 


HPY100602 


22566 


58750 


HPY100603 


22567 


58751 


HPY100608 

X\XX X X\J\J\J\J\) 


22568 


58752 


HPY100610 


22569 


58753 


HPY100611 


22570 


58754 


HPY100613 


22571 


58755 


HPY100615 

ill X Ivvu ik/ 


22572 


58756 


HPY100617 

X XX JL 1 WV1 f 


22573 


58757 


HPY 100632 

XXX X JIVVWM 


22574 


58758 


HPY100638 

X XX JL 1 UUUJU 


22575 


58759 


HPY1 00640 

xxx x x 


22576 


58760 


HPY100644 

j- xx x x i i 


22577 


58761 


HPY100650 

XXX X X \J\J\J*S\J 


22578 


58762 


HPY 100655 


22579 


58763 


HPY1 00658 


22580 


58764 


HPY100661 

XXX X 1 WUU1 


22581 


58765 


HPY 100667 


22582 


58766 


HPY 100668 

XXJL X 1 W u VHJ U 


22583 


58767 


HPY100671 

XXX X X \J\J\J t X 


22584 


58768 


HPY100672 

111 1 X\J\J\J 1 4* 


22585 


58769 


HPY1 00675 

XXX X X \J\J\J 1 *J 


22586 


58770 


HPY 100677 

1 11 11 V V V / f 


22587 


58771 


HPY1 00681 


22588 


58772 


HPY 100684 

XXX X X UVuU * 


22589 


58773 


HPY 100691 

XXX 1 X W\J\J*S X 


22590 


58774 


HP Yl 00692 

XXX X X \J\J \J ^ J-i 


22591 


58775 


HPY100696 

XXX X JL \J \J \J _/ \J 


22592 


58776 


HPY 100698 

xxx x x\j\j\js\J 


22593 


58777 


HPY 100700 

X XX 1 1VV/W 


22594 


58778 


HPY 100705 

1 xx x J V V / V«7 


22595 


58779 

JO / / y 


HPY 100707 

111 1 AW / V f 


22596 


58780 

JO 1 OV 


HPY100715 

1X1 1 1 UU / 1J 


22597 


58781 

JO/Ol 


HPY100716 

111 1 1VV /IV 


22598 


58782 


HPY 100722 

111 1 lvv /i<Z> 


22599 


58783 


HPY 100724 

111 1 1W JLl 


22600 


58784 


HPY1 00726 

XXX X i ww f *<v 


22601 


58785 


HPY 100727 

X XX 1 1 W VV / £m 1 


22602 


58786 


HPY 100728 

XXX X X \J\J 1 £*\J 


22603 


58787 


HPY 100730 

XXX 1 X\J\J 1 J\J 


22604 


58788 

JO i oo 


HPY1 00747 

111 i 1VV/*T/ 


22605 


58789 


HPY 100748 

1 11 1 1VV/*tO 


22606 


587Q0 

JO 1 7u 


74PV1 00750 

XXX X 1 VV / JKJ 


22607 


58791 

JO / 71 


HPY1 00755 

X xx l 1VV/JJ 


22608 


58792 

JO f S At 


HPY1 00757 

1 11 1 1 V V 1 J 1 


22609 


58793 

JO I J J 


HPY1 00759 

1 11 1 1 VV / J-S 


22610 


58794 

JO t J\ 


HPY1 00760 

111 1 1VV/VV 


22611 


58795 


HPY 100761 

111 1 1VV/V1 


22612 


58796 


HPY100762 


22613 


58797 


HPY100764 


22614 


58798 


HPY100766 


22615 


58799 


HPY100773 


22616 


58800 


HPY100774 


22617 


58801 


HPY100786 




372 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




34624 


70808 


SEP201177 


34625 


70809 


SEP201179 


34626 


70810 


SEP201187 


34627 


70811 


SEP201188 


34628 


70812 


SEP201193 


34629 


70813 


SEP201194 


34630 


70814 


SEP201196 


34631 


70815 


SEP201198 


34632 


70816 


SEP201213 


34633 


70817 


SEP201215 


34634 


70818 


SEP201224 


34635 


70819 


SEP201225 


34636 


70820 


SEP201242 


34637 


70821 


SEP201243 


34638 


70822 


SEP201244 


34639 


70823 


SEP201246 


34640 


70824 


SEP201248 


34641 


70825 


SEP201249 


34642 


70826 


SEP201250 


34643 


70827 


SEP201253 


34644 


70828 


SEP201255 


34645 


70829 


SEP201258 


34646 


70830 


SEP201273 


34647 


70831 


SEP201275 


34648 


70832 


SEP201276 


34649 


70833 


SEP201278 


34650 


70834 


SEP201279 


34651 


70835 


SEP201282 


34652 


70836 


SEP201284 


34653 


70837 


SEP201288 


34654 


70838 


SEP201289 


34655 


70839 


SEP201290 

kJX^X x*\J l*yu 


34656 


70840 


SEP201291 


34657 


70841 


SEP201292 

KJX—/X Xt\J X Xm 


34658 


70842 


SEP201293 


34659 


70843 


SEP201294 


34660 


70844 


SEP201300 


34661 


70845 


SEP201303 


34662 


70846 


SEP201305 


34663 


70847 


SEP201306 


34664 


70848 


SEP201307 


34665 


70849 


SEiP201308 


34666 


70850 


SEP201309 


34667 


70851 


SEP201313 

Olvl *«\/ XJXJ 


34668 


70852 


SEP201315 


34669 


70853 


SEP201321 


34670 


70854 


SEP201326 


34671 


70855 


SEP201328 


34672 


70856 


SEP201329 


34673 


70857 


SEP201331 


34674 


70858 


SEP201333 


34675 


70859 


SEP201335 


34676 


70860 


SEP201337 


34677 


70861 


SEP201338 


34678 


70862 


SEP201339 



WO 02/077183 



DNA 


Protein 


Gene Locus ID 


SeqID 


SeqID 




10556 


46740 


BAN1 11690 


10557 


4674i 


BAN1 11697 


10558 


46742 


BAN 11 1700 


10559 


46743 


BAN111707 


10560 


46744 


BAN1 11708 


10561 


46745 


BAN 11 1727 


10562 


46746 


BAN1 11729 


10563 


46747 


BAN1 11738 


10564 


46748 


BAN1 11761 


10565 


46749 


BAN1 11762 


10566 


46750 


BAN1 11763 


10567 


46751 


BAN1 11797 


10568 


46752 


BAN111817 


10569 


46753 


BAN111819 


10570 


46754 


BAN111821 


10571 


46755 


BAN111824 


10572 


46756 


BAN1 11826 


10573 


46757 


BAN1 11842 


10574 


46758 


BAN1 11848 


10575 


46759 


BAN111855 


10576 


46760 


BAN1 11872 


10577 


46761 


BAN1 11886 


10578 


46762 


BAN1 11894 


10579 


46763 


BAN1 11897 


10580 


46764 


BAN1 11901 


10581 


46765 


BAN1 11908 


10582 


46766 


BAN111913 


10583 


46767 


BANU1921 


10584 


46768 


BAN1 11934 


10585 


46769 


BAN 11 1944 


10586 


46770 


BAN1 11952 


10587 


46771 


BAN1 11963 


10588 


46772 


BAN1 11975 


10589 


46773 


BAN111977 


10590 


46774 


BAN1 11991 


10591 


46775 


BAN111994 


10592 


46776 


BAN1 11995 


10593 


46777 


BAN 11 1998 


10594 


46778 


BAN1 11999 


10595 


46779 


BANU2001 


10596 


46780 


BAN 112004 


10597 


46781 


BAN1 12005 


10598 


46782 


BAN 112009 


10599 


46783 


BAN112016 


10600 


46784 


BAN 11 2022 


10601 


46785 


BAN1 12023 


10602 


46786 


BAN1 12031 


10603 


46787 


BAN 112038 


10604 


46788 


BAN 11 2042 


10605 


46789 


BAN 112047 


10606 


46790 


BAN1 12052 


10607 


46791 


BAN1 12058 


10608 


46792 


BAN1 12078 


10609 


46793 


BAN 11 2079 


10610 


46794 


BAN 112085 



DNA 


Protein 


Gene LocusID 


SeqED 


SeqID 




22618 


58802 


HPY1 00791 


22619 


58803 


HPY100794 


22620 


58804 


HPY100795 * 


22621 


58805 


HPY100801 


22622 


58806 


HPY100815 


22623 


58807 


HPY100817 


22624 


58808 


HPY100821 


22625 


58809 


HPY100822 


22626 


58810 


HPY100826 


22627 


58811 


HPY100827 


22628 


58812 


HPY100830 


22629 


58813 


HPY100832 


22630 


58814 


HPY100833 


22631 


58815 


HPY1 00837 


22632 


58816 


HPY100838 


22633 


58817 


HPY100840 


22634 


58818 


HPY100841 


22635 


58819 


HPY100844 


22636 


58820 


HPY100845 


22637 


58821 


HPY1 00848 


22638 


58822 


HPY10085O 


22639 


58823. 


HPY100854 


22640 


58824 


HPY1 00862 


22641 


58825 


HPY100871 


22642 


58826 


HPY100872 


22643 


58827 


HPY100874 


22644 


58828 


HPY100875 


22645 


58829 


HPY100877 


22646 


58830 


HPY1 00884 


22647 


58831 


HPY100891 


22648 


58832 


HPY100897 


22649 


58833 


HPY100903 


22650 


58834 


HPY100906 


22651 


58835 


HPY100909 


22652 


58836 


HPY100913 


22653 


58837 


HPY1 00925 


22654 


58838 


HPY1 00933 


22655 


58839 


HPY100934 


22656 


58840 


HPY100944 


22657 


58841 


HPY100945 


22658 


58842 


HPY100946 


22659 


58843 


HPY100954 


22660 


58844 


HPY100956 


22661 


58845 


HPY100960 


22662 


58846 


HPY1 00962 


22663 


58847 


HPY100963 


22664 


58848 


HPY100965 


22665 


58849 


HPY100973 


22666 


58850 


HPY100979 


22667 


58851 


HPY1 00981 


22668 


58852 


HPY100992 


22669 


58853 


HPY100995 


22670 


58854 


HPY100999 


22671 


58855 


HPY101000 


22672 


58856 


HPY101002 



373 



PCT7US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


aeqiD 




34679 


70863 


SEP201342 


34680 


70864 


SEP201343 


34681 


70865 


SEP201344 


34682 


70866 


SEP201349 


34683 


70867 


SEP201350 


34684 


70868 


SEP201352 


34685 


70869 


SEP201353 


34686 


70870 


SEP201354 


34687 


70871 


SEP201355 . 


34688 


70872 


SEP201361 


34689 


70873 


SEP201365 


34690 


70874 


SEP201371 


34691 


70875 


SEP201376 


34692 


70876 


SEP201381 


34693 


70877 


SEP201383 


34694 


70878 


SEP201386 


34695 


70879 


SEP201389 


34696 


70880 


SEP201393 


34697 


70881 


SEP201395 


34698 


70882 


SEP201396 


34699 


70883 


SEP201402 


34700 


70884 


SEP201405 


34701 


70885 


SEP201407 


34702 


70886 


SEP201410 


34703 


70887 


SEP201411 


34704 


70888 


SEP201413 


34705 . 


70889 


SEP201414 


34706 


70890 


SEP201415 


34707 


70891 


SEP201416 


34708 


70892 


SEP201419 


34709 


70893 


SEP201423 


34710 


70894 


SEP201425 


34711 


70895 


SEP201439 


34712 


70896 


SEP201442 


34713 


70897 


SEP201443 


34714 


70898 


SEP201450 


34715 


70899 


SEP201451 


34716 


70900 


, SEP201453 


34717 


70901 


SEP201458 


34718 


70902 


SEP201466 


34719 


70903 


SEP201467 


34720 


70904 


SEP201470 


34721 


70905 


SEP201474 


34722 


70906 


SEP201475 


34723 


70907 


SEP201476 


34724 


70908 


SEP201477 


34725 


70909 


SEP201478 


34726 


70910 


SEP201479 


34727 


70911 


SEP201491 


34728 


70912 


SEP201495 


34729 


70913 


SEP201501 


34730 


70914 


SEP201507 


34731 


70915 


SEP201510 


34732 


70916 


SEP201511 


34733 


70917 


SEP201521 



WO 02/077183 




DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




10611 


46795 


BAN1 190R6 


10612 


46796 


BANl 12091 


10613 


46797 


BANl 12108 


10614 


46798 


BAN1121 17 


10615 


46799 


BANl 12122 


10616 


46800 


BAN112131 


10617 


46801 


BAN1 12134 


10618 


46802 


BAN112137 


10619 


46803 


BANl 121 19 


10620 


46804 


BANl 12147 


10621 


46805 


BAN1 12148 


10622 


46806 


BAN1 12149 


10623 


46807 


BAN112161 


10624 


46808 


BAN1 12162 


10625 


46809 


BAN112173 


10626 


46810 


BAN112177 


10627 


46811 


BANl 12183 


10628 


46812 


BAN112193 


10629 


46813 


BAN112197 

XJ JTXX > X X J~ X S 1 


10630 


46814 


BAN 112207 


10631 


46815 


BAN1 12212 


10632 


46816 


BAN1 12213 


10633 


46817 


BAN1 12238 


10634 


46818 


BAN 11 2240 


10635 


46819 


B AN 1 12243 


10636 


46820 


BAN1 12245 


10637 


46821 


BAN 112247 


10638 


46822 


BAN1 12255 


10639 


46823 


BANl 12258 


10640 


46824 


BAN112261 


10641 


46825 


BAN1 12764 


10642 


46826 ' 


BANl 12971 


10643 


46827 


BANl 17777 

XJ/TVi> X iz>/> / / 


10644 


46828 


BANl 12286 


10645 


46829 


BANl 1 9989 


10646 


46830 


BANl 12100 


10647 


46831 


BANl 12322 


10648 


46832 


BANl 12326 


10649 


46833 


BANl 12348 

unii x i i- J~\j 


10650 


46834 


BANl 12350 


10651 


46835 


BANl 12352 

xj i\-X y x iz. j JA 


10652 


46836 


BANl 191S8 


10653 


46837 


BANl 17160 


10654 


46838 


BANl 19174 


10655 


46839 


RANI 1 9188 


10656 


46840 


BANl 1919^ 


10657 


46841 


BANl 19196 


10658 


46842 


BANl 19410 


10659 


46843 


BANl 12425 


10660 


46844 


BANl 12430 


10661 


46845 


BANl 1941S 


10662 


46846 


BANl 12439 


10663 


46847 


BANl 12441 


10664 


46848 


BANl 12470 


10665 


46849 


BANl 12473 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




22673 


58857 


HPY101003 


22674 


58858 


HPY101007 


22675 


58859 


HPY101009 


22676 


58860 


HPY101019 


22677 


58861 


HPY101022 


22678 


58862 


HPY101023 


22679 


58863 


HPY101028 


22680 


58864 


HPY101031 


22681 


58865 


HPY101033 


22682 


58866 


HPY101035 


22683 


58867 


HPY101041 


22684 


58868 


HPY101045 


22685 


58869 


HPY101046 


22686 


58870 


HPY101050 


22687 


58871 


HPY101052 


22688 


58872 


HPY101055 


22689 


58873 


HPY101056 


22690 


58874 


HPY101065 


22691 


58875 


HPY101070 


22692 


58876 


HPY101071 


22693 


58877 


HPY101073 


22694 


58878 


HPY101078 


22695 


58879 


HPY101084 


22696 


58880 


HPY101087 


22697 


58881 


HPY101095 


22698 


58882 


HPY101101 


22699 


58883 


HPY101117 


22700 


58884 


HPY101122 


22701 


58885 


HPY101130 


22702 


58886 


HPY101131 


22703 


58887 


HPY101132 


22704 


58888 


HPY101133 


22705 


58889 


HPY101134 


22706 


58890 


HPY101135 


22707 


58891 


HPY101136 


22708 


58892 


HPY101138 


22709 


58893 


HPY101140 


22710 


58894 


HPY101142 


22711 


58895 


HPY101149 


22712 


58896 


HPY101152 


22713 


58897 


HPY101155 


22714 


58898 


HPY101157 


' 22715 


58899 


HPY101160 


22716 


58900 


HPY101168 


22717 


58901 


HPY101172 


22718 


58902 


HPY101173 


22719 


58903 


HPY101176 


22720 


58904 


HPY101178 


22721 


58905 


HPY101179 


22722 


58906 


HPY101180 


22723 


58907 


HPY101181 


22724 


58908 


HPY101182 


22725 


58909 


HPY101183 


22726 


58910 


HPY101184 


22727 


58911 


HPY101185 




374 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




34734 


70918 


SEP201523 


34735 


70919 


SEP201525 


34736 


70920 


SEP201527 


34737 


70921 


SEP201528 


34738 


70922 


SEP201529 


34739 


70923 


SEP201530 


34740 


70924 


SEP201531 


34741 


70925 


SEP201532 


34742 


70926 


SEP201533 


34743 


70927 


SEP201534 


34744 


70928 


SEP201537 


34745 


70929 


SEP201538 


34746 


70930 


SEP201540 


34747 


70931 


SEP201542 


34748 


70932 


SEP201543 


34749 


70933 


SEP201545 


34750 


70934 


SEP201546 


34751 


70935 


SEP201549 


34752 


70936 


SEP201550 


34753 


70937 


SEP201551 


34754 


70938 


SEP201552 


34755 


70939 


SEP201553 


34756 


70940 


SEP201554 


34757 


70941 


SEP201 556 


34758 


70942 


SEP201557 


34759 


70943 


SEP201559 


34760 


70944 


SEP201562 


34761 


70945 


SEP201564 


34762 


70946 


SEP201565 


34763 


70947 


SEP201566 


34764 


70948 


SEP201567 


34765 


70949 


SBP201568 


34766 


70950 


SEP201569 


34767 


70951 


SEP201571 


34768 


70952 


SEP201572 


34769 


70953 


SEP201575 


34770 


70954 


SEP201577 


34771 


70955 


SEP201578 


34772 


70956 


SEP201579 


34773 


70957 


SEP201580 


34774 


70958 


SEP201582 


34775 


70959 


SEP201583 


34776 


70960 


SEP201584 


34777 


70961 


SEP201586 


34778 


70962 


SEP201588 


34779 


70963 


SEP201589 


34780 


70964 


SEP201590 


34781 


70965 


SEP201595 


34782 


70966 


SEP201596 


34783 


70967 


SEP201597 


34784 


70968 


SEP201603 


34785 


70969 


SEP201605 


34786 


70970 


SEP201609 


34787 


70971 


SEP201610 


34788 


70972 


SEP201611 



WO 02/077183 PCT/US02/09107 





Protein 


flpnp T r\ r» 1 1 c 1T"^ 
VJ CJJC -LrUUUoJLL-' 




x iUlCili 




DNA 


Protein 


Gene T j*ieii^TD 








Sen IT) 


SenTD 




SeqID 


SeqID 




10666 


46850 


BAN1 12485 


22728 


58912 


HPY10U86 


34789 


70973 


SEP201612 


10667 


46851 


BAN112488 


22729 


58913 


HPY101187 


34790 


70974 


SEP201613 


10668 


46852 


BAN1 12499 


22730 


58914 


HPY101188 


34791 


70975 


SEP201625 


10669 


46853 


BAN1 12503 


22731 


58915 


HPY101193 


34792 


70976 


SEP201629 


10670 


46854 


BAN1 12513 


22732 


58916 


HPY101195 


34793 


70977 


SEP201630 


10671 


46855 


BAN1 12515 


22733 


58917 


HPY101196 


34794 


70978 


SEP201634 


10672 


46856 


BAN1 12527 


22734 


58918 


HPY101203 


34795 


70979 


SEP201637 


10673 


46857 


BAN1 12531 


22735 


58919 


HPY101204 


34796 


70980 


SEP201642 


10674 


46858 


BAN1 12546 


22736 


58920 


HPY101212 


34797 


70981 


SEP201643 


10675 


46859 


BAN1 12551 


22737 


58921 


HPY101215 


34798 


70982 


SEP201644 


10676 


46860 


BAN1 12555 


22738 


58922 


HPY101217 


34799 


70983 


SEP201645 


10677 


46861 


BAN1 12567 


22739 


58923 


HPY101220 


34800 


70984 


SEP201646 


10678 


46862 


BAN1 12573 


22740 


58924 


HPY101224 


34801 


70985 


SEP201649 


10679 


46863 


BAN1 12576 


22741 


58925 


HPY1 01226 


34802 


70986 


SEP201650 


10680 


46864 


BAN1 12582 


22742 


58926 


HPY101227 


34803 


70987 


SEP201652 


10681 


46865 


BAN1 12588 


22743 


58927 


HPY101228 


34804 


70988 


SEP201659 


10682 


46866 


BAN1 12613 


22744 


58928 


HPY101229 


34805 


70989 


SEP201661 


10683 


46867 


BAN1 12629 


22745 


58929 


HPY101230 


34806 


70990 


SEP201662 


10684 


46868 


BAN1 12641 


22746 


58930 


HPY101232 


34807 


70991 


SEP201663 


10685 


46869 


BAN1 12647 


22747 


58931 


HPY101235 


34808 


70992 


SEP201664 


10686 


46870 


BAN1 12649 


22748 


58932 


HPY101236 


34809 


70993 


SEP201665 


10687 


46871 


BAN1 12655 


22749 


58933 


HPY101239 


34810 


70994 


SEP201666 


10688 


46872 


BAN1 12662 


22750 


58934 


HPY1 01240 


34811 


70995 


SEP201670 


10689 


46873 


BAN1 12667 


22751 


58935 


HPY1 01249 


34812 


70996 


SEP201680 


10690 


46874 


BAN1 12678 


22752 


58936 


HPY101254 


34813 


70997 


SEP201682 


10691 


46875 


BAN1 12682 


22753 


58937 


HPY101257 


34814 


70998 


SEP201683 


10692 


46876 


BAN 112689 


22754 


58938 


HPY101261 


34815 


70999 


SEP201686 


10693 


46877 


BAN! 12693 


22755 


58939 


HPY101262 


34816 


71000 


SEP201687 


10694 


46878 


BAN1 12697 


22756 


58940 


HPY101268 


34817 


71001 


SEP201692 


10695 


46879 


BAN1 12706 


22757 


58941 


HPY101269 


34818 


71002 


SEP201696 


10696 


46880 


BAN1 12727 


22758 


58942 


HPY101274 


34819 


71003 


SEP201702 


10697 


46881 


BAN1 12732 


22759 


58943 


HPY101275 


34820 


71004 


SEP201703 


10698 


46882 


BAN112735 


22760 


58944 


HPY101276 


34821 


71005 


SEP201704 


10699 


46883 


BAN1 12738 


22761 


58945 


HPY101277 


34822 


71006 


SEP201705 


10700 


46884 


BAN1 12775 


22762 


58946 


HPY101278 


34823 


71007 


SEP201707 


10701 


46885 


BAN1 12783 


22763 


58947 


HPY1 01279 


34824 


71008 


SEP201723 


10702 


46886 


BAN1 12793 


22764 


58948 


HPY101280 


34825 


71009 


SEP201729 


10703 


46887 


BAN1 12796 


22765 


58949 


HPY101282 


34826 


71010 


SEP201736 


10704 


46888 


BAN1 12806 


22766 


58950 


HPY101283 


34827 


71011 


SEP201738 


10705 


46889 


BAN112818 


22767 


58951 


HPY101284 


34828 


71012 


SEP201745 


10706 


46890 


BAN1 12822 


22768 


58952 


HPY101285 


34829 


71013 


SEP201747 


10707 


46891 


BAN112839 


22769 


58953 


HPY101286 


34830 


71014 


SEP201749 


10708 


46892 


BAN1 12876 


22770 


58954 


HPY101287 


34831 


71015 


SEP201754 


10709 


46893 


BAN112878 


22771 


58955 


HPY101288 


34832 


71016 


SEP201760 


10710 


46894 


BAN1 12898 


22772 


58956 


HPY101289 


34833 


71017 


SEP201763 


10711 


46895 


BAN1 12909 


22773 


58957 


HPY101290 


34834 


71018 


SEP201764 


10712 


46896 


BAN1 12918 


22774 


58958 


HPY101291 


34835 


71019 


SEP201765 


10713 


4689? 


BANl 12958 


22775 


58959 


HPY101292 


34836 


71020 


SEP201767 


10714 


46898 


BAN1 12977 


22776 


58960 


HPY101293 


34837 


71021 


SEP201771 


10715 


46899 


BANl 12993 


22777 


58961 


HPY101294 


34838 


71022 


SEP201776 


10716 


46900 


BANl 13007 


22778 


58962 


HPY101295 


34839 


71023 


SJ3P201777 


10717 


46901 


BANl 13008 


22779 


58963 


HPY101296 


34840 


71024 


SEP201779 


10718 


46902 


BAN1130U 


22780 


58964 


HPY101297 


34841 


71025 


SEP201781 


10719 


46903 


BAN113013 


22781 


58965 


HPY101298 


34842 


71026 


SEP201787 


10720 


46904 


BANl 13034 


22782 


58966 


HPY101299 


34843 


71027 


SEP201789 



375 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




10721 


46905 


RAN111042 


10722 


46906 


BAN1 13044 


10723 


46907 


BANl 13055 


10724 


46908 


BANl 13068 


10725 

XV// *•/ 


46909 


BAN113076 

XX Ill *J\J i \J 


10726 

xv/ 


46910 


BAN113086 


10727 

X V 1 I 


46911 


BANl 13089 


10728 

XV/ ArO 


46912 


BAN113091 


10729 

XV/ 


46913 


BANl 13092 

X_/Xk-L ™ X J- J\J *r 


10710 

XV /«7V 


46914 

TV/ X*T 


BAN113112 


10731 


46915 


BAN113122 


10732 


46916 


BAN113128 


10733 


46917 


BAN113143 


10734 


46918 


BAN113145 


10735 


46919 


BAN113148 


10736 

IV/ «JV 


46920 


BAN113149 


10717 

XV / J / 


46921 


BAN113157 

urn ^ x x — ' x # 


10718 

XV/ JO 




RAN111185 


1 0719 
xv / jy 




RAN111187 

JJrViN X X J XO / 


1 0740 
xv /tv 


46994 


RAN111191 


10741 

XV /ti 


46995 


BANl 111 93 


10742 

XV/ *TX» 


46926 


BAN113200 


10743 


46927 


BANl 13204 


10744 


46928 


BAN113211 

X-/ X H ^ X X *y X* X A 


10745 


46929 


BAN113216 

J— 'X XX ^ X X -J X V 


10746 


46930 


BAN 11 3226 

XJi Li ^11 ^*i*mi\J 


10747 

XV /*T / 


46911 

TV7J X 


BANl 13237 


10748 

XV / *TO 


46912 
-T\ty 


BAN111242 


10740 


46911 


BANl 1 1250 

Xy 1 VI i X X JAJv 


1 07S0 
IV / «?v 


4691 A 

i +U7J i T 


BANl 11251 


1 0751 


46915 

*fU7J J 


BANl 11965 


10759 


46916 


RAN1 11266 


10751 

XV/ -7.7 


46937 


BANl 13279 


10754 


46938 


BANl 13282 


10755 

XV / .7*7 


46939 


BAN 11 3283 


10756 


46940 


BANl 13289 


10757 


46941 


BAN111291 


10758 

IV / .70 


46942 


BAN 11 3297 

L//TJ > X X Jm7 / 


1075Q 
iv / jy 


46941 


BAN 11 1298 

J_>JrxX^ X 1J//70 


10760 

tv / OV 


46944 


RAN1 11102 

iJ/ xl > X IJJ vx. 


Iv/Ol 




RAMI 1 77 1 f) 


1 0769 
IV / viz. 


46946 


RAMI 1 111 1 

XJ-rYl > 1 IJJ 1 1 


1 0761 


46947 


RAN1 11194 


1 0764 

LU /OH 


46948 

*tV-7 s +0 


Tl AM1 I'll 14 


10765 

IV/ UJ 


46949 


BAN1 11116 

XJi1LL> X 1JJJU 


10766 
xv/ w 


46950 


BANl 11150 


10767 

X V / V / 


46951 


BAN111151 


10768 

XV 1 vo 


46952 


BAN113355 


10769 

XV/ v^ 


46951 


RANI 11156 


Iv / l\J 


46954 


RAM1 11170 

Jj/\x>l 1 IJJ / V 


10771 


46955 


BANl 13400 


10772 


46956 


BAN113404 


10773 


46957 


BANl 13414 


10774 


46958 


BANl 13417 


10775 


46959 


BANl 13421 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




22783 


58967 


HPY101300 


22784 


58968 


HPY101301 


22785 


58969 


HPY101302 


22786 


58970 


HPY101305 


22787 


58971 


HPY101317 


22788 


58972 


HPY101323 


22789 


58973 


HPY101327 


22790 


58974 


HPY101328 


22791 


58975 


HPY101330 


22792 


58976 


HPY101333 


22793 


58977 


HPY101335 


22794 


58978 


HPY101343 


22795 


58979 


HPY101345 


22796 


58980 


HPY101353 


22797 


58981 


HPY101354 


22798 


58982 


HPY101356 


22799 


58983 


HPY101359 


22800 


58984 


HPY101363 


22801 


58985 


HPY101372 


22802 


58986 


HPY101374 


22803 


58987 


HPY101378 


22804 


58988 


HPY101380 


22805 


58989 


HPY101386 


22806 


58990 


HPY101397 


22807 


58991 


HPY101401 


22808 


58992 


HPY101402 


22809 


58993 


HPY101406 


22810 


58994 


HPY101409 


22811 


58995 


HPY101410 


22812 


58996 


HPY101411 


22813 


58997 


HPY101413 


22814 


58998 


HPY101421 


22815 


58999 


HPY101423 


22816 


59000 


HPY 101426 


22817 


59001 


HPY101427 


22818 


59002 


HPY101429 


22819 


59003 


HPY101431 


22820 


59004 


HPY101438 


22821 


59005 


HPY 10 1439 


22822 


59006 


HPY101447 


22823 


59007 


HPY101449 

ill X- x \y X • » *r 


22824 


59008 


HPY101453 

XXX X 1 V i it/ J 


22825 


59009 


HPY101457 


22826 


59010 


HPY 10 1459 


22827 


59011 


HPY101462 


22828 


59012 


HPY101469 


22829 


59013 


HPY101470 


22830 


59014 


HPY1 01473 


22831 


59015 


HPY101474 


22832 


59016 


HPY101475 

X X-X X X V/ -L \ i *J 


22833 


59017 


HPY101484 


22834 


59018 


HPY1 01488 


22835 


59019 


HPY101493 


22836 


59020 


HPY1 01500 


22837 


59021 


HPY101507 



376 



PCT/IIS02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




34844 


71028 


SEP201790 


34845 


71029 


SEP201791 


34846 


71030 


SEP201795 


34847 


71031 


SBP201796 


34848 


71032 


SEP201798 


34849 


71033 


SEP201799 


34850 


71034 


SEP201800 


34851 


71035 


SEP201804 


34852 


71036 


SEP201810 


34853 


71037 


SEP201811 


34854 


71038 


SEP201812 


34855 


71039 


SEP201815 


34856 


71040 


SEP201817 


34857 


71041 


SEP201822 


34858 


71042 


SEP201823 


34859 


71043 


SEP201824 


34860 


71044 


SEP201825 


34861 


71045 


SEP201826 


34862 


71046 


SEP201832 


34863 


71047 


SEP201833 


34864 


71048 


SEP201834 


34865 


71049 


SEP201836 


34866 


71050 


SEP201838 


34867 


71051 


SEP201839 


34868 


71052 


SEP201842 


34869 


71053 


SEP201844 


34870 


71054 


SEP201845 


34871 


71055 


SEP201846 


34872 


71056 


SEP201847 


34873 


71057 


SEP201849 


34874 


71058 


SEP201850 


34875 


71059 


SEP201852 


34876 


71060 


SEP201853 . 


34877 


71061 


SEP201854 


34878 


71062 


SEP201855 


34879 


71063 


SEP201857 


34880 


71064 


SEP201858 


34881 


71065 


SEP201859 


34882 


71066 


SEP201860 


34883 


71067 


SEP201862 


34884 


71068 


SEP201863 


34885 


71069 


SEP201864 


34886 


71070 


SEP201867 


34887 


71071 


SEP201868 


34888 


71072 


SEP201869 


34889 


71073 


SEP201870 


34890 


71074 


SEP201872 


34891 


71075 


SEP201873 


34892 


71076 


SEP201874 


34893 


71077 


SEP201876 


34894 


71078 


SEP201879 


34895 


71079 


SEP201880 


34896 


71080 


SEP201881 


34897 


71081 


SEP201882 


34898 


71082 


SEP201883 



WO 02/077183 




T\XT A 

DNA 


Protein 


Gene Locus ID 


SeqID 


SeqID 




10776 


46960 


BAN 113435 


10777 


46961 


BAN1 13438 


10778 


46962 


BAN1 13444 


10779 


46963 


BAN1 13454 


10780 


46964 


BAN1 13463 


10781 


46965 


BAN1 13487 


10782 


46966 


BAN 11 3492 


10783 


46967 


BAN1 13496 


10784 


46968 


BAN 11 3498 


10785 


46969 


BAN1 13506 


10786 


46970 


BAN1 13536 


10787 


46971 


BAN1 13545 


10788 


46972 


BAN1 13546 


10789 


46973 


BAN1 13548 


10790 


46974 


BAN1 13552 


10791 


46975 


BAN1 13556 


10792 


46976 


BAN1 13559 


10793 


46977 


BAN 11 3573 


10794 


46978 


BAN113579 


10795 


46979 


BAN1 13590 


10796 


46980 


BAN1 13598 


10797 


46981 


BAN113611 


10798 


46982 


BAN1 13613 


10799 


46983 


BAN1 13633 


10800 


46984 


BAN1 13643 


10801 


46985 


BAN1 13646 


10802 


46986 


BAN1 13683 


10803 


46987 


BAN1 13686 


10804 


46988 


BAN1 13695 


10805 


46989 


BAN 113702 


10806 


46990 


BAN1 13715 


10807 


46991 


BAN1 13732 


10808 


46992 


BAN1 13740 


10809 


46993 


BAN1 13748 


10810 


46994 


BBU100005 


10811 


46995 


BBU100010 


10812 


46996 


BBU100021 


10813 


46997 


BBU100032 


10814 


46998 


BBU100033 


10815 


46999 


BBU100037 


10816 


47000 


BBU100045 


10817 


47001 


BBU100046 


10818 


47002 


BBU100050 


10819 


47003 


BBU100056 


10820 


47004 


BBU 100057 


10821 


47005 


BBU100059 


10822 


47006 


BBU100068 


10823 


47007 


BBU 100071 


10824 


47008 


BBU100074 


10825 


47009 


BBU100076 


10826 


47010 


BBU1O0078 


10827 


47011 


BBU100098 


10828 


47012 


BBU100100 


10829 


47013 


BBU100101 


10830 


47014 


BBU100104 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




22838 


59022 


HPY101510 


22839 


59023 


HPY101512 


22840 


59024 


HPY101518 


22841 


59025 


HPY101520 


22842 


59026 


HPY101521 


22843 


59027 


HPY101524 


22844 


59028 


HPY101531 


22845 


59029 


HPY101532 


22846 


59030 


HPY101533 


22847 


59031 


HPY101537 


22848 


59032 


HPY101538 


22849 


59033 


HPY101540 


22850 


59034 


HPY101541 


22851 


59035 


HPY101550 


22852 


59036 


HPY101551 


22853 


59037 


HPY101554 


22854 


59038 


HPY101558 


22855 


59039 


HPY101561 


22856 


59040 


HPY200007 


22857 


59041 


HPY200074 


22858 


59042 


HPY200273 


22859 


59043 


HPY200297 


22860 


59044 


HPY200316 


22861 


59045 


HPY200518 


22862 


59046 


HPY200552 


22863 


59047 


HPY200581 


22864 


59048 


HPY200593 


22865 


59049 


HPY200724 


22866 


59050 


HPY200804 


22867 


59051 


HPY200813 


22868 


59052 


HPY200815 


22869 


59053 


HPY200837 


22870 


59054 


HPY200852 


22871 


59055 


HPY200933 


22872 


59056 


HPY201061 


22873 


59057 


HPY201191 


22874 


59058 


HPY201193 


22875 


59059 


HPY201197 


22876 


59060 


HPY201308 


22877 


59061 


HPY201384 


22878 


59062 


HPY201414 


22879 


59063 


KPN100079 


22880 


59064 


KPN100130 


22881 


59065 


KPN100140 


22882 


59066 


KPN100143 


22883 


59067 


KPN100639 


22884 


59068 


KPN101222 


22885 


59069 


KPN101258 


22886 


59070 


KPN101346 


22887 


59071 


KPN101409 


22888 


59072 


KPN101512 


22889 


59073 


KPN101788 


22890 


59074 


KPN1 02440 


22891 


59075 


KPN102504 


22892 


59076 


KPN102754 




377 





PCT/US02/09107 



TVXT A 


Protein 


urene locuslu 








34899 


71083 


SEP201884 


34900 


71084 


SEP201885 


34901 


71085 


SEP201886 


34902 


71086 


SEP201887 


34903 


71087 


SEP201889 


34904 


71088 


SEP201891 


34905 


71089 


SEP201892 


34906 


71090 


SEP201893 


34907 


71091 


SEP201895 


34908 


71092 


SEP201899 


34909 


71093 


SEP201900 


34910 


71094 


SEP201901 


34911 


71095 


SEP201902 


34912 


71096 


SEP201903 


34913 


71097 


SEP201904 


34914 


71098 


SEP201905 


34915 


71099 


SEP201908 


34916 


71100 


SEP201909 


34917 


71101 


SEP201910 


34918 


71102 


SEP201911 


34919 


71103 


SEP201912 


34920 


71104 


SEP201913 


34921 


71105 


SEP201914 


34922 


71106 


SEP201915 


34923 


71107 


SEP201917 


34924 


71108 


SEP201920 


34925 


71109 


SEP201922 


34926 


71110 


SEP201923 


34927 


71111 


SEP201925 


34928 


71112 


SEP201928 


34929 


71113 


SEP201929 


34930 


71114 


SEP201938 


34931 


71115 


SEP201942 


34932 


71116 


SEP201943 


34933 


71117 


SEP201959 


34934 


71118 


SEP201962 


34935 


71119 


SEP201964 


34936 


71120 


SEP201965 


34937 


71121 


SEP201966 


34938 


71122 


SEP201967 


34939 


71123 


SEP201970 


34940 


71124 


SEP201972 


34941 


71125 


SEP201974 


34942 


71126 


SEP201976 


34943 


71127 


SEP201977 


34944 


71128 


SEP201983 


34945 


71129 


SEP201985 


34946 


71130 


SEP201988 


34947 


71131 


SEP201990 


34948 


71132 


SEP201991 


34949 


71133 


SEP201993 


34950 


71134 


SEP201995 


34951 


71135 


SEP201999 


34952 


71136 


SEP202002 


34953 


71137 


SEP202003 



WO 02/077183 PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


DNA 


Protein 


Gene LocusID 


DNA 


Protein 


uene LocusID 


SeqID 


SeqID 




SeqID 


SeqID 




SeqID 


SeqID 




10831 


47015 


BBU100107 


22893 


59077 


KPN102930 


34954 


71138 


SEP202004 


10832 


47016 


BBU100109 


22894 


59078 


KPN103323 


34955 


71139 


SEP202011 


10833 


47017 


BBU100111 


22895 


59079 


KPN103684 


34956 


71140 


SEP202012 


10834 


47018 


BBU100112 


22896 


59080 


KPN103715 


34957 


71141 


SEP202013 


10835 


47019 


BBU100113 


22897 


59081 


KPN103820 


34958 


71142 


SEP202016 


10836 


47020 


BBU100U4 


22898 


59082 


KPN103829 


34959 


71143 


SEP202018 


10837 


47021 


BBU100117 


22899 


59083 


KPN103840 


34960 


71144 


SEP202019 


10838 


47022 


BBU100119 


22900 


59084 


KPN103912 


34961 


71145 


SEP202022 


10839 


47023 


BBU100120 


22901 


59085 


KPN104217 


34962 


71146 


SEP202024 


10840 


47024 


BBU100121 


22902 


59086 


KPN104425 


34963 


71147 


SEP202027 


10841 


47025 


BBU100122 


22903 


59087 . 


KPN104635 


34964 


71148 


SEP202028 


10842 


47026 


BBU100126 


22904 


59088 


KPN1 04728 


34965 


71149 


SEP202029 


10843 


47027 


BBU100127 


22905 


59089 


KPN104916 


34966 


71150 


SEP202030 


10844 


47028 


BBU100128 


22906 


59090 


KPN105149 


34967 


71151 


SEP202031 


10845 


47029 


BBU100130 


22907 


59091 


KPN105172 


34968 


71152 


SEP202032 


10846 


47030 


BBU100134 


22908 


59092 


KPN105357 


34969 


71153 


SEP202034 


10847 


47031 


BBU100135 


22909 


59093 


KPN105518 


34970 


71154 


SEP202038 


10848 


47032 


BBU100139 


22910 


59094 


KPN105705 


34971 


71155 


SEP202039 


10849 


47033 


BBU100140 


22911 


59095 


KPN106090 


34972 


71156 


SEP202045 


10850 


47034 


BBU100150 


22912 


59096 


KPN1 06560 


34973 


71157 


SEP202046 


10851 


47035 


BBU100151 


22913 


59097 


KPN107267 


34974 


71158 


SEP202048 


10852 


47036 


BBU100153 


22914 


59098 


KPN107511 


34975 


71159 


SEP202050 


10853 


47037 


BBU100159 


22915 


59099 


KPN108215 


34976 


71160 


SEP202052 


10854 


47038 


BBU100167 


22916 


59100 


KPN108431 


34977 


71161 


SEP202054 


10855 


47039 


BBU 100168 


22917 


59101 


KPN108885 


34978 


71162 


SEP202056 


10856 


47040 


BBU100176 


22918 


59102 


KPN1 09099 


34979 


71163 


SEP202058 


10857 


47041 


BBU100177 


22919 


59103 


KPN109637 


34980 


71164 


SEP202059 


10858 


47042 


BBU100178 


22920 


59104 


KPN109847 


34981 


71165 


SEP202060 


10859 


47043 


BBU100183 


22921 


59105 


KPN112130 


34982 


71166 


SEP202061 


10860 


47044 


BBU100187 


22922 


59106 


KPN200136 


34983 


71167 


SEP202063 


10861 


47045 


BBU100188 


22923 


59107 


KPN200238 


34984 


71168 


SEP202065 


10862 


47046 


BBU100189 


22924 


59108 


KPN200435 


34985 


71169 


SEP202067 


10863 


47047 


BBU100193 


22925 


59109 


KPN200561 


34986 


71170 


SEP202071 


10864 


47048 


BBU100194 


22926 


59110 


KPN200571 


34987 


71171 


SEP202072 


10865 


47049 


BBU100195 


22927 


59111 


KPN200664 


34988 


71172 


SEP202073 


10866 


47050 


BBU100197 


22928 


59112 


KPN200831 


34989 


71173 


SEP202075 


10867 


47051 


BBU 100 199 


22929 


59113 


KPN201031 


34990 


71174 


SEP202083 


10868 


47052 


BBU100200 


22930 


59114 


KPN201518 


34991 


71175 


SEP202087 


10869 


47053 


BBU100202 


22931 


59115 


KPN201537 


34992 


71176 


SEP202089 


10870 


47054 


BBU100206 


22932 


59116 


KPN201650 


34993 


71177 


SEP202090 


10871 


47055 


BBU100210 


22933 


59117 


KPN201713 


34994 


71178 


SEP202092 


10872 


47056 


BBU100215 


22934 


59118 


KPN201723 


34995 


71179 


SEP202093 


10873 


47057 


BBU100217 


22935 


59119 


KPN201741 


34996 


71180 


SEP202095 


10874 


47058 


BBU100219 


22936 


59120 


KPN201795 


34997 


71181 


SEP202098 


10875 


47059 


BBU 100224 


22937 


59121 


KPN201811 


34998 


71182 


SEP202102 


10876 


47060 


BBU 100225 


22938 


59122 


KPN201812 


34999 


71183 


SEP202106 


10877 


47061 


BBU 100228 


22939 


59123 


KPN202195 


35000 


71184 


SEP202107 


10878 


47062 


BBU100229 


22940 


59124 


KPN202650 


35001 


71185 


SEP202110 


10879 


47063 


BBU 100231 


22941 


59125 


KPN202668 


35002 


71186 


SEP202112 


10880 


47064 


BBU100232 


22942 


59126 


KPN202674 


35003 


71187 


SEP202114 


10881 


47065 


BBU100234 


22943 


59127 


KPN202806 


35004 


71188 


SEP202115 


10882 


47066 


BBU100236 


22944 


59128 


KPN202849 


35005 


71189 


SEP202116 


10883 


47067 


BBU100239 


22945 


59129 


KPN202940 


35006 


71190 


SEP202121 


.10884 


47068 


BBU 100240 


22946 


59130 


KPN203154 


35007 


71191 


SEP202130 


10885 


47069 


BBU100246 


22947 


59131 


KPN203199 


35008 


71192 


SEP202131 



378 



WO 02/077 1 83 PCT/US02/09 1 07 



TYVT A 


Protein 


oene locus iu 




Protein 






Protpin 
















Sen IT) 






10886 


47070 


BBU100250 


22948 


59132 


KPN203248 


35009 


71193 


SEP202140 


10887 


47071 


BBU100253 


22949 


59133 


KPN203259 


35010 


71194 


SEP202141 


10888 


47072 


BBU100255 


22950 


59134 


KPN203709 


35011 


71195 


SEP202142 


10889 


47073 


BBU100256 


22951 


59135 


KPN204064 


35012 


71196 


SEP202149 


10890 


47074 


BBU100261 


22952 


59136 


KPN204073 


35013 


71197 


SEP202153 


10891 


47075 


BBU 100262 


22953 


59137 


KPN204112 


35014 


71198 


SEP202168 


10892 


47076 


BBU100271 


22954 


59138 


KPN204114 


35015 


71199 


SEP202172 


10893 


47077 


BBU100283 


22955 


59139 


KPN204198 


35016 


71200 


SEP202175 


10894 


47078 


BBU100284 


22956 


59140 


KPN204278 


35017 


71201 


SEP202180 


10895 


47079 


BBU100289 


22957 


59141 


KPN204459 


35018 


71202 


SEP202182 


10896 


47080 


BBU100295 


22958 
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SEP202196 
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47083 
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T3*7*7A 

23 //y 


jyyo5 


trpxrinisrio 

ivrlN J\jJo\jy 


23 /o0 


5yyo4 


JvrlN5U5o25 


23 /ol 


5yyo5 


JtsJrlN5U5o5U 


23782 


con/:/: 


JS±'JN5U5o40 


23 /83 


oyyo / 


JsxIN5U5o53 


23 /B4 


jyyoo 


Trpxnmcc^ 

IvriN jU3ojO 


23 /oj 


jyyoy 


J^rlN JU3501 


23 /oO 


Dyy /u 


JSJriN JU3504 


23 Jo 1 


jyy /i 


ITPXHAlC^c 
IS^iN jU3oOj 


23 /oo 




IS t riNJU3oO/ 


23 /oy 


CQQOO 

oyy /5 


JSxrS5U5ooU 


23790 


5yy /4 


VPXT0AOO01 


23 /yi 


jyy /j 


J\xJN5U5ooO 


23 /y2 


«>yy /o 


VPATI AO Q OT 

JsJrJN5U5<5o/ 


23 /y3 


jyy / / 


VPXTQQICQQ 
tsxiN5U5oyU 


25 /y4 


^0070 

5yy /o 


l^PMIAICQO 
JsJrlN JU5oy2 


23 /y5 


^0070 

5yy /y 


TiTPXTIAOOOO 
j^rJN jU5<Sy5 


25 /yo 




ITPXT7A10AA 


23 /y / 




iSJrlN JU3yU2 


T37QQ 

23 /y© 


CQQOO 

jyyo2 


T/" PXT "3 A 0 Q A/I 
J\-rIN3U3yU4 


23 /yy 


CQQOO 

5yy85 


TT'PXTIAOQI Q 

isxJN3U3y iy 


23oU0 


CQQQ A 

5yyo4 


VPXTO AOQOC 

isJrlN3U3y2j 


23o01 


CQQOC 

5yyo5 


T^OTVTI A1 Q 0 O 

ivr IN 5 U5y 52 


23oU2 


COO0/C 

jyyoo 


JsJrJN5U3y54 


258U3 


CQQQO 

5yyo/ 


l/"T)XT0 AO Q C Q 


25 504 


CQO0Q 


VPXTIAOO/^O 

lvrJN5U3yo3 


25805 


CQQ0Q 

oyyoy 


VPXTI AO Q £ C 

RrJN5U5yo5 


23oUo 


CQQQA 

5yyyu 


ITPXTOAOQ/^Q 

isJrr>5U3yoy 


01OA7 

2380/ 


CQQQ1 

jyyyi 


■fPATl A1 0 QH 

isJriN505yo/ 


23808 


CQQQO 

5yyy2 


VDXTIAQQQO 

isJrJN3U3yy3 


238U9 


CQQQO 

5yyy3 


KxlN3U39y / 


^101 A 

23810 


CQQQ A 

59994 


v Tyvro ao o o o 
KrN30399o 


23811 


59995 


KriN304015 


OO O 1 o 

23812 


CAAA^ 

59996 


rx TYN.T 0 A /I A 1 O 

KrN3040l7 


010 1 0 

23a 13 


CQQQO 

5yyy / 


VDXTIA/* AOO 

IsJriV 3040/2 


23814 


CQQQO 

5yyy8 


VOTVTI A/I AOO 

KrlN5040z3 


OO 0 1 c 

23815 


CQQQQ 

jyyyy 


VPXTOA/1 A1/C 

KriN5U4U30 


0001 

23olO 


/:aaaa 


l^DXTIA/l A/tQ 


0001 1 
23817 


oOOOl 


l^PXTIA/) AC< 


OO O 1 o 

23818 


/TAAAO 

60002 


VPXTO A/t A0 1 

KPN 3 04071 


TOO 1 A 

23819 


60003 


1/Tl\n A A AT7 

Kr IN 304077 


23820 


60004 


T/TiXTO A A A 0 1 

KrN 304083 


OO OO 1 

23821 


60005 


VDXTQ A/t 1 nn 

KrJN3041U0 


23822 


60006 


KPN304106 


23823 


60007 


KPN304109 


23824 


60008 


KPN304125 


23825 


60009 


KPN304128 


23826 


60010 


KPN304132 


23827 


60011 
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OCOIA 


7?ni r 


^1UTT10009R 






^MTT 100090 


JJOJU 


7202ft 


SMT 11 00010 


JJ Oj / 


72021 


SMT 11 00019 

J1V1VJ 1 V/VA/J>i 


JJOJO 


72022 


SMU 100011 




7902^ 


SMU 100014 




71024. 


SMT J 10004^5 


JJOti 




^MT 11 00046 




79096 


^1^417100047 




79097 


QV4TJ10004R 


OCO/1/1 


7909 R 


SMTJ1000S1 


^SR45 


72029 


OlvlU 1 V/wvy JU 




790^0 

/ JU 


SMT 11 00069 




72031 


S\ft J 100061 

kJJ.Vi.VJ IWUUJ 


JJOHO 


720^2 


SKfT 11 00064 


1^?R4Q 
jjQH-y 


79031 

/iVJJ 


^MT J 100060 




79014. 


SMTT 100070 


JJOJ 1 


7901 c 


^\ZTTT 100079 

OIVIVJ lV/UU /z 




79016 


00071 
oivi vj luyu / j 


7^R«^ 


79017 


<vMTT 100076 


J JQj*f 


7901R 


<?MTT10007R 




7901 Q 


*ilVTTT 100070 


JJOJU 


79040 


nMTHOOORO 

OIVXU L\J\J\JO\J 


JJOJ / 


79041 


<JlwrTT1000R1 


JJOJO 


79049 


^MTT1000R9 


JJOJ7 


79041 


SMTT1000R1 


J JOOv 


79044 


<5MTT1000R4 


J JOO 1 


7904S 


QiwrrTiooORS 


J JoOZ 


79046 


^MTTIOOORO 


J J 00 J 


79047 


Q\ATT 100000 


J JOO^ 


7904R 


^MTT1 00001 


J JOOJ 


79040 


^lUTT 100004 


J JOOO 


790*0 


Qyn 100007 


oco£7 
JJOO / 


790*1 


*T\/fTT10000R 


jjoOo 


790*9 


Q*MTT100101 


JJoOy 


OOACO 

/ZUJJ 


<2A/fTT100104 
oiVIU 1VJU L\JH 


J JO /U 


790*4 


<1MTT100106 


J JO / 1 


OOACC 


QA/fTTIOOIOQ 

oiviu luuiuy 


JJO IL 


790*6 


CX/fT T1 A A 1 1 A 




OOACO 
IaVJD I 


CA/TT T1 AA1 1^ 
oJYLU 1UU L lO 


JJO fH 


79ACO 


<5A^TT100170 
oiviu iui;izu 


JJO / J 


790*.Q 


<2MTT100199 

OlYlU IVJU 1ZZ 


JJo /O 


79060 


QAyfT T 1 00 17*, 
OJYLU IUU IZ J 


JJO / / 


79061 


CA/fTTIOOl 97 

OlViU 1UU1Z / 


JJO /O 


79069 


Q1UTT1001 ^0 
ijJYLU IUU 1 JU 


jjo /y 


79061 


GA/1TT1 001 11 


JJQOU 


/2U04 


Q1VATT100140 


JJOO 1 


7906* 
/ZUOj 


C\/fT T 1 A A 1/11 


0 CQQO 

J Joo2 


79066 
/ZUO0 


GMfT100147 
olVIU IUU l*fZ 


0 CQQO 

3joo3 


/2U0/ 


QlV^TTtOOl *.0 
OlYLU lUUl JU 


35884 


72068 


SMU100152 


35885 


72069 


SMU100153 


35886 


72070 


SMU100154 


35887 


72071 


SMU100160 


35888 


72072 


SMU100161 
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11766 


47950 


BCE1 10581 


11767 


47951 


BCE1 10592 


11768 


47952 


BCE1 10599 


11769 


47953 


BCE1 10600 


11770 


47954 


BCE1 10602 


11771 


47955 


BCE110618 


11772 


47956 


BCE1 10619 


11773 


47957 


BCE1 10623 


11774 


47958 


BCE1 10631 


11775 


47959 


BCE1 10636 


11776 


47960 


BCE1 10660 


11777 


47961 


BCE1 10669 


11778 


47962 


BCE1 10670 


11779 


47963 


BCE1 10691 


11780 


47964 


BCE1 10714 


11781 


47965 


BCE1 10744 


11782 


47966 


BCE1 10764 


11783 


47967 


BCE1 10777 


11784 


47968 


BCE1 10810 


11785 


47969 


BCE1 10834 


11786 


47970 


BCE1 10873 


11787 


47971 


BCE1 10975 


11788 


47972 


BCE1 10976 


11789 


47973 


BCE1 10991 


11790 


47974 


BCE111009 


11791 


47975 


BCE1 11018 


11792 


47976 


BCE111047 


11793 


47977 


BCE1 11053 


11794 


47978 


BCE111066 


11795 


47979 


BCE111071 


11796 


47980 


BCE111090 


11797 


47981 


BCE111113 


11798 


47982 


BCE111148 


11799 


47983 


BCE111154 


11800 


47984 


BCE111163 


11801 


47985 


BCE111166 


11802 


47986 


BCE1 11202 


11803 


47987 


BCE1 11221 


11804 


47988 


BCE1 11238 


11805 


47989 


BCE1 11259 


11806 


47990 


BCE111262 


11807 


47991 


BCE111281 


11808 


47992 


BCE111288 


11809 


47993 


BCE1 11292 


11810 


47994 


BCE1 11297 


11811 


47995 


BCE111308 


11812 


47996 


BCE111312 


11813 


47997 


BCE111317 


11814 


47998 


BCE111319 


11815 


47999 


BCE1 11329 


11816 


48000 


BCE111382 


11817 


48001 


BCE1 11388 


11818 


48002 


BCE1 11406 


11819 


48003 


BCE1 11412 


11820 


48004 


BCE111433 
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23828 


60012 


KPN304182 


23829 


60013 


KPN304185 


23830 


60014 


KPN304195 


23831 


60015 


KPN304202 


23832 


60016 


KPN304206 


23833 


60017 


KPN304208 


23834 


60018 


KPN304210 


23835 


60019 


KPN304212 


23836 


60020 


KPN304213 


23837 


60021 


KPN304221 


23838 


60022 


KPN304223 


23839 


60023 


KPN304247 


23840 


60024 


KPN304250 


23841 


60025 


KPN304258 


23842 


60026 


KPN304259 


23843 


60027 


KPN304271 


23844 


60028 


KPN304272 


23845 


60029 


KPN304278 


23846 


60030 


KPN304291 


23847 


60031 


KPN304293 


23848 


60032 


KPN304355 


23849 


60033 


KPN304370 


23850 


60034 


KPN304382 


23851 


60035 


KPN304386 


23852 


60036 


KPN304388 


23853 


60037 


KPN304389 


23854 


60038 


KPN304402 


23855 


60039 


KPN304405 


23856 


60040 


KPN304418 


23857 


60041 


KPN304419 


23858 


60042 


KPN304430 


23859 


60043 


KPN304436 


23860 


60044 


KPN304448 


23861 


60045 


KPN304450 


23862 


60046 


KPN304452 


23863 


60047 


KPN304473 


23864 


60048 


KPN304474 


23865 


60049 


KPN304482 


23866 


60050 


KPN304484 


23867 


60051 


KPN304485 


23868 


60052 


KPN304492 


23869 


60053 


KPN304497 


23870 


60054 


KPN304517 


23871 


60055 


KPN304521 


23872 


60056 


KPN304528 


23873 


60057 


KPN304537 


23874 


60058 


KPN304546 


23875 


60059 


KPN304553 


23876 


60060 


KPN304564 


23877 


60061 


KPN304595 


23878 


60062 


KPN304604 


23879 


60063 


KPN304631 


23880 


60064 


KPN304657 


23881 


60065 


KPN304658 


23882 


60066 


KPN304660 
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35889 


72073 


SMU100170 


35890 


72074 


SMU100171 


35891 


72075 


SMU100172 


35892 


72076 


SMU100176 


35893 


72077 


SMU100179 


35894 


72078 


SMU100183 


35895 


72079 


SMU100190 


35896 


72080 


SMU100191 


35897 


72081 


SMU100200 


35898 


72082 


SMU100210 


35899 


72083 


SMU100212 


35900 


72084 


SMU100213 


35901 


72085 


SMU1 00215 


35902 


72086 


SMU100219 


35903 


72087 


SMU100221 


35904 


72088 


SMU100226 


35905 


72089 


SMU100230 


35906 


72090 


SMU100238 


35907 


72091 


SMU100239 


35908 


72092 


SMU100247 


35909 


72093 


SMU100253 


35910 


72094 


SMU100254 


35911 


72095 


SMU100255 


35912 


72096 


SMU100257 


35913 


72097 


SMU100269 


35914 


72098 


SMU100271 


35915 


72099 


SMU100284 


35916 


72100 


SMU100292 


35917 


72101 


SMU1 00294 


35918 


72102 


SMU100295 


35919 


72103 


SMU1 00298 


35920 


72104 


SMU1 00300 


35921 


72105 


SMU100302 


35922 


72106 


SMU1 00303 


35923 


72107 


SMU100305 


35924 


72108 


SMU1 00307 


35925 


72109 


SMU100308 


35926 


72110 


SMU100310 


35927 


72111 


SMU1003U 


35928 


72112 


SMU100315 


35929 


72113 


SMU100316 


35930 


72114 


SMU100318 


35931 


72115 


SMU100319 


35932 


72116 


SMU100320 


35933 


72117 


SMU100321 


35934 


72118 


SMU100322 


35935 


72119 


SMU100325 


35936 


72120 


SMU1 00328 


35937 


72121 


SMU100332 


35938 


72122 


SMU1 00333 


35939 


72123 


SMU100344 


35940 


72124 


SMU100347 


35941 


72125 


SMU100348 


35942 


72126 


SMU1 00349 


35943 


72127 


SMU100354 
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11821 


48005 


RCE1 11438 

UVyij X X X~-JU 


11822 


48006 


BCE1 11450 

XJ x X X IS V 


11823 


48007 


BCE1 11462 


11824 


48008 


BCE1 11466 

XJ\-*X-i X X X~\J\J 


11825 


48009 


BCE1 11505 


11826 


48010 


BCE111516 

XJ\-Jl—t X X X ~J X\J 


11827 


48011 


BCE111521 

XJ\~/X*j XXX J** x 


11828 


48012 


BOF111542 


11829 


48013 


BCE1 11561 


11830 


48014 


BCE111566 

XJ\-/X-j X X X U \J\J 


11831 


48015 


BCE1 11625 


11832 


48016 


BCEl 11 630 

XJ V^X/ I X X \J-J \J 


11833 


48017 


BCE111633 


11834 


48018 


BCEl 11641 

JUvw J. X 1VTA 


11835 


48019 


BCEl 11648 

JL* V> 1 -/ XXL V/T %J 


11836 


48020 


BCEl 11669 


11837 


48021 


BCEl 11670 

XJ x — 'JLv X X 1 \J l \J 


11838 


48022 


BCE111817 

XJ V X X X\J X i 


11839 


48023 


BCEl 11825 


11840 


48024 


BCEl 11852 


11841 


48025 


BCEl 11853 


11842 


48026 


BCEl 11864 

XJ V^-l— / X X X KJ V/ r 


11843 


48027 


BCEl 11 871 


11844 


48028 


BCEl 11 873 


11845 


48029 


BCF111898 

XJ\_cX_< X X lO/O 


11846 


48030 


RCF1 1 1918 


11847 


48031 


BCEl 11 932 

XJV^Xj XXI J ~J 4* 


11848 


48032 


BCEl 11947 


11849 


48033 


BCF111951 

XJKjX-J X X xJ~J X 


11850 


48034 


BCEl 11 953 

XJV^X-r X X XZr <J J 


11851 


48035 


BCEl 11954 


11852 


48036 


BCEl 11959 


11853 


48037 


BCEl 11963 


11854 


48038 


BCEl 11976 


11855 


48039 


BCF 1 1 1 986 


11856 


48040 


BCEl 12007 

XJV^XjX 1 1*\J\J 1 


11857 


48041 


RPF1 19010 


11858 


48042 


ROF1 190rs 


11859 


48043 


RCF1 1910S 


11860 


48044 


RCF1 19144 

XJ V^JLy X X^1*T*T 


11861 


48045 


BCEl 12162 

XJV_^X_f 1 lA IV* 


11862 


48046 


BCEl 12176 

XJ V_>Xj X L L 1 \J 


11863 


48047 


RCF119181 

JUVJu X xAi 1 O X 


11864 


48048 


RCF1 1291 1 

xJKsXj X X X 


11865 


48049 


RCF1 19914 

JL3 VvXj X XXiZi X*r 


11866 


48050 


RPF 1 1 996Q 


11867 


48051 


RPF1 199R8 


11868 


48052 


RPF1 1 911 1 


11869 


48053 


RPF1 1919Q 


11870 


•rouJt 




11871 


48055 




11872 


48056 


BCEl 124 11 


11873 


48057 


BCEl 12448 


11874 


48058 


BCEl 12456 


11875 


48059 


BCEl 12466 
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23883 


60067 


KPN304684 


23884 


60068 


KPN304697 


23885 


60069 


KPN304707 


23886 


60070 


KPN304708 


23887 


60071 


KPN304710 


23888 


60072 


KPN304718 


23889 


60073 


KPN304723 


23890 


60074 


KPN304726 


23891 


60075 


KPN304736 


23892 


60076 


KPN304742 


23893 


60077 


KPN304755 


23894 


60078 


KPN304763 


23895 


60079 


KPN304764 


23896 


60080 


KPN304792 


23897 


60081 


KPN304804 


23898 


60082 


KPN304811 


23899 


60083 


KPN304817 


23900 


60084 


KPN304825 


23901 


60085 


KPN304828 


23902 


60086 


KPN304829 


23903 


60087 


KPN304841 


23904 


60088 


KPN304842 


23905 


60089 


KPN304852 


23906 


60090 


KPN304856 


23907 


60091 


KPN304858 


23908 


60092 


KPN304876 


23909 


60093 


KPN304881 


23910 


60094 


KPN304901 


23911 


60095 


KPN304908 


23912 


60096 


KPN304909 


23913 


60097 


KPN304910 


23914 


60098 


KPN304911 


23915 


60099 


KPN304917 


23916 


60100 


KPN304932 


23917 


60101 


KPN304960 


23918 


60102 


KPN304964 


23919 


60103 


KPN304983 


23920 


60104 


KPN304984 


23921 


60105 


KPN304985 


23922 


60106 


KPN304995 


23923 


60107 


KPN304998 


23924 


60108 


KPN305000 


23925 


60109 


KPN305001 


23926 


60110 


KPN305008 


23927 


60111 


KPN305016 


23928 


60112 


KPN305017 


23929 


60113 


KPN305021 


23930 


60114 


KPN305026 


23931 


60115 


KPN305038 


23932 


60116 


KPN305053 


23933 


60117 


KPN305062 


23934 


60118 


KPN305068 


23935 


60119 


KPN305069 


23936 


60120 


KPN305071 


23937 


60121 


KPN305078 
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35944 


72128 


SMU100356 


35945 


72129 


SMU100357 


35946 


72130 


SMU100374 


35947 


72131 


SMU100380 


35948 


72132 


SMU100382 


35949 


72133 


SMU100383 


35950 


72134 


SMU100385 


35951 


72135 


SMU100386 


35952 


72136 


SMU100397 


35953 


72137 


SMU100405 


35954 


72138 


SMU100407 


35955 


72139 


SMU100418 


35956 


72140 


SMU100422 


35957 


72141 


SMU100436 


35958 


72142 


SMU10O438 


35959 


72143 


SMU1 00441 


35960 


72144 


SMU100446 


35961 


72145 


SMU100447 


35962 


72146 


SMU100449 


35963 


72147 


SMU100452 


35964 • 


72148 


SMU100454 


35965 


72149 


SMU100455 


35966 


72150 


SMU1 00459 


35967 


72151 


SMU1 00460 


35968 


72152 


SMU100461 


35969 


72153 


SMU100467 


35970 


72154 


SMU1 00469 


35971 


72155 


SMU100470 


35972 


72156 


SMU100471 


35973 


72157 


SMU1 00476 


35974 


72158 


SMU1 00477 


35975 


72159 


SMU1 00479 


35976 


72160 


SMU100480 


35977 


72161 


SMU1 00483 


35978 


72162 


SMU100484 


35979 


72163 


SMU100485 


35980 


72164 


SMU1 00488 


35981 


72165 


SMU100489 


35982 


72166 


SMU1 00491 


35983 


72167 


SMU100492 


35984 


72168 


SMU100494 


35985 


72169 


SMU100495 


35986 


72170 


SMU100503 


35987 


72171 


SMU100505 


35988 


72172 


SMU1 00506 


35989 


72173 


SMU100507 


35990 


72174 


SMU100510 


35991 


72175 


SMU100515 


35992 


72176 


SMU1 00517 


35993 


72177 


SMU100518 


35994 


72178 


SMU100522 


35995 


72179 


SMU100523 


35996 


72180 


SMU1 00529 


35997 


72181 


SMU1 00531 


35998 


72182 
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It will be appreciated that ORFs may also be identified using databases other than 
PathoSeq. For example, the ORFs may be identified using the methods described in U.S. 
Provisional Patent Application Serial Number 60/191,078, filed March 21, 2000. 

EXAMPLE 4 

5 Transfer of Exogenous Nucleic Acid Sequences to other Bacterial Species 

The ability of an antisense molecule identified in a first organism to inhibit the 
proliferation of a second organism (thereby confirming that a gene in the second organism which is 
homologous to the gene from the first organism is required for proliferation of the second 
organism) was validated using antisense nucleic acids which inhibit the growth of E. coli which 

1 0 were identified using methods similar to those described above. Expression vectors which inhibited 
growth of E, coli upon induction of antisense RNA expression with IPTG were transformed directly 
into Enterobacter cloacae, Klebsiella pneumonia or Salmonella typhimurium. The transformed 
cells were then assayed for growth inhibition according to the method of Example 1. After growth 
in liquid culture, cells were plated at various serial dilutions and a score determined by calculating 

15 the log difference in growth for INDUCED vs. UNTNDUCED antisense RNA expression as 
determined by the maximum 10 fold dilution at which a colony was observed. The results of these 
experiments are listed below in Table II. If there was no effect of antisense RNA expression in a 
microorganism, the clone is minus in Table II. In contrast, a positive in Table II means that at least 
10 fold more cells were required to observe a colony on the induced plate than on the non-induced 

•20 plate under the conditions used and in that microorganism. 

TABLE n 



Mol. No. 


S. typhimurium 


E. cloacae 


K pneumoniae 
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\ + 


+ 
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+ 




+ 


EcXA009 








EcXAOlO 


+ 


+ 


+ 


EcXAOU 




+ 




EcXA012 








EcXAOB 


+ 
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+ 
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Thus, the ability of an antisense nucleic acid which inhibits the proliferation of Escherichia 
coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas 
aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides 

5 fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 

10 avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

15 urealyticum, Vibrio cholerae or Yersinia pestis to inhibit the growth of other organims may be 
evaluated by transforming the antisense nucleic acid directly into species other than the organism 
from which they were obtained. In particular, the ability of the antisense nucleic acid to inhibit the 
growth of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 

20 Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium peffringens, Coccidioides immitis, 

IS Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

30 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 

35 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 



WO 02/077183 PCTYUS02/09107 

urealyticim Vibrio cholerae, Vibrio parahaemolyticus, Vibrio 'wlnijwans, Yersinia^^rckffiffca, 
Yersinia pestis or any species falling within the genera of any of the above species may be 
evaluated. In some embodiments of the present invention, the ability of the antisense nucleic acid 
to inhibit the growth of an organism other than £. coli may be evaluated. In such embodiments, 

5 the antisense nucleic acids are inserted into expression vectors functional in the organisms in which 
the antisense nucleic acids are evaluated. 

It will be appreciated that the above methods for evaluating the ability of an antisense 
nucleic acid to inhibit the proliferation of a heterologous organism may be performed using 
antisense nucleic acids complementary to any of the proliferation-required nucleic acids from 

10 Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae. 
Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, 

15 Corynebacteriwn diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 

20 syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis (including 
antisense nucleic acids complementary to SEQ ID NOs.; 6214-42397, such as the antisense nucleic 
acids of SEQ ID NOs.: 1-6213) or portions thereof, antisense nucleic acids complementary to 

25 homologous coding nucleic acids or portions thereof, or homologous antisense nucleic acids. 

Those skilled in the art will appreciate that a negative result in a heterologous cell or 
microorganism does not mean that that cell or microorganism is missing that gene nor does it mean that 
the gene is unessential. However, a positive result means that the heterologous cell or microorganism 
contains a homologous gene which is required for proliferation of that cell or microorganism. The 

30 homologous gene may be obtained using the methods described herein. For example, the homologous 
gene may be isolated by performing a PCR procedure using primers based on the antisense sequence 
which reduced the level or activity of the gene product encoded by the homologous gene or by 
performing a Southern blot. Those cells that are inhibited by antisense may be used in cell-based 
assays as described herein for the identification and characterization of compounds in order to develop 

35 antibiotics effective in these cells or microorganisms. Those skilled in the art will appreciate that 
an antisense molecule which works in the microorganism from which it was obtained will not always 
work in a heterologous cell or microorganism. 
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EXAMPLES 

Transfer of Exogenous Nucleic Acid Sequences to Other Bacteri al Species Using the Escherichia colL 
Staphylococcus aureus. Enterococcus faecalis. Klebsiella pneum oniae. Pseudomonas aeruginosa. 
Salmonella typhimurium, Acinetobacter baumannii. Bacillus an thracis. Bacieroides fragilis, 
5 Bordetella pertussis, Borrelia burgdorferi. Burkholderia cepacia . Burkholderia fungorum, 

Burkholderia mallei. Campylobacter jejuni. Chlamydia pneumon iae. Chlamydia trachomatis, 
Clostridium acetobutvlicum. Clostridium botulinum. Clostridium difficile. Corynebacterium 
diptheriae. Enterobacter cloacae. Enterococcus faecium. Haemophil us influenzae, Helicobacter 
pylori Legionella pneumophila. Listeria monocytogenes. Moraxella cat arrhalis. Mycobacterium 
10 ' qyium. Mycobacterium boyis. Mycobacterium leprae. Mycobact erium tuberculosis. Mycoplasma 
genitalium. Mycoplasma pneumoniae. Neisseria gonorrhoeae. Neisseria meningitidis, Pastevr ella 
multocida. Proteus mirabilis. Pseudomonas putida. Pseudomonas syringae. Salmonella paratyphi , 
Salmonella typhi. Staphylococcus epidermidis. Staphylococcus haemolyticus. Streptococcus 
mutans. Streptococcus pneumoniae. Streptococcus pyogenes, Treponema pallidum. Ureaplasma 
15 urealyticum. Vibrio cholerae or Yersinia pestis Expression Vectors or Expression Vectors Functional 
in Bacterial Species Other Than the Foregoing Bacterial Species 
The antisense nucleic acids that inhibit the growth of Escherichia coli, Staphylococcus 
aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella 
typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacieroides fragilis, . Bordetella 
20 • pertussis, Borrelia burgdorferi* Burkholderia cepacia, Burkholderia fungorum, Burkholderia 
mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium 
aceiobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium diptheriae, 
Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter pylori, 
Legionella pneumophila, Listeria monocytogenes > Moraxella catarrhalis, Mycobacterium ayium, 
25 Mycobacterium boyis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
30 urealyticum, Vibrio cholerae or Yersinia pestis, or portions thereof, may also be evaluated for their 
ability to inhibit the growth of cells or. microorganisms other than Escherichia coli, Staphylococcus 
aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella 
typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacieroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia 
35 mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium 
acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium diptheriae, 
Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter pylori, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium ayium, 
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Mycobacterium bovis, Mycobacterium leprae, Mycobacterium ^tuSerc^bsis^ 'fflyibfilMma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
5 mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae or Yersinia pestis. For example, the antisense nucleic acids that 
inhibit the growth of Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, 
Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia 

10 cepacia, Burkholderia ficngorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, 
Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, 
Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, 

15 Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria 
gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas 
putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus 
epidermidis, Staphylococcus haemolyticus,- Streptococcus mutans, Streptococcus pneumoniae, 
Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or 

20 Yersinia pestis may be evaluated for their ability to inhibit the growth of other organisms. In . 
particular, the ability of the antisense nucleic acid to inhibit the growth of Acinetobacter baumannii, . 
Anaplasma marginale, Aspergillus fumigaius, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia 
mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis 

25 glabrata), Candida tropicalis, Candida parapsilosis, Candida guilliennondii, Candida krusei, 
Candida kefyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfringens, Coccidioides immitis, Corynebacterium diptheriae, 
Ciyptococcus neoformam, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 

30 Escherichia coli, Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella 
pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 
Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 

35 Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysentenae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
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Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis or any species falling within the genera of any of the above species 
may be evaluated. In some embodiments of the present invention, the ability of the antisense 
5 nucleic acid to inhibit the growth of an organism other than E. coli may be evaluated. 

In such methods, expression vectors in which the expression of an antisense nucleic acid 
that inhibits the growth of Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 

10 Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella, pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 

15 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
. mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 

20 choleraei or Yersinia pestisis under the control of an inducible promoter are introduced into the 
cells or microorganisms in which they are to be evaluated. In some embodiments, the antisense 
nucleic acids may be evaluated in cells or microorganisms which are closely related to Escherichia 
coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas 
aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides 

25 fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 

30 avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

35 urealyticum, Vibrio cholerae or Yersinia pestis. The ability of these antisense nucleic acids to 
inhibit the growth of the related cells or microorganisms in the presence of the inducer is then 
measured. 

EXAMPLE 6 
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Identification of Nucleic Acids Homologous to Nucleic KcvSs rf equirec^^ 
Staphylococcus aureus in other Bacterial Species 
Nucleic acids homologous to proliferation-required nucleic acids from Staphylococcus aureus 
were identified as follows. For example, thirty-nine antisense nucleic acids which inhibited the 
5 growth of Staphylococcus aureus were identified using methods such as those described herein and 
were inserted into an expression vector such that their expression was under the control of a xylose- 
inducible Xyl-T5 promoter. A vector with a reporter gene under control of the Xyl-T5 promoter 
was .used to show that expression from the Xyl-T5 promoter in Staphylococcus epidermidis was 
comparable to that in Staphylococcus aureus. 
10 The vectors were introduced into Staphylococcus epidermidis by electroporation as follows: 

Staphylococcus epidermidis was grown in liquid culture to mid-log phase and then harvested by 
centrifugation. The cell pellet was resuspended in 1/3 culture volume of ice-cold EP buffer (0.625 
M sucrose, 1 mM MgCl 2 , pH=4.0), and then harvested again by centrifugation. The cell pellet was 
then resuspended with 1/40 volume EP buffer and allowed to incubate on ice for 1 hour. The cells 
15 were then frozen for storage at -80°C. For electroporation, 50 \sl of thawed electrocompetent cells 
were combined with 0.5 |ig plasmid DNA and then subjected to an electrical pulse of 10 kV/cm, 25 
uFarads, 200 ohm using a biorad gene pulser electroporation device. The cells were immediately 
resuspended with 200 \il outgrowth medium and incubated for 2 hours prior to plating on solid . 
growth medium with drug selection to maintain the plasmid vector. Colonies resulting from % 
20 overnight growth of these platings were selected, cultured in liquid medium with drug selection, - 
and then subjected to dilution plating analysis as described for Staphylococcus aureus in Example 1 : ; 
above to test growth sensitivity in the presence of the inducer xylose. 

The results are shown in Table HI below. The first column indicates the Molecule Number 
of the Staphylococcus aureus antisense nucleic acid which was introduced into Staphylococcus 
IS epidermidis. The second column indicates whether the antisense nucleic acid inhibited the growth 
of Staphylococcus epidermidis, with a indicating that growth was inhibited. Of the 39 
Staphylococcus aureus antisense nucleic acids evaluated, 20 inhibited the growth of Staphylococcus 
epidermidis. 

TABLE m 

30 Sensitivity of Other Microorganisms to Antisense Nucleic Acids That Inhibit Proli feration of 



Staphylococcus aureus 



Mol. No. 


S. epidermidis 


SaXA005 


+ 


SaXA007 


+ 


SaXA008 


+ 


SaXA009 


+ 


SaXAOlO 


+ 


SaXAOll 
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Although the results shown above were obtained" uaKgVsuBsST of ^lif^tiori-ife^ifed 
nucleic acids from Staphylococcus aureus, it will be appreciated that similar analyses may be 
performed using the nucleic acids of the present invention to determine whether they inhibit the 
proliferation of cells or microorganisms other than Escherichia coli, Staphylococcus aureus, 
5 Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordeiella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkliolderia fungorum, Burkhqlderia mallei, Campylobacter 
jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
10 faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tubercidosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
15 ■ Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealylicam, Vibrio 
cholerae or Yersinia pestis. 

Thus, it will be appreciated that the above methods for evaluating the ability of an antisense 
nucleic acid to inhibit the proliferation of a heterologous organism may be performed usjng 
20 antisense nucleic acids complementary to any of the proliferation-required nucleic acids from 
Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 
25 Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, 
Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
30 meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis, (including 
antisense nucleic acids complementary to SEQ ID NOs.: 6214-42397, such as the antisense nucleic 
35 acids of SEQ ID NOs.: 1-6213) or portions thereof, antisense nucleic acids complementary to 
homologous coding nucleic acids or portions thereof, or homologous antisense nucleic acids. 
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EXAMPLE 7 

Identification of Homologous Nucleic Acids bv Functional Comp lementation 
Homologous coding nucleic acids, homologous antisense nucleic acids or nucleic acids 
encoding homologous polypeptides may be identified as follows. Gene products whose activities 

5 may be complemented by a proliferation-required gene product from Escherichia coli, 
Staphylococcus aureus, Enter vcoccus faecalis t Klebsiella pneumoniae, Pseudomonas aeruginosa, 
Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, 
Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 

10 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 

15 multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Yersinia pestis or homologous polypeptides are identified using 
merodiploids, created by introducing a plasmid or Bacterial Artificial Chromosome into an 

20 organism having a mutation in the essential gene which reduces or eliminates the activity of the 
gene product. In some embodiments, the mutation may be a conditional mutation, such as a 
temperature sensitive mutation, such that the organism proliferates under permissive conditions but 
is unable to proliferate under non-permissive conditions in the absence of complementation by the 
gene on the plasmid or Bacterial Artificial Chromosome. Alternatively, duplications may be 

25 constructed as described in Roth et al. (1987) Biosynthesis of Aromatic Amino Acids in 
Escherichia coli and Salmonella typhimurium, F. C. Neidhardt, ed., American Society for 
Microbiology, publisher, pp. 2269-2270. Such methods are familiar to those skilled in the art. 
Alternatively, homologous coding nucleic acids, homologous antisense nucleic acids or nucleic 
acids encoding homologous polypeptides may be identified by placing a gene required for 

30 proliferation or a nucleic acid complementary to at least a portion of a gene required for 
proliferation under the control of a regulatable promoter as described above, introducing a plasmid 
or Bacterial Artificial Chromosome into the cell, and identifying cells which are able to proliferate 
. under conditions which would prevent or reduce proliferation in the absence of the .plasmid or 
Bacterial Artificial Chromosome. 

35 Homologous coding nucleic acids, homologous antisense nucleic acids or nucleic acids 

encoding homologous polypeptides may be identified using databases as follows. 
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EXAMPLE 8 

Identification of Homologous Nucleic Acids bv Database Analysis 
As a demonstration of the methodology required to find homologues to an essential gene, 
fifty-one prokaryotic organisms were analyzed and compared in detail. First, the most reliable 

5 source of gene sequences for each organism was assessed by conducting a survey of the public and 
private data sources. The fifty : one organisms studied are Escherichia coli, Staphylococcus aureus, 
Enter ococcusfaecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
Acinetobacter baumannii, Bacillus anthracis, Bacteroides jragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter 

10 . jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella caiarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

15 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida t Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus liaemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae and Yersinia pestis. Full-length gene protein and nucleotide sequences for these 

20 organisms were assembled from various sources. For Escherichia coli, Haemophilus influenzae 
and Helicobacter pylori, gene sequences were adopted from the public sequencing projects, and 
derived from the GenPept 115 database (available from NCBI). For Pseudomonas aeruginosa, 
gene sequences were adopted from the Pseudomonas genome sequencing project (downloaded from 
http://www.pseudomonas.com). Vox Klebsiella pneumoniae, Staphylococcus aureus, Streptococcus 

25 pneumoniae and Salmonella typhi, genomic sequences from PathoSeq v 4.1 (Mar 200Q release) 
were reanalyzed for ORFs using the gene finding software GeneMark v 2.4a, which was purchased 
from GenePro Inc. 451 Bishop St., N.W., Suite B, Atlanta, GA, 30318, USA. Similar analyses 
were conducted for the other organisms using publically available and proprietary databases. 

Homologous coding nucleic acids and the homologous polypeptides which they encode 

30 may be identified using a Reciprocal" best-hit analysis. To facilitate the identification of 
homologous coding nucleic acids and homologous polypeptides, paralogous genes within each of 
51 organisms were identified and clustered prior to comparison to other organisms. Briefly, the 
polypeptide sequence of each polypeptide encoded by each open reading frame (ORF) in a given 
organism was compared to the polypeptide sequence encoded by every other ORF for that organism 

35 for each of the 51 pathogenic organisms (PathoSeq Sept 2001 release) using BLASTP 2.09 
algorithm without filtering. Simultaneously, the polypeptide sequence encoded by each ORF of an 
organism was compared to the polypeptide sequences encoded by each of the ORFs in the 
remaining 5 1 organisms. Those polypeptides within a single organism that shared a higher degree 
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of sequence identity to one another than to polypeptide sequences obtained from any other 
organisms were clustered as "paralog" sequences for "reciprocal" best-hit analysis. 

For each reference organism, the 50 homologous coding nucleic acids (and the 50 
homologous polypeptides which they encode) was determined by identifying the ORFs in each of 
5 the 50 comparison organisms which encode a polypeptide sharing the highest degree of amino acid 
sequence identity to the polypeptide encoded by the ORF from the reference organism. The 
accuracy of the identification of the predicted homologous coding nucleic acids (and the 
homologous polypeptides which they encode) was confirmed by a "reciprocal" BLAST analysis in 
which the polypeptide sequence of the predicted homologous polypeptide was compared against the 

10 polypeptides encoded by each of the ORFS in the reference organism using BLASTP 2.09 
algorithm without filtering. Only those polypeptides that share the highest degree of amino acid 
sequence identity in each portion of the two-way comparison are retained for further analysis. 

The best homolog for each of the fifty-one organisms, defined as the most significantly 
scoring match which also fulfilled the above criteria, was reported in Table IV. 

15 Table IV lists the best ORF identified as described above (column labeled Homolog 

LocusID) that matches the query sequence (column labeled Query LocusID), % identity between 
the query sequence and the homolog, and the amount of each sequence that aligns together well 
(columns labeled Query Coverage and Homolog Coverage) for the gene identified in each of the 
fifty-one organisms evaluated as described above. As described in connection which Table IC, the 

20 Locus IDs (ie. both Query Locus ID and Homolog Locus ID) provided in Table IV each comprise a 
nine.digit alpha-numeric identifier that can be used to determine the organism from which the query 
and homolog sequences were obtained. Specifically, the first letter of the Locus ID corresponds to 
the first letter of the genus name of the organism described herein from which the Locus was 
identified and the second and third letters of the Locus ID correspond to the first two letters of the 

25 species name of this organism. For example, the identifier EFA205257 describes a gene locus 
identified from Enterococcus faecalis. In those instances where the three letter identifier is the 
same for different organisms, the exact identity of the organism which corresponds to the Locus ID 
can be determined by referring to the organism designation in the sequence listing for the coding 
nucleic acid or polypeptide SEQ ID NO. that corresponds to the particular Locus ID. 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 100001 


ECO 100001 


100% 


100% 


100% 


ECO 100001 


STY1O4800 


85% 


100% 


100% 


ECO 100001 


STM104529 


85% 


100% 


100% 


ECO 100002 


ABA101891 


29% 


40.9% 


80.3% 


ECO 100002 


BAN108126 


29% 


55.5% 


98.5% 


ECO100002 


BAN105795 


30% 


55.5% 


95.8% 


ECO 100002 


BFR11028 


36% 


98.9% 


99.4% 


ECO100002 


BPT101425 


30% 


41.5% 


81.7% 


ECO 100002 


BCE1 11633 


28% 


42.2% 


73.4% 


ECO100002 


BMA100957 


30% 


41.3% 


82.5% 


ECO 100002 


CJU100543 


30% 


55.5% 


97.8% 


ECO 100002 


CDF100035 


25% 


5.4% 


74.4% 


ECO 100002 


CDF100673 


25% 


54.9% 


96.7% 


ECO 100002 


CDP101634 


28% 


46.1% 


95.7% 


ECO100002 


EBC103170 


92% 


70.7% 


100% 


ECO 100002 


EFA201386 


27% 


56.2% 


99.8% 


ECO 100002 


ECO 100002 


100% 


100% 


100% 


ECO100002 


HIN100088 


62% 


99.3% 


99.8% 


ECO100002 


HPY101212 


32% 


41.8% 


83.5% 


ECO100002 


KPN300246 


90% 


4.1% 


76.7% 


ECO 100002 


KPN3O2085 


92% 


100% 


100% 


ECO100002 


LMO102676 


27% 


57.3% 


100% 


ECO100002 


MCA100888 


30% 


40.9% 


80.3% 


ECO100002 


MAV103162 


26% 


55.5% 


94.8% 


ECO100002 


MBV103584 


28% 


41.0% 


79.6% 


ECO100002 


MLP101383 


25% 


55.5% 


94.8% 


ECO100002 


MTU203655 


28% 


41.0% 


79.6% 


ECO100002 


NGO100216 


30% 


8.9% 


4.2% 


ECO100002 


NME201560 


30% 


8.9% 


4.2% 


ECO100002 


PMU100113 


64% 


99.3% 


99.8% 


ECO 100002 


PRT104264 


76% 


100% 


100% 


ECO100002 


PAE200903 


30% 


4.5% 


5.6% 


ECO100002 


PPU106924 


31% 


40.9% 


80.3% 


ECO 100002 


PSY103112 


30% 


31.7% 


82.0% 


ECO 100002 


SPA100167 


93% 


39.5% 


100% 


ECO100002 


STY100365 


94% 


100% 


100% 


ECO100002 


STM 100038 


94% 


100% 


100% 


ECO 100002 


SAU801327 


26% 


56.2% 


97.6% 


ECO100002 


SEP201977 


26% 


56.2% 


98.0% 


ECO 100002 


SHA 100755 


26% 


56.2% 


99.8% 


ECO 100002 


SMU100555 


25% 


56.6% 


100% 


ECO100002 


SPN400374 


25% 


56.1% 


98.7% 


ECO100002 


VCH102329 


62% 


100% 


99.3% 


ECO100002 


YPS000769 


81% 


100% 


100% 


ECO100004 


BFR11030 


47% 


85.3% 


93.3% 


ECO100004 


BPT101337 


32% 


99.8% 


99.4% 


ECO 10000.4 


BCE1 14764 


28% 


97.4% 


96.9% 


ECO 100004 


BFU101149 


29% 


94.9% 


94.6% 


ECO100004 


BMA105857 


30% 


90.4% 


95.0% 


ECO100004 


CJU100751 


29% 


90.2% 


87.2% 


ECO 100004 


CAC1 03481 


28% 


99.5% 


95.8% 


ECO 100004 


CBO101914 


30% 


79.9% 


86.5% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage' 


"ftomolog Coverage ""' 


ECO100004 


CDF101928 


31% 


87.9% 


85.6% 


ECO 100004 


CDP100440 


27% 


99.3% 


97.9% 


ECO 100004 


EBC102668 


92% 


80.1% 


100% 


ECO 100004 


ECO 100004 


100% 


100% 


100% 


ECO100004 


HIN100086 


66% 


99.3% 


99.5% 


ECO 100004 


HPY100096 


28% 


89.3% j 


86.0% 


ECO 100004 


KPN302095 


90% 


99.3% 


99.8% 


ECO100004 


LPN102575 


35% 


89.7% 


89.8% 


ECO 100004 


MCA103682 


29% 


99.1% 


98.5% 


ECO100004 


NGO101188 


28% 


99.1% 


98.9% 


ECO100004 


NME201311 


29% 


99.1% 


98.9% 


ECO100004 


PMU100115 


69% 


99.3% 


99.8% 


ECO 100004 


PRT104738 


78% 


99.3% 


98.8% 


ECO 100004 


PAE203732 


33% 


99.8% 


98.5% 


ECO 100004 


PPU107824 


35% 


93.9% 


93.2% 


ECO 100004 


PSY103804 


34% 


99.8% 


98.5% 


ECO 100004 


SPA100998 


88% 


57.0% 


100% | 


ECO 100004 


STY10O371 


93% 


100% 


100% 


ECO 100004 


STM100044 


93% 


100% 


100% 


ECO100004 . 


SMU101311 


31% 


90.0% 


87.2% 


ECO 100004 


SPN401875 


32% 


90.2% 


87.7% 


ECO 100004 


VCH 102327 


68% 


99.5% 


99.5% 


ECO100004 


YPS000771 


83% 


99.3% 


99.1% 


ECO100005 


BCE106023 


30% 


67.3% 


35.5% 


ECO 100005 


BFU106225 


33% 


74.5% 


90.3% 


ECO 100005 


BMA105475 


31% 


61.2% 


52.5% 


ECO100005 


EBC102669 


57% 


99.0% 


100% 


ECO100005 


ECO100005 


100% 


100% 


100% 


ECO 100005 


MAV107742 


38% 


53.1% 


50.6% 


ECO 100005 


PAE109842 


33% 


55.1% 


23.9% 


ECO100008 


BPT101198 


53% 


98.7% 


98.1% 


ECO100008 


BCE1 12831 


56% 


99.7% 


90.3% 


ECO100008 


BFU112516 


57% 


99.7% 


99.7% 


ECO100008 


BMA101518 


57% 


98.7% 


98.7% 


ECO100008 


CJU100252 


27% 


55.2% 


49.8% 


ECO100008 


EBC102672 


94% 


100% 


100% 


ECO 100008 


ECO100008 


100% 


100% 


100% 


ECO 100008 


HIN101098 


79% 


98.7% 


98.7% 


ECO100008 


HPY101474 


28% 


58.4% 


57.9% 


ECO 100008 


KPN3O2087 


91% 


100% 


100% 


ECQ100008 


NME201973 


31% 


47.0% 


41.9% 


ECO 100008 


PMU101639 


74% 


97.8% 


98.1% 


ECO100008 


PMU101602 


77% 


98.7% 


98.7% 


ECO100008 


PRT104596 


86% 


100% 


100% 


ECO100008 


PAE202794 


60% 


97.8% 


97.7% 


ECO 100008 


PPU101750 


60% 


99.4% 


99.4% 


ECO 100008 


PSY102944 


. 60% 


98.7% 


98.4% 


ECO100008 


SPA100585 


92% 


62.1% 


100% 


ECO 100008 


STY100380 


94% 


100% 


100% 


ECO 100008 


STM100053 


94% 


100% 


100% 


ECO100008 


SAU504318 


30% 


30.6% 


17.8% 


ECO 100008 


VCH103346 


75% 


98.7% 


98.7% 


ECO 100008 


YPS000773 


88% 


100% 


100% 


ECO100009 


BPT100950 


69% 


96.4% 


88.9% 
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Query LocusED 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO100009 


BCE102933 


73% 


96.4% 


95.0% 


ECO 100009 


BFU100752 


72% 


95.4% 


88.1% 


ECO100009 


BMA109380 


72% 


96.4% 


93.2% 


ECO 100009 


CJU100675 


50% 


95.9% 


97.2% 


ECO 100009 


CAC100345 


41% 


79.5% 


90.3% 


ECO 100009 


CBO103886 


42% 


79.5% 


92.0% 


ECO 100009 


CDF101203 


35% 


78.5% 


88.6% 


ECO100009 


EBC102673 


90% 


98.5% 


98.5% 


ECO 100009 


EFA202344 


45% 


71.3% 


83.8% 


ECO 100009 


ECO100009 


100% 


100% 


100% 


ECO100009 


HIN100319 


79% 


96.9% 


95.9% 


ECO 100009 


HPY100786 


48% 


95.9% 


99.4% . 


ECO 100009 


KPN302084 


91% 


98.5% 


98.5% 


ECO 100009 


MAV104045 


37% 


75.9% 


91.9% 


ECO100009 


MBV1 00298 


33% 


75.9% 


90% 


ECO100009 


MTU200856 


33% 


75.9% 


90% 


ECO100009 


PMU102003 


78% 


96.4% 


97.9% 


ECO100009 


PRT105678 


82% 


99.5% 


99.5% 


ECO100009 


SPA100586 


93% 


98.5% 


98.0% 


ECO100009 


STY100383 


93% 


98.5% 


98.0% 


ECO100009 


STM100056 


91% 


98.5% 


98.0% 


ECO100009 


YPS000774 


87% 


100% 


100% 


ECO100013 


ECO100013 


100% 


100% 


100% 


ECO100013 


KPN302079 


66% 


98.5% 


100% 


ECO100013 


SPA105546 


80% 


100% 


100% 


ECO100013 


STY106203 


82% 


100% 


100% 


ECO100023 


ABA106150 


60% 


92.0% 


67.2% 


ECO100023 


BAN103797 


50% 


96.6% 


95.5% 


ECO100023 


BFR105539 


39% 


100% 


100% 


ECO100023 


BPT101291 


51% 


100% 


100% 


ECO100023 


BBU 100232 


38% 


92.0% 


74.8% 


ECO100023 


BCE1 12030 


47% 


98.9% 


95.6% 


ECO100023 


BFU1 00359 


51% 


98.9% 


93.5% 


ECO100023 


BMA106459 


48% 


9.8.9% 


93.5% 


ECO100023 


CJU101517 


34% 


100% 


100% 


ECO100023 


CPN201099 


31% 


94.3% 


82.8% 


ECO100023 


CTR200896 


33% 


88.5% 


75.5% 


ECO100023 


CAC102146 


45% 


98.9% 


97.7% 


ECO 100023 


CBO100245 


39% 


98.9% 


97.7% 


ECO100023 


CDF101197 


41% 


96.6% 


81.6% 


ECO100023 


CDP101196 


47% 


100% 


100% 


ECO100023 


EBC101439 


96% 


70.1% 


100% 


ECO100023 


EFA200336 


48% 


92.0% 


95.2% 


ECO 100023 


EFM201993 


34% 


97.7% 


100% 


ECO100023 


ECO100023 


100% 


100% 


100% 


ECO 100023 


HIN100944 


72% 


100% 


97.8% 


ECO100023 


HPY100074 


33% 


100% 


97.8% 


ECO100023 


KPN205579 


98% 


100% 


100% 


ECO 100023 


LMO100322 


46% 


97.7% 


100% 


ECO100023 


MCA100794 


56% 


98.9% 


97.7% 


ECO 100023 


MAV103835 


43% 


98.9% 


100% 


ECO100023 


MBV1 04427 


41% 


98.9% 


97.7% 


ECO100023 


MLP100381 


41% 


98.9% 


100% 


ECO100023 


MTU202376 


43% 


98.9% 


100% 
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Query Locus ID 


Homolog Locus ID 


Identity 


Query Coverage 


■ in ■ i... ii iiii„i ,■ — -zi ...!-. . 

Homolog Coverage 


ECO 100023 


MGE100374 


30% 


97.7% 


88.6% 


ECO 100023 


MPN100301 


31% 


97.7% 


89.7% 


ECO 100023 


NGO101642 


57% 


100% 


100% 


ECO 100023 


NME201868 


57% 


100% 


100% 


ECO100023 


PMU101659 


78% 


100% 


97.8% 


ECO 100023 


PRT1 02018 


83% 


98.9% 


100% 


ECO100023 


PAE204561 


59% 


100% 


95.6% 


ECO100023 


PPU108230 


59% 


98.9% 


93.5% 


ECO 100023 


PSY102689 


58% 


100% 


94.6% 


ECO100023 


SPA101944 


97% 


100% 


100% 


ECO100023 


STY101095 


97% 


100% 


100% 


ECO100023 


SAU801586 


40% 


90.8% 


94.0% 


ECO100023 


SEP203256 


37% 


90.8% 


90.7% 


ECO100023 


SHA102295 


39% 


90.8% 


94.0% ' 


ECO100023 


SMU102606 


41% 


97.7% 


92.9% 


ECO100023 


SPN400740 


43% 


97.7% 


94.0% 


ECO 100023 


SPY200946 


45% 


95.4% 


98.7% 


ECO100023 


UUR100312 


40% 


88.5% 


83.3% 


ECOl 00023 


VCH100666 


70% 


98.9% 


100% 


ECO100023 


YPS003605 


87% 


98.9% 


98.9% 


ECO100025 


ABA101842 


41% 


97.8% 


97.3% 


ECO100025 


BAN106284 


28% 


98.1% 


99.4% . 


ECO100025 


BAN101499 


35% 


99.4% 


97.2% 


ECO 100025 


BFR100412 


36% 


98.4% 


98.1% . 


ECO100025 


BPT 100434 


47% 


93.3% 


93.1% 


ECO100025 


BCE109423 


47% 


98.1% 


89.0% 


ECO 100025 


BFU101232 


45% 


98.1% 


92.7% 


ECO100025 


BMA109546 


46% 


98.1% 


89.0% 


ECO100025 


CJU100550 


26% 


91.4% 


91.9% 


ECO100025 


CPN200431 


31% 


92.0% 


90.9% 


ECO100025 


CTR200362 


32% 


91.1% 


93.9% 


ECO100025 


CAC102490 


31% 


89.8% 


92.4% 


ECO100025 


CBO 102062 


31% 


86.3% 


97.8% 


ECO100025 


CDF100874 . 


34% 


95.5% 


94.8% 


ECO100025 


CDP100453 


30% 


94.9% 


90.1% 


ECO100025 


EBC100241 


84% 


56.9% 


98.9% 


ECO100025 


EFA200587 


31% 


94.9% 


94.3% 


ECO100025 


EFM201219 


33% 


97.1% 


97.4% 


ECO100025 


ECO100025 


100% 


100% 


100% 


ECO 100025 


HIN100942 


53% 


98.1% 


98.1% 


ECO 100025 


HPY101070 


30% 


91.4% 


93.6% 


ECO 100025 


KPN300577 


. 86% 


91.1% 


100% 


ECO 100025 


LPN101116 


45% 


97.8% 


92.7% 


ECO 100025 


LMO100570 


34% 


92.3% 


92.0% 


ECO100025 


MCA100302 


41% 


93.3% 


93.8% 


ECO 100025 


MAV100301 


35% 


92.0% 


93.5% 


ECO100025 


MBV101247 


35% 


91.7% 


98.4% 


ECO100025 


MLP100513 


36% 


91.7% 


91.2% 


ECO100025 


MTU202748 


35% 


92.0% 


91.5% 


ECO 100025 


MGE100147 


28% 


89.5% 


92.9% 


ECO 100025 


MPN100673 


27% 


92.0% 


96.7% 


ECG100025 


NGO101768 


47% 


97.1% 


95.3% 


ECO100025 


NME200577 


47% 


97.1% 


95.6% 


ECO100025 


1 PMU101661 


58% 


98.1% 


98.4% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Honwrogdoverage-' 1 -' 


ECO100025 


PRT105259 


67% 


97.8% 


97.8% 


ECO100025 


PAE204559 


55% 


98.1% 


98.1% 


ECO100025 


PPU105777 


52% 


97.1% 


95.9% 


ECO 100025 


PSY102686 


52% 


97.1% 


99.7% 


ECO 100025 


SPA101946 


88% 


98.7% 


100% 


ECO100025 


STY101100 


89% 


98.7% 


98.7% 


ECO 100025 


STM100815 


89% 


98.7% 


98.7% 


ECO 100025 


SAU801272 


34% 


97.1% 


95.4% 


ECO100025 


SEP201565 


35% 


98.7% 


96.9% 


ECO100025 


SHA100170 


35% 


97.1% 


95.4% 


ECO 100025 


SMU100956 


36% 


91.4% 


92.5% 


ECO 100025 


SPN401017 


33% 


92.0% 


93.4% 


ECO 100025 


SPY200960 


32% 


96.8% 


96.1% 


ECO 100025 


TPA100878 


30% 


69.6% 


80% 


ECO100025 


UUR100357 


26% 


87.2% 


86.9% 


ECO100025 


VCH100668 


58% 


97.1% 


94.1% 


ECO100025 


YPS000809 


75% 


99.7% 


99.7% 


ECO 100026 


ABA103852 


54% 


99.8% 


100% 


ECO100026 


BAN106248 


37% 


92.3% 


96.1% 


ECO100026 


BAN106209 


43% 


86.5% 


99.1% 


ECOl 00026 


BFR10500 


25% 


81.1% 


79.2% 


ECO100026 


BPT100432 


51% 


99.5% 


99.6% 


ECO100026 


BBU100832 


26% 


81.8% 


74.0% 


ECO 100026 


BCE1 11670 


51% 


95.3% 


97.0% 


ECO 100026 


BFU101230 


51% 


99.3% 


98.4% 


ECO100026 


BMA102496 


43% 


98.5% 


94.9% 


ECO100026 


BMA109115 


50% 


99.6% 


98.7% 


ECO100026 


CJU100989 


40% 


96.3% 


97.4% 


ECO100026 


CPN200653 


26% 


81.7% 


73.5% 


ECO100026 


CTR200283 


27% 


81.0% 


73.4% 


ECO100026 


CAC102765 


27% 


90.5% 


81.7% 


ECO 100026 


CBO100873 


30% 


55.1% 


96.8% 


ECO 100026 


CDF104554 


29% 


80.0% 


72.4% 


ECO100026 


CDP101247 


28% 


89.1% 


80.5% 


ECO100026 


EBC102151 


92% 


98.2% 


100% 


ECO100026 


EFA202160 


44% 


98.1% 


97.8% 


ECO 100026 


EFM201425 


44% 


98.5% 


98.1% 


ECO100026 


ECO100026 


100% 


100% 


100% 


EC0100026 


HPY101401 


39% 


98.5% 


99.2% 


ECO 100026 


KPN300290 


95% 


4.7% 


100% 


ECO 100026 


KPN306610 


92% 


98.3% 


100% 


ECO 100026 


LPN101832 


55% 


99.9% 


99.9% 


ECO 100026 


LMO101679 


43% 


98.7% 


99.2% 


ECO 100026 


MCA103671 


52% 


0.9% 


16.5% 


ECO 100026 


MAV1 03388 


27% 


83.7% 


74.6% 


ECO 100026 


MBV102555 


28% 


82.3% 


75.3% 


ECO 100026 


MLP100743 


24% 


89.0% 


80.8% 


ECO 100026 


MTU201515 


28% 


82.3% 


75.3% 


ECO 100026 


MGE100354 


32% 


98.3% 


99.4% 


ECO 100026 


MPN100322 


33% 


89.3% 


95.7% 


ECO 100026 


NGO101799 


53% 


99.7% 


100% 


ECO 100026 


NME200578 


53% 


100% 


100% 


ECQ 100026 


PMU101662 


69% 


99.8% 


99.7% 


ECO100026 


PRT101657 


80% 


100% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


HomoTog Coverage 


ECO 100026 


PAE204558 


57% 


100% 


100% 


ECO 100026 


PPU109898 


56% 


100% 


100% 


ECO100026 


PSY102684 


54% 


98.3% 


100% 


ECO100026 


SPA100667 


85% 


82.8% 


99.5% 


ECO 100026 


STY10U03 


86% 


100% 


100% 


ECO 100026 


STM100818 


87% 


100% 


100% 


ECO 100026 


SAU801193 


42% 


98.3% 


99.0% 


ECO100026 


SEP200928 


42% 


98.3% 


98.7% 


ECO100026 


SHA101034 


41% 


98.2% 


99.5% 


ECO 100026 


SMU100109 


40% 


98.5% 


98.1% 


ECO 100026 


SPN401501 


41% 


98.5% 


98.1% 


ECO 100026 


SPY201164 


42% 


95.8% 


95.2% 


ECO100026 


TPA100448 


26% 


89.6% 


81.1% 


ECO 100026 


UUR100414 


36% 


97.0% 


97.8% 


ECO 100026 


VCH100669 


67% 


100% 


100% 


ECO 100026 


YPS000810 


83% 


100% 


100% 


ECO100032 


BFR102496 


39% 


97.6% 


100% 


ECO100032 


BCE1 14725 


66% 


97.1% 


94.6% 


ECO 100032 


BFU101987 


64% 


97.1% 


90.0% 


ECO 100032 


BMA105964 


64% 


97.1% 


94.6% 


ECO 100032 


CJU101410 


40% 


96.9% 


99.5% 


ECO 100032 


CAC100686 


41% 


96.3% 


99.1% 


ECO 100032 


CDF102200 


42% 


96.3% 


98.8% 


ECO 100032 


CDF101392 


47% 


97.1% 


95.3% 


ECO 100032 


CDP100339 


45% 


98.2% 


94.4% 


ECO 100032 


EBC100940 


91% 


51.8% 


100% 


ECO 100032 


EFA201091 


45% 


97.9% 


98.6% 


ECO100032 


EFM201379 


47% 


96.9% 


97.8% 


ECO100032 


ECO100032 


100% 


100% 


100% 


ECO100032 


HPY101220 


38% 


97.1% 


99.2% 


ECO 100032 


KPN306459 


80% 


100% 


100% 


ECO 100032 


LPN100982 


58% 


97.6% 


99.2% 


ECO 100032 


LMO100114 


46% 


96.6% 


96.1% 


ECO100032 


MCA101274 


62% 


96.6% 


95.9% 


ECO100032 


MAV103355 


43% 


98.2% 


99.2% 


ECO100032 


MBV100477 


44% 


57.6% 


97.3% 


ECO100032 


MLP100326 


42% 


98.7% 


100% 


ECO100032 


MTU201366 


. 45% 


97.6% 


98.7% 


ECO 100032 


NGO101672 


67% 


96.1% 


96.6% 


ECO 100032 


NME200564 


67% 


97.1% 


97.6% 


ECO 100032 


PMU101502 


65% 


97.1% 


95.3% 


ECO100032 


PRT101652 


81% 


99.2% 


97.9% 


ECO100032 


PAE204754 


71% 


99.0% 


100% 


ECO100032 


PPU108522 


70% 


89.8% 


100% 


ECO100032 


PSY107482 


68% 


64.4% 


100% 


ECO100032 


SPA101379 


86% 


100% 


100% 


ECO100032 


STY101157 


93% 


100% 


100% 


ECO 100032 


STM100872 


94% 


100% 


100% 


ECO100032 


SAU801202 


45% 


97.6% 


96.4% 


ECO100032 


SEP102450 


43% 


99.2% 


98.1% 


ECO100032 


SHA102129 


44% 


99.2% 


98.1% 


ECO100032 


SMU100787 


43% 


97.6% 


97.2% 


ECO100032 


SPN401153 


43% 


98.2% 


98.6% 


ECO100032 


SPY200619 


43% 


98.7% 


98.9% 
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Query LocusID 


Horaolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 100032 


VCH102355 


82% 


99.0% 


99.7% 


ECO 100032 


YPS000843 


86% 


99.7% 


97.4% 


ECO 100033 


ABA105447 


76% 


86.5% 


51.8% . 


ECO100033 


BAN106466 


36% 


92.5% 


93.4% 


ECO 100033 


BAN106013 


50% 


97.2% 


73.8% 


ECO 100033 


BFR11696 


39% 


96.3% 


96.2% 


ECO100033 


BFR10760 


40% 


39.0% 


91.4% 


ECO 100033 


BPT101199 


69% 


97.1% 


73.7% 


ECO 100033 


BCE101906 


68% 


99.9% 


99.9% 


ECO 100033 


BFU1 14502 


68% 


99.9% 


99.9% 


ECO 100033 


BMA1 00194 


68% 


99.9% 


99.9% 


ECO 100033 


CJU100250 


55% 


100% 


99.9% 


ECO 100033 


CAC100380 


46% 


100% 


100% 


ECO100033 


CDF103346 


45% 


68.9% 


81.0% 


ECO100033 


CDF103290 


48% 


97.4% 


97.7% 


ECO 100033 


CDF102440 


47% 


97.4% 


97.7% 


ECO 100033 


CDP100338 


52% 


98.4% 


98.2% 


ECO 100033 


EBC103143 


96% 


4.1% 


77.8% 


ECO100033 


EFA201093 


49% 


98.6% 


99.4% 


ECO 100033 


EFM200554 


48% 


98.6% 


99.4% 


ECO 100033 


ECO100033 


100% 


100% 


100% 


ECO 100033 


HPY100903 


53% 


99.4% 


99.7% 


ECO100033 


KPN306727 


95% 


92.1% 


92.8% 


ECO100033 


LPN103124 


72% 


90.9% 


74.6% 


ECO100033 


LMO101147 


50% 


98.8% 


98.5% 


ECO100033 


MCA101278 


70% 


99.7% 


99.9% 


ECO100033 


MAV103356 


51% 


99.9% 


99.4% 


ECO100033 


MBV100481 


52% 


99.9% 


99.6% 


ECO100033 


MLP100327. 


51% 


99.9% 


98.3% 


ECO100033 


MTU301470 


52% 


99.9% 


99.6% 


ECOl 00033 


NGO101630 


69% 


100% 


99.7% 


ECO100033 


NME200558 . 


69% 


100% 


99.7% 


ECO100033 


PMU101505 


69% 


99.9% 


99.9% 


ECO100033 


PRT101651 


90% 


100% 


99.8% 


ECO100033 


PAE204752 


76% 


100% 


99.9% 


ECO100033 


PPU10S037 


74% 


100% 


99.6% 


ECO100033 


PSY104746 


75% 


100% 


99.9% 


ECO100033 


SPA101378 


93% 


87.4% 


63.3% 


ECO100033 


STY101163 


98% 


100% 


99.8% 


ECO100033 


STM100875 


98% 


100% 


99.8% 


ECO100033 


SAU801203 


49% 


99.5% 


100% 


ECO100033 


SEP201467 


52% 


86.8% 


35.4% 


ECO100033 


SHA102130 


49% 


99.5% 


100% 


ECO100033 


SMU100789 


50% 


98.4% 


99.2% 


ECO 100033 


SPN401152 


49% 


98.4% 


99.2% 


ECO 100033 


SPY200620 


49% 


98.4% 


99.2% 


ECO100033 


VCH102354 


85% 


100% 


99.6% 


ECO100033 


YPS000846 


92% 


100% 


99.6% 


ECO100040 


ECOl 00040 


100% 


100% 


100% 


ECO 100040 


MAV1 02307 


26% 


22.0% 


44.2% 


ECO100040 


PRT105337 


87% 


100% 


100% 


ECO 100040 


SPA102043 


92% 


54.8% 


100% 


ECO100040 


STY101185 


96% 


100% 


99.8% 


ECOl 00068 


BPT100719 


25% 


79.8% 


77.4% 



535 



PCT/US02/09107 



Query LocusED 


Homolog LocusID 


Identity 


Query Coverage 


Homoloe Coverage 


ECO100068 


BCE1 10446 


23% 


97.2% 


89.3% j 


ECO 100068 


BFU104253 


25% 


59.3% 


49.6% j 


ECO 100068 


CJU100163 j 


23% 


81.0% 


82.0% ZJ 


ECO 100068 


EBC 103044 


90% 


96.0% 


97.5% ZJ 


ECO 100068 


ECO100068 


100% 


100% 


100% "ZJ 


ECO100068 


HIN100998 


50% 


99.1% 


99.7% ZJ 


ECO100068 


KPN303934 


83% 


100% 


100% 


ECO 100068 


MCA100722 


24% 


85.6% 


85.2% S 


ECO100068 


NGO101933 


30% 


97.9% 


97.3% ZJ 


ECO 100068 


NME200270 


29% 


97.9% 


97.3% 


ECO 100068 


PMU1 00376 


49% 


95.4% 


94.3% 1 


ECO100068 


PRT100202 


66% 


93.9% 


94.5% 


ECO 100068 


PAE204684 


26% 


81.7% 


79.7% 


ECO 100068 


PSY105429 


22% i 


88.4% 


87.8% j 


ECO 100068 


SPA101253 


89% 


100% 


100% 


ECO100068 


STY101259 


91% 


100% 


100% Zl 


ECO100068 


TPA100143 


31% 


91.4% 


90.7% 1 


ECO 100068 


VCH 102502 


65% 


97.6% 


97.0% ZJ 


ECO100068 


YPS000940 


72% 


98.8% 


97.9% ZJ 


ECO100069 


BANU0716 


37% 


7.8% 


66.2% 


ECO100069 


BAN110657 


27% 


12.0% 


60.6% 


ECO100069 


BAN101932 


26% 


57.5% 


56.3% 


ECOl 00069 


EBC1 03045 


79% 


100% 


100% 


ECO100069 


ECO100069 


100% 


100% 


100% Z 


ECO100069 


KPN303932 


78% 


100% 


100% ! 


ECO100069 


LMO1015.04 


24% 


94.4% 


91.4% 


ECO100069 


.PRT103304 


47% 


54.3% 1 


100% J 


ECO 100069 


SPA101254 


81% 


99.5% 


100% ! 


ECO100069 


STY101261 


86% 


100% 


100% 1 


ECO 100069 


STM100598 


38% 


99.5% 


99.7% Z 


ECO100069 


VCH103302 


33% 


99.5% 


99.1% _J 


ECO100069 


YPS000941 


62% 


99.8% 


99.8% j 


ECO100081 


BFR12308 


32% 


53.9% 


68.6% 


ECO 100081 


BPT103032 


44% 


87.5% 


90.8% 1 


ECO 100081 


BCE103942 


47% 


82.9% 


85.9% Z 


ECO100081 


BFU100820 


48% 


82.2% 


85.2% 


ECO100081 


BMA105750 


47% 


82.2% 


85.2% 


ECO100081 


CAC103463 


29% 


100% 


100% ! 


ECO100081 


CBO101902 


31% 


91.4% 


85.9% J 


ECO100081 


CDP101285 


34% 


93.4% 


95.8% | 


ECO100081 


EBC101941 


95% 


78.9% 


100% Z 


ECO100081 


EFA202186 


34% 


88.2% 


92.3% ZZ 


ECO 100081 


EFM202534 


39% 


82.2% 


83.9% J 


ECO100081 


ECO100081 


100% 


100% 


100% 


ECO 100081 


HIN101103 


59% 


100% 


100% I 


ECO100081 


KPN301855 


93% 


78.9% 


100% ZJ 


ECO100081 


LPN 102025 


43% 


100% 


100% I 


ECO100081 


LMO101121 


36% 


96.7% 


96.5% Z 


ECO100081 


MAV103918 


32% 


94.1% 


99.3% Z 


ECO100081 


MBV101485 


31% 


94.1% 


99.3% 


ECO100081 


MLP100560 


32% 


94.1% 


99.3% 


ECO100081 


MTU202132 


31% 


94.1% 


99.3% 


ECOl 00081 


MGE100226 


27% 


98.0% 


90.3% 


ECO100081 


MPN100522 


28% 


98.7% 


99.3% Z 
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Query LocusID 


Horriolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO100081 


NGO100621 


40% 


91.4% 


93.4% 


ECO100081 


NME201917 


40% 


91.4% 


93.4% 


EC01OOO81 


PMU100133 


55% 


100% 


100% 


ECO100081 


PRT102634 


77% 


100% 


100% 


ECO100081 


PAE204419 


51% 


100% 


100% 


ECO100081 


PPU105962 


50% 


100% 


100% 


ECO100081 


PSY103859 


52% 


100% 


100% 


ECO100081 


SPA102750 


93% 


100% 


100% 


ECO100081 


STY103147 


93% 


100% 


100% 


ECO100081 


STM102859 


94% 


100% 


100% 


ECO100081 


SAU801178 


33% 


98.0% 


97.9% 


ECO 100081 


SEP200891 


32% 


98.0% 


97.9% 


ECO100081 


SHA101307 


33% 


98.0% 


97.9% 


ECO100081 


TPA100379 


34% 


99.3% 


96.6% 


ECO100081 


UUR100388 


25% 


96.7% 


96.6% 


ECO100081 


YPS000986 


84% 


100% 


100% 


ECO100093 


ABA100624 


24% 


88.0% 


82.7% 


ECO100093 


BAN 113055 


20% 


68.1% 


70.9% 


ECO100093 


BAN105429 


21% 


68.1% 


74.2% 


ECOl 00093 


BPT102987 


28% 


89.1% 


94.5% 


ECO100093 


BCE102722 


30% 


75% 


82% 


ECO100093 


BFU100406 


28% 


81.9% 


88% 


ECOl 00093 


BMA104087 


29% 


75% 


82% 


ECO100093 


CDP101255 


29% 


22.8% 


31.2% 


ECO100093 


EBC101799 


85% 


100% 


100% 


ECOl 00093 


ECO100093 


100% 


100% 


100% 


ECO100093 


HIN101115 


39% 


83.7% 


86.6% 


ECO100093 


KPN301845 


88% 


100% 


100% 


ECO100093 


LPN103526 


29% 


85.1% 


95.0% 


ECO100093 


MCA100437 


24% 


66.3% 


74.6% 


ECO100093 


MAV103267 


23% 


43.8% 


55.3% 


ECO 100093 


MLP100571 


24% , 


34.4% 


27.9% 


ECO100093 


NGOl 00580 


34% 


85.9% 


94.6% 


ECO100093 


NME201903 


34% 


85.9% 


94.6% 


ECO100093 


PMU100145 


37% 


87.0% 


93.4% 


ECO100093 


PRT102631 


61% 


93.8% 


97.7% 


ECO100093 


PAE204407 


31% 


74.6% 


70.0% 


ECO 100093 


PPU105995 


32% 


90.9% 


87.2% 


ECO100093 


PSY103839 


33% 


83.7% 


81.3% 


ECO 100093 


SPA101845 


93% 


100% 


100% 


ECO100093 


STY103179 . 


93% 


100% 


100% 


ECO 100093 


STM102891 


93% 


100% 


100% 


ECO100093 


SEP200899 


22% 


62.7% 


39.8% 


ECO 100093 


SHA 100844 


23% 


62.0% 


47.2% 


ECO 100093 


VCH102354 


39% 


88.0% 


90.4% 


ECO100093 


YPS001020 


66% 


97.5% 


99.6% 


ECO100094 


ABA100623 


30% 


96.7% 


95.7% 


ECO100094 


BAN1 11291 


31% 


94.3% 


89.7% 


ECO100094 


BAN101900 


32% 


93.6% 


88.2% 


ECO100094 


BFR102146 


24% 


79.8% 


68.3% 


ECO 100094 


BPT102984 


45% 


97.4% 


98.0% 


ECO100094 


BBU100299 


35% 


98.6% 


99.3% 


ECO100094 


BCE109663 


46% 


98.6% 


98.8% 


ECO100094 


BFU100407 


46% 


98.6% 


98.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 100094 


BMA104126 


47% 


98.6% 


98.8% 


ECO100094 


CJU100645 


27% 


89.8% 


80.3% 


ECO 100094 


CAC100288 


26% 


89.0% 


86.6% 


ECO100094 


CBO102974 


28% 


89.0% 


85.0% 


ECO100094 


EBC101798 


98% 


100% 


100% 


ECO 100094 


EFA202170 


33% 


90.5% 


83.6% 


ECO 100094 


EFM201888 


32% 


89.8% 


82.8% 


ECO 100094 


ECO100094 


100% 


100% 


100% 


ECO 100094 


HIN101116 


52% 


100% 


100% 


ECO100094 


HPY 100962 


25% 


92.9% 


83.9% 


ECO 100094 


KPN300531 


96% 


58.3% 


100% 


ECO100094 


LPN103001 


44% 


100% 


100% 


ECO100094 


LMO101001 


32% 


95% 


89.7% 


ECO100094 


MCA100438 


25% 


82.4% 


78.9% 


ECO 100094 


NGO 100578 


41% 


97.6% 


98.1% 


ECO100094 


NME201902 


42% 


97.1% 


97.6% 


ECO100094 


PMU100146 


50% 


100% 


100% 


ECO100094 


PRT102629 


89% 


100% 


100% 


ECO 100094 


PAE204406 


51% 


93.6% 


92.6% 


ECO100094 


PPU1 11774 


52% 


90% 


90.0% 


ECO100094 


PSY 103837 


52% 


91.7% 


92.2% 


ECO100094 


SPA101844 


97% 


100% 


100% 


ECO100094 


STY1 03209 


99% 


100% 


100% 


ECO100094 


STM102892 


99% 


100% 


100% 


ECO100094 


SAU801185 


24% 


88.8% 


76.6% 


ECO 100094 


SEP200915 


25% 


88.8% 


77.6% 


ECO 100094 


SHA100845 


25% 


83.6% 


71.9% 


ECO 100094 


SMU100084 


31% 


89.0% 


79.9% 


ECO 100094 


SPN401510 


33% 


83.3% 


74.8% 


ECO100094 


SPY20U71 


31% 


89.0% 


79.7% 


ECO100094 


TPA100385 


33% 


93.3% 


95.9% 


ECO100094 


VCH102363 


68% 


100% 


100% 


ECO100094 


YPS001022 


95% 


100% 


100% 


ECO100095 


ABA100622 


49% 


95.8% 


93.9% 


ECO100095 


BAN103024 


47% 


96.9% 


96.4% 


ECO100095 


BAN1 12439 


48% 


96.9% 


96.4% 


ECO100095 


BFR12421 


43% 


84.1% 


74.1% 


ECO100095 


BPT102981 


53% 


97.1% 


96.4% 


ECO 100095 


BBU100298 


47% 


97.1% 


92.3% 


ECO 100095 


BCE103310 


58% 


75.7% 


100% 


ECO 100095 


BFU100408 


52% 


98.2% 


97.7% 


ECO100095 


BMA1 04500 


52% 


99.7% 


99.5% 


ECO 100095 


CJU100646 


40% 


100% 


98.9% 


ECO 100095 


CAC100838 


50% 


96.9% 


95.7% 


ECO 100095 


CBO103263 


49% 


96.9% 


96.5% 


ECO100095 


CDF102447 


48% 


98.4% 


96.2% 


ECO 100095 


CDP101254 


51% 


84.6% 


77.9% 


ECO 100095 


EBC101797 


97% 


41.5% 


97.5% 


ECO100095 


EFA202168 


51% 


90.1% 


84.1% 


ECO100095 


EFM200220 


54% 


82.0% 


75.8% 


ECO100095 


ECO100095 


100% 


100% 


100% 


ECO 100095 


HIN101117 


63% 


79.9% 


77.9% 


ECO100095 


HPY100963 


40% 


79.4% 


79.5% 


1 ECOl 00095 


KPN300530 


98% 


41.8% 


100% 



I 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO100095 


LPN100473 


71% 


9.4% 


100% 


ECO100095 


LMO101235 


46% 


96.9% 


96.2% 


ECO100095 


MCA101528 


55% 


85.9% 


91.9% 


ECO100095 


MAV103265 


47% 


96.6% 


97.7% 


ECO100095 


MBV100533 


53% 


79.4% 


79.9% 


ECO100095 


MLP100572 


45% 


96.6% 


97.9% 


ECOl 00095 


MTU202116 


53% 


79.4% 


79.9% 


ECOl 00095 


MGE100229 


34% 


54.6% 


55.6% 


ECO 100095 


MPN100519 


32% 


54.0% 


53.4% 


ECOl 00095 


NGO100577 


48% 


96.9% 


95.2% 


ECO100095 


NME201901 


48% 


96.9% 


95.2% 


ECOl 00095 


PMU1 00147 


62% 


87.5% 


82.7% 


ECO100095 


PRT1 02627 


94% 


48.8% 


100% 


ECO100095 


PAE204405 


57% 


100% 


100% 


ECO100095 


PPU1 05993 


58% 


100% 


100% 


ECO100095 


PSY103835 


57% 


100% 


100% 


ECO100095 


SPA100031 


91% 


67.1% 


98.1% 


ECO100095 


STY1032U 


98% 


100% 


100% 


ECO100095 


STM102893 


98% 


100% 


100% 


ECO100095 


SAU801186 


52% 


81.2% 


79.0% 


ECO100095 


SEP200917 


45% 


97.4% 


95.2% 


ECO100095 


SHA100846 


45% 


97.4% 


95.2% 


ECO100095 


SMU100085 


51% 


89.6% 


78.1% 


ECO100095 


SPN401509 


56% 


80.7% 


73.5% 


ECO100095 


SPY201170 


54% 


82.0% 


71.3% 


ECO100095 


TPA100386 


49% 


79.4% 


72.7% 


ECO100095 


VCH102362 


75% 


100% 


100% 


ECO100095 


YPS001023 


94% 


100% 


100% 


ECO100096 


ABA100621 


49% 


71.5% 


100% 


ECO100096 


BFR1 00706 


38% 


88.5% 


63.3% 


ECO100096 


BPT102979 


52% 


97.7% 


98.0% 


ECO100096 


BCE1 06802 


54% 


97.4% 


97.0% 


ECO100096 


BFU106497 


53% 


97.4% 


97.0% 


ECO100096 


BMA100406 


55% 


97.4% 


97.0% 


ECO100096 


CJU100121 


42% 


94.1% 


95.9% 


ECO100096 


CPN200093 


36% 


89.2% 


95.8% 


ECO 100096 


CTR200809 


38% 


90.8% 


95.5% 


ECO 100096 


EBC1 00070 


97% 


37.4% 


100% 


ECO100096 


EFA204185 


36% 


16.4% 


7.8% 


ECO 100096 


ECO100096 


100% 


100% 


100% 


ECO 100096 


HIN101118 


77% 


99.7% 


99.7% 


ECO100096 


HPY101035 


42% 


95.4% 


96.9% 


ECO100096 


KPN300609 


94% 


76.7% 


100% 


ECO100096 


MCA100416 


54% 


97.0% 


97.7% 


ECO 100096 


NGO101976 


48% 


96.4% 


96.4% 


ECO 100096 


NME200247 


49% 


96.4% 


96.4% 


ECO100096 


PMU100148 


77% 


99.7% 


99.7% 


ECO 100096 


PRT100138 


86% 


90.8% 


100% 


ECO100096 


PAE204404 


57% 


99.7% 


100% 


ECO 100096 


PPU1 11772 


56% 


99.7% 


100% 


ECO 100096 


PSY103834 


56% 


99.7% 


100% 


ECO100096 


SPA1 00700 


87% 


100% 


100% 


ECO 100096 


STY103212 


98% 


100% 


100% 


ECO 100096 


STM102894 


98% 


100% 


100% 
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Query Locus ID 


Homolog LocusBD 


Identity 


Query Coverage 


Homolog Coverage 


ECO100096 


VCH102361 


73% 


100% 


100% 


ECO100096 


YPS001024 


92% 


100% 


98.1% 


ECO100102 


BPT102719 


31% 


100% 


99.2% 


ECO100102 


BCE1 11292 


30% 


91.5% ! 


91.2% 


ECQ100102 


BFU101371 


31% 


98.4% 


98.8% 


ECO100102 


BMA106052 


30% 


98.4%) 


98.8% 


ECO100102 


EBC103445 


80% 


100% 


100% 


ECO100102 


ECO100102 


100% 


100% 


100% 


ECO100102 


KPN301732 


76% 


97.6% 


100% 


ECO100102 


LPN101018 


24% 


93.9% 


92.7% 


ECO100102 


PRT104002 


53% 


98.4% 


97.2% 


ECO100102 


PPU100250 


45% 


16.2% 


97.6% 


ECO100102 


SPA101560 


89% 


100% 


100% 


ECO 1001 02 


STY103218 


89% 


100% 


100% 


ECO100102 


VCH102393 


40% 


97.6% 


97.6% 


ECO100102 


YPS000901 


67% 


100% 


98.8% 


ECO100113 


BAN100380 


31% 


84.6% 


98.2% 1 


ECO100113 


BMA109038 


39% 


90.6% 


63.6% 


ECO100113 


CDF100440 


28% 


89.0% 


86.6% 1 


ECO100113 


EBC103453 


92% 


100% 


100% 


ECO100113 


ECO100113 


100% 


100% 


100% 


ECO100113 


KPN307947 


90% 


24.0% 


92.4% j 


ECO100113 


KPN301741 


93% 


100% 


98.1% 


ECO100113 


LMO 100648 


28% 


89.4% 


95.2% 


ECO100113 


MAV105850 


. 25% 


90.6% 


92% 


ECO100113 


MAV106443 


25% 


91.7% 


94.7% 


ECO100113 


MAV106442 


28% 


86.6% 


85% 


ECO100113 


NGO100599 


34% 


96.9% 


94.6% 


ECO100113 


NME201814 


34% 


96.9% 


94.2% 


ECO100113 


PRT106136 


79% 


98.8% 


96.2% 


ECO100113 


PAE204765 


47% 


97.6% 


97.7% 


ECO100U3 


PPU100113 


46% 


97.6% 


98.8% 


ECO100113 


SPA100332 


95% 


100% 


100% 


ECG100113 


STY103289 


96% 


100% 


100% 


ECO100113 


STM102972 


96% 


100% 


100% 


ECO100113 


VCH1O2380 


65% 


98.8% 


98.0% 


ECO100U3 


YPS000871 


86% 


99.6% 


99.6% 


ECG100115 


ABA105536 


46% 


33.7% 


68.0% 


ECO100115 


BAN101075 


31% 


0.2% 


45.1% 


ECO100115 


BAN101226 


36% 


17.1% 


43.7% | 


ECO100115 


BPT100902 


56% 


0.2% 


43.0% 


ECO100115 


BCE106716 


56% 


21.1% 


4.3% 


ECO100115 


BFU100111 


53% 


25.9% 


13.8% 


ECO100115 


BMA108930 


53% 


20.8% 


55.4% 


ECO100115 


CJU100863 


21% 


4.3% 


34.7% 


ECO100115 


CDP100400 


34% 


98.7% 


98.2% 


ECO100H5 


EBC102752 


90% 


100% 


100% 


ECO 1001 15 


EFA202405 


34% 


37.1% 


59.6% 


ECO100115 


EFM201990 


32% 


37.1% 


60.1% 


ECO 1001 15 


ECO100115 


100% 


100% 


100% 


ECO100115 


HIN101204 


68% 


34.6% 


58.6% 


ECO100115 


KPN301446 


91% 


100% 


100% 


ECO 1001 15 


LPN100774 


45% 


10.3% 


53.9% 


ECO100115 


LMO102367 


35% 


37.1% 


60.1% 
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Query LocusED 


Homolog LocusID 


Identity • 


Query Coverage 


Homolog Coverage 


ECO100115 


MCA101150 


39% 


19.0% 


44.2% 


ECO100115 


MAV103601 


31% 


1.6% 


33.2% 


ECO100115 . 


MTU405582 


32% 


50.2% 


84.6% 


ECO100115 


MTU400129 


32% 


64.4% 


99.8% 


ECO100115 


MGE100278 


25% 


16.5% 


26.3% 


ECO100115 


MPN 100447 


27% 


3.2% 


46.0% 


ECO100115 


NGO100078 


53% 


15.6% 


38.0% 


ECX)100115 


NME201414 


56% 


33.2% 


19.6% 


ECO100115 


PMU100894 


72% 


100% 


100% 


ECO100115 


PRT102280 


78% 


100% 


100% 


ECO100115 


PAE205011 


54% 


83.0% 


99.3% 


ECO100115 


PPU105100 


54% 


18.7% 


59.2% 


ECO100115 


PSY103646 


52% 


20.2% 


43.8% 


ECO100115 


SPA 100283 


80% 


60.5% 


100% 


ECO100115 


STY103294 


93% 


100% 


100% 


ECO100115 


STM102974 


93% 


100% 


100% 


ECO100115 


SAU101783 


36% 


39.8% 


77.6% 


ECO100115 


SPY200777 


30% 


3.8% 


35.4% 


ECO100115 


VCH 102378 


74% 


100% 


99.1% 


ECQ100115 


YPS000863 


79% 


14.0% 


37.7% 


ECO100116 


ABA101766 


38% 


95.6% 


96.4% 


ECO100116 


BAN101609 


33% 


96.4% 


97.0% 


ECO100116 


BAN 103383 


44% 


96.4% 


97.0% 


ECO100116 


BFR10034 


33% 


94.1% 


98.2% 


ECO100116 


BFR11786 


32% 


94.1% 


98.7% 


ECO100116 


BPT100905 


63% 


99.6% 


79.2% 


ECO100116 


BCE1 10691 


66% 


97.9% 


79.7% 


ECO100116 


BFU100082 


65% 


99.4% 


92.9% | 


ECO100116 


BMA107694 


65% 


99.6% 


80.0% 


ECO100116 


CPN201018 


35% 


93.0% 


94.1% 


ECO100116 


CTR200835 


38% 


93.0% 


94.0% 


ECO100116 


CBO 103777 


35% 


93.5% 


95.2% 


ECO100116 


CBO 103904 


37% 


94.7% 


97.0% 


ECO100116 


CDF1 02926 


38% 


94.7% 


95.7% 


ECO100116 


CDP100695 


36% 


96.6% 


98.7% 


ECO100116 


EBC102751 


97% 


100% 


100% 


ECO100116 


EFA202404 


43% 


96.4% 


97.4% 


ECO100116 


EFM201020 


42% 


96.4% 


97.4% 


ECO100116 


ECO100116 


100% 


100% 


100% 


ECO100116 


HIN 101203 


81% 


100% 


99.2% 


ECO100116 


KPN301447 


96% 


100% 


99.8% 


ECO100116 


LPN100879 


62% 


100% 


100% 


ECO100116 


LMO101821 


43% 


95.4% 


96.4% 


ECO100116 


MCA101643 


37% 


98.1% 


98.8% 


ECG100116 


MAV101768 


37% 


95.6% 


97.0% 


ECO100116 


MBV103409 


37% 


97.0% 


98.7% 


ECO100116 


MLP101416 


34% 


97.0% 


98.7% 


ECO 1001 16 


MTU200460 


37% 


97.0% 


98.7% 


ECO100116 


MGE100277 


32% 


93.7% 


96.3% 


ECO100116 


MPN100448 


33% 


93.7% 


96.3% 


ECO100116 


NGO100074 


63% 


99.4% 


81.1% 


ECO100116 


NME201415 


63% 


99.4% 


81.1% 


ECO100116 


PMU100893 


88% 


100% 


100% 


ECO100116 


PRT102281 


90% 


100% 


99.8% 
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Query LocusBD 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO100116 


PAE201586 


42% 


98.5% 


99.4% 


ECO100116 


PPU103115 


40% 


98.5% 


99.4% 


ECO100116 


PSY104859 


41% 


98.5% 


99.4% 


ECO100116 


SPA100336 


96% 


83.5% 


100% 


ECO100116 


STY 103295 


98% 


100% 


99.8% 


ECO100116 


STM103004 


98% 


100% 


100% 


ECO100116 


SAU8O1096 


44% 


95.6% 


96.4% 


ECO100116 


SEP200806 


45% 


95.6% 


96.4% 


ECO100U6 


SHA100679 


44% 


95.6% 


96.8% 


ECO 1001 16 


SMU1 01480 


36% 


93.2% 


74.7% 


ECO100116 


SPN401048 


38% 


93.2% 


76.5% 


ECO100116 


SPY200778 


35% 


97.5% 


77.7% 


ECO 1001 16 


VCH102377 


89% 


100% 


99.8% 


ECO100116 


YPS000861 


93% 


100% 


99.8% 


ECO100117 


BPT1 03682 


29% 


59.3% 


100% 


ECO100117 


BCE104746 


29% 


31.9% 


62.8% 


ECO100117 


BFU101391 


43% 


46.8% 


46.8% 


ECO100117 


BFU100907 


41% 


49.3% 


57.2% 


ECO100117 


EBC102750 


48% 


89.5% 


100% 


ECO 1001 17 


EFA200061 


22% 


25.8% 


20.0% 


ECO100117 


EFA201265 


. 22% 


25.8% 


20.0% 


ECO100117 


ECO 1001 17 


100% 


100% 


100% 


ECO100117 


KPN305987 


52% 


91.2% 


96.4% 


ECO100U7 


MCA 102218 


28% 


10.9% 


46.5% 


ECO100117 


PPU101283 


36% 


77.3% 


91.2% 1 


ECO100117 


SPA101490 


56% 


88.8% 


100% 


ECO100117 


STY103296 


58% 


87.8% 


98.0% 


ECO100117 


SAU800401 


27% 


13.1% 


11.6% 


ECO 1001 17 


SPN401793 


29% 


14.1% 


22.7% 


ECO100118 


ABA100442 


74% 


99.3% 


98.7% 


ECO 1001 18 


BPT102269 


72% 


99.1% 


99.5% 


ECO100118 


BCE 109527 


73% 


99.3% 


99.8% 


ECO 1001 18 


BFU 107948 


74% 


99.3% 


98.1% 


ECO 1001 18 


CJU 100774 


60% 


98.4% 


99.2% 


ECO100118 


EBC106332 


96% 


82.5% 


100% 


ECO 1001 18 


ECO100118 


100% 


100% 


100% 


ECO 1001 18 


HPY100766 


61% 


98.4% 


99.2% 


ECO 1001 18 


KPN300389 


95% 


18.2% 


90.2% 


ECO100118 


KPN300864 


96% 


93.5% 


100% 


ECO100118 


MCA101955 


73% 


95.5% 


99.3% 


ECO100118 


NGO101334 


74% 


99.3% 


99.8% 


ECO100118 


NME201620 


74% 


99.3% 


99.8% 


ECO100118 


PMU100204 


81% 


99.9% 


99.5% . . 


ECO100118 


PRT101310 


88% 


100% 


100% 


ECO100118 


PAE201786 


79% 


99.0% 


98.8% 


ECO100118 


PPU1 11285 


79% 


96.3% 


96.0% 


ECO100118 


PSY101607 


78% 


99.0% 


96.3% 


ECO100118 


SPA100508 


94% 


60% 


100% 


ECO100118 


STY103298 


96% 


100% 


100% 


ECO100118 


STM103008 


96% 


100% 


100% 


ECO100118 


TPA100176 


31% 


13.3% 


37.0% 


ECO100118 


VCH100593 


82% 


99.7% 


99.7% 


ECO100118 


YPS000857 


90% 


100% 


100% 


ECO100135 


ECO100135 


100% 


100% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO100135 


SPA106733 


29% 


40.3% 


97.3% 


ECO100135 


STY103389 


32% 


98.5% 


97.2% 


ECO100136 


ECO100136 


100% 


100% 


100% 


ECO100136 


SPA109709 


36% 


58.6% 


98.2% 


ECO100136 


STY103420 


37% 


86.4% 


84.8% 


ECO100139 


ABA100394 


33% 


96.0% 


97.9% 


ECO 1001 39 


ABA100739 


36% 


92.5% 


97.6% 


ECO100139 


BFU103132 


30% 


68.4% 


77.5% 


ECO 1001 39 


BFU103304 


38% 


76.4% 


92.9% 


ECO100139 


BFU103222 


33% 


94.7% 


87.3% 


ECO 1001 39 


ECO 1001 39 


100% 


100% 


100% 


ECO100139 


KPN302863 


35% 


94.3% 


96.5% 


ECO 100139 


PRT105280 


35% 


93.9% 


93.8% 


ECO 1001 39 


PAE204081 


35% 


93.2% 


94.2% 


ECO100139 


SPA1 04033 


45% 


96.4% 


100% 


ECQ100139 


STY103424 


60% 


98.3% 


98.4% 


ECO100139 


SHA101318 


19% 


16.4% 


31.5% 


ECO100139 


SPY100688 


22% 


23.1% 


53.9% 


ECQ100139 


TPA100432 


23% 


19.5% 


46.1% 


ECO 100139 


YPS000524 


36% 


93.1% 


91.7% 


EC0100140 


ABA100736 


35% 


95.1% 


96.7% 


ECO 100140 


ABA100392 


40% 


88.2% 


88.2% 


ECO 100140 


BPT101284 


41% 


87.0% 


75.9% 


ECO100140 


BFU103245 


39% 


94.7% 


97.9% 


ECO100140 


BFU103302 


47% 


93.9% 


93.5% 


ECO100140 


ECO100140 


100% 


100% 


100% 


ECO100140 


KPN302865 


39% 


91.5% 


93.6% 


ECO100140 


PRT105676 


42% 


95.9% 


90.7% 


ECO100140 


PAE204082 


39% 


87.0% 


85.1% 


ECO100140 


PPU101843 


34% 


43.9% 


81.8% 


ECO100140 


PSY105016 


36% 


87.0% 


76.6% 


ECO100140 


SPA104034 


48% 


97.2% 


95.2% 


ECO100140 


STY103425 


57% 


100% 


100% 


ECO 100140 


YPS000522 


41% 


96.7% 


92.3% 


ECO 100142 


ABA105477 


47% 


88.1% 


85.6% 


ECO100142 


BAN112513 


43% 


84.3% 


77.8% 


ECO100142 


BFR100366 


39% 


84.9% 


88.9% 


ECO100142 


BPT101655 


40% 


88.7% 


85.3% 


ECO100142 


BCE1 02263 


49% 


49.7% 


62.9% 


ECO100142 


BFU102640 


37% 


99.4% 


85.7% 


ECO100142 


BMA109305 


39% 


95.0% 


87.4% 


ECO100142 


CJU100058 


29% 


79.9% 


80.3% 


ECO100142 


CAC 103001 


38% 


84.9% 


48.7% 


ECO100142 


CBO100107 


41% 


87.4% 


90.7% 


ECO100142 


CDF102980 


37% 


86.2% 


50.6% 


ECO100142 


CDP100654 


36% 


93.7% 


90.6% 


ECO100142 


EBC102063 


85% 


88.1% 


100% 


ECO100142 


ECO100142 


100% 


100% 


100% 


ECO 100 142 


HIN100063 


56% 


99.4% 


98.1% 


ECO100142 


HPY101019 


31% 


86.2% 


83.4% 


ECO 100142 


KPN308497 


77% 


100% 


100% 


ECO100142 


LPN102612 


37% 


88.1% 


98.6% 


ECO 100 142 


LMO102140 


42% 


84.9% 


84.3% 


ECO100142 


MCA100865 


38% 


99.4% 


98.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 100142 


MAV104005 


38% 


88.7% 


78.0% 


ECO 100142 


MBV102400 


33% 


84.3% 


73.9% 


ECO100142 


MLP100158 


35% 


80.5% 


70.2% 


ECO 100142 


MTU203554 


33% 


84.3% 


73.9% 


ECO100142 


NGO101986 


42% 


84.3% 


81.1% 


ECO 100142 


NME200881 


43% 


84.3% 


81.1% 


ECO100142 


PMU 100865 


57% 


92.5% 


88.5% 


ECO100142 


PRT102518 


62% 


97.5% 


95.2% 


ECO 100 142 


PAE204724 


51% 


96.9% 


94.4% 


ECQ100142 


PPU1 08440 


48% 


99.4% 


99.4% 


ECQ100142 


PSY105158 


53% 


96.9% 


93.3% 


ECO100142 


SPA104025 


80% 


98.1% 


100% 


ECO100142 


STY103427 


89% 


90.6% 


90.6% 


ECO100142 


SAU800516 


40% 


89.9% 


89.9% 


ECO100142 


SEP201849 


43% 


87.4% 


86.8% 


ECO100142 


SHA100112 


41% 


87.4% 


86.8% 


ECO100142 


SMU100995 


42% 


86.2% 


77.7% 


ECO100142 


SPN400269 


36% 


97.5% 


55.2% 


ECO100142 


SPY200833 


44% 


87.4% 


83.1% 


ECO100142 


VCH 100582 


58% 


100% 


95.2% 


ECO100142 


YPS000787 


65% 


93.1% 


93.1% 


ECO100144 


ABA104779 


45% 


93.8% 


91.9% 


ECO100144 


BPT100055 


48% 


88.6% 


96.8% 


ECO100144 


BCE107846 


45% 


88.6% 


95.6% 


ECO100144 


BFU1 14519 


47% 


83.1% 


86.6% 


ECO100144 


BMA1 09098 


46% 


81.8% 


88.9% 


ECO100144 


EBC102068 


78% 


92.9% 


90.2% 


ECO100144 


ECO100144 


100% 


100% 


100% 


ECO100144 


KPN306084 


76% 


92.9% 


97.6% 


ECO 100 144 


MCA102257 


34% 


88.3% 


93.8% 


ECO100144 


NGO101470 


46% 


91.9% 


98.6% 


ECO100144 


NME201975 


45% 


91.9% 


98.6% 


ECO100144 


PAE204720 


48% 


92.2% 


96.9% 


ECO100144 


PPU 108420 


50% 


93.8% 


96.3% 


ECO100144 


PSY105149 


44% 


81.8% 


96.9% 


ECO100144 


SPA104029 


79% 


80.5% 


98.4% 


ECO100144 


STY 103460 


81% 


96.4% 


99.7% 


ECO100144 


VCH100584 


56% 


96.4% 


98.0% 


ECO 100144 


YPS000781 


71% 


91.2% 


87.5% 


ECO 100145 


ABA104294 


63% 


95.4% 


81.5% 


ECO100145 


BAN1 11357 


29% 


69.5% 


51.8% 


ECO100145 


BAN107715 


31% 


69.5% 


46.5% 


ECO100145 


BPT100533 


37% 


94.7% 


92.2% 


ECO100145 


BBU100167 


29% 


74.2% 


92% 


ECO 100145 


BCE102976 


45% 


78.8% 


85.5% 


ECO100145 


BFU1 14180 


43% 


78.8% 


84.9% 


ECO100145 


BMA106451 


46% 


78.8% 


85.5% 


ECO 100145 


CJU100114 


26% 


76.8% 


97.5% 


ECO 100145 


CTR200677 


23% 


74.2% 


85.8% 


ECO 100145 


CAC101598 


27% 


71.5% 


58.5% 


ECO 100145 


CBO101773 


30% 


63.6% 


54.1% 


ECO 100 145 


CDF100661 


32% 


32.5% 


30.1% 


ECO 100 145 


EBC102067 


98% 


100% 


100% 


ECO100145 


ECO100145 


100% 


100% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO100145 


HIN100061 


75% 


94.0% 


97.9% 


ECO100145 


KPN304195 


98% 


100% 


100% 


ECO100145 


LPN103126 


72% 


88.1% 


84.2% 


ECQ100145 


MCA101582 


62% 


86.1% 


93.5% 


ECO100145 


NGO101937 


45% 


82.1% 


89.1% 


ECO100145 


NME200203 


45% 


82.1% 


89.1% 


ECO100145 


PMU100863 


80% 


94.0% 


97.9% 


ECO100145 


PRT101562 


94% 


100% 


100% 


ECO100145 


PAE204719 


76% 


86.8% 


88.5% 


ECO100145 


PPU108418 


68% 


85.4% 


83.8% 


ECQ100145 


PSY100089 


76% 


74.2% 


96.6% 


ECO100145 


SPA104031 


97% 


30.5% 


100% 


ECO100145 


STY103461 


98% 


100% 


100% 


ECO 1001 45 


SAU801431 


32% 


31.1% 


80.3% 


ECO100145 


SPY200759 


50% 


19.9% 


34.7% 


ECO 100145 


TPA1O0095 


29% 


56.3% 


65% 


ECO 100145 


VCH100585 


85% 


95.4% 


97.3% 


ECO100145 


YPS000779 


94% 


100% 


100% 


ECO 100148 


CDP101536 


34% 


89.7% 


99.0% 


ECO100148 


EBC102064 


78% 


69.9% 


100% 


ECO 100148 


ECO100148 


100% 


100% 


100% 


ECOl 00148 


KPN304202 


81% 


98.2% 


100% 


ECO100148 


PRT101564 


55% 


97.8% 


99.6% 


ECO100148 


PAE203958 


47% 


97.6% 


99.4% 


ECO100148 


PPU107649 


45% 


96.7% 


99.5% 


ECO100148 


PSY108786 


45% 


97.6% 


96.6% 


ECO100148 


SPA101069 


75% 


100% 


100% 


ECO100148 


STY103465 


84% 


98.7% 


100% 


ECO100148 


STM103140 


84% 


100% 


100% 


ECO100148 


VCH 100590 


48% 


97.9% 


99.5% 


ECQ100148 


YPS000776 


65% 


98.1% 


98.6% 


ECO100150 
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19.0% 
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BFR11841 
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BFR1 03964 
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ECO100150 


PAE202464 
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ECO100150 
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94.4% 
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100% 
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EFA201996 
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ECO100151 


ECO100151 


100% 


100% 


100% 


ECO100151 


HPY100874 
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90.9% 
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ECO100151 


KPN304210 
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100% 


100% 


ECO100151 


PRT102499 


36% 
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94.0% 
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PPU100161 
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100% 
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STY103469 
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34% 


91.0% 
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BFU105758 
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LMO101056 
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ECO100158 


PRT105976 
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95.9% 
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PAE204042 


30% 


93.6% 
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PPU104488 
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PSY103310 
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SAU800609 
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89.5% 
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SEP200175 
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89.5% 
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VCH102346 
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95.6% 
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BMA103894 
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94.7% 
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CBO100298 
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100% 


ECO100161 


EFA202055 
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95.8% 


ECO 1001 61 
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35% 


56.1% 
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PAE200765 
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99.6% 
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96.8% 


ECO100161 


SPA1 02656 


90% 


100% 
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STY103840 


92% 


100% 
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STM103213 
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SEP202073 
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BMAl 10028 
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EBC103102 
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100% 
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HIN101684 
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KPN306317 
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99.8% 


ECO 100167 


LPN101443 
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94.9% 
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MCA101007 
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MAV103401 
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MBV102319 
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MTU202880 
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NGO 100301 
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92.1% 
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NME201261 
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PMU100460 
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PRT104542 
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PAE203656 
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PPU105172 
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94.1% 


ECQ100167 


PSY104380 
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94.7% 
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SPA100030 
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41.9% 
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STY103845 
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100% 
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VCH102228 
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98.0% 
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92.1% 
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BAN 100446 
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BANU0084 
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97.9% 
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BFR104950 


47% 
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BPT101108 
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BBU100122 
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BCE101166 


55% 
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BMA101604 
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CJU101107 


52% 
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CPN200048 


43% 


92.1% 
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CTR200051 


45% 
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CAC101756 


52% 


93.4% 
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CBO103187 


53% 
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CDF101764 


54% 
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CDP101120 


50% 
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EBC103098 


97% 


100% 


100% 


ECO 100169 


EFA200418 


51% 
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100% 


100% 
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HIN100892 
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98.8% 
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KPN301398 
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MBV102282 
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MLP100973 
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MGE100072 
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PMU101984 
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PRT1 05507 
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PAE203654 
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99.6% 


97.2% 
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PPU107884 
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93.8% 
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PSY108183 
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SPA101195 
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100% 


100% 


ECO100169 


STY103848 
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100% 


100% 


ECO100169 


STM103561 
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100% 


100% 
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SAU801256 
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93.4% 


88.2% 


ECO100169 


SEP201549 
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93.4% 


85.9% 


ECO100169 


SHA100713 
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SMU1 00628 
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99.6% 


92.0% 


ECO100169 


SPN402017 


48% 


100% 
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ECO100169 


SPY201599 
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100% 
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TPA100599 
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UUR100024 
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91.3% 


63.3% 
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VCH102226 
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100% 
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YPS001127 
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BAN110110 


37% 
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ECO100170 


BAN103067 


47% 


98.9% 


99.0% 


ECO100170 


BFR10353 
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ECO100170 


BPT101109 
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ECO100170 


BBU100121 


33% 
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ECO100170 


BCE1 07064 


48% 


98.2% 
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ECO100170 


BFU100280 


49% 
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ECO100170 


BMA107429 


49% 
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ECD100170 


CJU101106 


35% 
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ECO100170 


CPN200047 


33% 


92.6% 


99.6% 
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CTR200050 


35% 
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CAC101812 


44% 
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ECO100170 


CBO101301 


42% 
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99.0% 


ECO100170 


CDF101762 


43% 
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100% 


ECO100170 


CDP101115 


43% 


92.9% 


99.6% 


ECO100170 


EBC103096 


95% 


100% 


100% 
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EFA200421 


41% 
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ECO100170 


ECO100170 


100% 


100% 


100% 
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HIN100893 
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98.9% 
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96% 


100% 


100% 


ECO100170 
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96% 


100% 


100% 
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SAU801257 
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ECO100170 


SEP201550 
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96.7% 


97.1% 


ECO 1001 71 


MCA100778 


60% 


98.3% 


98.8% 


ECO100171 


MAV106392 


46% 


96.3% 


87.2% 


ECO100171 


MBV102299 


45% 


96.3% 


88.5% 


ECO100171 


MLP 100970 


46% 


96.3% 


82.8% 


ECO100171 


MTU202845 


45% 


96.3% 


88.5% 


ECO100171 


MGE100444 


35% 


90.9% 


90.5% 


ECO100171 


MPN100210 


34% 


95.0% 


97.9% 


ECO100171 


NGO100888 


53% 


95.9% 


96.7% 


ECO100171 


NME200304 


53% 


95.9% 


96.7% 


ECO100171 


PMU101986 


79% 


98.3% 


97.9% 


ECO100171 


PRT104887 


91% 


99.6% 


99.2% 


ECO 100171 


PAE203652 


69% 


97.9% 


96.3% 


ECO100171 


PPU102433 


69% 


97.9% 


95.5% 


ECO100171 


PSY104372 


69% 


96.7% 


94.3% 


ECO100171 


SPA101722 


94% 


47.3% 


100% 
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Identity 


Query Coverage 


Homolog Coverage 


ECO100171 


STY103871 


98% 


100% 


100% 


ECO 1001 71 


STM103564 


98% 


100% 


100% 


ECO100171 


SAU801258 


44% 


96.7% 


97.5% 


ECO100171 


SEP201551 


45% 


100% 


100% 


ECO 100171 


SHA100715 


45% 


100% 


90.9% 


ECO100171 


SMU101143 


47% 


97.5% 


96.3% 


ECO100171 


SPN400845 


49% 


97.9% 


96.0% 


ECO100171 


SPY200331 


48% 


97.5% 


97.5% 


ECO100171 


TPA100098 


31% 


25.3% 


24.3% 


ECO100171 


UUR100519 


35% 


96.3% 


98.7% 


ECO100171 


VCH102224 


85% 


100% 


99.2% 


ECO100171 


YPS001129 


90% 


100% 


100% 


ECO100179 


ABA101312 


39% 


97.7% 


99.1% 


ECO100179 


BFR105934 


35% 


97.1% 


96.0% 


ECO100179 


BPT101128 


42% 


91.5% 


89.3% 


ECO100179 


BCE111319 


41% 


99.1% 


98.3% 


ECO100179 


BFU1 14742 


39% 


96.5% 


92.7% 


ECO100179 


BMA109885 


39% 


97.4% 


96.1% 


ECO100179 


CJU100537 


34% 


95.3% 


99.7% 


ECO 1001 79 


CPN200450 


34% 


98.5% 


94.7% 


ECO 1001 79 


CTR200507 


33% 


99.1% 


96.9% 


EOO100179 


CBO 103766 


28% 


23.8% 


84.3% 


ECO100179 


EBC103091 


89% 


100% 


100% 


ECO100179 


ECO100179 


100% 


100% 


100% 


ECO100179 


HIN100894 


65% 


98.5% 


99.1% 


ECO100179 


HPY100193 


31% 


90.9% 


91.4% 


ECO100179 


KPN301403 


92% 


90.6% 


100% 


ECO100179 


LPN102597 


35% 


99.1% 


99.7% 


ECO100179 


MCA100324 


44% 


87.7% 


90.8% 


ECQ 100179 


NGO100826 


38% 


97.7% 


96.3% 


ECO100179 


NME200082 


38% 


97.7% 


96.3%- 


ECO100179 


PMU101994 


65% 


98.2% 


98.5% 


ECO100179 


PRT101247 


80% 


100% 


99.7% 


ECO100179 


PAE203644 


51% 


98.2% 


94.9% 


ECO100179 


PPU101150 


49% 


98.5% 


95.7% 


ECO100179 


PSY104345 


50% 


98.2% 


95.4% 


ECO100179 


SPA100512 


85% 


83.6% 


58.2% 


ECO100179 


STY103879 


95% 


100% 


100% 


ECO100179 


STM103592 


95% 


100% 


100% 


ECO 100179 


VCH102216 


64% 


100% 


97.2% 


ECO100179 


YPS001147 


82% 


99.7% 


100% 


ECO100180 


ABA101324 


44% 


94.0% 


100% 


ECO 100 180 


BAN1 12058 


43% 


56.3% 


92.2% 


ECO100180 


BAN101529 


48% 


92.1% 


95.1% 


ECO100180 


BPT101129 


51% 


92.1% 


94.7% 


ECO100180 


BCE105358 


58% 


96.0% 


94.2% 


ECO100180 


BFU 107782 


52% 


96.0% 


93.5% 


ECO100180 


BFU105730 


55% 


96.7% 


94.8% 


ECO100180 


BMA107929 


57% 


96.0% 


94.2% 


ECO100180 


CJU100245 


47% 


90.1% 


94.5% 


ECO100180 


CPN200094 


44% 


92.1% 


91.5% 


ECO100I80 


CTR200808 


43% 


90.1% 


89.5% 


ECO100180 


CAC102008 


45% 


89.4% 


94.3% 


ECO100180 


CBO103374 


45% 


90.7% 


93.8% 
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ECO 100180 


CDF104046 


51% 


25.8% 


97.5% 


ECO100180 


CDF101479 


42% 


57.6% 


95.5% 


ECO100180 


CDF100018 


52% 


78.8% 


96.7% 


ECO100180 


EBC 103090 


93% 


39.1% 


78.7% 


ECO 100 180 


EBC 100020 


91% 


57.0% 


84.3% 


ECO100180 


EBC100023 


91% 


57.0% 


84.3% 


ECO 100 180 


EFA203430 


50% 


90.1% 


95.0% 


ECO 100180 


EFM202041 


50% 


90.1% 


96.4% 


ECO100180 


ECO100180 


100% 


100% 


100% 


ECO100180 


HIN101039 


68% 


92.7% 


93.9% 


ECO100180 


HPY101356 


46% 


88.7% 


86.8% 


ECQ100180 


KPN301913 


97% 


100% 


100% 


ECO100180 


LPN101746 


52% 


84.8% 


89.0% 


ECO100180 


LMO100873 


51% 


93.4% 


96.5% 


ECO100180 


MCA100038 


44% 


96.0% 


83.4% 


ECO100180 


MBV105275 


29% 


45.0% 


31.9% 


ECO100180 


NGO100839 


55% 


92.7% 


94.0% 


ECO100180 


NME200083 


55% 


92.7% 


94.0% 


ECO100180 


PMU101995 


70% 


96.7% 


95.4% 


ECO100180 


PRT101246 


83% 


97.4% 


85.5% 


ECO100180 


PAE203643 


54% 


94.0% 


98.6% 


ECO100180 


PPU101164 


57% 


92.1% 


96.6% 


ECO100180 


PSY104344 


56% 


94.0% 


98.6% 


ECO100180 


SPA 100773 


99% 


100% 


100% 


ECO100180 


STY103910 


99% 


100% 


100% 


ECO 100 180 


STM103593 


98% 


100% 


100% 


ECO 100 180 


SAU802098 


46% 


89.4% 


91.1% 


ECO 100 180 


SEP204192 


44% 


89.4% 


91.7% 


ECO100180 


SHA100083 


38% 


35.8% 


93.1% 


ECO100180 


SMU100534 


46% 


92.1% 


97.1% 


ECO100180 


SPN400384 


46% 


92.1% 


97.1% 


ECO100180 


SPY201345 


46% 


92.1% 


97.8% 


ECO 100 180 


VCH102215 


64% 


97.4% 


96.1% 


ECO 100 180 


YPS001148 


89% 


100% 


83.4% 


ECO100183 


ABA101887 


65% 


93.4% 


98.9% 


ECO100183 


BAN111817 


53% 


82.3% 


68.9% 


ECO100183 


BAN1 13438 


54% 


90.9% 


69.6% 


ECO100183 


BFR12457 


51% 


88.4% 


87.6% 


ECO100183 


BPT10U41 


58% 


93.4% 


92.0% 


ECO100183 


BBU100046 


37% 


89.4% 


98.3% 


ECO100183 


BCE1 04245 


60% 


94.4% 


87.4% 


ECO100183 


BFU105066 


58% 


92.4% 


74.2% 


ECO 100 183 


BMA107189 


60% 


94.4% 


87.4% 


ECO100183 


CJU100010 


38% 


87.9% 


88.5% 


ECO100183 


CPN200642 


41% 


96.0% 


88.8% 


ECO100183 


CTR200293 


46% 


92.4% 


84.3% 


ECO100183 


CAC100322 


41% 


89.4% 


71.7% 


ECO100183 


CBO 102656 


41% 


91.9% 


69.1% 


ECO100183 


CDF1 00890 


49% 


88.9% 


69.0% 


ECO100183 


CDP101132 


45% 


79.8% 


93.6% 


ECO100183 


EBC102552 


89% 


100% 


100% 


ECO100183 


EFA201281 


50% 


91.9% 


71.0% 


ECO100183 


EFM202475 


51% 


91.9% 


72.1% 


ECO 100 183 


ECO 100 183 


100% 


100% 


100% 
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ECO100183 


HIN101036 


72% 


96.5% 


98.0% 


ECO100183 


HPY101305 


33% 


92.9% 


91.9% 


ECO100183 


KPN301923 


89% 


100% 


99.5% 


ECQ100183 


LPN101418 


62% 


90.9% 


93.2% 


ECO100183 


LMO102644 


47% 


91.9% 


69.3% 


ECO100183 


MCA101524 


38% 


90.9% 


85.8% 


ECO100183 


MAV102888 


46% 


91.4% 


76.6% 


ECO100183 


MBV102296 


48% 


91.4% 


69.3% 


ECO100183 


MLP100982 


48% 


91.4% 


75.4% 


ECO100183 


MTU202864 


48% 


91.4% 


69.3% 


ECO100183 


NGO 100782 


61% 


92.9% 


95.4% 


ECO100183 


NME200070 


61% 


92.9% 


95.4% 


ECO100183 


PMU101998 


72% 


96.5% 


97.5% 


ECO100183 


PRT101243 


75% 


98.5% 


99.5% 


ECO100183 


PAE203640 


71% 


94.4% 


93.0% 


ECO100183 


PPU101167 


72% 


92.4% 


88.4% 


ECO100183 


PSY106718 


71% 


92.4% 


82.4% 


ECO100183 


STY103913 


92% 


100% 


100% 


ECO100183 


STM103626 


92% 


100% 


100% 


ECO 1001 83 


SAU801244 


44% 


92.9% 


71.8% 


ECO100183 


SEP201538 


45% 


91.4% 


69.2% 


ECO100183 


SHA101009 


43% 


91.4% 


70.6% 


ECO100183 


SMU100101 


45% 


93.4% 


71.9% 


ECO100183 


SPN401044 


49% 


91.4% 


69.5% 


ECO 1001 83 


SPY200888 


46% ■ 


90.9% 


69.2% 


ECO1O0183 


UUR100400 


35% 


38.9% 


25.3% 


ECO100183 


VCH102212 


73% 


93.9% 


90.3% 


ECO100183 


YPS001153 


84% 


97.5% 


97.5% 


ECO100184 


ABA101411 


48% 


99.6% 


96.4% 


ECO100184 


BAN 11 2326 


36% 


99.2% 


99.5% 


ECO 100184 


BFR102018 


33% 


96.8% 


95.0% 


ECO 100 184 


BPT101552 


48% 


99.7% 


99.3% . 


ECO100184 


BBU1 00578 


38% 


99.2% 


98.1% 


ECO100184 


BCE1 15231 


49% 


99.9% 


100% 


ECO 100184 


BFU107633 


47% 


99.9% 


99.7% 


ECO 1001 84 


BMA101634 


48% 


99.9% 


100% 


ECO100184 


CJU100668 


39% 


89.9% 


88.7% 


ECO100184 


CPN200079 


37% 


92.5% 


89.8% 


ECO100184 


CTR200821 


36% 


92.5% 


90.0% j 


ECO100184 


CAC103161 


39% 


90.5% 


91.0% 


ECO100184 


CBO100607 


34% 


99.7% 


99.8% 


ECO100184 


CBO101196 


35% 


99.6% 


99.2% 


ECO100184 


CDF10U63 


40% 


92.2% 


91.0% 


ECO100184 


CDP101233 


34% 


98.8% 


99.1% 


ECO100184 


EBC102553 


94% 


100% 


100% 


ECO100184 


EFA202115 


32% 


96.2% 


96.7% 


ECO100184 


EFM200294 


32% 


99.1% 


99.5% 


ECO100184 


ECO100184 


100% 


100% 


100% 


ECO100184 


HIN100720 


71% 


99.9% 


99.8% 


ECO100184 


HPY101439 


39% 


92.5% 


91.3% 


ECO100184 


KPN301922 


95% 


100% 


100% 


ECO100184 


LPN102982 


. 56% 


99.6% 


99.7% 


ECO100184 


LMO100629 


35% 


99.4% 


99.8% 


ECO100184 


MCA102321 


49% 


89.4% 


86.7% 
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ECO100184 


MAV100203 


34% 


7.7% 


90.7% 


ECO100184 


MAV103371 


35% 


99.2% 


99.5% . 


EC6100184 


MBV102577 


35% 


97.8% 


99.1% 


ECO100184 


MLP1 00747 


35% 


99.2% 


99.5% 


ECO100184 


MTU201526 


36% 


98.8% 


98.7% 


ECO100184 


MGE100266 


27% 


72.6% 


89.6% 


ECG100184 


MPN100459 


36% 


18.4% 


19.4% 


ECO100184 


NGO101860 


47% 


99.9% 


100% 


ECO100184 


NME200585 


47% 


99.9% 


100% 


ECO100184 


PMU100034 


71% 


99.9% 


99.8% 


ECG100184 


PRT101242 


85% 


98.6% 


100% 


ECO100184 


PAE203638 


58% 


99.5% 


99.6% 


ECQ100184 


PPU100137 


58% 


99.9% 


99.9% 


ECO100184 


PSY104339 


57% 


99.5% 


99.6% 


ECO100184 


SPA100912 


92% 


99.3% 


100% 


ECOl 00184 


STY103914 


96% 


100% 


100% 


ECO100184 


STM103627 


96% 


100% 


100% 


ECO100184 


SAU801703 


33% 


93.0% 


93.8% 


ECO100184 


SEP201707 


33% 


92.0% 


92.4% 


ECO100184 


SHA100359 


33% 


96.0% 


94.2% 


ECOl 001 84 


SMU101018 


30% 


90.8% 


92.0% 


ECO 100 184 


SPN400795 


31% 


95.3% 


95.0% 


ECO100184 


SPY200987 


29% 


96.2% 


96.8% 


ECO100184 


TPA100661 


39% 


92.8% 


90.7% 


ECOl 001 84 


UUR100419 


29% 


87.0% 


94.4% 


ECO100184 


VCH102211 


76% 


100% 


99.6% 


ECO100184 


YPS001155 


88% 


100% 


99.1% 


ECO100185 


ABA 100308 


57% 


80.9% 


94.1% 


ECO100185 


BAN105768 


55% 


97.8% 


95.4% 


ECO100185 


BPT101398 


64% 


99.4% 


97.8% 


ECO100185 


BCE106451 


64% 


99.4% 


97.2% 


ECOl 00 185 


BFU 100947 


64% 


99.4% 


97.2% 


ECO100185 


BMA107589 


64% 


99.4% 


97.2% 


ECO100185 


CJU100411 


49% 


98.4% 


97.8% 


ECO 1001 85 


CPN200335 


44% 


98.7% 


96.3% 


ECO100185 


CTR200529 


45% 


98.7% 


96.3% 


ECO100185 


CAC100492 


52% 


81.8% 


95.3% 


ECO100185 


CBO102220 


51% 


89.3% 


50.3% 


ECO100185 


CDF101403 


50% 


96.6% 


97.1% 


ECO100185 


EBC102554 


96% 


100% 


100% 


ECO100185 


EFA200247 


52% 


79.6% 


96.9% 


ECO100185 


EFM200190 


55% 


81.5% 


99.6% 


ECO100185 


ECO 1001 85 


100% 


100% 


100% 


ECO100185 


HIN100386 


74% 


99.7% 


99.7% 


ECO 1001 85 


HPY1O055O 


48% 


98.1% 


96.8% 


ECO 1001 85 


KPN301921 


96% 


100% 


100% 


EC0100185 


LPN101352 


62% 


84.0% 


99.3% 


ECO100185 


LMO100159 


52% 


98.4% 


97.8% 


ECO100185 


MCA100190 


60% 


80.3% 


100% 


ECO100185 


MLP 100072 


28% 


46.4% 


27.9% 


ECO100185 


NGO100369 


64% 


98.1% 


97.2% 


ECO100185 


NME201237 


64% 


98.1% 


97.2% 


ECO100185 


PMU1 00292 


75% 


99.7% 


99.7% 


ECO100185 


PRT100667 


69% 


99.7% 


99.7% 
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ECO100185 


PRT101241 


88% 


99.7% 


99.7% 


ECO100185 


PAE203637 


69% 


99.4% 


99.4% 


ECO100185 


PPU101171 


67% 


99.4% 


99.7% 


ECO100185 


PSY108491 


67% 


99.4% 


99.1% 


ECO100185 


SPA100816 


80% 


88.4% 


100% 


ECO100185 


STY103916 


97% 


100% 


100% 


ECO100185 


STM103628 


97% 


100% 


100% 


ECO100185 


SAU801700 


52% 


97.8% 


98.4% 


ECO100185 


SEP2O1704 


52% 


97.8% 


98.4% 


ECO100185 


SHA100923 


52% 


97.8% 


98.1% 


ECO100185 


SMU1 00529 


54% 


79.9% 


98.0% 


ECO100185 


SPN400387 


50% 


79.9% 


98.4% 


ECO100185 


SPY201342 


52% 


79.9% 


98.0% 


ECO100185 


VCH102210 j 


75% 


99.7% 


99.7% 


ECO 1001 85 


YPS001157 


90% 


99.7% 


99.7% 


ECO100193 


CJU100189 


40% 


16.1% 


23.4% 


ECO100193 


ECO100193 


100% 


100% 


100% 


ECO100193 


KPN30O059 


73% 


55.8% 


100% 


EC01OO193 


KPN301914 


66% 


88.7% 


92.5% 


ECO100193 


TPA100217 


26% 


29.1% 


82.4% 


ECO100193 


YPS000139 


43% 


83.6% 


84.2% 


ECO100194 


ABA100529 


68% 


99.3% 


100% 


ECO100194 


BAN100354 


47% 


99.0% 


99.3% 


ECO100194 


BAN103931 


51% 


99.8% 


100% 


ECQ100194 


BFR100495 


28% 


33.2% 


0.2% 


ECO100194 


BPT1 02439 


60% 


96.7% 


96.5% 


ECO100194 


BBU100401 


28% 


87.1% 


65.4% 


ECO 100194 


BCE111561 


67% 


38.6% 


99.5% . 


ECO100194 


BFU106495 


56% 


99.8% 


99.1% 


ECO100194 


BMA104091 


56% 


99.8% 


99.1% 


ECO100194 


CJU100505 


45% 


99.7% 


99.6% 


ECO100194 


CPN200251 


43% 


97.4% 


97.5% 


ECO100194 


CTR200662 


39% 


99.7% 


97.9% 


ECO100194 


CAC1 00467 


49% 


98.4% 


97.4% 


ECO 1001 94 


CBO100123 


28% 


98.6% 


98.3% 


ECO 100194 


CDF100404 


47% 


12.8% 


76.6% 


ECO100194 


CDF1 00250 


47% 


98.6% 


97.5% 


EC© 1001 £4 


CDP100483 


40% 


99.5% 


99.1% 


ECO100194 


EBC102546 


93% 


99.8% 


100% 


ECO 100194 


EFA200454 


47% 


96.7% 


95.8% 


ECO 100194 


EFM201684 


47% 


99.0% 


98.6% 


ECO100194 


ECO100194 


100% 


100% 


100% 


ECO100194 


HIN1 00709 


75% 


99.7% 


99.5% 


ECO100194 


HPY1 00234 ' 


39% 


99.8% 


99.7% 


ECO100194 


KPN301911 


94% 


96.0% 


100% 


ECO100194 


LPN102483 


71% 


16.4% 


100% 


ECO100194 


LMO 100624 


49% 


99.0% 


98.8% 


ECO100194 


MCA101839 


. 60% 


98.4% 


99.5% 


ECQ100194 


MAV102826 


40% 


97.4% 


97.6% 


ECO100194 


MBV103229 


40% 


97.4% 


97.6% 


ECO100194 


MLP 100951 


27% 


93.0% 


73.1% 


ECO 100 194 


MTU202807 


40% 


97.7% 


97.3% 


ECO100194 


NGO100106 


60% 


98.4% 


98.4% 


ECO100194 


NME201412 


60% 


98.4% 


98.4% 



.1 . 
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ECO100i94 


PMU101370 


76% 


99.0% 


98.9% 


ECO100194 


PRT101177 


79% 


99.7% 


99.8% 


ECO 100194 


PAE200955 


71% 


99.7% 


99.6% 


ECO100194 


PPU108855 


68% 


96.5% 


99.6% 


ECO 100194 


PSY1O5509 


67% 


99.8% 


99.8% 


ECO 100194 


SPA100809 


89% 


98.4% 


100% 


ECO 100194 


STY103990 


95% 


100% 


100% 


ECO100194 


SAU801263 


44% 


99.5% 


99.1% 


ECO100194 


SEP201556 


46% 


99.8% 


99.5% 


ECO100194 


SHA101150 


47% 


98.3% 


97.9% 


ECO100194 


SMU101082 


40% 


99.0% 


99.2% 


ECO 100194 


SPN400243 


42% 


99.0% 


99.0% 


ECO 100194 


SPY201510 


41% 


99.0% 


98.9% 


ECO 100 194 


TPA100158 


40% 


93.7% 


93.7% 


ECO100194 


VCH100859 


71% 


99.0% 


99.1% 


ECO 100 194 


YPS002005 


84% 


99.8% 


99.8% 


ECO100195 


ABA103785 


37% 


94.5% 


93.0% 


ECO100195 


BAN1 10343 


34% 


40% 


58.0% 


ECO100195 


CBO101676 


39% 


39.6% 


91.4% 


ECO 100195 


CDF101307 


33% 


43.8% 


65.2% 


ECO 100 195 


EBC102547 


82% 


100% 


100% 


ECO100195 


ECO100195 


100% 


100% 


100% 


ECO 100195 


HIN100489 . 


51% 


94.5% 


92.9% 


ECO 100195 


KPN301908 


85% 


100% 


100% 


ECO100195 


MCA100700 


39% 


74.9% 


93.7% 


ECO100195 


NGO100030 


42% 


98.7% 


98.2% 


ECO100195 


NME200229 


42% 


96.2% 


95.6% 


ECO100195 


PMU101170 


54% 


93.6% 


89.4% 


ECO100195 


PRT101178 


62% 


100% 


100% 


ECO 100195 


PAE203386 


48% 


90.2% 


89.6% 


ECO100195 


PPU108086 


47% 


90.2% 


90% 


ECO100195 


PSY104415 


45%- 


95.3% 


95.2% 


ECO 100 195 


SPA100206 


89% 


37.9% 


100% 


ECO100195 


STY103991 


88% 


100% 


100% 


ECO100195 


VCH 100860 


52% 


98.3% 


99.1% 


ECO100195 


YPS002007 


71% 


100% 


100% 


ECO100197 


ABA101419 


34% 


88.6% 


99.2% 


ECO100197 


ABA101431 


41% 


81.9% 


81.2% 


ECO100197 


BAN 110744 


44% 


91.5% 


96.2% 


ECO100197 


BAN101917 


44% 


94.5% 


96.3% 


ECO100197 


BPT102034 


47% 


100% 


100% 


EC01OO197 


BCE106577 


56% 


87.1% 


80.3% 


ECO100197 


BFU102067 


50% 


96.3% 


95.9% 


ECO100197 


BMA104983 


54% 


97.0% 


96.3% 


ECO100197 


CJU100709 


37% 


85.6% 


89.9% 


ECO100197 


CJU101125 


41% 


80.4% 


81.3% 


ECO100197 


CJU100710 


42% 


84.9% 


87.9% 


ECO100197 


CJU100711 


45% 


82.3% 


86.0% 


ECO100197 


CPN200473 


31% 


93.0% 


93.8% 


ECO100197 


CAC100740 


40% 


95.2% 


93.4% 


ECO100197 


CBO102481 


33% 


92.3% 


92.6% 


ECO100197 


CBO101824 


41% 


94.5% 


94.1% 


ECO100197 


CBO103909 


45% 


91.9% 


92.2% 


ECO100197 


CDF100529 


43% 


97.8% 


98.5% 
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ECO100197 


CDP100114 


31% 


98.2% 


91.7% 


ECO100197 


CDP100115 


32% 


94.5% 


88.3% 


EC01OO197 


EBC102539 


96% 


100% 


100% 


ECO100197 


EFA201785 


40% 


98.2% 


97.5% 


ECO100197 


EFM201963 


38% 


98.2% 


97.2% 


ECO100197 


ECO 1001 97 


100% 


100% 


100% 


ECO100197 


HIN1 00600 


60% 


98.9% 


99.6% 


ECO100197 


HPY101541 


42% 


97.4% 


97.8% 


ECO100197 


KPN301905 


95% 


100% 


100% 


ECO100197 


LPN100686 


45% 


95.2% 


98.8% 


ECO100197 


LMO 100978 


47% 


94.5% 


93.8% 


ECO100197 


MCA1 03679 


55% 


98.5% 


99.3% 


ECO100197 


NGO101326 


37% 


96.3% 


94.1% 


ECO100197 


NME200471 


38% 


96.3% 


94.1% 


ECO100197 


PMU101730 


58% 


98.9% 


99.6% 


ECO100197 


PRT100159 


78% 


100% 


100% 


ECO100197 


PAE205500 


47% 


78.6% 


81.2% 


ECO 100 197 


PPU101952 


47% 


78.6% 


82.4% 


ECO100197 


PSY101363 


51% 


78.6% 


82.1% 


ECO100197 


SPA101556 


37% 


88.2% 


87.3% 


ECO100197 


STY 103993 


96% 


100% 


100% 


ECG100197 


STM100616 


37% 


88.2% 


87.3% 


ECO100197 


SAU800839 


36% 


97.0% 


98.2% 


ECO100197 


SEP201451 


37% 


97.0% 


98.1% 


ECO100197 


SHA100334 


38% 


92.6% 


93.0% 


ECO100197 


SHA101832 


35% 


97.0% 


97.4% 


ECG100197 


SMU100488 


33% 


93.4% 


93.6% 


ECO100197 


SPN400147 


35% 


96.7% 


97.5% 


ECO100197 


SPY200233 


36% 


100% 


100% 


ECO100197 


TPA100812 


34% 


98.9% 


98.5% 


ECO 1001 97 


VCH100889 


68% 


100% 


97.8% 


ECO100197 


YPS002011 


90% 


100% 


100% 


ECQ100198 


ABA101423 


45% 


100% 


99.1% 


ECQ100198 


BAN 105551 


52% 


76.0% 


81.3% 


ECO 1001 98 


BAN106583 


47% 


96.3% 


94.6% 


ECO100198 


BPT103178 


52% 


100% 


100% 


ECO100198 


BCE1 12661 


54% 


98.2% 


100% 


ECO100198 


BFU 102065 


54% 


100% 


95.2% 


ECO100198 


BMA106456 


54% 


98.2% 


100% 


ECO100198 


CJU100712 


44% 


89.4% 


64.0% 


ECO100198 


CPN200472 


36% 


95.9% 


94.1% 


ECO100198 


CAC 101527 


43% 


96.3% 


95.9% 


ECO100198 


CBO 103376 


48% 


95.9% 


98.6% 


ECO100198 


CDF1 00530 


48% 


92.6% 


92.2% 


ECO100198 


CDPlOOlil 


39% 


94.5% 


91.1% 


ECO100198 


EBC 102541 


97% 


100% 


100% 


ECO100198 


EFA201706 


46% 


93.5% 


89.0% 


ECO100198 


EFM202483 


44% 


94.9% 


91.2% 


ECO100198 


ECO100198 


100% 


100% 


100% 


ECO 1001 98 


HPY101554 


43% 


96.3% 


96.7% 


ECO100198 


KPN301904 


95% 


100% 


100% 


ECO100198 


LPN101477 


53% 


99.1% 


99.1% 


ECO100198 


LMO100259 


45% 


98.2% 


95.5% 


ECO100198 


MCA103062 


45% 


98.6% 


93.9% 
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ECO100198 


NGO101323 


43% 


96.3% 


91.7% 


ECG100198 


NME200470 


43% 


96.3% 


91.7% 


ECO100198 


PMU101729 


49% 


95.4% 


90.8% | 


ECG100198 


PRT100130 


83% 


100% 


100% 


ECO100198 


PAE202349 


48% 


98.6% 


98.6% 


ECG100198 


PPU109980 


50% 


97.7% 


100% 


ECO100198 


PSY103687 


48% 


98.2% 


94.7% 


ECO100198 


SPA100613 


90% 


85.3% 


100% 


ECO100198 


STY103994 


92% 


97.7% 


100% 


ECO100198 


STM1O0618 


44% 


93.5% 


92.7% 


ECO100198 


SAU800463 


50% 


95.9% 


95.0% 


ECO100198 


SEP201771 


50% 


95.9% 


95.0% 


ECO100198 


SHA100333 


46% 


98.6% 


89.0% 


ECO100198 


SMU100477 


40% 


97.2% 


90.8% 


ECO100198 


SPN400150 


41% 


94.5% 


88.7% 


ECOl 00198 


SPY200235 


42% 


94.5% 


92.7% 


ECO100198 


TPA100118 


40% 


95.4% 


95.0% 


ECO100198 


VCH100890 


53% 


96.8% 


93.3% 


ECO100198 


YPS002016 


90% 


100% 


100% 


ECO100201 


ABA104598 


65% 


100% 


100% 


ECO100201 


BPT102715 


65% 


100% 


100% 


ECO100201 


BCE100085 


66% 


99.3% 


93.6% 


ECO 100201 


EBC100779 


90% 


85.4% 


97.9% 


ECO100201 


ECO 100201 


100% 


100% 


100% 


ECO100201 


KPN3O1057 


90% 


100% 


100% 


ECO100201 


PRT104732 


81% 


100% 


100% 


ECO100201 


PAE204164 


65% 


99.3% 


97.4% 


ECO100201 


PPU111521 


67% 


100% 


100% 


ECO100201 


SPA101642 


90% 


100% 


100% 


ECO100201 


STY104030 


91% 


100% 


100% 


ECO100201 


STM103710 


92% 


100% 


100% 


ECO100201 


YPS0O2O27 


75% 


100% 


100% 


ECO100223 


BAN108547 


31% 


33.0% 


38.5% 


ECO 100223 


BAN105487 


31% 


44.4% 


80% 


ECO100223 


ECO 100223 


100% 


100% 


100% 


ECO100223 


VCH100877 


26% . 


64.8% 


54.4% 


ECO 100223 


YPS002852 


49% 


94.3% 


84.2% 


ECO100236 


ABA101495 


43% 


99.5% 


97.9% 


ECO 100236 


BAN105O79 


42% 


96.2% 


95.7% 


ECO100236 


BAN100068 


43% 


98.6% 


98.1% 


ECO100236 


BFR101900 


41% 


97.1% 


96.9% 


ECO100236 


BPT1 02346 


44% 


99.8% 


98.3%. 


ECO100236 


BCE107136 


45% 


98.3% 


89.0% 


ECO100236 


BMA109567 


45% 


98.3% 


89.7% 


ECO100236 


CJU100520 


38% 


97.6% 


97.8% 


ECO100236 


CAC102032 


47% 


97.8% 


96.7% 


ECO100236 


CDP101216 


45% 


96.2% 


93.5% 


ECO100236 


EBC103210 


88% 


100% 


100% 


ECO100236 


EFA200208 


46% 


99.8% 


99.3% 


ECO100236 


EFM200382 


46% 


99.5% 


99.0% 


ECO100236 


ECO100236 


100% 


100%> 


100% 


ECO 100236 


HIN101211 


62% 


99.8% 


99.8% 


ECO100236 


KPN302476 


86% 


100% 


100% 


ECO100236 


LPN100519 


40% 


98.1% 


97.4% 
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ECO100236 


LMO101153 


46% 


99.5% 


99.0% 


ECO100236 


MAV103439 


48% 


96.9% 


90.1% 


ECO 100236 


MBV104414 


47% 


96.6% 


93.3% 


ECO 100236 


MLP100899 


45% 


97.8% 


96.8% 


ECO100236 


MTU202391 


47% 


96.6% 


93.3% 


ECO100236 


NGO101136 


44% 


97.8% 


97.4% 


ECO 100236 


NME201166 


45% 


97.8% 


97.4% 


ECO100236 


PMU100936 


65% 


99.8% 


99.0% 


ECO100236 


PRT105196 


71% 


99.8% 


99.8% 


ECO100236 


PAE204004 


48% 


99.5% 


97.9% 


ECO 100236 


PPU1 12135 


43% 


96.2% 


98.5% 


ECO100236 


PSY1O5063 


45% 


99.5% 


97.4% 


ECO 100236 


SPA104265 


83% 


100% 


100% 


ECO 100236 


STY 104449 


86% 


100% 


100% 


ECO100236 


STM103861 


86% 


100% 


100% 


ECO 100236 


SMU101435 


48% 


99.8% 


99.3% 


ECO 100236 


SPN400833 


46% 


97.4% 


97.1% 


ECO 100236 


SPY201284 


47% 


99.5% 


99.0% 


ECO100236 


TPA100346 


44% 


97.6% 


97.9% 


ECO100236 


VCH102239 


58% 


99.8% 


99.3% . . 


ECO100236 . 


YPS002651 


72% 


100% 


99.5% 


ECO100239 


BFU102395 


50% 


89.2% 


65.3% 


ECO100239 


EBC 103227 


98% 


63.9% 


100% 


ECO 100239 


ECO102590 


81% 


90.5% 


89.4% 


ECO100239 


ECO101961 


81% 


93.7% 


100% 


ECO100239 


ECOl 00239 


100% . 


100% 


100% 


ECO100239 


LPN103162 


46% 


66.5% 


95.5% 


ECO.100239 


SEP200678 


37% 


43.7% 


65.7% 


ECO100240 


EBC103228 


85% 


100% 


72.0% 


ECO100240 


ECO100240 


100% 


100% 


100% 


ECO100240 


KPN202940 


29% 


86.8% 


94.4% 


ECO 100240 


KPN204064 


29% 


87.5% 


95.7% 


ECO100240 


KPN200664 


29% 


86.8% 


94.4% 


ECO 100240 


PRT102844 


43% 


73.7% 


100% 


ECO 100245 


EBC103236 


92% 


99.7% 


100% 


ECO 100245 


ECO100245 


100% 


100% 


100% 


ECO100245 


NME200125 


22% 


84.0% 


81.8% 


ECO100255 


ABA104682 


35% 


80.8% 


32.0% 


ECQ 100255 


ECO100255 


100% 


100% 


100% 


ECO 100255 


HIN100123 


. 69% 


83.3% 


28.0% 


ECO 100255 


PMU100956 


75% 


85.8% 


25.5% 


ECO100255 


PRT102521 


90% 


85.8% 


26.2% 


ECO100255 


VCH103408 


81% 


85.8% 


25% 


ECO100256 


EBC101194 


98% 


31.7% 


100% 


ECO 100256 


EBC101311 


92% 


47.3% 


98.8% 


ECO100256 


EBC103715 


88% 


58.1% 


100% 


ECO 100256 


EBC103943 


90% 


74.9% 


100% 


ECO100256 


EBC104524 


90% 


74.9% 


100% 


ECQ100256 


EBC103604 


99% 


100% 


100% 


ECOl 00256 


ECO100266 


100% 


100% 


100% 


ECO100256 


ECO100256 


100% 


100% 


100% 


ECO100256 


KPN302635 


99% 


100% 


100% 


ECO100256 


KPN301602 


99% 


100% 


100% 


ECO100256 


KPN303307 


99% 


100% 


100% 
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ECOl 00256 


KPN306562 


99% 


100% 


100% 


ECQ1 00256 


KPN308721 


99% 


100% 


100% 


ECO100256 


KPN302324 


99% 


100% 


100% 


ECO100256 


KPN301774 


99% 


100% 


100% 


ECO100256 


KPN301257 


97% 


47.9% 


100% J 


ECO100256 


KPN300832 


91% 


56.3% 


100% 


ECO100256 


KPN302225 


100% 


65.9% 


100% 


ECO100256 


KPN300593 


96% 


98.8% 


100% 


ECO100256 


KPN302471 


99% 


100% 


100% 


ECO100256 


KPN300357 


99% 


100% 


100% 


ECO 100256 


KPN300875 


99% 


100% 


100% 


ECO100256 


STY100327 


99% 


100% 


100% 


ECO100256 


STY104877 


99% 


100% 


100% 


ECO100256 


STY1 04954 


99% 


100% 


100% 


ECO 100257 


EBC103602 


100% 


100% 


100% 


ECO100257 


ECO100257 


100% 


100% 


100% 


ECO100257 


ECO100267 


100% 


100% 


100% 


ECO100257 


KPN302325 


100% 


100% 


100% 


ECQ100257 


KPN308692 


100% 


100% 


100% 


ECO100257 


KPN306262 


100% 


100% 


100% 


ECO 100257 


KPN301718 


98% 


58.2% 


89.8% 


ECO 100257 


KPN301773 


100% 


82.4% 


90.4% 


ECO100257 


KPN305294 


95% 


100% 


100% 


ECO100257 


KPN302468 


100% 


100% 


100% 


ECO100257 


KPN300876 


100% 


100% 


100% 


ECO100257 


KPN3O16O0 


100% 


100% 


100% 


ECO 100257 


KPN303306 


100% 


100% 


100% 


ECO100257 


KPN302228 


100% 


100% 


100% 


ECO 100257 


NGO100079 


32% 


81.3% 


38.4% 


ECO 100257 


STY100087 


100% 


100% 


100% 


ECO 100257 


STY105122 


100% 


100% 


100% 


ECO 100257 


STY104783 


100% 


100% 


100% 


ECO 100262 


BFR11395 


35% 


96.3% 


98.5% 


EOO100262 


EBC102936 


98% 


100% 


100% 


ECO 100262 


ECO 100262 


100% 


100% 


100% 


ECO 100262 


SPN401706 


27% 


21.1% 


25.4% 


ECO 100298 


BAN105357 


48% 


100% 


100% 


ECO 100298 


BAN100434 


51% 


100% 


99.6% 


ECO 100298 


BFR102281 


32% 


100% 


99.6% 


ECO 100298 


BCE100671 


35% 


99.6% 


91.3% 


ECO 100298 


BFU1 14123 


36% 


98.7% 


98.3% 


ECO 100298 


BMA102603 


37% 


98.7% 


98.3% 


ECO 100298 


.CJU100066 


33% 


99.2% 


95.9% 


ECO 100298 


CDP101095 


42% 


99.6% 


92.7% 


ECO 100298 


EFA201476 


44% 


98.7% 


92.9% 


ECO 100298 


ECO 100298 


100% 


100% 


100% 


ECO 100298 


HPY100137 


36% 


100% 


98.8% 


ECO 100298 


NGO101247 


35% 


99.6% 


91.5% 


ECO 100298 


NME201508 


35% 


99.6% 


91.5% 


ECO100298 


PMU101853 


. 73% 


100% 


100% 


ECO 100298 


PRT100774 


72% 


100% 


100% 


ECO 100298 


PRT101849 


78% 


99.6% 


97.1% 


ECO100315 


BCE100919 


27% 


28.8% 


31.5% 


ECO100315 


EBC101762 


85% 


99.4% 


98.7% 
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ECO100315 


ECO100315 


100% 


100% 


100% 


ECO100350 


ECO100350 , 


100% 


100% 


100% 


ECO100361 


ABA100700 


46% 


97.0% 


95.2% 


ECO100361 


BAN101055 


43% 


93.7% 


97.5% 


ECO100361 


BAN100517 


51% 


93.1% 1 


95.1% 


ECO100361 


BPT100922 


45% 


93.7% 


94.7% 


ECO100361 


BCE101370 


45% 


93.7% 


96.4% 


ECOl 00361 


BFU101599 


44% 


94.9% 


97.0% 


ECO100361 


BMA104829 


46% 


93.7% 


96.4% 


ECO100361 


CJU100923 


51% 


94.3% 


98.2% 


ECO100361 


CPN200001 


45% 


92.8% 


94.6% 


ECO100361 


CTR200001 


43% 


93.4% 


94.9% 


ECO100361 


CAC102676 


49% 


94.3% 


99.1% 


ECG100361 


CBO101832 


48% 


93.4% 


96.9% 


ECO100361 


CDF102168 


49% 


94.6% 


98.5% 


ECO100361 


CDP100775 


49% 


94.9% 


98.8% 


ECO100361 


EBC102698 


93% 


66.9% 


100% 


ECG100361 


ECO100361 


100% 


100% 


100% 


ECO100361 


HPY100160 


51% 


94.0% 


98.1% 


ECO100361 


KPN308372 


91% 


96.7% 


100% 


ECO100361 


LPN101016 


50% 


93.4% 


95.2% 


ECO100361 


LMO100837 


51% 


95.2% 


98.8% 


ECO100361 


MCA101135 


46% 


93.1% 


95.2% 


ECO100361 


MAV107884 


48% • 


93.4% 


97.2% 


ECO100361 


MBV102362 


47% 


93.4% 


96.9% 


ECO100361 


MLP101436 


46% 


93.1% 


96.0% 


ECO100361 


MTU200510 


47% 


93.4% 


96.4% 


ECO100361 


NGO100861 


43% 


93.4% 


94.1% 


ECO100361 


NME200933 


44% 


93.4% 


94.1% 


ECO100361 


PMU101692 


41% 


93.7% 


94.1% 


ECO100361 


PRT102370 


77% 


95.2% 


98.2% 


ECO100361 


PAE205238 


40% 


93.7% 


94.7% 


ECO100361 


PPU1 10651 


76% 


94.3% 


97.5% 


ECO100361 


PSY101277 


42% 


94.0% 


95.2% 


ECO 100361 


SPA101546 


90% 


85.4% 


99.6% 


ECO100361 


STY104591 


93% 


96.7% 


100% 


ECO100361 


SAU801668 


49% 


92.8% 


96.9% 


ECOl 00361 


SEP201642 


49% 


92.8% 


96.9% 


ECOl 00361 


SHA101765 


42% 


58.5% 


98.0% 


ECO100361 


VCH100105 


44% 


93.7% 


92.2% 


ECO100361 


YPS000599 


43% 


93.7% 


94.1% 


ECO100362 


ECO100362 


100% 


100% 


100% 


ECO100366 


BFR101178 


24% 


34.9% 


57.0% 


ECO100366 


CJU100896 


19% 


55.0% 


36.6% 


ECO100366 


CDP102949 


27% 


21.6% 


9.1% 


ECO100366 


EBC102756 


70% 


96.6% 


100% 


ECO100366 


ECO 100366 


100% 


100% 


100% 


ECO100366 


LPN101403 


23% 


25.9% 


39.1% 


ECO100366 


PRT103239 


21% 


51.8% 


36.1% 


ECO100366 


SPA101548 


89% 


70.7% 


1UU70 


ECO100366 


STY104592 


89% 


97.0% 


47.2% 


ECO100366 


STM104306 


91% 


100% 


47.8% 


ECQ100367 


EBC102015 


28% 


77.0% 


100% 


ECO100367 


EBC102758 


51% 


91.0% 


97.6% 
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Ouerv LocusED 


Homolog LocusED 


Identity 


Query Coverage 


Homolog Coverage 


ECO100367 


ECO100367 


100% 


100% 


100% 


ECO100367 


KPN3 04631 


34% 


78.8% 


100% 


ECOl 00367 


SPA101549 


68% 


98.6% 


100% 


ECOl 00367 


STY 104593 


71% 


93.2% 


100% 


ECO100367 


STM104307 


71% 


93.2% 


100% 


ECO 1003 81 


EBC 102823 


83% 


96.8% 


96.8% 


ECO100381 


ECO100381 


100% 


100% 


100% 


ECO100381 


KPN304881 


79% 


98.4% 


98.4% 


ECO100381 


STY100328 


95% 


98.4% 


98.4% 


ECO100381 


STM104352 


93% 


98.4% 


98.4% 


ECO 100390 


ABA100709 


34% 


73.5% 


72.5% 


ECOl 00390 


BAN1 11886 


25% 


64.5% 


73.0% 


ECO100390 


BAN113193 


23% 


98.5% 


97.9% 


ECOl 00390 


BFR11820 


28% 


96% 


99.2% 


ECO100390 


BPT100403 


35% 


21.2% 


23.5% 


ECO100390 


BBU100828 


26% 


82.8% 


82.6% 


ECO100390 


BCE105254 


23% 


22.8% 


24.4% 


ECO100390 


BFU106002 


34% 


21.5% 


23.4% 


ECO100390 


CAC100402 


26% 


84% 


85.3% 


ECO100390 


CBO100412 


26% 


92.2% 


92.2% 


ECO 100390 


CDF103755 


25% 


89.5% 


92.6% 


ECO100390 


CDP 101084 


24% 


62% 


58.7% 


ECO100390 


EBC101912 


81% 


99.8% 


98.3% 


ECO 100390 


EFA200864 


26% 


97.2% 


97.9% 


ECO 100390 


EFM200128 


24% 


96% 


99.5% 


ECO 100390 


ECO100390 


100% 


100% 


100% 


ECO 100390 


KPN308651 


78% 


99.8% 


99.5% 


ECO 100390 


LMO 102080 


27% 


96.8% 


97.6% 


ECO 100390 


MCA101153 


32% 


95.8% 


90.7% 


ECO100390 


MAV1 00736 


24% 


62% 


58.2% 


ECO100390 


MLP100687 


27% 


21.2% 


23.0% 


ECO 100390 


MTU406882 


27% . 


21.2% 


30.2% 


ECO 100390 


PRT101271 


55% 


96.8% 


96.3% 


ECO 100390 


PAE204279 


31% 


92% 


91.4% 


ECO 100390 


PPU1 05701 


33% 


92% 


92.2% 


ECO100390 


PSY101474 


31% 


99.8% 


99.5% 


ECO100390 


SPA101178 


81% 


100% 


98.3% 


ECO 100390 


STY100355 


83% 


100% 


100% 


ECO100390 


SAU801345 


23% 


97.8% 


98.9% 


ECQ 100390 


SEP202011 


21% 


97.8% 


98.9% 


ECO100390 


SHA100866 


23% 


72.2% 


73.8% 


ECO 100390 


SPN201925 


26% 


16% 


16.3% 


ECO 100390 


TPA100619 


26% 


63.2% 


62.9% 


ECO100390 


VCH1 03245 


28% 


72.8% 


74.4% 


ECO 100390 


YPS002608 


60% 


98.8% 


96.9% 


ECO100394 


ABA104913 


59% 


99.6% 


97.2% 


ECO100394 


BAN1 12358 


49% 


94.7% 


95.8% 


ECO 100394 


BAN100163 


52% 


98.2% 


97.6% 


ECO100394 


BCE101232 


61% 


94.7% 


100% 


ECO100394 


BMA101593 


62% 


95.2% 


96.0% 


ECO100394 


EBC101456 


91% 


54.9% 


100% 


ECO100394 


EFA201477 


33% 


98.7% 


98% 


ECO100394 


ECO100394 


100% 


100% 


100% 


ECO100394 


KPN304910 


93% 


100% 


100% 
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Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO100394 


MPN100528 


22% 


71.8% 


65.7% 


ECG 100394 


PRT102253 


60% 


96.9% 


97.6% 


ECO100394 


PAE205092 


63% 


95.6% 


94.2% 


ECO 100394 


PPU106756 


60% 


93.2% 


95.3% 


ECO 100394 


PSY101310 


63% 


96.9% 


97.2% 


ECO100394 


SPA101112 


94% 


98.0% 


99.6% 


ECO100394 


STY100389 


95% 


99.6% 


99.8% 


ECO100394 


STM100031 


95% 


99.6% 


99.8% 


ECO 100394 


YPS002596 


81% 


98.7% 


97.4% 


ECO 100395 


BAN101050 


31% 


73.1% 


70.0% 


ECO 100395 


BAN109230 


33% 


73.1% 


69.8% . 


ECO 100395 


BFR12473 


26% 


64.0% 


70.0% 


EC0 100395 


CAC100478 


27% 


64.1% 


82.9% 


ECO 100395 


CDF104139 


31% 


74.4% 


71.2% 


ECO 100395 


EBC101457 


84% 


79.0% 


100% 


ECO 100395 


EFA202423 


30% 


68.6% 


65.8% 


ECO100395 


EFM200019 


29% 


82.5% 


82.5% 


ECO 100395 


ECO 100395 


100% 


100% 


100% 


ECO 100395 


KPN304911 


79% 


99.5% 


99.5% 


ECO 100395 


LMO100614 


31% 


73.2% 


70.7% 


ECO100395 


SPA105253 


92% 


4.5% 


90% 


ECO 100395 


SPA101113 


81% 


44.1% 


100% 


ECO100395 


STY100390 


83% 


99.8% 


99.8% 


ECO 100395 


STM100032 


83% 


99.8% 


99.8% 


ECO100395 


SPN400948 


29% 


72.9% 


70.0% 


ECO 100395 


SPY201005 


32% 


75.0% 


73.0% 


ECO 100395 


YPS002575 


57% 


99.5% 


99.0% 


ECO100402 


BAN107351 


47% 


26.1% 


35.6% 


ECO100402 


BFR102271 


29% 


60.9% 


24.5% 


ECO100402 


EBC103463 


93% 


100% 


100% 


ECO100402 


ECO100402 


100% 


100% 


100% 


ECO 100402 


KPN301340 


90% 


100% 


97.5% 


ECO100402 


PRT1 01447 


89% 


100% 


100% 


ECO100402 


PPU108585 


56% 


88.7% 


79.7% 


ECO100402 


PSY105486 


56% 


88.7% 


79.0% 


ECO 100402 


SPA103227 


96% 


100% 


100% 


ECO 100402 


STY100420 


96% 


100% 


100% 


ECO100402 


STM100071 


96% 


100% 


100% 


ECO100402 


YPS000205 


82% 


98.3% 


100% 


ECO 100404 


EBC101277 


64% 


58.8% 


100% 


ECO100404 


ECO100404 


100% 


100% 


100% 


ECOl 00404 


KPN303448 


70% 


88.4% 


97.8% 


ECO100404 


SPA103216 


73% 


89.9% 


100% 


ECO100404 


STY100423 


74% 


89.9% 


100% 


ECO100407 


ABA103638 


62% 


91.7% 


91.0% 


ECO100407 


BAN1 10020 


44% 


96.2% 


100% 


ECO100407 


BAN104354 


54% 


96.2% 


97.4% 


ECO100407 


BFR104554 


42% 


88.5% 


83.5% 


ECQ100407 


BPT100012 


39% 


94.9% 


85.5% 


ECOl 00407 


BCE102848 


40% 


96.2% 


84.8% 


ECO100407 


BFU108808 


42% 


96.8% 


86.9% 


ECOl 00407 


BMA1 02272 


41% 


93.6% 


81.5% 


ECO100407 


CJU1O0351 


50% 


98.7% 


100% . . 


ECO100407 


CPN200977 


27% 


98.7% 


100% 
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Identity 


Query Coverage 


Homolog Coverage 


ECO100407 


CTR200105 


37% 


99.4% 


98.7% 


ECO 100407 


CAC100789 


52% 


98.7% 


98.7% 


ECO100407 


CBO101079 


57% 


98.7% 


99.4% 


ECO100407 


CDF101258 


55% 


97.4% 


95.6% 


ECO100407 


CDP100290 


42% 


94.2% 


92.3% 


ECO100407 


EBC101280 


98% 


100% 


100% 


ECO100407 


ECO100407 


100% 


100% 


100% 


ECO100407 


HIN101269 


76% 


100% 


90.2% 


ECO100407 


HPY100002 


50% 


99.4% 


99.4% 


ECO100407 


KPN308524 


100% 


100% 


87.2% 


ECO 100407 


LPN100108 


43% 


90.4% 


90.3% 


ECO 100407 


MCA103693 


60% 


90.4% 


85.4% 


ECO100407 


MAV100814 


44% 


91.7% 


85.9% 


ECG100407 


MBV102145 


44% 


91.7% 


87.5% 


ECO100407 


MLP 100346 


42% 


90.4% 


88.8% 


ECO100407 


MTU201397 


44% 


91.7% 


90.9% 


ECG100407 


NGO100984 


45% 


96.8% 


94.3% 


ECO100407 


NME200821 


44% 


96.8% 


94.3% 


ECO100407 


PMU100731 


73% 


100% 


99.4% 


ECG100407 


PRT100213 


83% 


99.4% 


99.4% 


ECO100407. 


PAE204050 


56% 


100% 


98.1% < 


ECO100407 


PPU104481 


57% 


100% 


98.1% 


ECO1O0407 


PSY108754 


52% 


100% 


98.1% 


ECO100407 


SPA108738 


90% 


100% 


90.2% 


ECO 100407 


STY1 00427 


91% 


100% 


100% 


ECO100407 


STM100098 


91% 


100% 


100% 


ECO100407 


SAU801767 


58% 


82.7% 


96.2% 


ECO100407 


SEP202131 


56% 


96.2% 


97.4% 


ECO100407 


SHA101039 


58% 


94.9% 


96.7% 


ECO 100407 


SPN400161 


54% 


100% 


100% 


ECO100407 


VCH102234 


65% 


98.7% 


89.0% 


ECO 100407 


YPS002509 


86% 


99.4% 


99.4% 


ECO100408 


ABA101072 


44% 


97.8% 


91.3% 


ECO 100408 


BAN105057 


32% 


87.8% 


93.1% 


ECO 100408 


BAN110216 


35% 


87.8% 


93.1% 


ECO 100408 


BFR105998 


27% 


62.6% 


28.6% 


ECO 100408 


BPT100014 


45% 


95.0% 


88.3% 


ECO 100408 


BBU100107 


33% 


85.6% 


86.2% 


ECO 100408 


BCE1 11817 


43% 


97.8% 


93.8% 


ECO 100408 


BFU1 13008 


42% 


97.1% 


93.8% 


ECO 100408 


BMA102557 


44% 


97.8% 


93.8% 


ECO 100408 


CJU100350 


34% 


89.9% 


93.9% 


ECO100408 


CPN200850 


23% 


91.4% 


78.5% 


ECO 100408 


CTR200214 


25% 


90.6% 


79.3% 


ECO 100408 


CAC103566 


31% 


87.8% 


91.1% 


ECO100408 


CBO100362 


33% 


89.2% 


97.2% 


ECO100408 


CDF101805 


31% 


66.9% 


55.6% 


ECO100408 


CDP100352 


32% 


91.4% 


66.8% 


ECO100408 


EBC101281 


93% 


100% 


100% 


ECO100408 


EFA202204 


34% 


87.8% 


81.5% 


ECO100408 


EFM100580 


31% 


90.6% 


91.3% 


ECO 100408 


ECO100408 


100% 


100% 


100% 


ECO100408 


HIN101270 


54% 


95.7% 


92.4% 


ECO 100408 


HPY100001 


30% 


89.9% 


90.6% 
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Identity 


Query Coverage 


Homolog Coverage 


ECO 100408 


KPN308025 


94% 


100% 


100% 


ECO 100408 


LPN101606 


40% 


93.5% 


88.4% 


ECO 100408 


LMO102626 


37% 


91.4% 


96.1% 


ECO 100408 


MCA1 03036 


34% 


94.2% j 


82.3% 


ECO 100408 


MAV101907 


36% 


87.8% 


80.8% 


ECO 100408 


MBV1 01339 


34% 


87.8% 


43.4% 


ECO 100408 


MLP100320 


35% 


89.2% 


67.4% 


ECO100408 


MTU202496 


34% 


87.8% 


80.8% 


ECO100408 


NGO100982 


42% 


96.4% 


95.0% 


ECO100408 


NME200820 


42% 


96.4% 


95.0% 


ECO 100408 


PMU100730 


63% 


95.7% 


92.4% 


ECO 100408 


PRT103311 


74% 


74.8% 


100% 


ECO100408 


PAE204049 


55% 


96.4% 


84.3% 


ECO 100408 


PPU111159 


53% 


96.4% 


80.7% 


ECO100408 


PSY102195 


51% 


96.4% 


81.2% 


ECO 100408 


SPA103662 


94% 


40.3% 


100% 


ECO100408 


STY100428 


96% 


100% 


100% 


ECO100408 


STM100099 


96% 


100% 


100% 


ECO 100408 


SAU801524 


34% 


88.5% 


95.3% 


ECO 100408 


SEP200894 


35% 


88.5% 


95.3% 


ECO 100408 


SHA100990 


34% 


88.5% 


96.1% 


ECO 100408 


SMU101206 


31% 


89.9% 


90.2% 


ECO 100408 


SPN400390 


34% 


89.9% 


87.0% 


ECO 100408 


SPY201398 


30% 


89.9% 


88% 


ECO 100408 


TPA101005 


35% 


90.6% 


91.5% 


ECO 100408 


UUR1 00302 


28% 


54.0% 


59.8% 


ECO 100408 


VCH102233 


53% 


97.1% 


95.5% 


ECO 100408 


YPS002505 


84% 


99.3% 


100% 


ECO 100409 


ABA105144 


46% 


98.2% 


99.3% 


ECO100409 


BFR11172 


30% 


97.5% 


95.9% 


ECO 100409 


BPT100016 


43% 


98.2% 


93.8% 


ECO 100409 


BCE1 10120 


53% 


52% 


85% 


ECO 100409 


BFU102731 


49% 


97.8% 


97.3% 


ECO 100409 


BMA107273 


44% 


96.9% 


99.1% 


ECO 100409 


CJU101376 


27% 


82.5% 


88.6% 


ECO100409 


CDP 100279 


31% 


74.8% 


72.3% 


ECO100409 


EBC101282 


84% 


99.4% 


100% 


ECO 100409 


ECO 100409 


100% 


100% 


100% 


ECO 100409 


HIN101271 


52% 


99.1% 


93.9% 


ECO 100409 


KPN303432 


84% 


99.4% 


100% 


ECO100409 


LPN101227 


52% 


82.2% 


83.3% 


ECO 100409 


MCA103652 


39% 


91.7% 


99.7% 


ECO 100409 


MAV101439 


35% 


82.8% 


82.4% 


ECO 100409 


MBV102Q49 


36% 


82.8% 


81.4% 


ECO 100409 


MLP1 01022- 


35% 


81.8% 


82.5% 


ECO100409 


MTU202939 


36% 


82.8% 


81.4% 


ECO100409 


NGO100695 


42% 


97.8% 


99.1% 


ECO100409 


NME201944 


43% 


97.8% 


99.1% 


ECO 100409 


PMU100729 


53% 


99.1% 


99.7% 


ECO100409 


PRT100038 


67% 


99.1% 


98.8% 


ECO 100409 


PAE204048 


45% 


98.8% 


98.8% 


ECO100409 


PPU104483 


45% 


98.2% 


98.1% 


ECO 100409 


PSY102181 


47% 


99.1% 


99.4% 


ECO 100409 


SPA1 03660 


87% 


100% 


100% 
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r 

Homolog Coverage 


ECO100409 


STY100439 


87% 


100% 


100% 


ECO100409 


STM100100 


88% 


100% 


100% 


ECO 100409 


VCH102232 


54% 


99.1% 


96.1% 


ECO 100409 


YPS002502 


75% 


99.7% 


98.5% 


ECO100424 


ABA103655 


43% 


93.7% 


96.9% 


ECO100424 


BAN111570 


28% 1 


72.4% 


88.2% 


ECO100424 


BAN1 10867 


33% 


85.1% 


92.4% 


ECO100424 


BPT1 02774 


55% 


85.7% 


88.8% 


ECO100424 


BCE104834 


59% 


78.1% 


93.5% 


ECO100424 


BFU101934 


57% 


83.2% 


93.5% 


ECO100424 


BMA107732 


57% 


88.6% 


92.6% 


ECO100424 


BMA109512 


56% 


89.5% 


97.2% 


ECO100424 


CDP100360 


28% 


24.8% 


21.0% 


ECO100424 


EBC101217 


95% 


100% 


100% 


ECO100424 


ECO100424 


100% 


100% 


100% 


ECO100424 


KPN303418 


85% 


47.9% 


100% 


ECO100424 


LMO 100640 


34% 


94.0% 


81.0% 


ECO100424 


MAV102952 


26% 


39.0% 


37.5% 


ECO100424 


MBV101465 


22% 


42.9% 


27.2% 


ECO100424 


MTU202140 


22% 


42.9% 


25% 


ECO 100424 


PRT1 03954 


67% 


98.4% 


98.4% 


ECO100424 


PAE201316 


57% 


95.2% 


90.0% 


ECO100424 


PPU1 01498 


57% 


97.5% 


99.7% 


ECO 100424 


PSY104255 


56% 


96.5% 


96.5% 


ECO 100424 


SPA102308 


76% 


100% 


100% 


ECO 100424 


STY100721 


95% 


100% 


99.1% 


ECO 100424 


SAU801061 


35% 


81.0% 


68.0% 


ECO 100424 


SEP200354 


38% 


81.0% 


66.6% 


ECO 100424 


SHA100551 


40% 


58.4% 


59.5% 


ECO100424 


YPS001897 


66% 


96.5% 


99.7% 


ECO 100430 


ABA101466 


71% 


93.6% 


91.3% 


ECQ100430 


BAN100418 


59% 


22.6% 


96.9% 


ECO 100430 


BAN109620 


38% 


94.3% 


97.8% 


ECO 100430 


BAN107278 


65% 


68.2% 


93.4% 


ECO100430 


BAN111361 


61% 


96.5% 


96.4% 


ECO 100430 


BFR100135 


54% 


86.1% 


94.8% 


ECO 100430 


BPT100486 


71% 


100% 


93.2% 


ECO 100430 


BBU100611 


. 53% 


96.7% 


95.8% 


ECO 100430 


BCE1 14986 


74% 


97.4% 


97.6% 


ECO 100430 


BFU 100995 


73% 


97.4% 


97.6% 


ECO 100430 


BMA101609 


73% 


97.4% 


97.6% 


ECO 100430 


CJU1 00247 


55% 


94.6% 


96.2% 


ECO 100430 


CPN201004 


57% 


96.0% 


98.3% 


ECO 100430 


CTR200078 


57% 


96.0% 


98.3% 


ECO 100430 


CAC101555 


61% 


96.9% 


94.7% 


ECO 100430 


CBO100837 


62% 


97.4% 


93.7% 


ECO 100430 


CDF102979 


61% 


96.5% 


97.8% 


ECO 100430 


CDP101237 


61% 


96.2% 


96.7% 


ECO 100430 


EBC101545 


95% 


98.3% 


100% 


ECO 100430 


EFA202273 


60% 


95.5% 


96.6% 


ECO100430 


EFM101238 


60% 


96.5% 


97.6% 


ECO 100430 


ECO100430 


100% 


100% 


100% 


ECO 100430 


HIN100694 


69% 


97.4% 


100% 


ECO 100430 


HPY101354 


51% 


94.3% 


97.1% 
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ECO100430 


KPN301083 


98% 


100% 


100% 


ECO100430 


LMO 102362 


62% 


96.2% 


96.2% 


ECO 100430 


MCA101655 


65% 


93.4% 


97.0% 


ECO100430 


MAV102304 


62% 


96.0% 


96.0% 


ECO100430 


MBV101048 


61% 


96.9% 


96.9% 


ECO100430 


MLP100910 


61% 


96.2% 


96.2% 


ECO100430 


MTU202421 


61% 


96.9% 


96.9% 


ECO100430 


NGO101085 


69% 


94.1% 


97.8% 


ECO 100430 


NME201444 


69% 


94.1% 


97.8% 


ECO100430 


PMU101977 


73% 


94.6% 


98.1% 


ECO100430 


PRT101501 


88% 


100% 


100% 


ECO 100430 


PAE201801 


77% 


98.3% 


97.9% 


ECO100430 


PPU109917 


77% 


98.8% 


98.4% 


ECO 100430 


PSY107890 


77% 


98.3% 


97.9% 


ECO 100430 


SPA102998 


97% 


98.8% 


99.8% 


ECO 100430 


STY 100725 


97% 


100% 


100% 


ECO 100430 


STM1 00438 


98% 


100% 


100% 


ECO 100430 


SAU801674 


61% 


94.1% 


94.0% 


ECO100430 


SEP201649 


61% 


94.1% 


94.0% 


ECO 100430 


SHA100379 


56% 


44.8% 


92.5% 


EC© 100430 


SMU100958 


59% 


94.1% 


96.6% 


ECO 100430 


SPN401426 


58% 


96.7% 


98.8% 


ECO 100430 


SPY200660 


59% 


94.1% 


96.8% 


ECO 100430 


TPA10O504 


56% 


93.6% 


95.4% 


ECO100430 


VCH101891 


84% 


100% 


100% 


ECO100430 


YPS001881 


92% 


100% 


100% 


ECO100431 


ABA1O0033 


61% 


24.2% 


90.3% 


ECO100431 


ABA105304 


55% 


97.6% 


95.2% 


ECO100431 


BAN 104528 


44% 


96.9% 


99.6% 


ECO100431 


BAN103992 


53% 


97.7% 


96.3% 


ECO 100431 


BFR11925 


45% 


97.4% 


94.3% 


ECO100431 


BPT100489 


68% 


98.2% 


95.5% 


ECO100431 


BBU100612 


39% 


97.7% 


97.3% 


ECO100431 


BCE108504 


69% 


98.2% 


95.3% 


ECO100431 


BFU 100993 


70% 


98.5% 


95.5% 


ECO100431 


BMA107557 


69% 


99.4% 


96.6% 


ECO100431 


CJU100999 


39% 


97.1% 


98.4% 


ECO100431 


CPN200737 


40% 


97.8% 


95.1% 


ECO100431 


CTR200613 


40% 


97.1% 


94.6% 


ECO100431 


CAC100342 


47% 


97.1% 


98.1% 


ECOl 00431 


CBO101096 


50% 


98.0% 


99.6% 


ECO100431 


CDF102998 


52% 


97.2% 


97.3% 


ECOl 00431 


EBC101544 


98% 


54.5% 


100% 


ECO100431 


ECO100431 


100% 


100% 


100% 


ECO100431 


HIN100442 


74% 


98.3% 


96.3% 


ECO100431 


HPY101359 


39% 


97.1% 


98.9% 


ECO100431 


KPN301084 


96% 


62.6% 


100% 


ECQ100431 


MCA100771 


52% 


98.9% 


96.8% 


ECO100431 


MAV107390 


50% 


47.6% 


95.6% 


ECOl 00431 


MLP 100403 


40% 


8.2% 


19.4% 


ECO100431 


MGE100244 


41% 


96.2% 


98.2% 


ECO100431 


MPN 100504 


40% 


96.2% 


98.2% 


ECO100431 


NGO 100249 


65% 


98.1% 


95.5% 


ECOl 00431 


NME201277 


65% 


98.9% 


97.0% 



567 



PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 
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ECO 100431 


PMU101978 


75% 


99.4% i 


96.8% 


ECO100431 


PRT101500 


88% 


100% 


100% 


ECO100431 


PAE201802 


70% 


97.8% 


96.0% 


ECO100431 


PPU106533 


70% 


97.8% 


96.0% 


ECO100431 


PSY103927 


69% 


97.8% 


96.0% 


ECO 100431 


SPA102997 


99% 


100% 


98.4% 


ECO100431 


STY100726 


99% 


100% 


100% 


ECO100431 


STM100439 


99% 


100% 


100% 


ECOl 00431 


SPN401780 


25% 


15.9% 


41.4% 


ECO100431 


SPY101613 


24% 


13.8% I 


42.9% 


ECO100431 


TPA100519 


43% 


98.3% 


87.7% 


ECO100431 


UUR100350 


40% 


96.7% 


99.0% 


ECO100431 


VCH101890 


82% 


100% r 


99.6% 


ECO100431 


YPS001875 


91% i 


100% 


100% 1 


ECO100435 


ABA106138 


24% 


96.2% 


84.2% 


ECO100435 


BFR102134 


27% 


79.5% 


78.4% 


ECO100435 


BFU104105 


26% 


95.5% 


83.9% 


ECO100435 


CAC102936 


39% 


55.3% 


54.1% 


ECO100435 


EBC102273 


87% 


99.2% 


99.2% 


ECO100435 


ECO100435 


100% 


100% 


100% 


ECO100435 


KPN302385 


85% 


98.5% 


97.7% 


ECO100435 


LPN102857 


30% 


85.6% j 


83.1% 


ECO100435 


MCA100454 


24% 


78.8% 


64.6% 


ECO100435 


MAV107513 


22% 


97.0% 


94.2% 


ECO1O0435 


MBV101527 


26% 


96.2% 


92.8% 


ECO100435 


MTU202439 


26% 


96.2% 


92.8% 


ECO100435 


NGO101290 


40% 


96.2% 


97.6% 


ECO 100435 


NME200457 


40% 


96.2% 


97.6% 


ECO100435 


PRT106164 


55% 


97.0% 


94.8% 


ECO100435 


SPA102993 


93% 


100% 


100% 


ECO100435 


STY100750 


94% 


100% 


100% 


ECO100435 


STM100443 


94% 


100% 


100% 


ECO100435 


SPN401264 


26% 


75.8% 


33.1% 


ECO100435 


TPA100154 


37% 


90.2% 


88.8% 


ECO100435 


YPS001867 


69% 


99.2% 


97.0% 


ECO 100445 


BAN103966 


24% 


61.1% 


4.8% 


ECO 100445 


BAN105784 


24% 


61.1% 


43.0% 


ECO100445 


BMA103371 


31% 


43.7% 


23.7% 


ECO100445 


CJU101094 


30% 


44.2% 


93.3% 


ECO 100445 


EBC101949 


75% 


81.6% 


98.1% 


ECO100445 


ECO100445 


100% 


100% 


100% 


ECO100445 


KPN302393 


70% 


84.2% 


98.8% 


ECO100445 


MAV100663 


25% 


55.3% 


53.0% 


ECO100445 


PAE203672 


38% 


54.2% 


77.3% 


ECO100445 


PPU105141 


40% 


52.1% 


74.2% 


ECO100445 


PSY107733 


35% 


53.2% 


98.1% 


ECO100445 


SPA103161 


84% 


100% 


100% 


ECO100445 


STY100781 


88% 


100% 


100% 


ECO100445 


STM100473 


88% 


100% 


100% 


ECO100445 


VCH101045 


43% 


47.9% 


63.6% 


ECO100445 


YPS001806 


55% 


87.4% 


94.2% 


ECO100448 


ECO100448 


100% 


100% 


100% 


ECO100448 


KPN302401 


62% 


48.5% 


100% 


ECO100448 


PAE202198 


27% 


94.8% 


95.1% 
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ECO 100448 


PPU101997 


30% 


97.1% 


93.8% 


ECO100448 


SPA103158 


77% 


49.2% 


100% 


ECO100448 


STY100783 


67% 


99.2% 


99.6% 


ECO 100453 


ABA 101 792 


57% 


99.1% 


99.3% 


ECO 100453 


BPT100257 


67% 


98.8% 


97.6% 


ECO 100453 


BCE 114545 


66% 


24.5% 


84.0% 


ECO100453 


BCE104032 


66% 


99.5% 


98.6% 


ECO100453 


BFU105569 


65% 


100% 


98.2% 


ECO100453 


BMA106830 


66% 


99.9% 


98.2% 


ECO100453 


EBC103991 


92% 


100% 


100% 


ECO 100453 


ECO100453 


100% 


100% 


100% 


ECO100453 


H1N100875 


32% 


97.9% 


97.4% 


ECQ100453 


KPN303893 


91% 


100% 


100% 


ECO100453 


LPN101626 


40% 


98.9% 


99.4% 


ECO100453 


MCA100461 


56% 


99.9% 


99.7% 


ECO100453 


MAV103904 


24% 


18.5% 


20.4% 


ECO100453 


MBV105O73 


23% 


19.9% 


19.1% 


ECO 100453 


MTU201501 


23% 


19.5% 


16.7% 


ECO 100453 


NGO100607 


48% 


99.9% 


98.7% 


ECO 100453 


NME201818 


49% 


99.9% 


98.7% 


ECO100453 


PMU101132 


31% 


97.6% 


97.1% 


ECO100453 


PRT104879 


75% 


99.3% 


99.2% 


ECO100453 


PAE200425 


70% 


98.5% 


98.6% 


ECO100453 


PPU101135 


65% 


99.0% 


98.7% 


ECO100453 


PSY103933 


65% 


99.3% 


99.5% 


ECO100453 


STY 100789 


94% 


99.9% 


99.9% 


ECO100453 


YPS001789 


84% 


99.8% 


99.6% 


ECO 100456 


BCE1 14237 


32% 


23.7% 


57.2% 


ECO100456 


BFU101219 


28% 


27.1% 


67.2% 


ECO 100456 


CPN200570 


19% 


22.7% 


58.7% 


ECO 100456 


CTR100201 


19% 


37.5% 


48.0% 


ECO100456 


CDP102443 


27% 


12.8% 


29.9% 


ECO100456 


EBC103983 


84% 


97.2% 


99.9% 


ECO100456 


ECO100456 


100% 


100% 


100% 


ECO100456 


H1N100185 


35% 


97.2% 


98.4% 


ECO100456 


KPN300148 


83% 


14.6% 


100% 


ECO100456 


KPN303886 


83% 


99.7% 


97.9% 


ECO100456 


LPN100506 


21% 


82.6% 


90.8% 


ECO100456 


MLP 100103 


19% 


19.0% 


26.4% 


ECO100456 


MPN100367 


22% 


38.7% 


9.5% . 


ECO100456 


PMU100358 


38% 


97.7% 


98.5% 


ECO100456 


PRT105555 


48% 


97.3% 


98.3% 


ECO100456 


PAE205017 


39% 


97.1% 


97.0% 


ECO 100456 


PPU102036 


40% 


97.4% 


98.5% 


ECO 100456 


PSY103682 


41% 


94.7% 


93.7% 


ECO 100456 


SPA102914 


88% 


95.2% 


100% 


ECO 100456 


STY100812 


89% 


99.8% 


99.8% 


ECO100456 


STM100504 


89% 


99.7% 


99.7% 


ECO1004S6 


UUR1 00392 


24% 


13.8% 


11.3% 


ECO 100456 


YPS001764 


59% 


97.4% 


96.3% 


ECO 100457 


EBC106191 


73% 


84.9% 


73.8% 


ECO100457 


ECO100457 


100% 


100% 


100% 


ECO 100457 


KPN303890 


75% 


84.9% 


78.9% 


ECO 100457 


PRT105806 


58% 


94.3% 


94.1% 
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Query LocusID 



ECO100457 



ECO100457 



ECO100457 



ECO100457 



Homolog LocusID 



SPA102916 



STY100814 



VCH101828 



YPS003930 



Identity 



Query Coverage 



80% 



92.5% 



80% 



92.5% 



58% 



57% 



81.1% 



84.9% 



PCT/IIS02/09107 
Homolog Coverage 
92.7% 



92.7% 



61.4% 



88.2% 



ECO100458 



ECO100458 



CDP100984 



27% 



56% 



EBC1 03989 



56% 



100% 



24.8% 



100% 



ECO 100458 



ECO100458 



ECO100458 



100% 



100% 



KPN300488 



55% 



92% 



100% 



100% 



ECO100458 



KPN303892 



59% 



100% 



100% 
95.1% 



ECOl 00458 



PMU100990 



20% 
35% 



97.1% 



ECOl 00458 



ECO100458 



ECO100458 



ECO100458 



ECO 100458 



ECO100464 



ECO100464 



ECO 100464 



PRT1 04644 



98.3% 



PAE108407 



28% 



88.6% 



SPA102917 



72% 



97.7% 



VCH101827 



32% 



81.1% 



YPS001761 



36% 



98.3% 



ABA105152 



52% 



99.7% 



BFR105086 



32% 



90.2% 



BPT101320 



59% 



99.2% 



97.2% 



23.8% 



100% 
79.1% 



97.2% 



99.4% 



82.4% 



98.1% 



ECO 100464 



BBU 100559 



41% 



98.4% 



93.4% 
99.1% 



ECO 100464 



ECO 100464 



ECO100464 



ECO100464 



ECO100464 



ECO 100464 



BCE101760 



60% 



99.4% 



BFU107645 



61% 



99.5% 



BMA108677 



61% 



98.7% 



CJU100481 



43% 



98.4% 



CAC101040 



39% 



98.4% 



CBO103036 



41% 



42.6% 



98.9% 



99.2% 



98.8% 



99.0% 



99.6% 
95.7% 



ECO 100464 



ECO 100464 



ECO 100464 



ECO100464 



ECO 100464 



ECO 100464 



ECO 100464 



ECO 100464 



ECO 100464 



CDF102736 



29% 



96.0% 



EBC103981 



91% 



100% 



ECO 100464 



100% 



100% 



HIN100103 



75% 



99.5% 



HPY100206 



45% 



98.6% 



KPN303864 



91% 



100% 



LPN102583 



62% 



99.5% 



LMO102556 



23% 



98.6% 



MCA100562 



50% 



98.6% 



100% 



100% 



98.7% 



98.4% 



100% 



99.2% 



98.2% 



98.6% 



ECO 100464 



ECO 100464 



ECO100464 



ECO 100464 



ECO100464 



MAV101501 



48% 



97.1% 



MBV105727 



MLP100990 



45% 
45% 



98.4% 



98.4% 



MTU202265 



45% 



98.4% 



NGO100474 



25% 



19.9% 



96.7% 



98.0% 



98.0% 



98.0% 



34.3% 
18.6% 



ECO100464 



ECO100464 



ECO100464 



ECO 100464 



ECO 100464 



ECO100464 



ECO 100464 



ECO100464 



ECO 100464 



ECO100464 



ECO100464 



ECO100464 



ECO 100465 



ECO100465 



NME200399 



25% 



19.9% 



PMU101024 



76% 



99.2% 



PRT1 05522 



81% 



99.7% 



PAE201595 



61% 



99.4% 



PPU101233 



60% 



PSY105027 



60% 



SPA100495 



STY100841 



STM100533 



TP Al 00974 



VCH100968 



YPS001737 



ABA102578 



BAN108855 



91% 
94% 



99.4% 



99.4% 



91.7% 



94% 



41% 



69% 



86% 



62% 
43% 



100% 



100% 



98.4% 



99.2% 



100% 



99.5% 



100% 



98.4% 



99.0% 



98.4% 



98.7% 



98.7% 



99.7% 



98.7% 



98.7% 



98.7% 



98.1% 



99.7% 



99.1% 



98.6% 



ECO100465 



BAN106781 



47% 



100% 



98.6% 
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Query Coverage 


Homolog Coverage 


ECO100465 


BFR10586 


39% 


98.6% 


96.8% 


ECO100465 


BPT101280 


60% 


99.5% 


99.1% 


ECO100465 


BBU100416 


35% 


99.5% 


98.1% 


ECO100465 


BCE1 14693 


65% 


96.3% 


96.4% 


ECO 100465 


BFU106856 


65% 


96.3% 


96.4% 


ECOl 00465 


BMA102106 


65% 


96.7% 


96.8% 


ECO 100465 


CJU100600 


25% 


98.1% 


94.3% 


ECO100465 


CPN200508 


34% 


83.6% 


83.6% 


ECO100465 


CTR200398 


32% 


94.9% 


83.0% 


ECO 100465 


CAC 102891 


48% 


100% 


99.1% 


ECOl 00465 


CBO 103787 


51% 


100% 


98.6% 


ECO100465 


CDF102350 


52% 


100% 


96.4% 


ECO100465 


CDP100003 


40% 


86.4% 


87.3% 


ECO 100465 


EBC103984 


96% 


100% 


100% 


ECO100465 


EFA201978 


45% 


99.5% 


98.6% 


ECO100465 


EFM200623 


45% 


99.5% 


99.1% 


ECO 100465 


ECO100465 


100% 


100% 


100% 


ECO 100465 


HIN100331 


71% 


100% 


100% 


ECO100465 


HPY100611 


30% 


61.2% 


72.3% 


ECOl 00465 


KPN303865 


96% 


100% 


100% 


ECO100465 


LPN102084 


55% 


99.5% 


99.1% 


ECO100465 


LMO102187 


46% . 


99.5% 


98.6% 


ECO100465 


MCA101231 


61% 


99.5% 


98.6% 


ECO 100465 


MAV102071 


38% 


100% 


99.4% 


ECOl 00465 


MBV101628 


37% 


100% 


99.4% 


ECO100465 


MLP101114 


39% 


86.4% 


87.3% 


ECO 100465 


MTU200730 


37% 


100% 


99.4% 


ECO100465 


MGE100174 


34% 


84.6% 


84.6% 


ECO 100465 


MPN100646 


32% 


86.0% 


86.5%. 


ECO100465 


NGO100911 


62% 


100% 


99.5% 


ECO 100465 


NME200954 


64% 


100% 


99.5% 


ECO 100465 


PMU100284 


71% 


99.5% 


99.5% 


ECO 100465 


PRT1 04973 


81% 


100% 


100% 


ECO 100465 


PAE203684 


64% 


96.7% 


96.7% 


ECO 100465 


PPU107935 


64% 


96.7% 


96.8% 


ECQ100465 


PSY104919 


60% 


81.3% 


96.2% 


ECO 100465 


SPA1 00230 


92% 


100% 


91.8% 


ECO100465 


STY 100842 


96% 


100% 


100% 


ECO 100465 


STM100555 


96% 


100% 


100% 


ECO 100465 


SAU802229 


47% 


99.5% 


98.6% 


ECO 100465 


SEP200243 


47% 


99.5% 


98.6% 


ECO 100465 


SHA100179 


47% 


99.5% 


98.1% 


ECQ100465 


SMU100597 


43% 


85.0% 


85.8% 


ECOl 00465 


SPN400210 


38% 


99.5% 


98.1% 


ECO 100465 


SPY200058 


40% 


99.5% 


98.1% 


ECO 100465 


TPA100588 


38% 


98.6% 


97.2% 


ECO 100465 


UUR100253 


33% 


99.5% 


98.1% 


ECO 100465 


VCH 100969 


73% 


99.5% 


99.5% 


ECO 100465 


YPS001716 


87% 


100% 


100% 


ECQ100468 


ABA104316 


27% 


50.7% 


63.8% 


ECO 100468 


EBC103990 


93% 


100% 


100% 


ECOl 00468 


ECO100468 


100% 


100% 


100% 


ECO100468 


KPN303867 


89% 


100% 


100% 


ECO100468 


MCA101546 


24% 


57.4% 


72.1% 
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Identity 


Query Coverage 


Homoloe Coverage 
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PRT103854 


82% 


100% 


100% 




SPA1 07646 


92% 


100% 


100% 




STY1 00845 


94% 


100% 


100% 


prn 1 0046R 


STM100558 


94% 


100% 


100% 


proioo46R 


VCH103521 


69% 


100% 


100% 




VCH101110 


75% 


100% 


100% 


FCO 100468 


YPS001600 


83% 


100% 


100% 


Fro 100469 


ABA105707 


48% 


97.3% L 


97.0% 


PP0 100469 


BAN105697 


24% 


61.3% 


85.4% 


Fr0 100469 


BAN103529 


27% 


63.6% 


89.8% 


FP0 100469 


BAN105257 


27% 


67.6% 


93.7% 


Fro 1 00469 


BFR10916 


30% 


63.8% 


48.5% 


Fro 100469 


BFR11614 


32% 


69.9% 


50.9% 


Ff0 100469 


BBU100446 


21% 


69.4% 


57.9% 


FOO 1 00469 


BCE111018 


51% 


97.7% 


97.5% 


FCO 100469 


BMA106790 


50% 


99.3% 


98.4% 


FPO 100469 


CBO.103826 


23% 


65.9% 


91.1% 


FC0 100469 


CDP101177 


26% 


90.1% 


93.7% 


Fro 100469 


EBC105058 


92% 


98.2% 


98.4% 


Fro 100469 


EFM201852 


28% 


67.9% 


96.1% 


Fro 100469 


ECO 100469 


100% 


100% 


100% 


Fro 1 00469 


KPN309208 


91% 


100% 


100% 


Fro 1 00469 


MAV1 02680 


29% 


64.9% 


93.2% 


Fr0 100469 


MBV104698 


29% 


61.5% 


86.2% 


Fro 100469 


MLP 100477 


27% 


61.5% 


86.5% 


Fro 100469 


MTU203193 


29% 


61.5% 


86.2% 


Fro 1 00469 


PRT101586 


71% 


98.0% 


95.4% 


FO0 100469 


PAE205513 


62% 


98.0% 


97.0% 


Fro 100469 


PPU103619 


33% 


68.3% 


64.0% 


Fro 100469 


SPA1 03965 


83% 


98.2% 


100% j 


FOO 100469 


STY 100846 


94% 


99.6% 


99.6% 


Fro 1 00469 


SAU401722 


23% 


66.8% 


85.2% 


FO0 100469 


TPA100056 


23% 


37.6% 


47.1% 


FPO 100469 


YPS001597 


79% 


98.2% 


97.3% 


FO0 100473 


BCE1 12818 


22% 


90.5% 


79.4% 


FO0 100473 


BFU105062 


27% 


87.5% 


92.5% 


FrO 100473 


BMA109015 


23% 


55.7% 


93.1% 


FPO 100473 


CAC101805 


21% 


87.1% 


80.6% 


FO0 100473 


EBC101032 


70% 


51.1% 


100% 


FO0 1 00473 


ECO 100473 


100% 


100% 


100% 


Fro 100473 


KPN305997 


67% 


96.2% 


99.2% 


Fro 100473 


PRT105875 


47% 


99.2% 


97.8% 


FrO 1 00473 


SPA101218 


64% 


100% 


100% 


FrO 100473 


STY100870 


65% 


100% 


100% 


Fr0 100473 


VCH102186 


33% 


88.6% 


80.2% 


FO0 100473 


YPS001582 


56% 


99.2% 


97.4% 


Fr0 100475 


ABA101879 


41% 


7.2% 


16.0% 


Fro 100475 


BAN105978 


44% 


57.4% 


98.6% 


ECO100475 


BAN110321 


44% 


69.3% 


100% 


ECQ100475 


BFR10291 


39% 


86.6% 


98.1% 


ECO100475 


BPT102136 


41% 


6.8% 


15.8% 


ECO100475 


BCE1 10602 


43% 


73.5% 


97.9% 


ECO 100475 


BFU1 13139 


47% 


72.8% 


81.7% 


ECO100475 


BMA106854 


46% 


73.3% 


73.4% 
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Identity 
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Homolog Coverage 


ECO100475 


CJU101080 


30% 


86.9% 


89.4% 


ECO100475 


CAC100879 


39% 


18.9% 


7.9% 


ECO100475 


CBO102754 


38% 


99.2% 


99.5% 


ECO100475 


CDF1 02644 


39% 


4.6% 


16.2% 


ECO100475 


CDP100778 


38% 


5.2% 


7.9% 


ECO100475 


EBC100331 


89% 


4.2% 


19.6% 


ECO100475 


EFA201855 


39% 


19.2% 


7.9% 


ECO100475 


EFM201092 


37% 


87.5% 


98.5% 


EC0100475 


ECO 100475 


100% 


100% 


100% 


ECO100475 


HIN100276 


37% 


3.2% 


10.7% 


ECO100475 


HPY101055 


32% 


88.0% 


99.6% 


ECO100475 


KPN308679 


87% 


6.6% 


18.6% 


ECO100475 


LPN101141 


44% 


77.7% 


89.0% 


ECO100475 


LPN101253 


45% 


77.7% 


88.7% 


ECO100475 


LMO100878 


37% 


1.4% 


12.6% 


ECO100475 


MCA100406 


36% 


87.5% 


95.5% 


ECQ100475 


MAV1 00988 


36% 


72.9% 


81.5% 


ECO100475 


MBV103852 


44% 


77.7% 


79.7% 


ECOl 00475 


MLP101222 


34% 


87.4% 


96.5% 


ECO100475 


MTU200960 


44% 


77.7% 


81.9% 


ECO 100475 


NGO100160 


39% 


86.7% 


98.1% 


ECO100475 


NME201398 


40% 


87.2% 


98.6% 


ECO 100475 


PMU101892 


39% 


2.9% 


10.9% 


ECO 100475 


PRT105140 


72% 


27.5% 


12.7% 


ECO 100475 


PAE203917 


41% 


7.1% 


16.3% 


ECO 100475 


PPU108258 


41% 


99.6% 


98.6% 


ECO 100475 


PSY102170 


42% 


7.0% 


21.1% 


ECO100475 


SPA101217 


84% 


86.8% 


100% 


ECO100475 


STY100871 


93% 


99.9% 


99.9% 


ECO 100475 


STM104228 


42% 


4.4% 


8.3% 


ECO 100475 


SAU802557 


38% 


99.9% 


99.5% 


ECO 100475 


SEP201193 


37% 


7.2% 


16.6% 


ECO100475 


SHA1 00292 


40% 


73.9% 


100% 


ECQ100475 


SMU1 00795 


41% 


4.4% 


8.9% 


ECO100475 


SPN400641 


. 43% 


72.1% 


79.3% 


ECO 100475 


SPY201317 


41% 


4.6% 


8.9% 


ECO 100475 


TPA101026 


34% 


3.7% 


9.8% 


ECO100475 


UUR100203 


28% 


76.9% 


92.9% 


ECO100475 


VCH102181 


50% 


9.0% 


19.3% 


ECO100475 


YPS001578 


66% 


7.3% 


22.9% 


ECO100485 


ABA102979 


44% 


78.8% 


90.3% 


ECO100485 


BPT100402 


42% 


86.5% 


82.4% 


ECO100485 


BCE103660 


39% 


98.1% 


60.3% 


ECO100485 


BFU101347 


38% 


93.3% 


90.2% 


ECO 100485 


BMA107037 


42% 


86.1% 


81.2% 


ECO100485 


CAC101080 


25% 


84.1% 


98.9% 


ECO 100485 


CBO 103052 


27% 


48.6% 


52.1% 


ECO100485 


CDF104317 


23% 


79.3% 


92.3% 


ECO 100485 


EBC103361 


92% 


90.9% 


100% 


ECO100485 


EFA202370 


25% 


74.0% 


85.1% 


ECO100485 


ECO100485 


100% 


100% 


100% 


ECO 100485 


KPN303861 


87% 


100% 


95.4% 


ECO100485 


LMOl 00084 


26% 


80.3% 


96.4% 


ECO100485 


ttGOl 00490 


35% 


75.5% 


71.8% 
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Homolog Coverage 


pro 100485 


NME201781 


35% 


75.5% 


71.8% 


PP0 100485 


PRT104443 


57% 


89.4% 


97.9% 


Pro 1 00485 


PAE202854 


49% 


91.3% 


95.5% 


Pro 100485 


PPU1 11360 


45% 


93.8% 


91.2% 


FPO 100485 


PSY100343 


47% 


75% 


98.8% 


PPO 100485 


SPA101077 


87% 


98.1% 


94.9% 


PPO 100485 


STY100879 


89% 


98.1% 


100% 


Pro 100485 


SPY201146 


27% 


84.1% 


55.6% 


FCO 100485 


VCH 103503 


56% 


90.9% 


88.8% 


PPO 100485 


YPS001527 


71% 


98.1% 


98.1% 


Pro 100488 


ABA100225 


26% 


47.2% 


31.6% 


pro 100488 


ABA100477 


26% 


27.1% 


80.5% 


Pro 100488 


BAN104847 


21% 


28.1% 


4.3% 


PCO100488 


BAN109223 


31% 


7.2% 


48.7% 


ECO100488 


BAN101440 


31% 


7.6% 


43.5% 


prOl 00488 


BAN1 10288 


23% 


20.8% 


3.8% 


ECO 100488 


BFR104422 


59% 


1.9% 


27% 


Fro 100488 


BCE108121 


26% 


28.9% 


68.0% 


ECO 100488 


BCE1 04951 


26% 


49.5% 


30.5% 


FCO100488 


BFU1 07935 


29% 


21.0% 


31.4% 


prOl 00488 


BFU 100092 


51% 


6.2% 


98.9% 


ECO 100488 


BFUI00109 


28% . 


9.3% 


60.6% 


FCO100488 


BFU102581 


29% 


11.2% 


4.4% 


ECOl 00488 


BMA1 07682 


26% 1 


25.9% 


53.9% 


FCO 100488 


CAC 100404 


28% 


7.9% 


39.1% 


ECO100488 


EBC107494 


33% 


21.5% 


50.7% 


ECO100488 


EBC103412 


28% 


21.5% 


25.6% 


ECO 100488 


EBC 104888 


26% 


28.5% 


68.9% 


FCO 10048 8 


ECO100686 


77% 


23.5% 


70.2% 


FCO 100488 


ECO 10 1427 


86% 


41.4% 


86.8% 


FCO100488 


ECO 100683 


77% 


88.2% 


89.3% 


ECO 100488 

A-#\p^^-/ X ww ■ w> v 


ECO103515 


77% 


88.2% 


90.6% 


ECO100488 


ECO 103405 


74% 


99.6% 


99.7% 


ECO 100488 


ECO100488 


100% 


100% 


100% 


ECO100488 


MAV107400 


23% 


19.1% 


20.6% 


ECO100488 


PRT103688 


29% 


7.3% 


73.6% 


ECO100488 


PRT103361 


31% 


7.6% 


75.1% 


ECO 100488 


PRT103421 


25% 


11.2% 


4.4% 


FCO! 00488 


PAE202682 


31% 


88.3% 


88.8% 


FC0 100488 


PPU107712 


30% 


7.6% 


94.3% 


FrO 100488 


PPU 109654 


27% 


6.8% 


73.5% 


FCO100488 


PPU1 10484 


28% 


12.0% 


92.3% 


ECO 100488 


PPU107101 


28% 


10.9% 


38.6% 


ECO100488 


PPU109653 


28% 


41.0% 


73.7% 


ECO 10048 8 


PPU109652 


25% 


32.9% 


38.8% 


ECO100488 

} ^ \.^\— ' X w\/~^ w^ 


PPU1 10482 


29% 


53.6% 


54.8% 


ECO100488 


PSY108533 


33% 


4.9% 


83.6% 


ECO100488 


PSY101322 


55% 


4.1% 


24.3% 


ECO 100488 


PSYI05816 


47% 


7.2% 


45.3% 


ECOl 00488 


PSY102083 


25% 


44.4% 


45.2% 


ECO100488 


SPA106438 


38% 


2.5% 


16.8% 


ECO100488 


SPA100247 


26% 


53.2% 


67.7% 


ECO100488 


STY104094 


26% 


30.2% 


50.1% 


ECO100488 


STY104095 


30% 


59.5% 


51.1% 
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Homolog Coverage 


ECO100488 


STM103807 


42% 


8.0% 


50.8% 


ECO 100488 


STM103806 


26% 


40.7% 


49.6% 


ECO100488 


YPS0O2860 


25% 


84.9% 


75.6% 


ECO 100490 


ABA100225 


43% 


36.9% 


5.8% 


ECO100490 


ABA100477 


45% 


38.6% 


10.5% 


ECO 100490 


BAN101440 


31% 


39.4% 


37.8% 


ECO100490 


BAN109223 


31% 


39.4% 


44.2% 


ECO 100490 


BAN110288 


33% 


39.4% 


4.4% 


ECO 100490 


BCE104951 


36% 


50.4% 


8.6% 


ECO100490 


BCE108121 


46% 


39.0% 


10.1% 


ECO 100490 


BFU1O0092 


48% 


36.9% 


97.8% 


ECO 100490 


BFU102581 


51% 


39.0% 


6.1% 


ECO 100490 


BFU100109 


47% 


41.1% 


14.2% 


ECO 100490 


BMA107682 


35% 


38.6% 


8.0% 


ECO 100490 


CAC100404 


32% 


35.6% 


30.3% 


ECO 100490 


EBC103412 


43% 


38.1% 


33.2% 


ECO100490 


ECO 100686 


73% 


39.8% 


19.7% 


ECO 100490 


ECO103517 


66% 


45.8% 


45.5% 


ECO100490 


ECO 1035 15 


75% 


39.4% 


6.8% 


ECO100490 J 


ECO 103405 


76% 


39.8% 


6.7% 


ECO100490 


ECO 100683 


76% 


39.4% 


6.7% 


ECO100490 


ECO 100488 


80% 


39.4% 


6.5% 


ECO100490 


ECO 10 1427 


42% 


92.4% 


31.4% 


ECO100490 


ECO 100490 


100% 


100% 


100% 


ECO100490 


PRT103361 


33% 


38.6% 


65.5% 


ECO100490 


PRT103421 


45% 


39.4% 


7.7% 


ECO100490 


PAE202682 


51% 


39.4% 


7.0% 


ECO100490 


PPU107712 


49% 


23.3% 


63.2% 


ECQ 100490 


PPU107101 


48% 


38.6% 


22.0% 


ECO100490 


PPU1 10482 


46% 


39.0% 


6.6% 


ECO100490 


PPU109652 


45% 


40.7% 


6.4% 


ECO100490 


PSY101322 


55% 


24.6% 


23.9% 


ECOl 00490 


PSY105816 


46% 


39.0% J 


40.8% 


ECO100490 


PSY102083 


47% 


39.0% 


5.8% 


ECO100490 


SPA106438 


46% 


37.3% 


40% 


ECO100490 


STV104095 


48% 


38.6% 


10.8% 


ECO 100490 


STY104094 


51% 


37.3% 


6.6% 


ECO100490 


. STM103806 


49% 


37.7% 


6.7% 


ECO100490 


STM103807 


49% 


37.7% 


37.0% 


ECO100490 


YPS002860 


47% 


39.4% 


6.4% 


ECO100491 


ECO100491 


100% 


100% 


100% 


ECO100499 


ABA104957 


38% 


99.6% 


97.3% 


ECO100499 


BCE100249 


55% 


98.4% 


94.4% ! 


ECO100499 


BFU102476 


53% 


98.4% 


95.1% 


ECO100499 


BFU1 14367 


56% 


98.4% 


944% 


ECO100499 


ECO100499 


100% 


100% 


100% 


ECO100499 


PAE201500 


59% 


98.4% 


97.7% 


ECO100499 


PPU107167 


57% 


98.4% 


97.7% 


ECOl 00499 


SPA103879 


83% 


100% 


100% 


ECO100499 


STY1 00931 


84% 


100% 


100% 


ECO100499 


STM 100624 


84% 


100% 


100% 


ECO100500 


ABA103985 


44% 


98.6% 


99.0% 


ECO100500 


BPT100453 


34% 


93.5% 


99.3% 


ECO100500 


BCE106184 


65% 


99.0% 


97.0% 
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Homoloe LocuslD 
BFU104727 


Identity 
64% 


Ouery Coverage 
99.7% 


Homolos Coverage 
96.0% 


ppn 100^00 i 


EFA200236 


38% 


95.9% 


94.9% 




EFM201855 


40% 


96.2% 


95.6% j 


ppmnn^oo 


ECO100500 


100% 


100% 


100% 


ppn infKOO 


HPY200581 


30% 


97.3% 


98.6% 


T7PH1 00^00 


t MO 10 1779 


41% 


95.9% 


98.3% 


ppnioo^oo 


PAE201499 


62% 


99.3% 


98.3% 


pr»ni oo^oo 


PPU100008 


63% 


99.3% 


98.0% 


T?PH 100^00 


SPA103880 


90% 


100% 


100% 




STY1 00932 


91% 


100% 


100% 


fpoioo500 


STM100645 


91% 


100% 


100% 


fpoioosoi 


ECO100501 


100% 


100% 


100% 


FPO 100501 


STM104546 


57% 


53.3% 


58.3% 


FPD1 00502 


ABA1 04757 


29% 


99.3% 


89.2% 


ppn 100509 


BCE108546 


28% 


98.2% 


82.9% 


T?PP> 100502 


BFU 103203 


26% i 


96.3% 


79.2% 


FPH1 00509 


BMA100176 


27% 


96.3% 


79.2% 


FPH1 00502 


EBC101321 


30% 


36.8% 


93.7% 


ppn 1 ooso9 


EFA202073 


53% 


97.9% 


86.5% 


PPP 1 00509 


ECO 100502 


100% 


100% 


100% 


ppnioo509 


KPN301121 


28% 


96.8% 


84.7% 


TTPOI 00509 


PAE200475 


30% 


98.2% 


74.4% 


FPPI1 00509 


PPU107187 


28% 


96.3% 


78.9% 


ppni 00509 


PSY103157 


26% 


95.4% 


85.9% 


FPP>1 00509 


SPA1 03881 


91% 


100% 


90.3% 


prni 00509 


STM100647 


92% 


100% 


100% 


Fpmoo509 


YPS002040 


27% 


96.8% 


85.4% 


ppni 00*199 


EBC104095 


61% 


93.5% 


100% 


FPH1 00592 


ECO 100522 


100% 


100% 


100% 


rpni 00^99 


LPN101710 


27% 


35.2% 


30.8% 


FPH1 00592 


PRT104641 


26% 


77.4% 


75.5% 


FP01 00599 


PRT 103064 


29% 


92.2% 


95.5% 


FP01 00522 


PRT105670 


29% 


98.3% 


97.8% 


FPPk 100522 


PRT105544 


30% 


95.7% 


98.6% 


FPH1 00599 


PRT105082 

X XV JL JL ^ 


33% 


93.5% 


95.9% 


PPD1 00599 


PRT101027 


42% 


97.0% 


96.9% 


T7Pm 00^99 


PRT 10 1728 


46% 


96.1% 


94.0% 


FPD1 00592 


PRT105207 


46% 


93.0% 


93.0% 


FPPH 00599 

E#V^Vy 1 \J\J 


SPA101492 


64% 


96.5% 


93.7% 


kpo 100522 


STY101296 


62% 


99.6% 


99.6% 


FPO 100522 


STM101010 


61% 


99.6% 


99.6% 


FP0 10052^ 


BBU 100344 


26% 


17.1% 


36.2% 


FPH 10059^ 


BMA102682 


37% 


95.0% 


95.5% 


FPni0059^ 


CDF100539 


22% 


18.0% 


56.5% 


FPm 0059^ 


EBC104108 


65% 


95.6% 


99.3% 




FCOl 00523 


100% 


100% 


100% 


ppAi 0059^ 


KPN201537 


39% 


95.8% 


98.7% 


Fpmons9^ 


MAV108170 


24% 


20.3% 


37.6% 


ECOl 00523 


PRT104636 


44% 


97.5% 


99.3% 


ECO100523 


SPA103196 


72% 


68.5% 


100% 


ECO100523 


STY101297 


69% 


98.6% 


98.5% 


ECQ100523 


STM101011 


70% 


98.6% 


98.5% 


ECO100523 


SAU300377 


26% 


11.5% 


52.7% 


ECO100541 


EBC101703 


52% 


98.4% 


95.4% 
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Query Locus ID 


Homolog Locus ID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 100541 


ECO100541 


100% 


100% 


100% 


ECO 100541 


PRT105258 


53% 


48.8% 


98.4% 


ECO 100541 


PRT100296 


49% 


96.9% 


93.2% 


ECO 100541 


YPS000017 


65% 


94.5% 


93.0% 


ECO 100549 


ECO100549 


100% 


100% 


100% 


ECO 100554 


ABA1 01274 


33% 


40.6% 


26.5% 


ECO100554 


ABA101204 


39% 


31.7% 


23.0% 


ECO 100554 


ABA104217 


29% 


37.8% 


27.6% 


ECO100554 


BFR1 01004 


32% 


28.9% 


11.4% 


ECQ 100554 


BFR105341 


35% 


31.3% 


13.8% 


ECO100554 


BCE106065 


29% 


29.7% 


67.3% 


ECO100554 


BCE1 13842 


31% 


49.8% 


33.2% 


ECO100554 


BMA107995 


26% 


31.3% 


22.3% 


ECO 100554 


BMA105539 


32% 


31.7% 


38.9% 


ECO 100554 


ECO101470 


28% 


92.4% 


89.7% 


ECO100554 


ECO103438 


36% 


93.6% 


96.3% 


ECO 100554 


ECO100554 


100% 


100% 


100% 


ECO100554 


LPN103151 


28% 


32.9% 


24.5% 


ECO 100554 


MBV100183 


26% 


55.4% 


37.6% 


ECO100554 


MTU301482 


26% 


55.4% 


36.9% 


ECO100554 


NME102614 


33% 


29.7% 


24.6% 


ECO 100554 


PRT101349 


35% 


39.8% 


39.5% 


ECO100554 


PRT1 04740 


34% 


51.8% 


48.0% 


ECO100554 


PAE202094 


29% 


33.3% 


25% 


ECO100554 


PAE203213 


31% 


30.5% 


22.6% 


ECO100554 


PPU1 02277 


25% 


37.8% 


26.4% 


ECO100554 


PPU101064 


31% 


30.5% 


21.5% 


ECO100554 


SPA1 00934 


36% 


50.6% 


51.4% 


ECO100554 


SPA103838 


40% 


49.8% 


40.1% 


ECO100554 


STY1 02368 


37% 


49.0% 


48.6% 


ECOl 00554 


STY1 02403 


33% 


73.9% 


64.9% 


ECO100554 


STM103734 


40% 


49.8% 


40.1% 


ECO100554 


SMU100002 


29% 


37.8% 


27.9% 


ECO100554 


VCH100823 


29% 


49.0% 


44.2% 


ECO100555 


BFU1 12796 


28% 


18.3% 


36.0% 


ECO100555 


EBC102973 


48% 


100% 


97.1% 


ECO100555 


ECO100555 


100% 


100% 


100% 


ECO100555 


LPN101913 


38% 


97.8% 


98.7% 


ECO100555 


PPU103428 


23% 


56.8% 


38.8% 


ECO100555 


SPA103146 


46% 


100% 


100% 


ECO100555 


STY101101 


46% 


100% 


100% 


ECO100555 


YPS000286 


40% 


91.5% 


90.4% 


ECO100557 


ABA102872 


22% 


69.9% 


59.8% 


ECO100557 


ECO100557 


100% 


100% 


100% 


ECO100557 


PPU1 11671 


33% 


99.3% 


98.9% 


ECO100557 


PSY102041 


25% 


73.3% 


70.7% 


ECO100560 


BAN106854 


24% 


24.4% 


90.1% 


ECO100560 


BAN1 12348 


33% 


23.8% 


76.5% 


ECOl 00560 


BAN100221 


25% 


74.8% 


77.7% . 


ECOl 00560 


BAN103717 


26% 


62.5% 


96.9% 


ECO100560 


BAN100334 


26% 


57.1% 


93.3% 


ECO100560 


BAN102939 


26% 


74.8% 


76.4% 


ECO100560 


BAN1 13334 


25% 


63.5% 


84.6% 


ECO100560 


BAN102333 


27% 


68.8% 


71.4% 
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Query LocusID 



ECO100560 



ECO 100560 



ECO 100560 



ECO100560 



ECO100560 



ECO 100560 



Homolog LocusID 



BAN 110951 



BFR10765 



BFR103543 



BPT104047 



BCE1 14206 



BFU1 11283 



BFU1 03037 



Identity 



28% 



27% 



27% 



31% 



31% 



42% 



32% 



Query Coverage 



62.5% 



59.6% 



64.0% 



97.9% 



97.9% 



61.7% 



97.7% 



PCT/US02/09107 
Homolog Coverage 



67.8% 



63.9% 



68.4% 



96.7% 
97.4% 



63.6% 



98.6% 



ECO100560 



BMA100332 



31% 



98.3% 



ECO 100560 



CAC102666 



28% 



60.6% 



ECO100560 



ECO100560 



ECO100560 



CDF1 00992 



28% 



52.7% 



EBC104519 



56% 



99.8% 



ECO100560 



100% 



100% 



98.1% 
62.2% 



65.7% 



97.8% 



100% 



ECO 100560 



KPN302405 



66% 



98.5% 
63.3% 



98.3% _ 
88.0% 



ECO 100560 



ECO100560 



ECO 100560 



LPN102226 



32% 



LMO102551 



24% 



99.8% 



PAE202808 



41% 



68.3% 
97.7% 



98.6% 



72.7% 



ECO100560 



ECO100560 



PPU101821 



35% 



PPU101984 



35% 



97.9% 



98.4% 



96.4% 



ECO100560 



ECO100560 



ECO100560 



ECO100572 



ECO100572 



ECO100572 



ECO100572 



ECO100572 



PSY104285 



40% 



67.3% 



SAU801414 



23% 



95% 



YPS003206 



35% 



67.1% 



ECO100572 



100% 



100% 



ECO100016 



100% 



100% 



ECO102351 



100% 



100% 



KPN301837 



28% 



24.6% 



KPN301756 



28% 



24.6% 



70.9% 



96.5% 



69.3% 



100% 



100% 



99.5% 



33.5% 



25,9%. 
17.3% 



ECO100572 



ECOl 00572 



PPU1 12458 



31% 



21.6% 



PPU110183 



31% 



21.6% 



18.0% 
17.3% 



ECO100572 



ECQ100572 



ECO100572 



ECQ100572 



ECO100572 



ECO100582 



PPU100534 



31% 



21.6% 



PPU111918 



PPU1 11424 



PPU109580 



STY100108 



BAN107042 



31% 



21.6% 



31% 



21.6% 



31% 



28% 



36% 



21.6% 



24.6% 



24.8% 



17.3% 



17.3% 



17.3% 



25.9% 
26.5% 



ECO100582 



ECO100582 



ECO100582 



ECO100582 



ECO100582 



ECO100582 



ECO1005.82 



ECO100582 



ECO100582 



ECO100582 



ECO100582 



ECO100582 



ECO100582 



ECO100582 



ECO100582 



ECO100582 



ECO100582 



ECO100584 



BAN100797 



25% 



BAN107954 



22% 



BAN107919 



23% 



CAC102393 



22% 



CDF102033 



25% 



EBC 100468 



78% 



EFA205322 



25% 



61.9% 



56.0% 



84.3% 



47.5% 



37.7% 



74.8% 



90.6% 



ECO100582 



100% 



KPN304825 



84% 



PRT102496 



24% 



PAE204156 



41% 



100% 



96.2% 



69.8% 



97.8% 



SPA102125 



76% 



STY101372 



79% 



SHA100136 



24% 



SPY200281 



22% 



VCH100763 



36% 



YPS002778 



53% 



ECO100584 



1 ECO100584 



ABA103671 



56% 



BAN111652 



41% 



BAN104146 



48% 



100% 



100% 



88.4% 



81.4% 



96.5% 



92.1% 



98.5% 
98.7% 



98.7% 



58.9% 



61.5% 



79.6% 



43.3% 



36.8% 



100% 
88.1% 
100% 



96.2% 



63.2% 



98.0% 



100% 



100% 



86.1% 



76.5% 



92% 



86.9% 



98.7% 



99.8% 



98.1% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 100584 


BCE105183 


43% 


65.1% 


93.5% 


ECO 100584 


EBC100728 


73% 


815% 


100% 


ECO 100584 


ECO100584 


100% 


100% ' 


100% 


ECO100584 


KPN304829 


81% 


98.7% 


98.9% 


ECO 100584 


MAV1 00968 


42% 


98.7% 


96.7% 


ECO100584 


MBV101299 


37% 


97.4% 


95.3% 


ECO 100584 


MTU202348 


39% 


97.4% 


93.6% 


ECO 100584 


PAE204226 


46% 


98.7% 


96.7% 


ECO 100584 


PSY105284 


42% 


90.7% 


92.5% 


ECO 100584 


SPA100882 


82% 


99.6% 


100% 


ECO 100584 


STY101374 


85% 


99.6% 


99.4% 


ECQ100584 


STM101106 


86% 


99.6% 


99.6% 


ECO 100584 


VCH100759 


48% 


98.5% 


98.0% 


ECO 100584 


YPS002354 


42% 


93.7% 


95.0% 


ECO100593 


EBC102628 


50% 


99% 


99.3% 


ECO100593 


ECO100593 


100% 


100% 


100% 


ECO 100593 


KPN303370 


48% 


97.7% 


94.2% 


ECO 100593 


SPA1 03039 


53% 


99.3% 


99.3% 


ECO 100593 


STY101394 


54% 


99.3% 


99.3% 


ECO 100619 


EBC101386 


61% 


100% 


83.9% 


ECO 100619 


ECO100619 


100% 


100% 


100% 


ECO100619 


KPN302688 


50% 


100% 


89.3% 


ECO100619 


SPA1 02530 


61% 


100% 


100% 


ECO100619 


STY101451 


68% 


100% 


83.9% 


ECO 100632 


ABA105508 


56% 


99.5% 


99.1% 


ECO 100632 


BAN1 02826 


43% 


99.3% 


99.5% 


ECO 100632 


BFR10298 


34% 


99.5% 


99.9% 


ECO100632 


BPT102350 


48% 


99.8% 


99.9% 


ECQ100632 


BBU10O25O 


38% 


99.5% 


99.6% 


ECO 100632 


BCE1 03321 j 


49% 


99.9% 


100% 


ECO100632 


BMA109061 


49% 


99.9% 


94.6% 


ECO 100632 


CJU101017 


43% 


99.4% 


99.6% 


ECO100632 


CPN200606 


41% 


99.5% 


99.9% 


ECO100632 


CTR200474 


40% 


99.5% 


99.9% 


ECO 100632 


CAC101070 


40% 


99.0% 


99.1% 


ECQ 100632 


CBO100961 


40% 


98.8% 


99.0% 


ECO100632 


CDF103555 


44% 


99.4% 


99.5% 


ECO 100632 . 


CDP101454 


36% 


99.0% 


97.1% 


ECO 100632 


EBC100539 


92% 


55.2% 


100% 


ECO 100632 


EFA200538 


42% 


99.3% 


99.5% 


ECO 100632 


EFM200610 


43% 


99.3% 


99.5% 


ECO 100632 


ECO100632 


100% 


100% 


100% 


ECO 100632 


HIN100900 


72% 


99.9% 


99.8% 


ECO 100632 


HPY101524 


42% 


98.8% 


99.3% 


ECO100632 


KPN300581 


97% 


18.4% 


96.3% . 


ECO100632 


KPN302684 


95% 


99.8% 


100% 


ECO 100632 


LPN1 03327 


54% 


100% 


100% 


ECQ 100632 


LMO100611 


42% 


99.3% 


99.5% 


ECO 100632 


MCA102972 


49% 


99.7% 


99.0% 


ECO100632 


MAV103767 


37% 


96.3% 


90.9% 


ECO100632 


MBV104696 


37% 


96.2% 


92.8% 


ECO 100632 


MLP 100028 


36% 


99.9% 


97.7% 


ECO 100632 


MTU200041 


37% 


96.2% 


93.0% 


ECO100632 


MGE1 00272 


34% 


99.4% 


99.6% 
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Query LocusID 



ECO 100632 



Homolog LocusID 



MPN100453 



Identity 



34% 



Query Coverage 



99.4% 



PCT/US02/09107 
Homolog Coverage 



99.5% 



ECO100632 



NGO100059 



57% 



99.9% 



99.8% 
100% 



ECO100632 



ECO100632 



ECO100632 



ECO100632 



ECO100632 



ECQ100632 



ECO100632 



ECO100632 



ECO100632 



ECO100632 



ECO100632 



ECO100632 



ECOl 00632 



ECO100632 



NME200518 



55% 



99.9% 



PMU101214 



72% 



99.8% 



PRT102887 



80% 



100% 



PAE203984 



57% 



99.8% 



PPU108817 



57% 



PSY105072 



57% 



SPA100430 



93% 



STY101466 



95% 



SAU801760 



42% 



SEP202121 



42% 



SHA1 00631 



42% 



SMU100492 



40% 



SPN400235 



42% 



SPY200128 



42% 



99.8% 



99.8% 



58.6% 



100% 



99.3% 



99.3% 



99.3% 



99.4% 



99.4% 



99.4% 



99.8% 



100% 



99.8% 



99.8% 



99.8% 



98.8% 



100% 



99.5% 



99.5% 



99.5% 



99.5% 



99.5% 
99.5% 



ECO100632 



ECO100632 



ECO100632 



ECO100632 



ECO100645 



ECO100645 



ECO100645 



ECO100645 



ECO100645 



ECO100645 



ECO100645 



TPA100579 



UUR100373 



VCH100940 



YPS001199 



ABA101420 



BPT102527 



BCE104111 



39% 



98.8% 



34% 



75% 



84% 



41% 



46% 



65% 



BFU109692 



BMA102165 



EBC102933 



ECO100645 



45% 



72% 



91% 



100% 



99.4% 



99.8% 



100% 



99.0% 



98.3% 



100% 



99.0% 



86.8% 



100% 



100% 



99.2% 



99.9% 



95.7% 



100% 



100% 



96.7% 



99% 



85.4% 



100% 



100% 



100% 



ECO100645 



ECO100645 



ECO100645 



ECO100645 



KPN300407 



91% 



41.7% 



KPN302708 



89% 



100% 



PRT102877 



75% 



100% 



PAE201341 



58% 



97.4% 



100% 



100% 



100% 



97.7% 
97.4% 



ECO100645 



ECO 100645 



ECO 100645 



ECO 100645 



ECO 100645 



ECO 100647 



ECO 100647 



PPU101496 



57% 



96.4% 



PSY105194 



55% 



96.4% 



SPA102587 



95% 



92.1% 



STY101796 



93% 



100% 



YPS001209 



ABA104991 



BPT100972 



ECO100647 



BBU100236 



ECO 100647 



BCE102700 



ECO100647 



BFU103489 



ECO100647 



BMA107358 



78% 



100% 



36% 



96.5% 



30% 



94.1% 



28% 



32.4% 



33% 



92.2% 



32% 



95.9% 



31% 



70.3% 



94.8% 



100% 



98.1% 



100% 



92.3% 



98.1% 



32.1% 



82.3% 



92.9% 



97.8% 
55.1% 



ECO100647 



ECO100647 



ECO100647 



CJU101021 



23% 



53.7% 



CPN200092 



23% 



95.3% 



CTR200810 



28% 



35.2% 



92.1% 
34.9% 



ECO100647 



CAC101602 



24% 



ECO100647 



CDP101117 



24% 



29.7% 
81.6% 



ECO100647 



EBC102934 



85% 



99.6% 



ECO100647 



ECO100647 



100% 



100% 



62.6% 



90.6% 



100% 



100% 
95.4% 



ECO100647 



HIN100288 



44% 



97.1% 



ECQ100647 



HPY100177 



23% 



60.5% 



ECO100647 



KPN302711 



83% 



100% 



66.8% 



100% 



ECO100647 



LPN102781 



30% 



84.6% 



98.6% 
94.9% 



ECO100647 



MCA100961 



36% 



96.3% 



580 
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Query LocusID 1 
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Identity 


Query Coverage 


Homolog Coverage 


ECQ 100647 


MAV106114 


25% 


97.3% 


82.0% 


ECO100647 


MBV102260 


26% 


97.1% 


94.9% 


ECO 100647 


MLP100891 


24% 


96.9% 


79.2% 


ECO 100647 


MTU202018 


26% 


97.1% 


57.9% 


ECO 100647 


NGO101835 


31% 


97.1% 


96.5% 


ECO100647 


NME200849 


31% 


97.1% 


96.5% 


ECO 100647 


PMU101032 


45% 


96.3% 


94.0% 


ECO 100647 


PRT102866 


61% 


96.5% 


97.2% 


ECO100647 


PAE203981 


40% 


95.7% 


95.1% 


ECO100647 


PPU107601 


41% 


94.3% 


94.7% 


ECO100647 


PSY 105070 


41% 


95.1% 


95.7% 


ECO100647 


SPA102458 


85% 


76.2% 


100% 


ECO 100647 


STY 101797 


87% 


100% 


100% 


ECO100647 


TPA100249 


25% 


69.9% 


72.0% 


ECO100647 


TPA100413 


25% 


75.6% 


76.6% 


ECO100647 


VCH100942 


48% 


99.0% 


99.2% 


ECO100647 


YPS001211 


65% 


99.6% 


99.2% 


ECO100648 


ABA106059 


43% 


83.6% 


89.6% 


ECO100648 


BFR10598 


34% 


86.6% 


57.9% 


ECO100648 


BPT1 00973 


42% 


91.8% 


89.8% 


ECO 100648 


BBU100059 


37% 


79.8% . 


90.7% 


ECO100648 


BCE102638 


45% 


90.4% 


88.1% 


ECO100648 


BFU103492 


45% 


88.4% 


82.6% 


ECO100648 


BMA100300 


44% 


95.5% 


89.3% 


ECO100648 


CPN200241 


32% 


70.5% 


53.5% 


ECO100648 


CTR200696 


30% 


77.4% 


60.7% 


ECO100648 


CDP100549 


33% 


91.1% 


64.0% 


ECO100648 


EBC102935 


94% 


100% 


100% 


ECO100648 


EFM200835 


33% 


85.6% 


56.1% 


ECO100648 


ECO100648 


100% 


100% 


100% 


ECO 100648 


HIN 100287 


63% 


97.3% 


95.7% 


ECO100648 


KPN302676 


96% 


100% 


92.7% 


ECO 100648 


LPN103355 


47% 


86.3% 


88.4% 


ECO 100648 


LMO101012 


30% 


89.0% 


61.8% 


ECO 100648 


MCA 100807 


40% 


93.8% 


94.8% 


ECO100648 


MAV100201 


36% 


76.0% 


51.8% 


ECO 100648 


MBV102614 


37% 


76.0% 


52.0% 


ECO 100648 


MTU202330 


37% 


76.0% 


52.0% 


ECO 100648 


MGE100148 


26% 


66.8% 


45.5% 


ECO 100648 


MPN100672 


25% 


66.8% 


45.5% 


ECO 100648 


NGO101904 


51% 


90.8% 


96.4% 


ECO100648 


NME200659 


51% 


90.8% 


96.4% 


ECO100648 


PMU101033 


64% 


95.9% 


93% 


ECO100648 


PRT102899 


84% 


99.3% 


98.6% 


ECO100648 


PAE203980 


51% 


91.4% 


96.1% 


ECO 100648 


PPU1 12260 


52% 


91.4% 


96.1% 


ECO100648 


PSY105068 


52% 


91.4% 


95.7% 


ECOl 00648 


SPA102459 


96% 


100% 


100% 


ECO100648 


STY101798 


97% 


100% 


100% 


ECO 100648 


SPN401776 


34% 


76.0% 


49.7% 


ECO100648 


SPY200275 


34% 


79.1% 


52.0% 


ECO100648 


TPA100641 


35% 


78.8% 


86.0% 


ECO100648 


VCH 100943 


66% 


96.9% 


96.6% 


ECO100648 


YPS001216 


86% 


100% 


100% 
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ECO 100652 


BFR100448 


41% 


10.0% 


16.5% 


ECO 100652 


BPT101695 


33% 


97.7% 


98.5% 


ECO 100652 


EBC100475 


77% 


91.8% 


100% 


ECO 100652 


ECO100652 


100% 


100% 


100% j 


ECO 100652 


KPN302701 


78% 


100% 


100% 


ECO 1 00652 


MBV101815 


24% 


79.8% i 


76.2% 


ECO100652 


MTU201729 


24% 


80.6% 


68.9% 


ECO 100652 


PMU101002 


50% 


98.5% 


98.5% 


ECO 100652 


PRT102895 


60% 


98.5% 


97.7% 


ECO100652 


SPA102463 


83% 


100% 


100% 


ECO100652 


STY101812 


85% 


100% 


100% 


ECO 100652 


STM101551 


85% 


100% 


100% 


ECO 100652 


VCH100947 


52% 


99.7% 


96.7% 


ECO 100652 


YPS001221 


63% 


99.5% 


99.2% 


ECO 100659 


BFR10535 


28% 


87.9% 


90.3% 


ECO 100659 


BMA106268 


32% 


16.5% 


22.1% 


ECO100659 


CBO102186 


30% 


74.6% 


96.5% 


ECO 100659 


CDP101325 


27% 


70.4% 


90.2% 


ECO 100659 


EBC101470 


91% 


100% 


100% 


ECO100659 


EFM101256 


25% 


92.9% 


95.3% 


ECO100659 


ECO100659 


100% 


100% 


100% 


ECO 100659 


KPN301178 


88% 


100% 


100% 


ECO100659 


LMO100695 


30% 


82.3% 


82.2% 


ECO 100659 


MAV103808 


23% 


79.8% 


62.5% 


ECO 100659 


MBV102332 


22% 


79.8% 


78.8% 


ECO 100659 


MTU408202 


22% 


79.8% 


78.8% 


ECO 100659 


PMU100683 


54% 


97.8% 


98.3% 


ECO 100659 


PRT100305 


70% 


98.5% 


98.3% 


ECO 100659 


PSY101979 


30% 


18.0% 


33.3% 


ECO 100659 


PSY105778 


23% 


49.8% 


60.1% 


ECO 100659 


SPA101689 


93% 


100% 


100% 


ECO 100659 


STY101819 


94% 


100% 


100% 


ECO 100659 


SMU100070 


28% 


74.1% 


96.3% 


ECO 100659 


SPN201158 


27% 


80.0% 


83.9% 


ECO100659 


SPY20U78 


29% 


74.9% 


97.2% 


ECO100659 


VCH100976 


60% 


98.3% 


99.0% 


ECO100659 


YPS001229 


78% 


99,8% 


99.0% 


ECO 100661 


BAN1 12647 


36% 


79.7% 


93.1% 


ECD100661 


BAN 106376 


34% 


90.6% 


87.0% 


ECO 100661 


BFR104796 


64% 


98.9% 


97.4% 


ECO100661 


BBU100151 


60% 


98.5% 


97.8% 


ECO100661 


BFU102111 


22% 


44.4% 


19.7% 


ECO100661 


CAC101312 


36% 


92.9% 


100% 


ECO100661 


CBO103757 


38% 


94.0% 


98.0% 


ECO100661 


CDF1 00159 


38% 


40.6% 


89.9% 


ECO100661 


CDF100928 


38% 


94.0% 


98.0% 


ECO 100661 


CDP101713 


44% 


79.7% 


81.9% 


ECOl 00661 


EBC101472 


93% 


100% 


100% 


ECO100661 


EFA201130 


34% 


92.9% 


100% 


ECO100661 


EFM201449 


33% 


92.9% 


100% 


ECO100661 


ECO100661 


100% 


100% 


100% 


ECO100661 


HIN100134 


74% 


97.4% 


95.9% 


ECO100661 


KPN301180 


93% 


100% 


100% 


ECO100661 


LMO102723 


39% 


76.7% 


83.8% 
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ECO100661 


MLP100363 


25% 


59.8% 


64.0% 


ECO100661 


MTU401062 


23% 


76.3% 


80.6% 


ECO100661 


MTU406545 


27% 


58.6% 


83.3% 


ECO 100661 


PMU100875 


76% 


100% 


99.6% 


ECO 100661 


PRT101157 


75% 


94.0% 


97.3% 


ECO100661 


SPA101691 


95% 


67.7% 


100% 


ECO100661 


STY101831 


95% 


100% 


100% I 


ECO100661 


SAU800569 


35% 


77.1% 


81.3% 


ECO100661 


SEP200118 


31% 


90.6% 


97.1% 


ECO 100661 


SHA102516 


37% 


82.0% 


90.5% 


ECO100661 


SMU100790 


38% 


77.1% 


84.5% 


ECO100661 


SPN401271 


32% 


90.2% 


94.2% 


ECO100661 


SPY201070 


35% 


79.3% 


86.8% 


ECO100661 


VCH103743 


79% 


99.6% 


99.6% 


ECO100661 


YPSO01237 


85% 


100% 


100% 


ECO100662 


BAN102604 


46% 


71.6% 


100% 


ECO100662 


BAN102323 


52% 


71.6% 


100% 


ECO100662 


BCE100659 


55% 


65.6% 


98.9% 


ECO100662 


BFU102702 


55% 


74.1% 


81.8% 


ECO100662 


BMA1 08578 


54% 


73.1% 


98.5% 


ECO 100662 


CTR200280 


35% 


10.6% 


18.4% 


ECO100662 


CAC100601 


48% 


71.9% 


98.8% 


ECO100662 


CBO100356 


42% 


18.8% 


63.9% 


ECO100662 


CBO102223 


38% 


99.2% 


99.1% 


ECO100662 


EBC101577 


45% 


70.7% 


100% 


ECO100662 


EFA201939 


40% 


95.4% 


95.6% 


ECO100662 


EFM200960 


40% 


96.6% 


96.8% 


ECO100662 


ECO100662 


100% 


100% 


100% 


ECO100662 


KPN301181 


88% 


99.8% 


99.7% 


ECO100662 


MGE100071 


32% 


2.9% 


20.9% 


ECO100662 


MPN100624 


32% 


2.9% 


21.1% 


ECO 100662 


PMU100876 


43% 


71.9% 


99.8% 


ECO100662 


PRT101158 


48% 


100% 


100% 


ECOl 00662 


PAE203758 


50% 


71.1% 


98.4% 


ECO100662 


SPA101338 


90% 


99.8% 


99.7% 


ECO100662 


STY101832 


92% 


99.8% 


99.7% 


ECO100662 


STM101571 


92% 


99.8% 


99.7% 


ECO100662 


SAU800189 


39% 


95.1% 


95.2% 


ECO100662 


SEP201169 


39% 


96.0% 


96.0% 


ECOl 00662 


SHA102201 


38% 


96.0% 


98.9% 


ECOl 00662 


SMU100648 


30% 


95.8% 


98.3% 


ECO100662 


SPY201526 


31% 


97.1% 


96.6% 


ECO100662 


VCH 100978 


47% 


71.8% 


97.7% 


ECO100662 


YPS001239 


52% 


99.8% 


99.7% 


ECOl 00663 


ABA100614 


54% 


70.2% 


98.7% 


ECO100663 


BFR11594 


52% 


99.3% 


98.3% 


ECO100663 


BPT101559 


50% 


99.1% 


99.5% 


ECO100663 


BCE1 12007 


56% 


98.0% 


97.7% 


ECOl 00663 


BFU109691 


56% 


98.0% 


97.7% 


ECOl 00663 


BMA101111 


57% 


98.2% 


93.5% 


ECO100663 


CDF100047 


54% 


98.4% 


98.7% 


ECOl 00663 


EBC101578 


94% 


100% 


100% 


ECO100663 


ECO100663 


100% 


100% 


100% 


ECO100663 


H1N101320 


76% 


97.7% 


97.1% 
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ECO100663 


KPN300629 


92% 


79.2% 


100% 


ECO 100663 


LPN1 02284 


55% 


7.2% 


20.1% j 


ECO 100663 


LPN100517 


56% 


99.6% 


99.8% 


ECO 100663 


MCA100651 


51% 


99.1% 


99.5% 


ECO 100663 


NGO101291 


60% 


97.5% 


97.7% 


ECO 100663 


NME201607 


60% 


97.5% 


95.8% 


ECO100663 


PMU100528 


77% 


98.0% 


97.1% 


ECO 100663 


PRT1 05627 


85% 


100% 


99.6% 


ECO 100663 


PAE201793 


60% 


99.1% 


99.1% 


ECO 100663 


PPU108911 


62% 


98.6% 


96.8% 


ECO 100663 


PSY100233 


62% 


98.2% 


97.0% 


ECO 100663 


SPA101340 


95% 


98.9% 


100% 


ECO 100663 


STY101833 


95% 


100% 


100% 


ECO 100663 


STM101572 


96% 


100% 


100% 


ECO 100663 


VCH100980 


80% 


100% 


99.8% 


ECO 100663 


YPS001246 


87% 


99.3% 


99.1% 


ECO100668 


BCE111918 


35% 


49.2% 


54.6% 


ECO 100668 


BFU104827 


30% 


45.8% 


59.8% 


ECO 100668 


CBO100905 


27% 


70.8% 


11.1% 


ECO100668 


EBC100041 


81% 


54.2% 


100% 


ECO 100668 


ECO100668 


100% 


100% 


100% 


ECO 100668 


KPN202849 


81% 


100% 


100% 


ECO 100668 


PMU100354 


65% 


70% 


89.4% 


ECO 100668 


PRT103333 


83% 


74.2% 


91.8% 


ECO100668 


SPA102662 


89% 


80.8% 


100% 


ECO100668 


STY101854 


90% 


80.8% 


100% 


ECO 100668 


YPS001261 


86% 


74.2% 


93.7% 


ECO 100669 


BAN 106734 


28% 


46.5% 


44.8% 


ECOl 00669 


BAN 100793 


32% 


37.8% 


33.3% 


ECO100669 


BAN108978 


32% 


37.8% 


60.1% 


ECO100669 


BPT102964 


23% 


84.6% 


68.9% 


ECO100669 


BFU101564 


23% 


92.1% 


73.2% 


ECO 100669 


EBC100042 


68% 


31.1% 


97.5% 


ECOl 00669 


EFM201132 


22% 


53.1% 


57.0% 


ECOl 00669 


ECO100669 


100% 


100% 


100% 


ECO100669 


HIN100182' 


42% 


98.8% 


88.2% 


ECO100669 


KPN300270 


85% 


98.0% 


100% 


ECO 100669 


LPN102659. 


22% 


95.3% 


91.9% 


ECO100669 


LPN103657 


28% 


39.0% 


36.2% 


ECO100669 


LMO100596 


31% 


41.7% 


43.5% 


ECO100669 


MAV103780 


24% 


81.9% 


72.4% 


ECO 100669 


MBV106260 


23% 


81.9% 


73.8% 


ECO 100669 


MLP101364 


22% 


83.9% 


75.3% 


ECO100669 


MTU200045 


23% 


81.9% 


73.8% 


ECO100669 


MPN100323 


42% 


19.3% 


17.6% 


ECO 100669 


PMU100355 


45% 


94.5% 


92.7% 


ECO100669 


PRT1 00195 


58% 


93.7% 


89.8% 


ECO100669 


SPA102660 


89% 


100% 


100% 


ECO100669 


STY101855 


89% 


100% 


99.2% 1 


ECO100669 


STM104159 


32% 


45.3% 


39.O70 


ECO100669 


SAU800615 


22% 


96.1% 


93.9% 


ECO100669 


SHA101552 


27% 


37.4% 


33.6% 


ECO100669 


UUR100019 


23% 


43.3% 


38.4% 


ECO100669 


VCH102065 


48% 


92.5% 


93.0% 
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ECO100669 


YPS001274 


65% 


99.6% 


99.2% 


ECO 100672 


CAC102879 


34% 


25% 


8.6% 


ECO100672 


ECO100672 


100% 


100% 


100% 


ECO100683 


ABA100225 


26% 


67.7% 


56.8% 


ECO100683 


ABA100477 


27% 


24.1% 


97.4% 


ECO 100683 


BAN104847 


19% 


15.4% 


26.9% 


ECO100683 


BAN109223 


29% 


7.2% 


47.8% 


ECO 100683 


BAN101440 


29% 


7.6% 


42.7% 


ECO100683 


BAN1 10288 


24% 


23.0% 


18.6% 


ECO100683 


BFR1 04422 


62% 


1.9% 


27% 


ECO100683 


BCE1 04951 


24% 


86.2% 


67.5% 


ECO 100683 


BCE108121 


27% 


52.8% 


59.9% 


ECO100683 


BFXJ100092 


47% 


6.3% 


98.9% 


ECO 100683 


BFU107935 


31% 


21.7% 


7.3% 


ECO100683 


BFU100109 


28% 


14.8% 


59.1% 


ECO 100683 


BFU1 02581 


29% 


54.0% 


49.1% 


ECO 100683 


BMA107682 


24% 


50.1% 


25.9% 


ECO 100683 


CAC100404. 


29% 


6.3% 


31.6% 


ECO100683 


EBC1 07494 


28% 


9.8% 


85% 


ECO 100683 


EBC103412 


28% 


9.0% 


59.2% 


ECO100683 


EBC104888 


25% 


64.4% 


82.5% 


ECO 100683 


ECO100686 


96% 


23.3% 


68.1% 


ECO100683 


ECO101427 


76% 


37.7% 


78.2% 


ECO100683 


ECO100488 


77% 


89.3% 


88.2% 


ECO 100683 


ECO 103405 


96% 


89.3% 


88.4% 


ECO 100683 


ECO103515 


96% 


89.9% 


91.2% 


ECO100683 


ECO100683 


100% 


100% 


100% 


ECO100683 


PRT103688 


31% 


7.4% 


73.6% 


ECO100683 


PRT103361 


33% 


8.1% 


78.0% 


ECO100683 


PRT103421 


25% 


54.0% 


66.8% 


ECO100683 


PAE202682 


32% 


90.6% 


89.7% 


ECOl 00683 


PPU107712 


33% 


7.7% 


93.1% 


ECO100683 


PPU 110484 


26% . 


21.5% 


52.2% 


ECO 100683 


PPU109654 


25% 


9.2% 


55.3% 


ECOl 00683 


PPU107101 


42% 


3.9% 


5.5% 


ECO 100683 


PPU109653 


28% 


41.4% 


38.3% 


ECO100683 


PPU109652 


26% 


55.8% 


54.6% 


ECO100683 


PPU1 10482 


26% 


11.1% 


5.4% 


ECO 100683 


PSY108533 


33% 


5.0% 


83.6% 


ECO 100683 


PSY101322 


59% 


4.2% 


24.3% 


ECO100683 


PSY105816 


46% 


7.4% 


46.2% 


ECO100683 


PSY102083 


24% 


13.7% 


11.8% 


ECO100683 


SPA106438 


45% 


6.1% 


5.5% 


ECO100683 


SPA100247 


27% 


53.8% 


67.7% 


ECO100683 


STY104094 


25% 


87.3% 


77.3% 


ECO 100683 


STY104095 


30% 


53.2% 


39.6% 


ECO100683 


STM1O3807 


45% 


8.0% 


46.3% 


ECO100683 


STM103806 


25% 


87.3% 


76.6% 


ECO100683 


YPS002860 


24% 


86.3% 


75.9% 


ECO100702 


ECO102977 


37% 


97.9% 


97.8% 


ECO100702 


ECO100702 


100% 


100% 


100% 


ECO100702 


PRT100741 


24% 


96.3% 


94.1% 


ECO100702 


PRT100538 


22% 


95.7% 


94.0% 


ECO100702 


PRT104405 


27% 


95.7% 


98.3% 
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ECO 100702 


PRT100936 


26% 


96.3% 


98.9% 


FCO 100702 


PRT105615 


27% 


95.7% 


96.2% 


FCO 100702 


PRT104834 


26% 


88.3% 


87.4% 


ECO 100702 


PRT104207 


28% 


88.3% 


87.4% 


ECO 100702 


PRT101358 


32% 


96.3% 


97.3% 


ECO 100702 
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30% 


31.7% 


84.3% 


ECO100784 


BCE100234 


33% 


41.2% 


84.5% 


ECO100784 


BFU1 11584 


27% 


72.5% 


65.4% 


ECO100784 


CAC100165 


28% 


33.0% 


88.1% 


ECO 100784 


CBO103029 


25% 


28.4% 


75.8% 


ECO100784 


CDP101252 


. 28% 


27.1% 


60.3% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 
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ECOl 00784 


EBC1 00646 


89% 


49.1% 


100% 


ECO100784 


EFA201399 


30% 


32.6% 


82.4% 


ECOl 00784 


ECO100784 


100% 


100% 


100% 


ECO100784 


KPN306689 


80% 


92.6% 


99.2% 


ECO100784 


LMO100404 


28% 


34.0% 


92.2% 


ECO 100784 


MAV104987 


26% 


33.8% 


85.6% 


ECOl 00784 


MBV1 05868 


27% 


33.6% 


89.3% 


ECO100784 


MTU203064 


27% 


33.6% 


89.3% 


ECO100784 


PAE205116 


23% 


93.9% 


97.8% 


ECO100784 


PPU108041 


24% 


92.6% 


98.6% 


ECO100784 


PSY102229 


25% 


60.8% 


77.4% 


ECO100784 


SPA100728 


92% 


34.9% 


100% 


ECO100784 


STY102372 


85% 


94.3% 


100% 


ECO100784 


SAU800361 


30% 


32.1% 


87.7% 


ECO100784 


SEP201337 


28% 


32.1% 


88.3% 


ECO100784 


SHA102218 


31% 


32.6% 


89.1% 


ECOl 00784 


SMU101383 


28% 


29.4% 


79.6% 


ECO 100784 


SPN401595 


29% 


19.8% 


79.6% 


ECO 100784 


SPY201460 


30% 


28.2% 


77.9% 


ECO100785 


BPT102642 


71% 


100% 


99.2% 


ECO100785 


BCE104102 


70% 


100% 


99.2% 


ECO 100785 


BFU1 08289 


57% 


99.6% 


86.0% 


ECO100785 


BMA103265 


70% 


100% 


99.2% 


ECO100785 


CJU100833 


51% 


99.6% 


98.8% 


ECO100785 


CAC102217 


57% 


99.2% 


97.1% 


ECO100785 


CBO101000 


56% 


99.6% 


92.3% 


ECO100785 


EBC1 00550 


93% 


61.2% 


100% 


ECO100785 


EFA200968 


56% 


97.9% 


95.9% 


ECO100785 


ECOl 00785 


100% 


100% 


100% 


ECO100785 


KPN303595 


93% 


100% 


100% 


ECO100785 


LPN103564 


38% 


98.8% 


98.2% 


ECO 100785 


SPA101969 


91% 


100% 


100% 


ECO100785 


STY102373 


95% 


100% 


100% 


ECO100785 


SHA1 00687 


54% 


93.3% 


99.6% 


ECO100785 


SMU100131 


57% 


99.2% 


96.7% 


ECO100785 


SPN400728 


56% 


99.6% 


98.0% 


ECO 100785 


YPS000346 


83% 


100% 


100% 


ECO100786 


BAN105137 


37% 


93.2% 


98.5% 


ECO100786 


BAN106432 


38% 


93.6% 


87.8% 


ECO100786 


BCE107126 


60% 


100% 


92.8% 


ECO100786 


BMA105276 


60% 


100% 


100% 


ECO100786 


CJU100870 


37% 


97.3% 


80.8% 


ECO100786 


EBC100624 


93% 


100% 


100% 


ECO 100786 


EFA201954 


37% 


97.3% 


42.3% 


ECO 100786 


EFM202037 


33% 


94.1% 


94.9% 


ECO100786 


ECO100786 


100% 


100% 


100% 


ECO100786 


HPY101152 


27% 


99.1% 


98.2% 


ECO100786 


KPN303596 


94% 


100% 


100% 


ECO100786 


LMO100160 


38% 


95.4% 


42.7% 


ECO100786 


NGOl 00237 


38% 


98.2% 


97.6% 


ECO100786 


NME201568 


38% 


98.2% 


97.6% 


ECO100786 


PRT102830 


34% 


91.8% 


79.1% 


ECO100786 


PAE205070 


43% 


95.0% 


63.8% 


ECO 100786 


PPU106787 


45% 


95.0% 


63.8% 
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ECO 100786 


PSY102557 


39% 


99.1% 


97.7% 


ECO100786 


SPA101970 


95% 


99.5% 


100% 


ECO100786 


STY102374 


96% 


100% 


100% 


ECO100786 


SMU101490 


38% 


92.2% 


40.8% 


ECO 100786 


SPN400409 


39% 


92.2% 


67.8% 


ECO 100786 


SPY200205 


37% 


91.3% 


40.0% 


ECO100786 


VCH103754 


36% 


92.2% 


74.8% 


ECO 100786 


YPS000343 


83% 


100% 


100% 


ECO100791 


EBC102171 


80% 


99.8% 


99.6% 1 


ECO100791 


ECO100791 


100% 


100% 


100% 


ECO 100791 


HIN101041 


29% 


77,6% 


82.7% 


ECO100791 


HIN100985 


31% 


91.8% 


92.5% 


ECO100791 


KPN301162 


77% 


98.7% 


100% 


ECO 100791 


LPN101642 


24% 


33.8% 


27.8% 


ECO 100791 


NGO100602 


42% 


24.3% 


72.7% 


ECO 100791 


NME101282 


34% 


86.1% 


83.6% 


ECO100791 


PRT100704 


35% 


93.7% 


95.3% 


ECO 100791 


SPA102068 j 


80% 


74.6% 


100% 


ECO 100791 


STY102390 


83% 


99.8% 


100% 


ECO100798 


ABA103859 


41% 


99.3% 


99.6% 


ECO100798 


CBO103381 


29% 


94.8% 


97.0% 


ECO100798 


CDF100774 


31% 


96.3% 


98.5% 


ECO 100798 


CDP100194 


28% 


97.0% 


98.5% 


ECO 100798 


EBC10U53 


80% 


99.6% 


100% 


ECO100798 


ECO100798 


100% 


100% 


100% 


ECO 100798 


KPN302749 


81% 


100% 


100% 


ECO 100798 


LMO102831 


36% 


98.5% 


99.6% 


ECO100798 


MGE100271 


23% 


93.7% 


96.0% 


ECO100798 


SPA1 00708 


88% 


99.3% 


100% 


ECO100798 


STY102396 


88% 


99.3% 


100% 


ECO100798 


STM102169 


88% 


99.3% 


100% 


ECO 100798 


SAU802525 


36% 


95.2% 


97.4% 


ECO 100798 


SEP201092 


35% 


96.3% 


97.4% 


ECO 100798 


SMU100886 


36% 


97.0% 


98.5% 


ECO100798 


SPN401305 


33% 


97.4% 


98.9% 


ECO100798 


SPY200407 


29% 


96.3% 


99.6% 


ECO100799 


EBC101152 


92% 


94.0% 


100% 


ECO 100799 


ECO100799 


100% 


100% 


100% 


ECO100799 


KPN302752 


92% 


100% 


100% 


ECO100799 


SPA100176 


95% 


39.5% 


99.1% 


ECO100799 


STY102397 


95% 


100% 


100% 


ECO100799 


SMU101536 


50% 


99.0% 


97.1% 


ECO100799 


SPN400232 


50% 


99.9% 


98.7% 


ECO100799 


SPY201569 


53% 


99.0% 


98.6% 


ECO100808 


BAN100561 


50% 


91.1% 


100% 


ECOl 00808 


BAN 104237 


51% 


91.1% 


92.0% 


ECO100808 


BPT101723 


71% 


92.7% 


94.0% 


ECO100808 


BCE106581 


76% 


93.4% 


95.3% 


ECO100808 


BFU105826 


76% 


95.4% 


96.3% 


ECO100808 


BMA100352 


76% 


93.4% 


O"! TO/ 


ECO100808 


CDP100606 


41% 


87.8% 


98.2% 


ECOl 00808 


EBC102792 


87% 


100% 


100% 


ECO100808 


ECO100808 


100% 


100% 


100% 


ECO100808 


KPN302758 


87% 


100% 


100% 
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ECO100808 


LPN1 02009 


30% 


71.9% 


53.3% 


ECO100808 


MAV102744 


36% 


90.1% 


93.8% 


ECO100808 


MBV101586 


35% 


90.1% 


95.1% 


ECO 100808 


MTU203610 


36% 


85.5% 


97.4% 


ECO100808 


SPA101182 


90% 


100% 


100% 


ECO100808 


STY102416 


91% 


100% 


100% 


ECO100808 


STM102205 


91% 


100% 


100% 


ECO100808 


SAU800207 


37% 


90.8% 


70.8% 


ECO100808 


SPY201539 


33% 


74.6% 


83.2% 


ECO100809 


ECO 100809 


100% 


100% 


100% 


ECO100809 


MCA102378 


23% 


13.9% 


50.8% 


ECQ100809 


SAU802073 


32% 


6.0% 


9.9% 


ECO100810 


CAC100997 


29% 


36.0% 


63.8% 


ECO100810 


CAC102604 


28% 


51.8% 


91.3% 


ECO100810 


ECO10O810 


100% 


100% 


100% 


ECQ100811 


ABA101330 


68% 


98.4% 


98.2% 


ECO100811 


BFR1 02640 


38% 


97.3% 


98.1% 


ECO100811 


BPT1 00744 


73% 


98.4% 


99.1% 


ECO100811 


BCE106919 


64% 


98.6% 


99.6% 


ECO 1008 11 


BFU100161 


64% 


97.7% 


100% 


ECO100811 


BMA105812 


62% 


97.7% 


97.4% 


ECO100811 


CJU101372 


34% 


95.2% 


95.2% 


ECO100811 


CPN200500 


37% 


99.1% 


87.9% 


ECO100811 


CAC101960 


36% 


97.5% 


97.3% 


ECO100811 


CBO102372 


38% 


97.5% 


97.3% 


ECO100811 


CDF100866 


39% 


97.5% 


98.0% 


ECO100811 


EBC102793 


96% 


100% 


100% 


ECO100811 


ECO100811 


100% 


100% 


100% 


ECO100811 


HPY100722 


30% 


95.0% 


94.8% 


ECO100811 


KPN302759 


94% 


100% 


100% 


ECO100811 


LPN100817 


60% 


42.0% 


100% 


ECO100811 


MCA100109 


62% 


99.3% 


86.8% 


ECO100811 


PMU101571 


75% 


98.4% 


98.7% 


ECO 1008 11 


PRT105016 


87% 


100% 


99.5% 


ECO100811 


PAE200915 


73% 


99.1% 


99.5% 


ECO100811 


PPU104571 


71% 


100% 


100% 


ECO100811 


PSY104389 


70% 


91.6% 


98.8% 


ECO100811 


SPA101181 


97% 


100% 


100% 


ECO100811 


STY102418 


97% 


100% 


100% 


ECO100811 


SPY200723 


31% 


16.8% 


28.5% 


ECO100811 


VCH102583 


77% 


97.7% 


91.7% 


ECO100836 


CPN200269 


31% 


88.5% 


83.4% 


ECO 100836 


CTR200650 


29% 


91.8% 


86.1% 


ECO100836 


EBC100514 


87% 


100% 


93.8% 


ECO 100836 


ECO100836 


100% 


100% 


100% 


ECO100836 


HPY101155 


24% 


84.4% 


73.6% 


ECO 100836 


KPN302146 


87% 


100% 


98.0% 


ECO100836 


LPN100743 


23% 


99.2% 


96.0% 


ECO100836 


LPN103487 


27% 


97.5% 


98.3% 


ECO100836 


LPN102814 


33% 


94.7% 


95.2% 


ECO 100836 


LPN101937 


26% 


98.4% 


97.6% 


ECO100836 


LPN103612 


32% 


97.5% 


99.2% 


ECO 100836 


MCA 100559 


35% 


90.9% 


84.4% 


ECQ100836 


MCA102170 


36% 


95.5% 


91.7% 
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ECO100836 



ECO100836 



Homolog LocusID 



MCA100560 



ECO 100836 



ECO10083.6 



ECO 100836 



ECO 100836 



ECO100836 



PAE205148 



PPU109095 



SPA1 02374 



STY102490 



SEP 100077 



SMU100993 



Identity 



36% 
42% 



43% 



91% 



91% 



33% 



32% 



Query Coverage 



92.6% 



99.2% 



89.3% 



97.5% 



100% 



90.1% 



91.8% 



Homolog Coverage 



83.1% 



96.4% 



97.7% 



100% 



100% 



79.3% 



82.7% 



ECO 100838 



EBC104449 



92% 



75.2% 



ECO100838 



ECO 100838 



100% 



ECO 100838 



HIN101151 



55% 



ECO100838 



KPN301800 



91% 



ECO 100838 



PMU100125 



55% 



100% 
95.4% 



99.6% 



95.4% 



100% 



100% 



94.1% 



99.6% 



94.2% 
100% 



ECO100838 



PRT100750 



67% 



100% 



ECO100838 



SPA100500 



ECO 100838 



STY102492 



ECO100838 



VCH103478 



ECO100838 



YPS001173 



ECO 100844 



BAN111580 



ECO100844 



ECO 100844 



ECO 100844 



BAN100129 



BAN113145 



BFR13634 



91% 



45.4% 



94% 



99.6% 



53% 



92.9% 



79% 



100% 



48% 



8.9% 



33% 



66.2% 



35% 



94.0% 



23% 



95.4% 
96.0% 



100% 



99.6% 



89.1% 



100% 



77.5% 



83.3% 



98.8% 



99.1% 



ECO 100844 



EBC102012 



88% 



ECO 100844 



ECO 100844 



100% 



100% 



ECO100844 



KPN300042 



88% 



43.6% 



ECO 100844 



KPN301813 



89% 



96.6% 



ECO100844 



JPN103633 



35% 



93.1% 



100% 



100% 



96.2% 



100% 



97.6% 



ECO 100844 



MAV1 00805 



25% 



92.6% 



ECO100844 



MBV104384 



23% 



92.0% 



89.6% 



88.1% 



ECO100844 



MTU201091 



23% 



92.0% 



ECO 100844 



PAE204359 



31% 



95.4% 



88.1% 



99.7% 



ECO 100844 



PPU101560 



29% 



94.0% 



ECO100844 



PSY101773 



30% 



94.0% 



ECO 100844 



SPA100744 



84% 



100% 



ECO 100844 



STY102502 



93% 



96.6% 



ECO 100844 



SMU100712 



25% 



94.8% 



97.9% 



97.9% 



100% 



100% 



95.1% 



ECO 100844 



YPS002695 



ECO100844 



YPS001180 



44% 
73% 



94.3% 



95.7% 



97.3% 



99.1% 



ECO100848 



BCE1 11932 



31% 



95.0% 



ECO100848 



BFU111768 



29% 



94.7% 



89.3% 



88.1% 



ECO 100848 



BMA1 08604 



31% 



95.0% 



ECO100848 



CAC101222 



ECO100848 



CBO101327 



ECO100848 



CDF103953 



ECOl 00848 



CDP100938 



26% 



58.7% 



21% 



65.5% 



36% 



19.9% 



27% 



88.5% 
100%> 



89.2% 



70.5% 



79.2% 



9.8% 



76.3% 
100% 



ECO100848 



ECO100848 



EBC102313 



86% 



ECO100848 



100% 



100% 
100% 



100% 
100% 



ECO100848 



KPN301808 



89% 



ECO100848 



LPN100990 



29% 



96.6% 
78.9% 



53.9% 
68.7% 



ECO100848 



MBV101709 



28% 



ECO100848 



MTU203187 



28% 



78.9% 



68.7% 
100% 



ECO100848 



PRT1 02449 



55% 



100% 



ECO100848 



PAE205406 



30% 



94.7% 



ECO100848 



PPU107514 



27% 



94.1% 



92.6% 



91.6% 
93.4% 



ECOl 00848 



PSY102789 



27% 



95.7% 
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ECO100848 


SPA100209 


87% 


95.7% 


100% 


ECO100848 


STY102872 


89% 


100% 


99.7% 


ECO100848 


YPS001188 


59% 


99.1% 


97.4% ' 


ECO100850 


ABA101625 


29% 


92.7% 


97.4% 


ECO100850 


BFR105073 


28% 


60.3% 


97.1% 


ECO 100850 


BFR10379 


34% 


60.3% 


97% 


ECO 100850 


CBO 100922 


37% 


54.0% 


86.9% 


ECO100850 


EBC102315 


84% 


94.9% 


100% 


ECO100850 


ECO100850 


100% 


100% 


100% 


ECO100850 


HIN101420 


47% 


60.3% 


97.4% 


ECO100850 


KPN301812 


82% 


94.9% 


100% 


ECO100850 


MCA102941 


38% 


93.7% 


97.4% 


ECO 100850 


NGO101297 


39% 


93.3% 


97% 


ECO 100850 


NME201609 


39% 


93.7% 


97.3% 


ECO 100850 


PMU100465 


45% 


94.9% 


99.0% 


ECO 100850 


PRT103160 


59% 


94.9% 


100% 


ECO100850 


SPA100944 


88% 


94.9% 


100% 


ECO 100850 


STY102874 


88% 


94.9% 


100% 


ECO 100850 


VCH101132 


52% 


94.3% 


98.3% 


ECO 100850 


YPS001 192 


71% 


94.6% 


100% 


ECO 100851 


ABA105899 


66% 


98.7% 


99.1% 


ECO 100851 


BAN1 10789 


36% 


95.2% 


98.6% 


ECO 100851 


BAN100809 


43% 


98.7% 


46.2% 


ECO100851 


BCE1 13237 


66% 


99.1% 


93.1% 


ECO 100851 


BFU108967 


66% 


99.1% 


89.6% 


ECO 100851 


BMA109080 


70% 


95.7% 


94.4% 


ECO 100851 


CDF103952 


26% 


60.2% 


46.6% 


ECO 100851 


EBC102316 


89% 


100% 


100% 


ECO100851 


EFA200743 


L45% 


99.1% 


99.5% 


ECO100851 


ECO100851 


100% 


100% 


100% 


ECO100851 


KPN301409 


90% 


72.7% 


94.4% 


ECO 100851 


PAE204031 


71% 


99.1% 


99.6% 


ECO100851 


PPU107265 


69% 


98.3% 


97.0% 


ECO100851 


SPN401602 


37% 


97.4% 


97.7% 


ECO 100852 


BFU100163 


23% 


79.7% 


75.4% 


ECO 100852 


CBO 101403 


24% 


31.7% 


26.2% . . 


ECO 100852 


EBC102317 


84% 


92.9% 


100% 


ECO 100852 


ECO100852 


100% 


100% 


100% 


ECQ 100852 


KPN301415 


86% 


100% 


100% 


ECO100852 


PMU100466 ■ 


38% 


99.3% 


99.8% 


ECO 100852 


PRT101841 


55% 


100% 


100% 


ECO 100852 


PPU100582 


20% 


79.7% 


70.3% 


ECO100852 


PSY101212 


22% 


79.7% 


72.5% 


ECO100852 


SPA101097 


82% 


61.6% 


100% 


ECO100852 


STY102875 


89% 


100% 


100% 


ECO 100852 


STM102673 


89% 


100% 


100% 


ECO 100852 


VCH103268 


43% 


99.5% 


97.7% 


ECO 100852 


YPS001193 


64% 


100% 


99.8% 


ECO100867 


ABA105367 


43% 


95.5% 


99.5% 


ECQ100867 


BAN106540 


36% 


80.5% 


98.4% 


ECO100867 


BAN103047 


39% 


95.7% 


97.9% 


ECO 100867 


BFR11901 


44% 


95.5% 


99.5% 


ECO100867 


BPT102656 


54% 


98.0% 


98.2% • 


ECO 100867 


BCE1 14975 


54% 


95.7% 


96.8% 
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Identity 


Query Coverage 
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ECO100868 


CDF100043 


49% 


24.0% 


90.6% 


ECO 100868 


CDF100480 


48% 


98.4% 


98.6% 


ECO100868 


CDF100128 


47% 


98.4% 


98.6% 


ECO 100868 


CDP100672 


38% 


98.4% 


97.9% 


ECO 100868 


EBC101260 


92% 


100% 


100% 


ECO 100868 


EFA202450 


52% 


99.8% 


99.8% 


ECO 100868 


EFA200752 


53% 


99.8% 


99.8% 


ECO100868 


EFM202627 


51% 


99.8% 


99.8% 


ECO 100868 


ECO 100868 


100% 


100% 


100% 


ECO 100868 


HIN100109 


77% 


100% 


99.8% 


ECO 100868 


HPY101459 


47% 


98.4% 


100% 


ECO 100868 


KPN301832 


95% 


74.4% 


100% 


ECO 100868 


LPN101085 


58% 


99.8% 


99.3% 


ECO 100868 


LMO102194 


51% 


99.8% 


99.1% 


EOO100868 


MCA1 00776 


60% 


99.8% 


99.8% 


ECO 100868 


MAV103250 


37% 


98.4% 


97.2% 


ECO 100868 


MBV105246 


36% 


99.8% 


99.0% 


ECO 100868 


MLP100058 


34% 


98.4% 


97.8% 


ECO100868 


MTU203779 


36% 


99.8% 


99.0% 


ECO 100868 


MGE100005 


38% 


98.6% 


98.8% 


ECO 100868 


MPN100149 


38% 


98.6% 


98.1% 


ECO 100868 


NGO100535 


64% 


99.1% 


98.6% 


ECO 100868 


NME201792 


64% 


99.1% 


98.6% 


ECO100868 


PMU100258 


77% 


100% 


100% 


ECO 100868 


PRT102618 


81% 


100% 


100% 


ECO 100868 


PAE202610 


65% 


100% 


100% 


ECO100868 


PPU1O0866 


67% 


99.8% 


99.8% 


ECO 100868 


PSY104164 


66% 


100% 


100% 


ECO100868 


SPA103470 


95% 


100% 


100% 


ECO100868 


STY102896 


97% 


100% 


100% 


ECO100868 


STM102719 


97% 


100% 


100% 


ECO100868 


SAU800009 


51% 


98.8% 


97.9% . 


ECO 100868 


SEP201273 


53% . 


98.8% 


97.9% 


ECO100868 


SHA102263 


52% 


98.8% 


97.9% 


ECO100868 


SMU101313 


55% 


99.8% 


99.1% 


ECO100868 


SPN400372 


55% 


99.8% 


94.8% 


ECO100868 


SPY201341 


56% 


98.8% 


98.4% 


ECO100868 


TP A 100639 


33% 


99.8% 


98.8% 


ECO100868 


UUR100105 


47% 


98.4% 


99.8% 


ECO100868 


VCH101091 


71% 


100% 


100% 


ECO 100868 


YPS001230 


84% 


100% 


100% 


ECO100869 


BCE108240 


28% 


92.4% 


98.1% 


ECO100869 


BFU105642 


27% 


96.1% 


98.7% 


ECO100869 


EBC101397 


90% 


96.3% 


100% < 


ECO100869 


ECO100869 


100% 


100% 


100% 


ECO100869 


HIN101025 


74% 


100% 


97.4% 


ECO 100869 


KPN301830 


89% 


100% 


96.4% 


ECO100869 


PMU101754 


74% 


100% 


93.5% 


ECO100869 


PRT105822 


80% 


99.6% 


100% 


ECO100869 


SPA103471 


90% 


99.9% 


97.9% 


ECO100869 


STY102898 


92% 


99.9% 


96.3% 


ECO100869 


STM103286 


93% 


99.9% 


96.3% 


ECO100869 


YPS000005 


82% 


99.9% 


96.3% 


ECO100875 


BCE105376 


36% 


99.7% 


96.5% 
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Query LocusID 


Homolog LocusID 


Identity 
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ECO100875 


BFU1 14870 


41% 


95.7% 


96.7% 


ECO100875 


BMA101338 


35% 


95.4% 


96.4% 


ECO100875 


EBC103818 


40% 


94.4% 


96.6% 


ECO100875 


ECO100875 


100% 


100% 


100% 


ECO100875 i 


KPN301597 


38% 


95.4% 


99.7% 


ECO100875 


PMU101945 


47% 


32.1% 


66.0% 


ECO100875 


PAE201737 


42% 


94.7% 


95.4% 


ECO100875 


PSY108744 


39% 


95.4% 


95.7% 


ECO100875 


SPA101562 


37% 


94.4% 


98.3% 


ECO100875 


STY103217 


37% 


97.4% 


95.2% 


ECO 100876 


BAN1 12918 


36% 


58.2% 


58.6% 


ECO 100876 


BAN1071 14 


36% 


58.2% 


58.6% 


ECO100876 


BFR102217 


24% 


37.8% i 


52.9% 


ECO100876 


BFR1 04285 


27% 


36.7% 


49.7% 


ECO 100876 


BPT103683 


29% 


46.9% 


40.4% 


ECO100876 


BFU103218 


36% 


63.8% 


59.6% 


ECO 100876 


CAC100905 


30% 


53.6% 


51.5% 


ECO 100876 


CBO103246 


33% 


56.6% 


58.2% 


ECO100876 i 


EBC102970 


30% 


81.1% 


83.4% 


ECO100876 


ECO100876 


100% 


100% 


100% 


ECO100876 


HIN101513 


33% 


79.1% 


79.2% 


ECO100876 


LMO101606 


33% 


30.1% 


30.3% 


ECO 100876 


PMU100887 


29% 


87.8% 


86.8% 


ECO 100876 


PSY103215 


26% 


55.1% 


50.5% 


ECO100876 


SAU800601 


27% 


47.4% 


51.7% 


ECO100876 


SEP201386 


27% 


47.4% 


58.8% 


ECO100876 


SHA102380 


24% 


95.4% 


90.1% 


ECO100876 


. SHA102445 


33% 


56.6% 


62.5% 


ECO 100876 


SMU102024 


33% 


55.1% 


55.9% 


ECO100885 


ABA100088 


49% 


95.6% 


96.5% 


ECO100885 


BAN107282 


44% 


15.9% 


83.7% 


ECO 100885 


BAN109524 


43% 


83.3% 


95.0% 


ECO 1008 85 


BAN105277 


47% . 


92.5% 


93.3% 


ECO 100885 


BFR11517 


38% 


84.1% 


92.9% 


ECO 100885 


BPT1 00195 


57% 


94.7% 


94.6% j 


ECO 100885 


BBU100127 


29% 


90.7% 


92.3% 


ECO 100885 


BCE104244 


52% 


95.2% 


93.0% 


ECO 100885 


BFU102075 


52% 


94.3% 


86.8% 


ECO 100885 


BMA105406 


52% 


95.6% 


90.3% 


ECO100885 


CPN200178 


42% 


93.0% 


95.8% 


ECO 100885 


CTR200727 


42% 


96.5% 


99.5% j 


ECO 100885 


CAC100619 


37% 


95.6% 


98.2% 


ECO 100885 


CBO103038 


40% 


91.6% 


89.1% 


ECO 100885 


CDF100096 


40% 


93.0% 


95.8% 


ECO100885 


CDP 101063 


43% 


91.6% 


86.7% 


ECO 100885 


EBC 100426 


94% 


95.2% 


100% 


ECO100885 


EFA201887 


41% 


95.2% 


95.6% 


ECO100885 


ECO100885 


100% 


100% 


100% 


ECO100885 


HIN101612 


63% 


89.0% 


77.0% 


ECO100885 


HIN101191 


64% 


95.2% 


93.5% 


ECO100885 


KPN300479 


91% 


78.0% 


100% 


ECO 100885 


LPN101006 


50% 


96.5% 


95.7% 


ECO100885 


LMO100736 


42% 


95.6% 


96.4% 


ECO 100885 


MCA101968 


46% 


96.5% 


92.2% 
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Homolog Locus ID 
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ECO 100885 


MAV102017 


41% 


97.4% 


97.4% 


ECO 100885 


MBV105382 


40% 


96.5% 


95.7% 


ECO 100885 


MLP100851 


43% 


95.6% 


96.0% 


ECO100885 


MTU201690 


40% 


96.5% 


95.7% 


ECO 100885 


MGE100338 


35% 


96.5% 


98.2% 


ECO 100885 


MPN100365 


38% 


94.3% 


95.9% 


ECO 100885 


NGO100241 


47% 


95.2% 


97.2% 


ECO100885 


NME201374 


46% 


95.2% 


97.2% 


ECO 100885 


PMU100802 


67% 


96.0% 


96.0% 


ECO 100885 


PRT1 00288 


78% 


97.8% 


98.7% 


ECO 100885 


PAE203161 


60% 


98.2% 


98.3% 


ECO 100885 


PPU108319 


62% 


94.7% 


89.7% 


ECO 100885 


PSY1 00434 


62% 


93.8% 


88.5% j 


ECO 100885 


SPA102110 


94% 


75.8% 


100% 


ECO 100885 


STY102912 


97% 


100% 


100% 


ECO100885 


STM103300 


97% 


100% 


100% 


ECO 100885 


SAU801478 


38% 


94.7% 


96.8% 


ECO 100885 


SEP200463 


36% 


92.5% 


96.3% 


ECO 100885 


SHA101407 


34% 


92.5% 


95.0% 


ECO 100885 


SMU100904 


43% 


90.7% 


84.6% 


ECO 100885 


SPN401455 


38% 


95.6% 


97.8% 


ECO 100885 


SPY200595 


43% 


91.2% 


92.0% 


ECO 100885 


UUR100344 


29% 


95.6% 


95.1% 


ECO 100885 


VCH101886 


70% 


98.7% 


97.8% 


ECO 100885 


YPS001262 


84% 


99.6% 


98.3% 


ECO 100886 


ABA101621 


72% 


6.5% 


93.4% 


ECO 100886 


BAN1O2603 


35% 


97.5% 


94.8% 


ECO100886 


BAN106697 


35% 


97.5% 


95.0% 


ECO100886 


BFR12241 


37% 


95.9% 


89.1% 


ECO100886 


BPT100197 


63% 


97.5% 


94.3% 


ECO100886 


BBU100126 


28% 


95.3% 


95.5% 


ECO100886 


BCE109984 


64% 


99.5% 


93.0% 


ECO100886 


BFU 102076 


65% 


95.2% 


91.9% 


ECO100886 


BMA105447 


63% 


99.5% 


97.2% 


ECO100886 


CJU100824 


32% 


65.5% 


94.8% 


ECO100886 


CPN200436 


44% 


93.5% 


89.3% 


ECO100886 


CTR200367 


45% 


92.1% 


46.6% 


ECO100886 


CAC100711 


33% 


93.2% 


27.3% 


ECO100886 


CBO101243 


35% 


96.9% 


93.8% 


ECO100886 


CDF100938 


28% 


93.9% 


21.2% 


ECOl 00886 


CDP100313 


46% 


92.1% 


17.9% 


ECO100886 


EBC10013.6 


98% 


94.1% 


83.3% 


ECO100886 


EFA201885 


35% 


77.9% 


87.6% 


ECO100886 


ECO100886 


100% 


100% 


100% 


ECO100886 


HIN101192 


78% 


100% 


100% 


ECO100886 


HPY100395 


29% 


96.4% 


95.3% 


ECO100886 


KPN302625 


98% 


96.2% 


83.5% 


ECO100886 


LPN102947 


66% 


100% 


100% 


ECO100886 


LMO101312 


36% 


91.7% 


66.9% 


ECO100886 


MCA101969 


68% 


94.8% 


91.5% 


ECO100886 


MAV106579 


45% 


93.9% 


72.7% 


ECO100886 


MBV 101279 


45% 


93.9% 


652% 


ECO 100886 


MLP 100855 


44% 


93.9% 


72.6% : 


ECO100886 


MTU201609 


45% 


93.9% 


72.6% 
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Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO100906 


BPT100765 


41% 


96.8% 


99.2% 


ECO 100906 


BCE108701 


31% 


21.8% 


91.5% 


ECO100906 


BCE100481 


43% 


96.5% 


97.2% 


ECO100906 


BFU104396 


42% 


96.5% 


94.2% 


ECO100906 


BMA102366 


43% 


96.5% 


87.6% 


ECO 100906 


CDF101027 


22% 


90.2% 


72.3% 


ECO100906 


CDP101373 


24% 


79.2% 


65.4% 


ECO100906 


EBC100632 


89% 


74.8% 


99.3% 


ECO100906 


EFA201594 


22% 


94.5% 


73.1% 


ECO100906 


ECO 100906 


100% 


100% 


100% 


ECO100906 


KPN301496 


87% 


100% 


100% 


ECO100906 


LPN101555 


24% 


93.8% 


75.6% 


ECO100906 


LMO102099 


22% 


82.5% 


62.1% 


ECO100906 


MCA100938 


43% 


96.5% 


100% 


ECO100906 


MAV103522 


23% 


78.2% 


64.2% 


ECO100906 


MBV1 00308 


26% 


91.2% 


73.0% 


ECO100906' 


MTU200570 


26% 


91.2% 


73.0% 


ECO 100906 


NGO100225 


43% 


96.8% 


98.0% 


ECO100906 


NME201565 


43% 


98.2% 


95.5% 


ECO100906 


PRT101956 


66% . 


98.8% 


98.8% 


ECO100906 


PAE204914 


52% 


97.8% 


98.5% 


ECO 100906 


PPU107582 


52% 


97.8% 


98.0% 


ECO 100906 


PSY101887 


50% 


98.2% 


97.1% 


ECO 100906 


SPA102570 


90% 


100% 


100% 


ECO100906 


STY 102950 


90% 


100% 


100% 


ECO 100906 


SAU801913 


20% 


87% 


66.3% 


ECO 100906 


SHA101008 


21% 


91% 


81.4% 


ECO 100906 


SPN401276 


23% 


86.8% 


66.5% 


ECO 100906 


SPY201274 


21% 


90.8% 


71.1% 


ECO 100906 


TPA100621 


24% 


76.8% 


58.2% 


ECO 100906 


VCH102834 


42% 


97.5% 


93.1% 


ECO 100906 


YPS002092 


73% 


100% 


100% 


ECO100907 


ABA100602 


41% 


97.7% 


96.9% 


ECO 100907 


BFR11621 


22% 


49.4% 


50.4% 


ECO 100907 


BFT100086 


46% 


99.8% 


99.3% 


ECO 100907 


BCE1 14396 


48% 


99.0% 


98.8% 


ECO 100907 


BFU1 15907 


47% 


99.9% 


99.7% 


ECO 100907 


BMA106412 


49% 


81.6% 


98.4% 


ECO 100907 


CDF100790 


24% 


23.4% 


39.0% 


ECO 100907 


CDP101250 


24% 


56.0% 


57.7% 


ECO 100907 


EBC 102285 


90% 


68.4% 


100% 


ECO 100907 


ECO100907 


100% 


100% 


100% 


ECO 100907 


HIN101581 


60% 


99.3% 


99.5% 


ECO100907 


KPN301497 


89% 


100% 


100% 


ECO 100907 


LPN103383 


48% 


99.0% 


98.7% 


ECO 100907 


MCA101178 


38% 


97.6% 


96.8% 


ECO 100907 


MAV100155 


25% 


55.2% 


56.1% 


ECO100907 


MBV101526 


26% 


51.4% 


51.2% 


ECO 100907 


MLP100917 


26% 


54.9% 


55.2% 


ECO100907 


MTU202431 


26% 


51.4% 


51.3% 


ECO 100907 


NGO101948 


47% 


99.3% 


98.7% 


ECO 100907 


NME201487 


48% 


99.0% 


99.2% 


ECO 100907 


PMU100618 


62% 


99.5% 


99.8% 


ECO 100907 


PRT101957 


74% 


100% 


99.9% 
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Query Coverage 


Homoiog Coverage 


ECO 100907 


t> a tjoaiaqi 
r AbZU jUo 1 


49% 


99.9% 


99.8% 


ECO 100907 


TJPTT1 A1 


50% 1 


99.9% 


99.8% 


ECO 10090/ 


PQV1 00797 


49% 


99.9% 


100% 


hcuiuuyu/ ! 


QP A 102571 


87% 


89.0% 


99.2% 




<sTY1 03588 

Oil WJJOU 


93% 


100% j 


100% 


liOvJiUUyU/ 


CTM1 05420 


94% 


100% 


100% 


TJPO 1 nooo7 

CXAJ l \J\jy\J / 




25% 


47.1% 


49.1% 


urn i nnoo7 


QPN400706 


24% 


54.1% 


58.1% 


ECvJiuuyu/ 


QPV900Q4Q 
Ox J xUU7t7 


23% 


49.2% 


51.4% 


hcuiuuyu/ 


VPT-T1 01471 


64% 


99.9% 


99.8% 


D/'VM AAAAT 


vp^0090Q3 


77% 


100% 


99.9% 


"D/^m AAQ 1 < 


RFP101 304 


28% 


12.9% 


23.1% 




FC0 100915 


100% 


100% 


100% 


rtOvJ 1 uuy l j 


qp A 104864 


52% 


96.0% 


100% 


cAsKJ 1 UUy 1 J 


^TM1 00755 

O A AVAA wVJ 1 


53% 


96.0% 


96.0% 




FCOI 00954 


100% 


100% 


100% 


JiOU iuuyo*T 


KPN108215 

AXX AN IUOa A J 


29% 


23.1% 


93.9% 


unn i AAQC/1 


PAF903677 


29% 


24.1% 


23.3% 


bC\JJ.UUy:>^ 


vpqnoo^^o 


45% 


99.1% 


97.3% 


bCUiuuyDo 


ARA1 1 1 
/tJj/xIuj ill 


37% 


91.4% 


97.2% 


r?i^m aag<I£ 

bcuiuuyso 


RPT1 00^9Q 


36% 


86.8% 


87.7% 






34% 


91.4% 


86.4% 


bCUlUuyjo 




26% 


91.4% 


95.3% 


TJAA1 AAQC/C 


pnr 101811 


60% 


71.7% 


100% 


nrv^i aaq*\< 
JdUU luuyjo 


FFA909055 


29% 


91.4% 


94.9% 


Frru ooq^6 


FCOI 00956 


100% 


100% 


100% 




KPN206660 


62% 


92.8% 


95.9% 


buuiuuyjo 


MPA100619 


25% 


73.7% 


83.8% 


TTpn 1 AACK£ 

bLAj muyjo 


MAV105287 


31% 


85.5% 


85.3% 


bLAJ I UUy DO 


M"RV 104448 


27% 


75.7% 


84.7% 


"D/TI1 AAQ^A 

bLUlwyjO 


"MTT T9O9900 

1Y1 X w L,\JL,Li\J\J 


30% 


92.1% 


93.9% 


HL-uiui/yjo 


"MrtOI 09044 


25% 


95.4% 


81.6% 


T7AA1 AAQC£ 


>JMF90n^9 


25% 


95.4% 


100% 


TTpAi aaq^£ 
iiouiuuyjo 


PAF909Q76 


32% 


85.5% 


90.9% 


bLw luuyjo 


PPT Tl 0481 6 


34% 


86.8% 


92.2% 


buui. v/uyoo 


^ATJK01 881 


26% 


83.6% 


85.1% 


bLUi wyDO 


^FP9OOS90 


28% 


84.2% 


85.7% 


buu lvuyjo 


Ol Art. L\J\f*J A 


31% 


84.2% 


85.7% 


bLUiUuyjo 


QMTT101 303 


22% 


90.8% 


97.2% 


T?^/"\1 AAA C £ 


QPMA01 R37 

Ox lN*fUlOJ / 


91% 


92.1% 


96.5% 


bUU luuy jo 


VPH10OQ00 


34% 


88.2% 


84.9% 


ECUiuoyDo 


VPU1 01099 


35% 


92.1% 


95.5% 


rr/^/^v 1 AAQ/^T 

jcrUUiuuyo/ 


FPH1 00Qfi7 


100% 


100% 


100% 
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99.0% 


98.1% 


ECO101068 


CDF101773 


49% 


99.0% 
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98.8% 


98.8% 


ECO101068 


ECO 101068 


100% 
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99.0% 
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ECO101068 


LMO 100394 
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91.1% 


90.2% 


ECOl 01096 


SPY200838 


39% 
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97.4% 


ECOl 01096 


VCH103826 


39% 


99.1% 
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99.8% 
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100% 
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97.1% 
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95.7% 
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95.7% 


98.7% 


ECO101102 


PSY104543 
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95.7% 


98.7% 
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SPA104232 


86% 


96.9% 


100% 
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STY102565 


85% 


100% 


100% 
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32% 


59.9% 
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97.9% 


98.6% 
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ABA105711 
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57.9% 
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100% 
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99.8% 



57.5% 
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ECO101104 
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BMA107849 


44% 


95.7% 


95.4% 


ECO101185 


CJU100672 


28% 


89.5% 


87.5% 


ECO101185 


CAC100499 


31% 


90.3% 


89.5% 


ECO101185 


CBO100136 


30% 


91.7% 


88.7% 


ECO101185 


CDF100750 


35% 


92.8% 


92.9% 


ECO 101 185 


CDP100074 


29% 


94.2% 


93.8% 


ECO 101 185 


EBC100919 


69% 


99.3% 


100% 


ECO101185 


EFA201657 


34% 


86.6% 


87.0% 


ECO101185 


EFM201604 


36% 


90.3% 


86.2% j 


ECO101185 


ECO10U85 


100% 


100% 


100% 


ECO101185 


HIN101528 


57% 


98.6% 


98.6% 


ECO101185 


HPY100377 


30% 


90.6% 


89.1% 


ECO101185 


KPN300226 


89% 


23.8% 


100% j 


ECO101185 


KPN300540 


71% 


51.3% 


80.7% 


ECO 101 185 


KPN303481 


75% 


98.9% 


97.2% 


ECO101185 


LPN101502 


43% 


96.8% 


94.1% 


ECO101185 


LMO101395 


32% 


81.9% 


81.3% 


ECO101185 


MCA100943 


41% 


97.1% 


93.2% 


ECO10U85 


MAV106509 


31% 


96.8% 


90.1% 


ECO101185 


MBV105507 


32% 


79.8% 


68.6% 


ECO101185 


MLP100701 


34% 


82.7% 


80.9% 


ECO101185 


MTU201283 


32% 


79.8% 


68.6% 


ECO101185 


NGO101039 


43% 


94.6% 


91.0% 


ECO101185 


NME200343 


43% 


94.6% 


96.0% 


ECO101185 


PMU100556 


51% 


98.6% 


99.0% 


ECO101185 


PRT105490 


65% 


99.3% 


97.5% 


ECO101185 


PAE204661 


53% 


95.3% 


95.7% 


ECO101185 


PPU1 09702 


49% 


94.9% 


95.3% 


ECO101185 


PSY102421 


48% 


94.6% 


94.9% 


ECO101185 


SPA1 00351 


74% 


59.9% 


100% 


ECO101185 


STY101658 


76% 


99.3% 


99.3% 


ECO 101 185 


SAU802117 


32% 


97.5% 


97.8% 


ECO101185 


SEP201908 


31% 


94.6% 


94.2% 


ECO101185 


SHA100602 


27% 


97.5% 


0*7 QOZ 

yv.o/o 


ECO101185 


SMU100315 


33% 


90.3% 


89.9% 


ECO101185 


SPN400925 


36% 


76.9% 


76.0% 


ECO101185 


SPY200869 


33% 


89.2% 


88.2% 


ECO101185 


TPA100051 


28% 


93.9% 


86.5% 
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ECO10U85 


VCH102145 


53% 


97.1% 


95.1% 


ECO101185 


YPS003269 


62% 


99.3% 


99.3% 


ECO101186 


BCE103057 


28% 


93.8% 


29.6% 


ECO 101 186 


BMA1 05726 


26% 


74.6% 


18.9% 


ECO 101 186 


EBC100918 


63% 


95.4% 


99.2% 


ECO 101 186 


ECO 101 186 


100% 


100% 


100% 


ECO101186 


HIN101225 


27% 


85.4% 


87.4% 


ECO10U86 


KPN303484 


58% 


100% 


100% 


ECO101186 


NGO101989 


28% 


89.2% 


90.3% 


ECO101186 


NME200882 


29% 


89.2% 


90.3% 


ECO101186 


PMU100842 


25% 


91.5% 


96.7% 


ECO101186 


PAE1 10961 


31% 


91.5% 


94.1% 


ECO 101 186 


SPA103126 


72% 


98.5% 


99.2% j 


ECO 101 186 


STY101655 


73% 


98.5% 


99.2% 


ECO101186 


VCH102144 


38% 


96.9% 


97.6% 


ECO101186 


YPS003272 


50% 


92.3% 


89.5% 


ECO101188 


ABA1 05640 


66% 


98.6% 


97.5% 


ECO101188 


BAN100484 


28% 


68.0% 


52.1% 


ECO101188 


BAN1 10262 


28% 


72.5% 


54.5% 


ECO10U88 


BFR11555 


46% 


90.1% 


95.1% 


ECO101188 


BPT101704 


45% 


94.4% 


96.5% 


ECO 101 188 


BCE1 13835 


43% 


93.7% 


95.1% 


ECO101188 


BFU102357 


43% 


95.1% 


96.5% 1 


ECO10U88 


BMA104317 


42% 


95.1% 


96.5% I 


ECO101188 


CJU100352 


45% 


90.1% 


97.4% 


ECO10U88 


CPN200024 


42% 


91.2% 


95.6% 


ECO101188 


CTR200025 


41% 


92.6% 


96.3% 


ECO101188 


CAC100242 


30% 


74.3% 


59.3% 


ECO101188 


CBO100238 


23% 


94.7% 


94.4% 


ECO101188 


CDF102295 


28% 


74.6% 


59.6% 


ECO101188 


EBC100731 


93% 


99.6% 


100% 


ECO101188 


EFA201864 


28% 


77.1% 


60.1% 


ECO10U88 


EFM101476 


27% 


77.1% 


62.5% ! 


ECO101188 


ECO101188 


100% 


100% 


100% 


ECO101188 


HIN101526 


81% 


99.6% 


99.6% 


ECO101188 


HPY100003 


42% 


89.4% 


95.7% 


ECO101188 


KPN303462 


95% 


100% 


100% 


ECO101188 


LPN101508 


44% 


66.9% 


91.7% 


ECO101188 


LMO100466 


27% 


91.2% 


66.8% 


ECO 101 188 


MCA101098 


64% 


98.6% 


96.9% 


ECO101188 


NGO101001 


71% 


95.1% 


96.4% 


ECO101188 


NME201359 


71% 


95.1% 


96.4% 


ECO101188 


PMU100558 


80% 


99.6% 


99.6% i 


ECO101188 


PRT101058 


89% 


100% 


100% 


ECO10U88 


PAE203634 


68% 


99.6% 


100% 


ECO10U88 


PPU107961 


73% 


95.1% 


96.4% 


ECO101188 


PSY104331 


66% 


99.6% 


100% 


ECO101188 


SPA103128 


93% 


99.3% 


100% 


ECO101188 


STY101650 


93% 


99.3% 


99.3% 


ECO101188 


SAU801737 


26% 


74.3% 


55.1% 


ECO101188 


SEP202083 


26% 


74.3% 


55.1% 


ECO101188 


SHA1 00400 


26% 


74.3% 


74.6% 


ECO101188 


SPY201217 


26% 


76.1% 


81.2% . 


ECO101188 


VCH102142 


80% 


98.9% 


99.3% 
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FrOlOI 188 


YPS003280 


90% 


100% 


100% 


FCO101196 


BMA100869 


53% 


97.4% 


3.7% 


ECO 101 196 


CTR200330 


21% j 


73.9% 


66.2% 


FCO101196 


EBC100127 


84% 


47.5% 


100% 


ECO101196 


ECO101196 


100% 


100% 


100% 


ECO101196 


KPN303485 


86% 


99.1% 


99.4% 


ECO101196 


MCA101703 


51% 


95.7% 


4.4% 


FCO101196 


MBV 104795 


41% 


96.5% 


93.3% 


FCO101196 


MLP 100509 


35% 


95.7% 


85.7% 


FCO101196 


MTU200266 


41% 


96.5% 


93.3% 


ECO101196 

Lj W X V/ X X ✓ V» 


PRT102088 


77% 


100% 


100% 


ECO 101 196 


PAE203873 


60% 


97.2% 


96.2% 


ECO 101 196 


SPA103125 


79% 


99.8% 


100% 


ECO 101 196 


STY102957 


94% 


99.8% 


99.4% 


ECO 101 197 


BAN101011 


41% 


97.4% 


98.8% 


ECO101197 


BAN 102461 


51% 


99.0% 


99.5% j 


ECO 101 197 


BMA109820 


66% 


99.8% 


94.4% 


ECO101197 


EBC101930 


94% 


56.9% 


100% 


ECO101197 


ECO 101 197 


100% 


100% 


100% 


ECO101197 

W x v x x ✓ / 


KPN200831 


93% 


100% 


100% 


ECO101197 


MCA101683 


69% 


99.6% 


99.3% 


ECO10U97 


MAV100250 


46% 


98.4% 


95.9% 


ECO101197 


PRT1 05206 


79% 


99.4% 


99.0% 


ECO101197 


Px\E203872 


70% 


99.0% 


98.4% 


ECO101197 i 


STY102963 


95% 


100% 


100% 


ECO 101 197 


SAU802397 


49% 


98.2% 


99.3% 


ECO 10 1197 


SEP202550 


49% 


98.2% 


99.3% 


FCO101197 


SHA101605 


50% 


98.2% 


99.3% 


ECO101203 


ABA105151 


41% 


95.4% 


94.8% 


ECO101203 


BPT101640 


39% 


97.1% 


97.2% 


ECO 101203 


BCE105517 


38% 


97.1% 


95.3% 


ECO101203 


BFU103387 


41% 


97.1% 


82.8% 


ECO101203 


BMA109464 


39% 


97.1% 


96.9% 


ECO101203 


CJU100729 


52% 


97.1% 


98.5% j 


ECO 10 1203 


EBC100441 


91% 


85% 


99.6% 


ECO 101203 


ECO101203 


100% 


100% 


100% 


FCO 101203 


HIN101555 


72% 


98.9% 


99.6% . . 


FCO101203 


HPY101413 


44% 


97.1% 


98.3% 


FCO 101 203 


KPN30O9O7 


95% 


100% 


100% 


ECO101203 


MBV 102042 


40% 


95.4% 


88.1% 


ECO 101203 


MTU202926 


40% 


95.4% 


88.1% 


ECO 101203 


PMU100873 


73% 


98.9% 


99.6% 


ECO101203 


PRT105372 


83% 


98.6% 


97.9% 


ECO101203 


PAE204312 


43% 


95.4% 


96.1% 


ECO101203 


PPU103326 


42% 


95.4% 


96.1% 


ECO 101203 


PSY106080 


42% 


95.4% 


96.1% 


ECO 101203 


SPA100447 


95% 


100% 


100% 


ECO101203 


STY102981 


96% 


100% 


100% 


ECO101203 


STM101443 


96% 


100% 


100% 


ECO101203 


VCH101962 


72% 


98.9% 


100% 


ECO101204 


ABA103927 


36% 


98.7% 


96.8% 


ECO101204 


BPT102324 


44% 


61.8% 


96.7% 


ECO101204 


BCE100650 


40% 


78.3% 


95.2% 


ECO1012Q4 


BFU112636 


38% 


80.9% 


88.6% 
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ECO101204 


BMA106301 


40% 


80.9% 


88% 


ECO101204 


CDP102030 


35% 


34.9% 


93.1% 


ECO101204 


EBC100442 


76% 


100% 


100% 


ECO101204 


ECO101204 


100% 


100% 


100% 


ECO101204 


HIN100264 


37% 


96.7% 


90.7% 


ECO101204 


KPN300906 


77% 


78.3% 


100% 


ECO101204 


LPN100121 


40% 


96.1% 


96.9% 


ECO101204 


MCA100478 


40% 


78.9% 


98.4% 


ECO101204 


NGO103687 


43% 


97.4% 


91.3% 


ECO101204 


NME301805 


40% 


79.6% 


94.5% 


ECO101204 


PMU101617 


35% 


99.3% 


95.5% 


ECO101204 


PRT105076 


55% 


98.7% 


93.3% 


ECO101204 


PAE201038 


42% 


96.7% 


94.3% 


ECO101204 


PPU109585 


43% 


96.7% 


92.5% 


ECO101204 


PSY 105223 


44% 


98.0% 


95.5% 


ECO101204 


SPA100448 


78% 


73.0% 


100% 


ECO101204 


STM101441 


78% 


100% | 


100% 


ECOl 01204 


VCH101822 


45% 


96.7% 


98.7% 


ECO101204 


YPS000756 


53% 


100% 


100% 


ECO101207 


•ABA100162 


55% 


95.7% 


98.6% 


ECO101207 


BANU1872 


47% 


96.4% 


99.3% 


ECO101207 


BAN 109040 


47% 


96.4% 


97.6% 


ECO101207 


BPT102489 


47% 


92.4% 


97.8% 


ECO101207 


BBU100206 


32% 


88.7% 


92.1% 


ECO101207 


BCE1 05937 


51% 


.95.4% 


95.6% 


ECO101207 


BFU111093 


50% 


88.7% 


98.9% 


ECO101207 


BFU109685 


53% 


95.4% 


96.2% 


ECO101207 


BFU101657 


53% 


97.4% 


98.3% 


ECO101207 


BMA104769 


54% 


95.4% 


96.2% 


ECO 101 207 


CJU101445 


41% 


88.7% 


96.0% 


ECO101207 


CAC100976 


43% 


95.0% 


97.6% 


ECO101207 


CAC101984 


45% 


95.4% 


92.7% 


ECO101207 


CBO100817 


46% 


96.0% 


87.3% 


ECO101207 


CDF100364 


42% 


97.4% 


91.4% 


ECC)101207 


CDF1 00059 


45% 


97.0% 


87.7% 


ECO101207 


CDP100145 


35% 


79.1% 


94.8% 


ECO10.1207 


EBC100908 


92% 


100% 


100% 


ECO101207 


EFA201011 


45% 


91.7% 


90.6% 


ECO101207 


EFM201430 


44% 


95.4% 


95.9% 


ECO101207 


ECO101207 


100% 


100% 


100% 


ECO101207 


HIN100792 


73% 


94.7% 


97.6% 


ECO101207 


HPY100638 


41% 


90.1% 


97.8% 


ECO101207 


KPN300622 


94% 


97.7% 


100% 


ECO101207 


LMO100023 


42% 


91.7% 


93.1% 


ECO 101 207 


MCA101061 


49% 


92.4% 


97.3% 


ECO101207 


MAV101486 


38% 


97.4% 


96.7% 


ECO 101 207 


MBV100622 


38% 


96.0% 


95.4% 


ECO 101207 


MLP100129 


38% 


96.0% 


94.4% 


ECO101207 


MTU200982 


38% 


96.0% 


95.4% 


ECO 101207 


MGE100462 


40% 


90.1% 


91.4% 


ECO101207 


MPN100175 


43% 


89.1% 


91.1% 


ECO101207 


NGO100830 


50% 


95.7% 


97.6% 


ECO101207 


NME200784 


49% 


95.7% 


97.6% 


ECO101207 


PMU101289 


73% 


95.0% 


98.0% 
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pri*iioi907 


PRT105513 


76% 


97.7% 


98.7% 


ppm 01907 
iiv^LJxUxzu / 


PAE202021 


43% 


88.7% 


94.3% 


xlvAilUxZU / 


PPT Jl 10452 


42% 


88.7% 


94.3% 


bCUlUizu/ 


PSY105455 


44% 


88.7% 


94.3% 


JtSL»U 1 U 1 ZU / 


SPA 100524 


89% 


82.5% J 


100% 


fcvAJxUIZU / 


<3TY1 02987 


97% 


100% 


100% 


-r?/^/~v 1 A1 
XSvAJl UlZU / 


SAX 1802500 


44% 


95.7% 


97.9% 


nrni Al OH7 


SEP201007 


46% 


96.0% 


98.3% 


rrni m 907 


SHA101112 


43% 


96.0% 


98.3% 


r?rYii 01907 


SMU 100644 

Ul TJl V-V luu j r 


45% 


96.0% 


93.8% 


p rn i A 1 907 


SPN401900 


43% 


96.4% 


96.3% 


ppmOl 907 


SPY201685 


43% 


95.7% 


94.1% 


prriioi907 


SPY200163 


44% 


95.7% 


95.7% 


pfTnoi907 

PA A / 1U1 A-v / 


TPA100106 


35% 


17.9% 


10.3% 


crTil 01 907 


VCH100390 


42% 


88.7% 


90.0% 


P7"*n 1 07 907 


YPS002957 


73% 


96.7% 


99.3% 


cpni 01 991 


ABA100441 


23% 


38.6% 


52.6% 


Pf i nim99i 


BAN113211 


22% 


49.2% 


66.3% 


PPH1 01 991 


BAN103300 


25% 


53.5% 


64.4% 


PPH101991 


BFR1 00072 


27% 


27.1% 


40.1% 


PfYil 01 991 


BPT100842 


39% 


88.2% 


92.2% 


PPD101991 

JEV-AJ X v AZx. A 


BCE108130 


36% 


89.9% 


94.6% 


PPO101 991 


BFU104983 


25% 


19.7% 


28.1% 


rjprvi 01 991 

E/VyW 1U LZZ A 


BMA108356 


24% 


52.0% 


67.2% 


PPH101991 

LvU 1 U 1 ZZ A 


CTR1 00599 


25% 


31.7% 


51.6% 


Rpni 01 971 


CAC102036 


32% 


24.2% 


38.7% . . 


tjpni 01 991 
■CvAJ JLUAZZA 


CDF102584 


29% 


28.5% 


29.1% 


P^rn 01 991 


CDP 100971 


24% 


50.6% 


58.3% 


PPH101991 


EBC101263 


27% 


42.0% 


* 68.0% 


PPO101 991 
xJOvy iui ZZ 1 


EFA202691 


27% 


29.5% 


82.7% 


cpAi 01 991 
HV^VJ 1U AZZA 


ECO101221 


100% 


100% 


100% 


PPO101991 


HPY100485 

AAA, A A v/ vy t w ^ 


21% 


51.8% 


57.9% 


PPO101991 
E.vAy 1 v l ZZ l 


KPN301638 


24% 


46.3% 


72.9% 


PPO101991 


LMO101830 


34% 


13.2% 


23.5% 


prr\i 01 971 


MCA101345 


26% 


47.2% 


67.6% 


Dpni m 971 


MAV103284 


28% 


40.5% 


28.4% 


T?r^r\ 1 A 1 991 
iiLAJ IU JLZZ A 


PRT102456 

JL JLV A 1UATJU 


34% 


89.0% 


98.9% 


rrni a i 071 


PAF201495 


26% 


48.7% 


72.8% 


PPrvi 01 971 


PPTJ107172 

ri U X vy 1x1+* 


27% 


25.2% 


38.2% 


prYilOI 991 

EX/Vjf A V AZZ A 


PSY100737 


24% 


66.4% 


79.5% 


prm 01971 


SPA103428 


31% 


24.2% 


53.7% 


PPO101991 


STY 103008 


26% 


48.0% 


77.7% 


cnni 01971 


STM105235 


23% 


39.8% 


47.2% 


PPH1 01991 
JtSV^vv A v AZZ A 


UUR100580 


23% 


38.1% 


34.3% 


pr*n 101771 


VCH 102929 


33% 


24,0% 


36.8% 


HCUIUIZZI 


YPS001416 

X XT O W X "t X w 


. 37% 


89.7% 


94.6% 


J2LAJ1VJ1.ZZH- 


ARA100364 


47% 


100% 


92.1% 




BAN102628 


31% 


84.1% 


69.2% 


ECO101224 


BAN101664 


31% 


87.1% 


65.3% 


ECO 101224 


BAN103900 


32% 


84.1% 


64.3% 


ECO101224 


BPTl 02004 


43% 


94.7% 


91.2% 


ECO101224 


BCE115180 


43% 


97.0% 


92.6% 


ECO101224 


BFU1 10989 


42% 


98.5% 


97.7% 


ECO 101224 


BMA108472 


44% 


93.9% 


89.1% 
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ECO101224 


CJU100845 


41% 


93.2% 


89.8% 


ECO101224 


CPN200091 


30% 


81.1% 


67.1% 


ECO101224 


CTR200811 


30% 


84.1% 


67.9% 


ECO101224 


EBC101093 


89% 


90.2% 


96.7% 


ECO101224 


EFA200335 


29% 


82.6% 


59.6% 


ECO101224 


ECO101224 


100% 


100% 


100% 


ECO10I224 


HIN1 00807 


69% 


93.9% 


80.5% 


ECO101224 


HPY100877 


27% 


90.2% 


66.1% 


ECO101224 


KPN302777 


84% 


100% 


100% 


ECO101224 


LPN100109 


53% 


93.2% 


95.2% 


ECO101224 


LMOl 00599 


30% 


90.9% 


68.6% 


ECO101224 


MCA 103553 


31% 


96.2% 


67.8% 


ECO101224 


NGO100300 


60% 


94.7% 


85.1% 


ECOl 01224 


NME201034 


60% 


94.7% 


85.1% 


ECO 101 224 


PMU100328 


73% 


93.9% 


84.4% 


ECO 101 224 


PRT1 00747 


74% 


98.5% 


90.9% 


ECO 101 224 


PAE205366 


43% 


93.9% 


90.3% 


ECO101224 


PPU102253 


44% 


93.9% 


91.7% 


ECO101224 


PSY103255 


46% 


93.2% 


90.2% 


ECO101224 


SPA103418 


90% 


100% 


100% 


ECO 101 224 


STY103013 


90% 


100% 


99.2% 


ECO101224 


STM101403 


90% 


100% 


99.2% 


ECO101224 


SAU801878 


32% 


84.1% 


61.4% • 


ECO101224 


SEP200517 


34% 


84.1% 


61.4% 


ECO101224 


SHA100418 


33% 


84.1% 


61.0% 


ECO101224 


VCH101673 


63% 


97.7% 


88.4% 


ECO101224 


YPS000842 


82% 


94.7% 


83.9% 


ECO101225 


ABA100372 


31% 


98.9% 


99.5% 


ECO101225 


BPT100713 


43% 


98.9% 


95.2% 


ECO10122S 


BCE1 13703 


45% 


70.9% 


100% 


ECO101225 


BFU101346 


44% 


98.3% 


100% 


ECO101225 


BMA103282 


42% 


98.3% 


84.6% 


ECO101225 


CAC101842 


33% 


38.0% 


22.6% 


ECO101225 


CDF100727 


35% 


21.8% 


11.5% 


ECO101225 


EBC101094 


93% 


99.4% 


99.4% 


ECO 101 225 


ECO101225 


100% 


100% 


100% 


ECO101225 


HIN100806 


46% 


98.3% 


95.1% 


ECO101225 


KPN301102 


93% 


98.9% 


98.9% 


ECO.101225 


LPN103351 


42% 


98.3% 


97.2% 


ECO101225 


MCA100772 


30% 


89.9% 


87.7% 


ECO101225 


NGO101561 


35% 


98.9% 


100% 


ECO101225 


NME201982 


37% 


98.9% 


100% 


ECO101225 


PMU1 00329 


51% 


97.8% 


96.2% 


ECO101225 


PRT100746 


56% 


98.9% 


82.0% 


ECO101225 


PAE203199 


44% 


98.9% 


96.4% 


ECO101225 


PPU1 12224 


43% 


96.6% 


94.4% 


ECO101225 


PSY107398 


44% 


96.6% 


93.9% 


ECO101225 


SPA103416 


92% 


100% 


100% 


ECO101225 


STY103014 


93% 


100% 


100% 


ECO101225 


STM101401 


93% 


100% 


100% 


ECO101225 


SEP202595 


. 22% 


63.1% 


59.1% 


ECO 101225 


VCH101672 


60% 


99.4% 


97.8% 


ECO101225 


YPS000845 


75% 


99.4% 


98.9% 


ECO 101227 


ABA104132 


26% 


95.3% 


90.8% 
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TTnmnloo \ ocusID 


Identity 


Query Coverage 


Homolog Coverage 




RPT1 02085 


46% 


97.2% 


93.9% 


fpoi m?77 


BCE1 13475 


27% 


98.6% 


93.7% 




BFU105556 


34% 


97.2% 


95.4% 


FrO 101 227 


BMA104685 


37% 


97.2% 


92.5% 


FCO 101227 


EBC101097 


78% 


100% 


100% 


FCO 101227 


ECO101227 


100% 


100% 


100% 


FC0 101 227 


KPN301099 


80% 


100% 


100% 


PCO101227 


PMU1 00331 


46% 


100% 


100% 


FPO101227 


PRT100743 

X A «■ JL JL V/ w # » w 


56% 


100% 


100% 




PAF204064 


44% 


98.6% 


97.8% 


FPOI 01 977 


PPU108105 

X X V»» X W A 


44% 


99.5% 


99.1% 


FPO 101227 


PSY1 02225 


46% 


99.1% 


97.4% 


FCO101227 


SPA103429 


88% 


100% 


100% 


ECOl 01227 


STY103017 


88% 


100% 


100% 


ECOl 01227 


VCH103587 


53% 


99.1% 


99.5% 


ECO 101227 


YPS000864 


58% 


100% 


100% 


ECO101232 


ABA101674 


31% 


49.1% 


97.1% 


ECO101232 


ABA101271 


54% 


96.2% 


93.4% 


ECO101232 


BAN 112775 


46% 


95.7% 


96.2% 


ECOl 01232 


BAN 112641 


55% 


95.7% 


95.7% 


FCO101232 


BFR12098 


50% 


95.5% 


96.7% 


FCO101232 


BPT100787 

JL*/JL X JL\#\# I V/ # 


52% 


95.7% 


95.2% 


FCO101232 


BCE106968 


55% 


95.7% 


95.7% 


ECOl 01232 


BFU 106334 


56% 


95.7% 


95.7% 


ECO 10 123^ 


BMA105225 


56% 


95.7% 


90.0% 


ECO101232 


CJU100317 


51% 


97.0% 


97.7% 


ECOl 01232 


CTR100786 


54% 


94.0% 


95.2% 


ECO101232 


CAC100088 


55% 


96.5% 


97.2% 


FCO101232 


CDP1 01544 


56% 


98.0% 


79.4% 


FCO101232 


CDP101563 


65% 


99.5% 


90.7% 


FPO101912 


EBC101417 


94% 


98.0% 


100% 


FPO101232 


ECO101232 


100% 


100% 


100% 


FCO101232 


HIN101397 


82% 


98.0% 


98.0% 


ECO101232 


HPY101261 

JL JL JL A. J- V J. V A 


66% 


97.0% 


97.7% 


ECO101232 


KPN301482 


94% 


100% 


100% 


FCO101232 


LPN101519 


55% 


95.7% 


95.2% 


ECOl 01232 


LMO 100726 


52% 


98.0% 


97.2% 


ECO101232 


MCA100829 


55% 


96.5% 


94.8% 


ECO101232 


MAV106589 


55% 


95.5% 


89.4% 


FCO101232 


MBV101736 


55% 


94.5% 


91.5% 


FCO101232 


MLP 100789 


55% 


94.0% 


89.4% 


FCO101232 


MTU201591 


55% 


94.5% 


91.5% 


FCO101232 


NGO101060 


55% 


95.7% 


95.2% 


ECO101232 


NME200836 


54% 


95.7% 


95.2% 


ECO101232 


PMU100578 


78% 


99.0% 


97.8% 


ECO101232 


PRT101792 


85% 


99.0% 


99.2% 


ECO101232 


PAE200036 


55% 


95.5% 


94.3% 


ECO101232 


PPU102955 


54% 


98.0% 


96.0% 


ECO 101 232 


PSY101235 


54% 


97.7% 


94.9% 


ECO 101232 


SPA103415 


95% 


99.0% 


100% 


ECO 101 232 


STY103023 


96% 


100% 


100% 


ECO101232 


STM101376 


96% 


100% 


100% 


ECO101232 


SAU801372 


49% 


97.7% 


95.8% 


ECO 101 232 


SEP202063 


52% 


98.0% 


96.5% 
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Query LocusED 


Homolog LocusID 


Identity 


Query Coverage 
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ECO101232 


SHA101692 


50% 


98.0% 


96.3% 


ECO101232 


SMU100051 


53% 


97.5% 


96.3% 


ECO101232 


SPN401630 


52% 


97.2% 


95.1% 


ECO101232 


SPY100159 


56% 


41.8% 


94.9% 


ECO101232 


VCH101151 


81% 


99.0% 


99.2% 


ECO101232 


YPS000868 


90% 


99.5% 


99.7% 


ECO101233 


ABA100546 


40% 


53.2% 


91.8% 


ECO101233 


BAN104627 


30% 


75.9% 


85.2% 


ECO101233 


BAN101920 


33% 


85.7% 


96.6% 


ECO101233 


BFR11333 


37% 


53.0% 


90.4% 


ECO101233 


BPT101671 


40% 


55.8% 


99.6% 


ECO101233 


BCE1 10367 


38% 


53.6% 


95.8% 


ECO101233 


BFU102502 


39% 


53.9% 


96.2% 


ECO101233 


BMA1 04977 


38% 


55.6% 


99.2% 


ECO101233 


CJU100463 


39% 


44.8% 


79.5% 


ECO101233 


CTR200595 


28% 


42.6% 


95.2% 


ECO101233 


CAC101913 


40% 


53.4% 


94.3% 


ECO101233 


CDP101556 


40% 


99.8% 


97.7% 


ECO101233 


EBC101418 


84% 


99.8% 


100% 


ECO 101233 


ECOl 01 233 


100% 


100% 


100% 


ECO101233 


HIN101357 


55% 


98.7% 


96.9% 


ECO101233 


HPY101262 


46% 


99.8% 


100% 


ECO101233 


KPN300203 


87% 


22.5% 


100% 


ECO 101 233 


KPN301483 


81% 


99.8% 


100% 


ECO101233 


LPN102878 


38% 


55.8% 


99.2% 


ECO101233 


LMO102173 


36% 


52.5% 


93.3% 


ECO101233 


MCA102336 


34% 


55.4% 


96.7% 


ECO101233 


MAV106588 


39% 


45.9% 


77.2% 


ECOl 01233 


MBV101739 


35% 


54.5% 


89.0% 


ECO101233 


MLP100788 


39% 


45.9% 


77.2% 


ECO101233 


MTU201590 


35% 


54.5% 


92.3% 


ECO101233 


NGO101889 


41% 


55.6% 


99.6% 


ECO101233 


NME202047 


41% 


55.6% 


99.6% 


ECO101233 


PMU100580 


51% 


98.9% 


98.7% 


ECO101233 


PRT101793 


60% 


98.9% 


98.0% 


ECO101233 


PAE200650 


40% 


56.1% 


94.6% 


ECO101233 . 


PPU 107434 


38% 


56.1% 


94.9% 


ECO101233 


PSY107999 


40% 


41.7% 


95.0% 


ECO101233 


SPA102154 


86% 


99.1% 


100% 


ECO101233 


STY103024 


87% 


99.8% 


100% 


ECO101233 


STM101373 


87% 


99.8% 


100% 


ECO101233 


SAU801370 


36% 


53.6% 


94.2% 


ECO101233 


SEP202061 


36% 


56.3% 


98.1% 


ECO101233 


SHA101691 


34% 


53.6% 


94.2% 


ECO101233 


SMU100047 


34% 


52.1% 


94.5% 


ECO101233 


SPN401632 


37% 


55.8% 


98.0% 


ECO 101 233 


VCH101152 


60% 


99.8% 


96.8% 


ECO101233 


YPS000870 


72% 


99.6% 


94.9% 


ECO101239 


BCE1 15057 


59% 


3.5% 


39.3% 


ECO101239 


ECO101239 


100% 


100% 


100% 


ECO101239 


MBV101177 


58% 


4.4% 


9.7% 


ECO101239 


YPS002265 


27% 


95.7% 


93.4% 


ECOl 01256 


ABA105014 


34% 


63.7% 


62.1% 


ECOl 01256 


BAN 100800 


32% 


11.6% 


92.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO101256 


BAN1 10296 


30% 


33.0% 


51.7% 


ECO101256 


BAN 110043 


38% 


30.9% 


95.8% 


ECO101256 


BAN1 09795 


27% 


65.8% 


53.1% 


ECO101256 


BAN104356 


28% 


65.2% 


49.2% 


ECO101256 


BAN100401 


30% 


65.8% 


93.8% 


ECO101256 


BAN101643 


27% 


90.6% 


68.6% 


ECO101256 


BAN113748 


33% 


65.5% 


62.7% 


ECO101256 


BAN106855 


35% 


56.9% 


96.2% 


ECOl 01256 


BAN101846 


30% 


83.5% 


62.4% 


ECOl 01256 


BAN106371 


36% 


64.1% 


52.7% 


ECO101256 


BCE106179 


53% 


98.8% 


98.4% 


ECO101256 


BFU1 11465 


56% 


98.8% 


89.7% 


ECO101256 


BMA100349 


37% J 


62.3% 


52.9% 


ECO101256 


CAC 102781 


30% 


63.8% 


55.2% 


ECO101256 


CBO 102943 


34% 


66.0% 


48.8% 


ECO101256 


CDF103324 


31% 


6.2% 


83.7% 


ECO101256 


CDF102742 


27% 


27.5% 


21.6% 


ECO101256 


CDF101314 


29% 


28.3% 


32.2% 


ECO 101256 


CDF101143 


27% 


33.6% 


73.6% 


ECO101256 


CDF103236 


32% 


23.3% 


30.3% 


ECO101256 


CDF102708 


23% 


39.9% 


48.0% 


ECO101256 


CDF102082 


30% 


28.3% 


22.5% 


ECO 101256 . 


CDF102872 


31% 


31.0% 


18.2% 


ECO 101256 


CDF103636 


30% 


32.7% 


17.9% 


ECO 10 1256 


CDF104338 


27% 


22.2% 


18.3% 


ECO101256 


CDF104477 


26% 


63.5% 


68.5% 


ECO 101256 


CDF100533 


26% 


64.3% 


69.8% 


ECO 10 1256 


CDF101308 


27% 


63.7% 


57.8% 


ECO 101256 


CDF102441 


27% 


63.5% 


82.5% 


ECO101256 


CDF101353 


27% 


64.1% 


83.1% . . 


ECO 101256 


CDF104196 


28% 


65.1% 


57.3% 


ECO 101256 


CDF101484 


28% 


64.6% 


57.7% 


ECO 101256 


CDF104553 


28% 


63.8% 


57.8% 


ECO 101256 


CDF104427 


31% 


63.7% 


56.8% 


ECO101256 


CDF103374 


28% 


64.4% 


56.5% 


ECO 101256 


CDF102134 


30% 


63.5% 


82.1% 


ECO 101256 


CDF101213 


28% 


66.4% 


45.3% 


ECO 101 256 


EBC101287 


79% 


99.1% 


98.9% 


ECO101256 


ECO101256 


100% 


100% 


100% j 


ECO101256 


KPN303278 


33% 


81.1% 


96.9% 


ECO101256 


LPN100768 


45% 


14.2% 


87.9% 


ECO101256 


LPN101593 


31% 


28.4% 


37.3% 


ECO101256 


LPN101435 


25% 


64.1% 


80.3% 


ECO 101256 


LPN102855 


31% 


83.4% 


65.9% 


ECO101256 


LPN101338 


34% 


80.9% 


70.3% 


ECO101256 


LPN101049 


39% 


63.4% 


53.4% 


ECO101256 


LPN 100036 


37% 


66.3% 


80.8% 


ECO101256 


MAV105530 


34% 


64.0% 


69.2% 


ECO101256 


MBV103119 


32% 


63.7% 


68.2% 


ECO 101 256 


MLP101071 


. 33% 


64,0% 


68.2% 


ECO101256 


MTU201337 


32% 


63.7% 


68.2% 


ECO101256 


PAE204599 


36% 


83.7% 


40.1% 


ECO101256 


PPU109748 


37% 


83.2% 


44.5% 


ECO101256 


PSY104256 


39% 


44.9% 


96.1% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO101256 


PSY105293 


35% 


91.2% 


48.8% 


ECO101256 


SPA104345 


84% 


82.5% 


97.5% 


ECO101256 


STY 103069 


79% 


99.4% 


98.9% 


ECO101256 


STM101295 


79% 


99.4% 


98.9% 


ECO101256 


VCH100646 


40% 


63.4% 


62.0% 


ECO101256 


YPS001063 


36% 


65.2% 


54.8% 


ECO101257 


EBC100780 


87% 


75.2% 


97.8% 


ECO101257 


ECO101257 


100% 


100% 


100% 


ECO101257 


HIN101697 


49% 


99.2% 


99.2% 


ECO101257 


KPN3005O5 


87% 


20.7% 


86.9% 


ECO101257 


KPN301047 


89% 


76.7% 


100% 


ECO101257 


PMU100181 


47% 


99.2% 


99.4% 


ECO101257 


PRT101542 


69% 


99.8% 


100% 


ECO101257 


SPA104347 


64% 


100% 


100% 


ECO101257 


STY103071 


90% 


100% 


100% 


ECO101257 


STM101292 


90% . 


100% 


100% 


ECO101257 


VCH103525 


53% 


99.7% 


95.7% 


ECO101257 


YPS001621 


74% 


100% 


100% 


ECO101258 


BCE1 11288 


28% 


24.7% 


61.7% 


ECO101258 


BFU111198 


28% 


72.3% 


57.1% 


ECO101258 


EBC101482 


45% 


97.5% 


100% 


ECO101258 


ECO101258 


100% 


100% 


100% 


ECO101258 


KPN301048 


53% 


94.0% 


100% 


ECO101258 


PSY105711 


29% 


24.7% . 


63.0% 


ECO101258 


SPA104349 


53% 


94.3% 


100% 


ECO101258 


STY103073 


55% 


70.3% 


94.1% 


ECO101258 


STM101289 


50% 


80.8% 


100% 


ECO101258 


YPS002921 


37% 


76.6% 


73.7% 


ECO101259 


ABA105845 


65% 


98.1% 


89.6% 


ECO101259 


BAN1 11495 


32% 


96.6% 


98.1% 


ECO101259 


BAN1 10931 


47% 


96.6% 


99.2% 


ECO101259 . 


BFR102480 


27% 


96.9% 


87.1% 


ECO101259 


BPT101515 


64% 


96.2% 


96.9% 


ECO101259 


BFU 100534 


65% 


96.2% 


95.8% 


ECO 101259 


BMA1 08591 


63% 


96.2% 


95.8% 


ECO 101259 


CJU101319 


47% 


98.1% 


93.4% 


ECO101259 


CPN200344 


29% 


95.4% 


94.3% 


ECO101259 


CTR200374 


32% 


70.2% 


61.4% 


ECO101259 


EBC101481 


95% 


100% 


100% 


ECO101259 


EFA201890 


47% 


94.7% 


98% 


ECO101259 


ECO101259 


100% 


100% 


100% 


ECO101259 


HIN101698 


75% 


98.9% 


87.8% 


ECO101259 


HPY100192 


45% 


100% 


94.9% 


ECO101259 


KPN301049 


89% 


100% 


100% 


ECOl 01259 


LPN103417 


57% 


98.9% 


97.4% 


ECO101259 


LMO102350 


45% 


95.4% 


97.3% 


ECO101259 


MCA100281 


57% 


97.3% 


95.3% 


ECO101259 


MAV103640 


33% 


95.8% 


97.8% 


ECOl 01259 


MBV101416 


33% 


95.0% 


97.0% 


ECO101259 


MLP 101099 


32% 


95.8% 


97.8% 


ECO101259 


MTU201463 


33% 


95.0% 


97.0% 


ECO101259 


NGO101585 


60% 


98.1% 


98.9% 


ECQ101259 


NME201989 


61% 


98.1% 


98.9% 


ECO101259 


PMU100182 


81% 


99.2% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO101259 


PRT101421 


86% 


100% 


100% 


ECO101259 


PAE201805 


69% 


99.2% j 


99.2% 


ECO101259 


PSY103929 


70% 


99.2% 


99.6% 


ECO 101259 


SPA104351 


80% 


100% 


100% 


ECO101259 


STY103075 


98% 


100% 


100% 


ECO101259 


STM101286 


97% 


100% 


100% 


ECO101259 


SAU801011 


44% 


94.7% 


97.3% 


ECO101259 


SEP200257 


44% 


94.7% 


97.3% 


ECO101259 


SHA100265 


56% 


43.5% 


94.2% 


ECO101261 


EBC101285 


93% 


100% 


100% 


ECO 101261 


ECO101261 


100% 


100% 


100% 


ECO101261 


HIN101608 


49% 


98.5% 


98.1% 


ECO101261 


KPN301207 


92% 


99.6% 


99.3% 


ECO101261 


PMU100915 


53% 


97.0% 


98.1% 


ECO101261 


PRT104263 


71% 


99.6% 


99.3% 


ECO 101261 


SPA104355 
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68% 


99.8% 
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50.5% 
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96.8% 


ECO101366 


SEP200029 


23% 


64.2% 


97.8% 


ECO101369 


ABA102526 


65% 


97.9% 


97.5% 


ECO101369 


BFR101369 


46% 


95.4% 


98.6% 


ECO101369 


BFR10873 


50% 


97.7% 


99.1% 


ECO101369 


BPT100503 


66% 


97.5% 


97.5% 


ECO101369 


BCE1 13086 


65% 


98.9% 


99.5% 


ECO101369 


BFU102520 


66% 


98.9% 


99.1% 


ECO101369 


BMA105289 


64% 


98.9% 


99.5% 


ECO101369 


EBC101022 


92% 


87.9% 


100% 


ECO 101 369 


EFM101677 


21% 


84.9% 


79.3% 


ECO101369 


ECO101369 


100% 


100% 


100% 


ECO101369 


KPN305001 


94% 


99.5% 


99.3% 


ECO101369 


PPU1 11666 


68% 


97.5% 


97.3% 


ECO101369 


PSY1 08977 


24% 


69.8% 


75% 


ECO101369 


VCH100908 


25% 


71.4% 


66.8% 


ECO101370 


ABA104199 


38% 


98.1% 


97.2% 


ECO101370 


BPT101079 


35% 


95.6% 


97.7% 


ECO101370 


EBC102965 


87% 


100% 


100% i 


ECQ101370 


ECO101370 


100% 


100% 


100% 


ECO101370 


KPN304998 


81% 


100% 


100% 


ECO101370 


LMO101698 


21% 


58.2% 


22.4% 


ECO101370 


MB VI 00825 


29% 


68.0% 


77.9% 


ECO 101 370 


MTU200671 


29% 


68.0% 


77.9% 


ECO101370 


PPU106601 


43% 


96.2% 


98.7% 


ECO101372 


ABA104065 


23% 


45.1% 


64.9% 


ECO101372 


BAN113185 


26% 


25.5% 


92.0% 


ECO101372 


BAN100006 


23% 


49.1% 


79.5% 


ECO 101 372 


BFR102947 


26% 


2.2% 


14.3% 


ECO 101372 


BFR100205 


23% 


30.0% 


20.4% 


ECO 101 372 


BFR101444 


24% 


12.6% 


36.8% 


ECO101372 


BMA107841 


25% 


16.8% 


71.9% 


ECO101372 


CPN100435 


21% 


39.7% 


46.7% 


ECO101372 


CPN100431 


19% 


46.5% 


43.6% 


ECO 101372 


CPN100014 


21% 


51.5% 


32.6% 


ECO101372 


CPN100432 


22% 


39.8% 


56.6% 


ECO101372 


CPN100430 


22% 


75.6% 


18.2% 


ECO101372 


CTR200684 


20% 


53.8% 


62.2% 


ECO101372 


CTR200685 


20% 


73.7% 


49.5% 


ECO101372 


CAC102754 


22% 


56.1% 


48.8% 


ECO101372 


CBO102489 


20% 


16.2% 


56.1% 


ECO101372 


EBC101205 


24% 


72.5% 


6.5% 


ECO101372 


EBC100399 


24% 


15.4% 


93.9% 


ECO101372 


EBC100820 


22% 


57.5% 


74.2% 
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Query LdcusID 
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Identity 


Query Coverage 


Homolog Coverage 


ECO101372 


EBC 100805 


22% 


41.5% 


99.4% 


ECOI01372 


EFM200844 


25% 


68.9% 


21.2% 


ECO101372 


ECO101372 


100% 


100% 


100% 


ECO 101372 


HJN100251 


24% 


13.0% 


54.1% 


ECO101372 


MCA100348 


21% 


87.1% 


47.6% 


ECO101372 


MAV1 03822 


28% 


15.1% 


32.3% 


ECO101372 


MBV100578 


26% 


52.3% 


43.6% 


ECO101372 


MTU201447 


23% 


33.0% 


65.1% 


ECO101372 


MTU201785 


25% 


19.7% 


42.8% 


ECO101372 


MTU200277 


24% 


40.7% 


36.1% 


ECO101372 


MTU200968 


24% 


51.5% 


14.3% 


ECO 101 372 


MTU201737 


22% 


51.6% 


39.2% 


ECO 101 372 


MTU202128 


22% 


52.6% 


44.9% 


ECO 101 372 


MTU200529 


25% 


33.3% 


52.2% 


ECO101372 


MTU200124 


22% 


32.0% 


67.8% 


ECO101372 


MTU200296 


24% 


51.6% 


11.3% 


ECO101372 


MTU200278 


24% 


52.5% 


70.7% 


ECO101372 


MTU202704 


26% 


46.4% 


75.8% 


ECO101372 


MTU201308 


23% 


68.8% 


36.3% 


ECO101372 


MTU203538 


23% 


26.4% 


54.6% 


ECO101372 


MTU203543 


23% 


15.4% 


68.3% 


ECO101372 


MTU201807 


24% 


35.1% 


70.1% 


ECO101372 


MTU202597 


23% 


46.4% 


17.0% 


ECO101372 


MTU201422 


25% 


10.0% 


67.6% 


ECO101372 


MTU201746 


24% 


48.6% 


49.2% 


ECQ101372 


MTU201377 


26% 


46.6% 


39.8% 


ECO101372 


MTU201630 


24% 


11.0% 


57.9% 


ECO 101 372 


MTU201226 


25% 


41.0% 


71.4% 


ECO101372 


MTU202578 


24% 


45.0% 


46.0% 


ECO101372 


MTU203301 


27% 


31.0% 


89.3% 


ECO101372 


MTU201056 


24% 


14.9% 


46.6% 


ECO101372 


MTU203322 


23% 


50.8% 


24.7% 


ECO101372 


MTU202451 


24% 


48.6% 


60.7% 


ECO101372 


MTU200863 


26% 


49.9% 


43.4% 


ECO101372 


MTU201774 


26% 


51.2% 


33.5% 


ECO101372 


MTU20O575 


25% 


30.4% 


38.7% 


ECO101372 


MTU203460 


25% 


24.9% 


57.9% 


ECO101372 


MTU202815 


26% 


52.3% 


35.8% 


ECO101372 


NGO101218 


19% 


52.9% 


70.0% 


ECO101372 


NME101006 


21% 


34.4% 


23.9% 


ECO101372 


NME103369 


22% 


46.0% 


31.0% 


ECO101372 


NME102132 


20% 


68.8% 


20.2% 


ECO101372 


PMU100714 


23% 


76.4% 


18.8% 


ECO101372 


PAE204623 


21% 


80.0% 


51.7% 


ECO101372 


SPA103182 


34% 


40.5% 


96.6% 


ECO101372 


SMU101300 


20% 


77.0% 


55.8% 


ECO101372 . 


SPN102747 


26% 


37.1% 


31.4% 


ECO101372 


SPN103543 


25% 


51.2% 


60% 


ECO101372 


SPY103363 


27% 


59.4% 


26.6% 


ECO101372 


VCH103569 


23% 


43.4% 


10.6% 


ECO101376 


BFR101740 


26% 


12.1% 


13.1% 


ECO101376 


BMA108003 


22% 


23.8% 


89.9% 


ECO101376 


CJU101583 


20% 


76.6% 


45.8% 


ECO101376 


CJU100590 


24% 


24.7% 


77.2% 
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Homolog Coverage 


ECO101376 


CDF102290 


21% 


49.7% 


63.8% 


ECO101376 


ECO101376 


100% 


100% 


100% 


ECO101376 


HPY101226 


23% 


30.2% 


42.2% 


ECO101376 


HPY1 00602 


22% 


57.5% 


14.7% 


ECOl 01376 


HPY1 00603 


21% 


26.6% 


20.7% 


ECO101376 


HPY100285 


20% 


48.4% 


29.7% 


ECOI01376 


HPY1 00906 


24% 


36.1% 


14.1% 


ECO101376 


KPN305340 


21% 


1.7% 


95.3% 


ECO101376 


MBV101505 


24% 


32.6% 


67.3% 


ECOl 01376 


NME301139 


19% 


20.1% 


38.5% 


ECO101376 


NME300455 


21% 


61.8% 


14.8% 


ECO101376 


NME301662 


21% 


67.6% | 


15.6% 


ECO101376 


PRT101929 


20% 


62.5% 


52.5% 


ECO101376 


PSY108622 


24% 


4.9% 


94.9% 


ECO101376 


PSY106453 


22% 


59.3% 


55.8% 


ECO101376 


SPA103183 


51% 


74.2% 


92.9% 


ECOl 01 376 


STM102835 


47% 


37.9% 


26.8% 


ECO101376 


SPY201103 


21% 


25.4% 


41.8% 


ECO101376 


VCH101430 


21% 


76.2% 


19.6% 


ECO101378 


ABA106017 


25% 


18.1% 


55.6% 


ECO10I378 


CAC102021 


32% 


10.3% 


42.4% 


ECO101378 


ECO 1003 84 


43% 


10.3% 


84.9% 


ECO101378 


ECO101378 


100% 


100% 


100% 


ECO101381 


ABA102855 


26% 


42.1% 


72.8% 


ECO101381 


BCE109833 


53% 


61.0% 


90.9% 


ECO101381 


BFU102061 


26% 


45.5% 


88.4% 


ECO101381 


BMA109995 


25% 


43.6% 


85.5% 


ECO101381 


EFA202448 


22% 


46.8% 


98.7% 


ECO101381 


ECO101381 


100% 


100% 


100% 


ECO101381 


MAV102145 


24% 


46.5% 


97.5% 


ECO101381 


MBV102643 


24% 


46.5% 


96.8% 


ECO101381 


MLP101539 


25% 


44.4% 


92.5% 


ECO101381 


MTU200182 


24% 


46.5% 


83.6% 


ECOl 01381 


PAE202538 


56% 


97.3% 


97.8% 


ECO101381 


PSY103261 


56% 


97.6% 


98.3% 


ECO101381 


SHA100260 • 


20% 


43.1% 


91.3% 


ECO10.1381 


YPS002556 


65% 


99.3% 


99.0% 


ECO101382 


BAN102413 


28% 


42.3% 


81.4% 


ECO101382 


BCE107754 


37% 


80.7% 


98.1% 


ECO101382 


CAC103685 


25% 


42.1% 


82.2% 


ECOl 01 382 


CBO103233 


22% 


38.4% 


74.2% 


ECOl 01 382 


ECO101382 


100% 


100% 


100% 


ECO101382 


PAE202537 


41% 


97.2% 


95.0% 


ECO101382 


PSY108146 


39% 


97.2% 


89.7% 


ECO101382 


YPS002537 


49% 


96.5% 


92.3% 


ECO101393 


BPT100171 


27% 


77.7% 


85.1% 


ECO101393 


BCE100512 


39% 


77.1% 


90.4% 


ECO101393 


BFU101107 


41% 


85.0% 


89.6% 


ECO101393 


BMA103090 


37% • 


46.0% 


71.3% 


ECO101393 


BMA1 01500 


39% 


84.5% 


91.2% 


ECO101393 


EBC103166 


78% 


96.3% 


100% 


ECO101393 


ECO101393 


100% 


100% 


100% 


ECO101393 


KPN307476 


80% 


96.0% 


100% 


ECO101393 


PAE200152 


36% 


75.4% 


97.1% 
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ECO101393 


PPU107994 


41% 


77.1% 


88.1% 


ECO 10 1393 


PSY102576 


34% 


82.8% 


94.5% 


ECO101393 


SPA103480 


26% 


82.8% 


92.7% 


ECO101393 


STY104247 


28% 


79.9% 


94.0% 


ECO 101393 


STM100853 


83% 


86.4% 


99.7% 


FCO101393 


YPS001640 


27% 


85.6% 


85.9% 


FCO101400 


ABA104283 


22% 


87.9% 


84.6% 1 


ECO 10 1400 


BFU1 07308 


38% 


93.0% 


90.0% 


ECO 10 1400 


CBO100793 


18% 


80% 


84.8% 


ECO101400 


CDF101725 


23% 


67.9% 


71.3% 


ECO 101400 


CDP1 00861 


21% 


87.0% 


93.4% 


ECO101400 


EFA201740 


17% 


64.2% 


63.4% 


ECO101400 


ECO101400 


100% 


100% 


100% 


ECOl 01400 


HIN100490 


38% 


96.1% 


95.7% 


ECO 101 400 


KPN304048 


77% 


98.2% 


100% 


ECO 101 400 


NME301505 


42% 


96.4% 


100% 


ECO101400 


PMU101587 


43% 


95.8% 


99.1% 


ECOl 01 400 


PSY102817 


23% 


90% 


88.1% 


ECO101400 


SPA1 03397 


84% 


99.4% 


100% 


ECO101400 


STY103732 


87% 


99.4% 


97.3% 


ECO101400 


SPY200689 


21% 


77.6% 


81.1% 


ECO101400 


VCH103249 


23% 


90.6% 


90.6% 


ECO101400 


VCH102289 


20% 


94.5% 


96.9% 


ECO 101403 


BAN1 10650 


28% 


67.7% 


98.2% 


ECO101403 


BAN102654 


29% 


94.0% 


98.9% 


ECO101403 


CDF104202 


37% 


19.9% 


84.5% 


ECO101403 


CDF102535 


35% 


26.1% 


85.8% 


ECO101403 


CDF103887 


35% 


52.5% 


97.1% 


ECO101403 


CDF100871 


34% 


76.6% 


95.2% 


ECO101403 


CDF103297 


32% 


92.0% 


96.2% 


ECO 101403 


CDF101218 


33% 


92.0% 


96.2% 


ECO101403 


CDF103939 


33% 


92.0% 


96.2% 


ECO 101403 


CDF100573 


33% 


92.0% 


96.2% 


ECO 10 1403 


CDF101412 


33% 


92.0% 


96.2% 


ECO101403 


CDF100312 


33% 


92.0% 


96.2% 


ECO 101403 


CDF103189 


34% 


92.0% 


96.2% 


ECO101403 


EFA200364 


25% 


87.1% 


96.6% 


ECO 101403 


EFM201897 


23% 


80.1% 


91.4% 


ECO 101403 


EFM201232 


32% 


93.0% 


96.9% 


ECO 101403 


ECO101403 


100% 


100% 


100% 


ECO 101403 


HPY100981 


30% 


91.3% 


83.4% 


ECO101403 


HPY100434 


30% 


91.3% 


83.4% 


ECO101403 


HPY100973 


30% 


91.3% 


83.4% 


ECO 101403 


HPY101512 


30% ■ 


91.3% 


83.4% 


ECO 101403 


HPY101078 


30% 


91.3% 


83.4% 


ECO101403 


KPN204073 


83% 


99.5% 


100% 


ECO 10 1403 


MCA103372 


28% 


55.5% 


97.5% 


ECO101403 


MBV101240 


26% 


97.3% 


91.7% 


ECO 101403 


MTU203772 


25% 


79.6% 


85.3% 


ECOl 01403 


MTU202753 


26% 


97.3% 


91.7% 


ECO101403 


NME102130 


56% 


56.0% 


100% 


ECO101403 


PRT106097 


80% 


11.4% 


100% 


ECO101403 


PRT104808 


89% 


31.6% 


96.9% 


ECO101403 


| PRT103046 | 80% 


53.7% 


99.5% 
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ECO101403 


PRT105185 


83% 


90.8% 


100% 


ECO101403 


PRT102105 


82% 


94.8% 


99.7% 


ECO101403 


PRT102853 


82% 


99.8% 


97.8% 


ECO101403 


PRT105904 


83% 


99.3% 


99.3% 


ECO101403 


PRT105312 


82% 


99.8% 


97.8% 


ECO 10 1403 


PRT101071 


83% 


99.8% 


99.8% 


ECO101403 


SPA101059 


64% 


97.0% 


100% 


ECO 10 1403 


STY101241 


64% 


96.0% 


97.3% 


ECO101403 


STM101920 


35% 


95.5% 


88.5% 


ECO101406 


BFR11829 


46% 


92.4% 


99.3% 


ECO101406 


CAC101457 


32% 


37.3% 


96.6% 


ECO101406 


CBO101154 


33% 


73.8% 


61.3% 


ECO101406 


CDF100070 


37% 


16.8% 


97.5% 


ECO101406 


CDF103927 


32% 


38.4% 


96.1% 


ECOl 01406 


EBC107301 


89% 


97.6% 


99.5% 


ECOl 01406 


ECOl 01 406 


100% 


100% 


100% 


ECO101406 


KPN300274 


91% 


25.5% 


92.9% 


ECOl 01406 


KPN308666 


87% 


97.3% 


99.2% 


ECO101406 


KPN300541 


93% 


6.9% 


63.0% 


ECO101406 


KPN300422 


87% . 


16.3% 


87.9% 


ECO101406 


KPN300254 


71% 


29.8% 


100% 


ECO101406 


PPU102549 


69% 


97.6% 


98.5% 


ECO101406 


PSY104961 


69% 


97.6% 


99.6% 


ECO101406 


SPA103388 


87% 


100% 


100% 


ECO101406 


STY103739 


92% 


97.2% 


99.1% 


ECO 10 1421 


ABA1 04573 . 


24% 


81.2% 


88.2% 


ECO101421 


BPT1 02546 


35% 


68.8% 


67.6% 


ECO101421 


BCE1 12411 


28% 


86.2% 


82.3% 


ECO101421 


EBC100706 


46% 


89.2% 


95.5% 


ECO101421 


EFA200682 


25% 


83.8% 


86.1% 


ECO 101421 


ECO101421 


100% 


100% 


100% 


ECO101421 


KPN301120 


28% 


54.2% 


54.6% 


ECO101421 


MAV108571 


26% 


80% 


83.5% 


ECO101421 


MBV1 02645 


25% 


55% 


49.8% 


ECO10142.1 


MTU200164 


25% 


55% 


50% 


ECO101421 


PAE205520 


29% 


77.9% 


75.2% 


ECO101421 


SPA101753 


52% 


70.4% 


100% 


ECO101421 


STY103774 


58% 


91.2% 


99.1% 


ECO 101421 


YPS003104 


25% 


89.6% 


96.8% 


ECO101423 


BCE1 02082 


23% 


69.7% 


83.9% 


ECO101423 


BFU1 11349 


23% 


42.8% 


58.5% 


ECO101423 


BMA105152 


24% 


65.7% 


66.7% 


ECO 101423 


CDF1 04423 


19% 


70.0% 


94.4% 


ECO101423 


EBC100616 


77% 


100% 


100% 


ECO101423 


ECO101423 


100% 


100% 


100% 


ECO101423 


KPN304022 


77% 


100% 


100% 


ECO101423 


MAV103258 


30% 


26.9% 


83.5% 


ECO101423 


MBV100019 


26% 


31.4% 


66.9% 


ECO101423 


MTU202185 


23% 


50.7% 


73.2% 


ECO101423 


PAE200518 


39% 


12.2% . 


7.6% 


ECO 101423 


PAE200515 


20% 


93.2% 


86.2% 


ECO101423 


PPU105397 


21% 


95.8% 


24.0% 


ECO101423 


PSY1 02870 


32% 


21.2% 


22.1% 


ECO 101423 


SPA101751 


88% 


100% 


100% 
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Query LocusID 1 
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ECO101423 


SI Y 1U3/ /o 




100% 


100% 


ECO101436 


r> Avri AOCA1 


28% 


60.6% 


87.3% 


ECO101436 






97.8% 


96.5% 


ECO 101436 


D\vT A 1 A1 77A 


47% 


99.6% 


100% 


ECO 101436 


fTVD 1 A1 Z^AO 


99% 


97.3% 


86,1% 


ECO 10 1436 




100% 


100% 


100% 


ECO101436 




R7% 
o / /o 


31.4% 


100% 


ECO 101436 


T^"DTvT0 ACA71 


OA fQ 


100% 


100% 


ECO101436 


MCAlUlooO 


to /o 


98.7% ! 


95.7% 


ECO 101436 


MAV luujyj 


^4% 


98.2% 


92.2% 


ECO 101436 


TVyTD\M A1 OA"* 


^4% 


96.0% 


52.8% 


ECO101436 




^2% 


97.8% 


97.8% 


ECO101436 


CD A 1 AIQAfi 

orAiuzyuo 


95% 


100% 


100% 


ECO101436 


CTV1 A^7f?R 
Oil IvJ /oO 


96% 


100% 


100% 


ECO 10 1436 


OT\A1 AA^71 


96% 


100% 


100% 


ECO 10 1436 


CATTQA01Q/4 


17% 


98.2% 


99.1% 


ECO101436 


CDTOAAOfiQ 
oJC/rzUU^o? 


19% 


98.2% 


99.1% 


ECO101436 


ctt a 1 All AS 
oriAlUo 100 


32% 


84.5% 


100% 


ECO101438 


TJ AXT1 1 1 QQR 


37% 


88.9% 


99.1% 


ECO101438 


r> A*M1 1 A791 


60% 


94.0% 


98.4% 


ECO101438 I 


/T\T>1 A1 A£7 


^5% 


90.3% 


87.6% 


ECO 10143 8 


TJOrU A1 A^fl 


100% 


100% 


100% 


ECO101438 


JSJrlN jvOVOy 


88% 


100% 


100% 


ECO101438 




74% 


94.9% 


95.3% 


ECO101438 


\yf AVI AA^^I 


60% 


28.6% 


100% 


ECO 101 43 8 


AyT A\f1 AA1SQ 
MAV lUUooy 


S7% 


94.4% 


89.9% 


ECO101438 


MbV 1U14DJ 


56% 


94.0% 


87.5% 


ECO101438 


X/TTT T1A1 1 A*7 
Ml 14/ 


56% 

Jv/O 


94.0% 


87.5% 


ECO101438 




73% 


99.0% 


100% 


ECO101438 


CD A 1 A7QAS 
or AlUzyUo 


R9% 


98.2% 


100% 


ECO 10143 8 


oil /Vz 


94% 


100% 


100% 


ECO101438 


o IMlUU^oy 


94% 

x"f /a 


100% 


100% 


ECO101444 


A "Q A 1 A ^£00 

AJdAIUjDZx 


JJ/O 


99.7% 


96.0% 


ECO 101444 


ADA 1 AAC £ 1 


45% 


99.0% 


96.0% 


ECO 101444 


O /~'t7 1 A<? O/l 


51% 


44.0% 


99.2% 


ECO101444 


T7D01A1 

EBC101 /3o 


74% 


93.2% 


100% 


r \ y~"\ 4 /\ 1 AAA 

ECO 101444 


TJTTKvfOAl 1 If* 


24% 


44.7% 


37.9% 


ECO101444 




100% 


1.00% 


100% 


ECO101444 


TTDVOAncn^ 

rlJr i ZUU^jj 


32% 


22.2% 


15.0% 


T- i/^t/— » 1 /M AAA 

ECO101444 


JSJrlN jyJDKJJo 


75% 


99.7% 


100% 


ECO 101444 


rlvl 


51% 


98.3% 


99.3% 


T»/^ir\ i in 1 AAA 

ECO101444 


on a 1 AO^O 


85% 


99.7% 


100% 


t-j/~ia"v 1 A 1 AAA 

ECO 10 1444 


QTX/T1 AA^^ 1 
oIIVLIUUjj 1 


R5% 


93.2% 


99.6% 


i-< /--i /-~ v 1 /M AAA 

ECO 101444 


VOrllUjDjJ 


44% 

*T*T /O 


98.0% 


87.5% 


ECO 10 1444 


VDCAAAQK 

YroUUUo3o 


41% 


97.3% 


96.7% 


ECO101452 


EBL1UU8J4 


77% 
/ / /o 


77.2% 


100% 


ECO101452 


IiCUlU14DZ 


100% 


100% 


100% 


ECO101452 


OT5 A 1 AA/1/7A 


R8% 


77.2% 


100% 


ECO101452 


STY104204 


88% 


77.2% 


100% 


ECO101452 


STM100342 


88% 


77.2% 


100% 


ECO101455 


EBC100261 


79% 


84.8% 


100% 


ECO101455 


ECO101455 


100% 


100% 


100% 


ECO101458 


BPT100319 


28% 


92.4% 


94.5% 1 


ECO101458 


BCE1 10600 


29% 


100% 


933% 
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ECO101458 


BFU103600 


29% 


96.3% 


96.1% 


ECO 10 1458 


BMA103798 


30% 


98.4% 


98.7% 


ECO 101458 


EBC100975 


85% 


97.1% 


99.6% 


ECO101458 


ECO 101458 


100% 


100% 


100% 


ECO101458 


KPN102930 


31% 


66.1% 


97.8% 


ECO101458 


MLP 100689 


22% 


87.4% 


83.8% 


ECO101459 


BFR10990 


32% 


86.0% 


72.3% 


ECO101459 


BCE1 11976 


49% 


87.6% 


90.4% 


ECO101459 


BFU103598 


50% 


92.2% 


87.7% 


ECO101459 


BFU 113321 


50% 


91.2% 


94.1% 


ECO101459 


BMA105422 


50% 


90.2% 


92.1% 


ECO101459 


EBC100976 


77% 


95.3% 


96.3% 


ECO101459 


EFA200947 


34% 


77.2% 


84.2% 


ECO101459 


ECO101459 


100% 


100% 


100% 


ECO101459 


LPN101358 


36% 


35.8% 


32.3% 


ECO101459 


MAV100337 


30% 


85.0% 


76.7% 


ECO101459 


MBV101864 


34% 


84.5% 


86.3% 


ECO101459 


MTU200829 


34% 


85.5% 


69.9% 


ECO101459 


PAE105948 


31% 


59.1% 


56.5% 


ECO101459 


SPA103398 


33% 


35.2% 


69.6% 


ECO101459 


STY103754 


28% 


84.5% 


80.9% 


ECO101467 


BCE109104 


32% 


84.0% 


92.9% 


ECO101467 


BFU111125 


28% 


94.5% 


89.2% 


ECO101467 


BFU102927 


33% 


96.3% 


88.9% 


ECO101467 


BMA106486 


33% 


96.3% 


91.3% 


ECO101467 


ECO101467 


100% 


100% 


100% 


ECO101467 


HIN101436 


29% 


94.7% 


89.8% 


ECO101467 


HIN 100035 


31% 


95.2% 


91.2% 


ECQ101467 


MAV102866 


29% 


91.8% 


85.0% 


ECO 101467 


MBV103266 


27% 


98.6% 


94.2% 


ECO101467 


MLP101262 


29% 


91.8% 


85.1% 


ECO 101467 


MTU201786 


27% 


98.6% 


91.4% 


ECO 101467 


NGO102937 


23% 


37.4% 


93.4% 


ECO101467 


NME100881 


33% 


31.7% 


93.4% 


ECO101467 


PMU100041 


35% 


97.0% 


96.6% 


ECO101467 


PRT105836 


35% 


97.3% 


100% 


ECO101467 


PPU111319 


33% 


91.4% 


94.6% 


ECO101467 


PSY104758 


34% 


91.1% 


95.0% 


ECO101468 


BAN106302 


22% 


80.8% 


84.9% 


ECO101468 


BFU107652 


24% 


43.6% 


41.5% 


ECO101468 


BMA1 10009 


25% 


43.6% 


39.6% 


ECO101468 


CAC100511 


30% 


43.1% 


32.4% 


ECO101468 


CBO101042 


24% 


81.5% 


68.4% 


ECO101468 


CDF100503 


25% 


82.6% 


69.3% j 


ECO101468 


EFM200472 


30% 


93.1% 


95.0% 


ECO101468 


ECO 101468 


100% 


100% 


100% 


ECO101468 


PMU100600 


45% 


92.6% 


95.0% 


ECO101468 


PAE200510 


21% 


81.0% 


81.7% 


ECO 10 1468 


YPS000797 


65% 


98.2% 


97.7% 


ECO101475 


BFU 103224 


31% 


89.8% 


44.5% 


ECO101475 


ECO101475 


100% 


100% 


100% 


ECO101476 


BFR100408 


21% 


45.0% 


25.7% 


ECO101476 


EFM103220 


44% 


12.6% 


28.7% 


ECO101476 


ECO101476 


100% 


100% 


100% 
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ECO 101480 


BAN100201 


29% 


21.5% 


10.3% 


ECO101480 


CDF100113 


68% 


6.9% 


100% 


ECO101480 


ECO101480 


100% 


100% 


100% 


ECO 101480 


NGO100287 


28% 


69.7% 


99.0% 


ECO101480 


NME202012 


31% 


68.9% 


48.6% 


ECO 101480 


NME201584 


28% 


69.7% 


48.4% 


ECO 101480 


PMU101717 


35% 


96.6% 


48.8% 


ECO101480 


SPA104198 


46% 


99.4% 


65.4% 


ECO101480 


STM100045 


46% 


99.4% 


52.8% 


ECO 101480 


YPS001070 


47% 


99.8% 


11.8% 


ECO101482 


BAN101903 


43% 


19.8% 


100% 


ECO101482 


BAN103207 


48% 


90.4% 


98.0% 


ECO101482 


BAN113148 


53% 


97.4% 


100% 


ECO 101482 


EBC102576 


78% 


87.4% 


89.9% 


ECO101482 


ECO101482 


100% 


100% 


100% 


ECO101482 


KPN303693 


79% 


84.7% 


86.5% 


ECO101482 


PMU101272 


71% 


98.3% 


99.8% 


ECO 101482 


SPA102584 


84% 


66.6% 


100% 


ECO101482 


STY103182 


83% 


100% 


100% 


ECO 101482 


TPA100292 


30% 


20.4% 


25.8% 


ECO101482 


YPS000064 


78% 


100% 


100% 


ECO101485 


BAN104164 


43% 


87.4% 


97.4% 


ECO101485 


BAN100431 


45% 


87.4% 


94.3% 


ECO101485 


BFU1 12884 


35% 


92.1% 


90.9% 


ECO101485 


EBC103772 


67% 


90.4% 


99.7% . 


ECO 101485 


ECO101485 


100% 


100% 


100% 


ECO101485 


KPN305506 


45% 


12.3% 


76.1% 


ECO 101485 


KPN300172 


56% 


31.6% 


93.5% 


ECO 101485 


KPN300355 


61% 


38.9% 


89.3% 


ECO101485 


KPN308245 


67% 


94.2% 


100% 


ECO 101485 


MCA101148 


26% 


59.9% 


70.0% 


ECO101485 


MBV101598 


24% 


72.2% 


26.0% 


ECO 101485 


PMU101275 


67% 


94.7% 


97.6% 


ECO101485 


SPA101836 


83% 


100% 


100% 


ECO101485 


STY103163 


83% 


100% 


100% 


ECO101485 


STM101620 


83% 


100% 


100% 


ECO 10 1485 


SPN200508 


28% 


73.4% 


89.2% 


ECO101485 


SPY200769 


23% 


64.6% 


78.2% 


ECO101485 


YPS000060 


75% 


99.7% 


99.7% 


ECO101498 


ABA1 04052 


34% 


24.0% 


34.5% 


ECO101498 


CPN300253 


30% 


18.3% 


40.8% 


ECO 101498 


ECO101498 


100% 


100% 


100% 


ECO101499 


ABA103825 


31% 


93.7% 


91.6% 


ECO101499 


CAC101460 


25% 


93.7% 


95.2% 


ECO 101499 


EBC100447 


87% 


70.2% 


99.6% 


ECO101499 


ECO101499 


100% 


100% 


100% 


ECO 10 1499 


HIN100128 


51% 


91.9% 


91.9% 


ECO101499 


HPY101168 


50% 


95.7% 


96.9% 


ECO101499 


KPN302890 


33% 


90.7% 


86.4% 


ECO101499 


KPN302908 


81% 


99.2% 


CIO CO/ 


ECO101499 


MAV104012 


.28% 


91.4% 


89.6% 


ECO101499 


MBV102693 


28% 


88.9% 


91.4% 


ECO101499 


MTU200190 


28% 


88.9% 


87.2% 


ECO101499 


NGO102033 


50% 


92.4% 


98.9% 
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ECO 101499 


PMU100949 


53% 


95.2% 


93.3% 


ECO101499 


PRT105535 


63% 


98.0% 


95.1% 


ECO101499 


PAE204110 


58% 


99.0% 


99.0% 


ECO101499 


PPU103772 


58% 


95.2% 


94.5% 


ECO101499 


PSY104435 


60% 


92.7% 


90.2% 


ECO 101499 


SPA1O3066 


87% 


99.5% 


100% 


ECO101499 


STY104274 


88% 


99.5% 


99.5% 


ECO 101499 


SAU802452 


26% 


92.4% 


94.9% 


ECO101499 


SPN203024 


32% 


23.2% 


38.7% 


ECO101500 


BPT102646 


29% 


94.1% 


82.5% 


ECO101500 


EBC101127 


87% 


100% 


100% 


ECO101500 


ECO101500 


100% 


100% 


100% 


ECO101500 


KPN300463 


84% 


62.4% 


100% 


ECO101500 


KPN302911 


84% 


100% 


99.5% 


ECOl 01500 


PRT103903 


64% 


96.4% 


86.9% 


ECO101500 


PAE205200 


51% 


98.2% 


94.0% 


ECO 101 500 


SPA103077 


91% 


100% 


100% 


ECO101500 


STY104276 


91% 


100% 


100% 


ECO101500 


STM100262 


91% 


100% 


100% 


ECO101500 


YPS003072 


74% 


99.5% 


96.5% 


ECO101505 


BAN103144 


25% 


89.9% 


87.9% 


ECO101505 


EBC101122 


67% 


85.1% 


100% 


ECO101505 


ECO101505 


100% 


100% 


100% 


ECO101505 


KPN302924 


71% 


98.5% 


97.7% 


ECO101505 


LPN102440 


18% 


94.9% 


95.2% 


ECO101505 


LPN100524 


19% 


95.2% 


92.8% 


ECO 101 505 


LMO101074 


23% 


92.9% 


93.3% 


ECO 101 505 


PRT101718 


60% 


95.7% 


96.2% 


ECO101505 


PAE201211 


21% 


95.2% 


93.4% 


ECO 101 505 


PPU104566 


32% 


94.7% 


95.9% 


ECO 101 505 


PSY104789 


21% 


85.1% 


81.3% 


ECOl 01 505 


SPA103073 


68% 


38.2% 


100% 


ECO 101 505 


STY104286 


76% 


100% 


100% 


ECO 101 505 


SAU800178 


23% 


92.9% 


94.2% 


ECO 101 505 


SEP202208 


19% 


87.8% 


90.1% 


ECO101505 


VCH10369O 


23% 


92.2% 


85.0% 


ECO101505 


YPS002313 


38% 


94.2% 


96.2% 


ECO101506 


ABA100836 


33% 


53.4% 


39.0% 


ECO101506 


ABA104797 


34% 


57.4% 


55.3% 


ECO101506 


ECO101506 


100% 


100% 


100% 


ECO101506 


MAV102284 


33% 


54.7% 


45.4% 


ECO101513 


BMA101585 


44% 


85.6% 


83.1% 


ECO101513 


EBC103255 


80% 


99.6% 


99.4% 


ECO101513 


EFM201843 


26% 


93.0% 


89.2% 


ECO101513 


ECO101513 


100% 


100% 


100% 


ECO101513 


KPN304564 


78% 


99.2% 


99.0% 


ECO101513 


MAV105552 


38% 


97.9% 


92.0% 


ECO101513 


SPA102280 


79% 


99.6% 


99.6% 


ECO101513 


STY104302 


81% 


99.6% 


99.2% 


ECO101513 


STM100236 


81% 


99.6% 


99.2% 


ECO101515 


ECO101346 


98% 


100% 


100% 


ECO101515 


ECO101515 


100% 


100% 


100% 


ECO101524 


BPT106030 


31% 


92.7% 


92.4% 


ECO101524 


ECO101524 


100% 


100% 


100% 
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ECO 101524 


PPU1U952 


28% 


77.6% 


75.9% 


ECO101524 


PPU109160 


30% 


81.2% 


76.1% 


ECO101524 


PSY103499 


30% 


90.9% 


86.0% 


ECO101524 


PSY104398 


29% 


89.1% 


88.8% 


ECO 101524 


PSY108879 


29% 


92.7% 


91.2% 


ECO101524 


STY102996 


66% 


92.7% 


85.5% 


ECO101525 


ECO101525 


100% 


100% 


100% 


ECO101525 


KPN300756 


76% 


95.5% 


96.0% 


ECO101526 


ECO101526 


100% 


100% 


100% 


ECO101526 


LPN102896 


22% 


84.5% 


8.6% 


ECO101528 


ECO101528 


100% 


100% 


100% 


ECO101539 


ECO101539 


100% 


100% 


100% 


ECO101539 


MPN100067 


29% 


45.8% 


43.6% 


ECO101540 


ECO101540 


100% 


100% 


100% 


ECO 101 567 


ABA105948 


30% 


72.1% 


66.7% 


ECO101567 


BCE1 10976 


34% 


70.3% 


87.0% 


ECO101567 


EBC107569 


51% 


91.9% 


100% 


ECO101567 


ECO101567 


100% 


100% 


100% 


ECO101567 


KPN307669 


63% 


91.0% 


83.5% 


ECO101567 


MCA102058 


37% 


53.2% 


31.0% 


ECO101567 


MBV100531 


32% 


71.2% 


24.2% 


ECO101567 


MTU202117 


32% 


71.2% 


24.2% 


ECO101567 


SPA105667 


55% 


91.9% 


100% 


ECO101567 


STY 105056 


56% 


99.1% 


97.8% 


ECO101567 


STM102133 


30% 


82.9% 


12.5% 


ECO101567 


YPS004039 


52% 


91.9% 


100% 


ECO101568 


EBC103462 


78% 


99.3% 


99.3% 


ECO101568 


EFA200509 


22% 


79.5% 


73.2% 


ECO101568 


ECO101568 


100% 


100% 


100% 


ECO101568 


KPN306333 


74% 


99.3% 


99.3% 


ECO101568 


NME201346 


37% 


12.8% 


11.3% 


ECO101568 


PSY103969 


33% 


13.9% 


9.4% 


ECO101568 


SPA101240 


77% 


99.6% 


100% 


ECO101568 


STY104356 


77% 


99.6% 


99.6% 


ECO101568 


YPS001910 


62% 


96.0% 


93.5% 


ECO101575 


ABA103948 


53% 


94.3% 


99.1% 


ECO101575 


BAN103387 


39% 


99.3% 


98.7% 


ECO101575 


BAN103848 


40% 


99.8% 


98.1% 


ECO101575 


BFU104892 


47% 


98.3% 


98.1% 


ECO101575 


BMA104571 


45% 


98.9% 


91.3% 


ECO101575 


CPN200806 


40% 


97.8% 


96.3% 


ECO101575 


CTR200643 


40% 


98.5% 


96.1% 


ECO101575 


CBO 103715 


34% 


97.4% 


96.6% 


ECO101575 


CDP100879 


36% 


96.1% 


92,8% 


ECO101575 


EBC102507 


85% 


50.2% 


100% 


ECO101575 


EFM202049 


32% 


99.8% 


97.9% 


ECO101575 


EFM200706 


34% 


99.6% 


98.1% 


ECO101575 


ECO101575 


100% 


100% 


100% 


ECO101575 


KPN300202 


86% 


33.5% 


85.6% 


ECO101575 


KPN305499 


88% 


100% 


100% 


ECO101575 


PMU100162 


52% 


98.7% 


97.4% 


ECO101575 


PRT103781 


69% 


99.8% 


99.6% 


ECO101575 


PAE201193 


45% 


98.9% 


97.0% 


ECO101575 | PPU109535 


45% 


99.1% 


97.5% 
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ECO101575 


SPA103436 


91% 


99.6% 


100% 


ECO101575 


STY100523 


92% 


100% 


100% 


ECO101575 


SAU802633 


42% 


98.0% 


96.0% 


ECO101575 


SEP201754 


41% 


93.3% 


93.6% 


ECO101575 


SHA101613 


42% 


97.6% 


95.6% 


ECO101575 


VCH100428 


56% 


99.6% 


98.9% 


ECO101575 


YPS001880 


75% 


99.8% 


99.8% 


ECO101583 


BFR11487 


29% 


29.7% 


41.5% 


ECO101583 


BBU100406 


32% 


96.4% 


94.9% 


ECO101583 


CAC 102434 


23% 


34.8% 


16.9% 


ECO 101 583 


CBO 103509 


29% 


98.7% 


93.6% 


ECO101583 


CDF100717 


29% 


26.6% 


29.9% 


ECO101583 


CDP100913 


37% 


98.2% 


98.7% 


ECO101583 


EBC102499 


85% 


90.8% 


99.7% 


ECO101583 


EFA201620 


34% 
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EFM202426 


36% 


96.0% 


96.5% 


ECO 10 1739 


ECO101739 


100% 


100% 


100% 


ECO101739 


LMO101114 


33% 


100% 


94.5% 
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ECO101739 


MAV1 04842 


36% 


96.0% 


92.1% 


ECO101739 


PAE201126 


35% 


99.7% 


94.8% 


ECO101739 


SAU800600 


33% 


97.2% 


97.1% 


ECO101739 


SEP200145 


32% 


96.0% 


95.8% 


ECO101739 


SHA100813 


33% 


97.2% 


97.4% 


ECO101752 


BAN103600 


24% 


80.3% 


75.4% 


ECO101752 


BAN104592 


26% 


95.8% 


93.6% 


ECO101752 


BPT101378 


49% 


98.6% 


99.5% 


ECO101752 


BCE1 13273 


54% 


97.7% 


97.9% 


ECO101752 


BFU100576 


54% 


98.6% 


98.8% 


ECO 101 752 


CJU100856 


30% 


18.7% 


71.8% 


ECO 101 752 


C AC 102209 


28% 


95.8% 


95.7% 


ECO101752 


EBC102642 


95% 


98.8% 


100% 


ECO101752 


ECO101752 


100% 


100% 


100% 


ECO101752 


KPN300345 


94% 


32.3% 


93.2% 


ECO101752 


KPN302879 


91% 


99.8% 


99.8% 


ECO101752 


LPN103620 


53% 


98.6% 


99.5% 


ECO101752 


PAE200586 


58% 


98.6% 


99.3% 


ECO101752 


PPU100631 


56% 


99.3% 


100% 


ECO101752 


PSY103401 


56% 


98.6% 


99.3% 


ECO101752 


SPA100434 


76% 


66.3% 


100% 


ECO101752 


STY101256 


94% 


99.1% 


99.1% 


ECO101752 


VCH101843 


73% 


99.1% 


100% 


ECO101752 


YPS000696 


86% 


98.6% 


99.1% 


ECO101753 


ABA100639 


33% 


37.5% 


72.5% 


ECO101753 


BFR106061 


21% 


25.1% 


33.2% 


ECO101753 


BPT101941 


29% 


35.6% 


49.6% 


ECO101753 


BCE106878 


24% 


87.2% 


96.5% 


ECO101753 


CAC102460 


31% 


35.2% 


29.4% 


ECO101753 


CDF100180 


33% 


33.0% 


49.4% 


ECO101753 


EBC100307 


33% 


44.4% 


97.8% 


ECO101753 


ECO100999 


38% 


89.4% 


97.3%. 


ECO101753 


ECO101753 


100% 


100% 


100% 


ECO101753 


HPY200297 


27% 


25.1% 


49.0% 


ECO101753 


KPN300785 


27% 


80.2% 


87.9% 


ECOI01753 


LPN102390 


32% 


43.2% 


30.7% 


ECO101753 


LMO101448 


27% 


40.5% 


56% 


ECO101753 


LMO102375 


28% 


36.9% 


50.3% 


ECO 101753 


NME201936 


31% 


22.8% 


29.1% 


ECO101753 


SPA101696 


34% 


35.8% 


49.2% 


ECO 101753 


STY104535 


34% 


35.8% 


49.2% 


ECO101753 


SMU101724 


27% 


25.1% 


77.0% 


ECO101753 


SPY103619 


30% 


15.9% 


63.4% 


ECO101753 


TPA100971 


33% 


32.8% 


41.3% 


ECO101753 


UUR100526 


20% 


22.8% 


19.0% 


ECO 101753 


VCH101352 


23% 


79.4% 


92.1% 


ECO101763 


ABA105513 


40% 


90.2% 


86.7% 


ECO 101763 


BAN100828 


36% 


92.7% 


87.8% 


ECO101763 


BFR105380 


39% 


61.0% 


95.1% 


ECO 101763 


BPT100872 


37% 


92.7% 


89.2% 


ECO 101763 


BCE101273 


47% 


97.6% 


67.2% 


ECO 101763 


CDP101886 


35% 


97.6% 


92.0% 


ECO 101 763 


EBC100161 


90% . 


100% 


100% 


ECO 101763 


EFA200147 


27% 


92.7% 


90% 
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ECO 101763 


EFM200246 


28% 


97.6% 


100% 


ECO 101763 


ECO101763 


100% 


100% 


100% 


ECO 101763 


KPN3 02997 


87% 


75.6% 


100% 


ECO 101763 


MCA102133 


43% 


86.6% 


78.4% 


ECO 101763 


MAV103677 


38% 


98.8% 


76.0% 


ECO 101763 


MBV102010 


35% 


98.8% 


79.2% 


ECO 101763 


MLP101243 


32% 


98.8% 


79.8% 


ECO 101763 


MTU201828 


35% 


98.8% 


79.2% 


ECO101763 


PRT106179 


75% 


92.7% 


92.7% 


ECO 101763 


PAE205419 


41% 


98.8% 


97.5% 


ECO 101763 


PPU103670 


47% 


98.8% 


97.5% 


ECO 101763 


PS Yl 03272 


42% 


98.8% 


97.5% 


ECO 101763 


SPA103813 


95% 


100% 


100% 


ECO101763 


STY101269 


95% 


100% 


100% 


ECO 101 763 


STM103357 


95% 


100% I 


100% 


ECO101763 


SAU800374 


38% 


91.5% 


85.5% 


ECO101763 


SEP201355 


38% 


91.5% 


84.5% 


ECO 101763 


SPN400255 


32% 


91.5% 


93.4% 


ECO 101763 


SPY200974 


28% 


92.7% 


87.8% 


ECO 101763 


YPS000210 


82% 


100% 


76.6% 


ECO 101 764 


ECO101764 


100% 


100% 


100% 


ECO 101764 


KPN303650 


49% 


91.7% 


66.3% 


ECO101764 


PRT1 04545 


53% 


90% 


46.5% 


ECO101764 


SPA103812 


96% 


100% 


100% 


ECO 101764 


STY101560 


95% 


100% 


100% 


ECO 101764 


STM103355 


96% 


100% 


100% 


ECO 101765 


ECO 101765 


100% 


100% 


100% 


ECO 101765 


KPN303648 


68% 


88.2% 


95.5% 


ECO101765 


PRT1 05988 


60% 


88.2% 


95.5% 


ECO101765 


SPA103810 


84% 


100% 


99.2% 


ECO101765 


STY101562 


84% 


100% 


99.2% 


ECO 101765 


STM103353 


83% 


100% 


99.2% 


ECO 101780 


ABA104139 


38% 


79.0% 


77.7% 


ECO 101 780 


BAN1 05904 


31% 


80.8% 


83.4% 


ECO 101780 


BAN105947 


36% 


93.8% 


89.8% 


ECO 101780 


CJU100801 


35% 


55.6% 


42.1% 


ECO 101 780 


CDF101312 


45% 


83.4% 


61.5% 


ECO101780 


CDP101238 


40% 


58.1% 


31.4% 


ECO101780 


EBC102374 


74% 


98.7% 


98.9% 


ECO 101 780 


ECO101780 


100% 


100% 


100% 


ECO 101780 


HPY100289 


35% 


63.4% 


52.6% 


ECO101780 


KPN304841 


76% 


99.1% 


99.6% 


ECO101780 


LPN100163 


38% 


99.1% 


99.8% 


ECO 101780 


PRT104174 


60% 


97.8% 


94.3% 


ECO 101780 


PAE201757 


47% 


95.1% 


94.0% 


ECO101780 


PPU1 11323 


45% 


95.4% 


95.7% 


ECO101780 


PSY106827 


46% 


92.9% 


99.5% 


ECO101780 


SPA101635 


76% 


98.0% 


99.8% 


ECO 101780 


STY101751 


76% 


99.8% 


99.6% 


ECO101780 


STM101879 


76% 


99.8% 


99.6% 


ECO10.1780 


SPN201794 


38% 


59.2% 


46.8% 


ECO 101780 


SPY201530 


35% 


59.2% 


46.0% 


ECO101780 


VCH101284 


59% 


99.6% 


98.9% 


ECO101780 


YPS001281 


66% 


97.4% 


96.5% 
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ECO101781 


ABA105027 


38% 


80.7% 


75.1% 


ECO101781 


BPT100243 


42% 


79.7% 


64.3% 


ECO101781 


BCE101466 


42% 


83.9% 


73.7% 


ECO101781 

VX*' Iwl /OX 


BFU 102068 


43% 


79.7% 


71.4% 


ECO101781 

x-r\»x 1 U 1 /OX 


BMA100553 


42% 


80.7% 


31.0% 


ECO101781 

wV-f X V/ X /OX 


CBO 100995 


25% 


71.4% 


74.9% 


ECO101781 


CDF101386 


25% 


90.6% 


95.1% 


ECO101781 


CDP101714 


32% 


90.6% 


71.7% 


ECO101781 


EBC 102375 


84% 


100% 


100% 


ECO101781 


ECO101781 


100% 


100% 


100% 


ECO101781 


KPN304842 


84% 


100% 


100% 


ECO101781 


LPN101532 


30% 


69.3% 


98.5% 


ECO101781 


LMO 102769 


33% 


45.3% 


36.8% 


ECO101781 


MCA102435 


37% 


82.3% 


64.2% 


ECO101781 

X_/ V-v V_/ x \y A. f w A. 


MAV 102732 


34% 


80.7% 


61.4% 


ECO101781 


MBV103988 


34% 


80.2% 


60.8% 


ECO101781 


MLP101366 


35% 


79.2% 


61.7% 


ECO101781 


MTU203618 


34% 


80.2% 


60.8% 


ECO101781 


PRT106168 


52% 


94.3% 


97.8% 


ECO101781 


PAE203751 


40% 


92.7% 


87.7% 


ECO101781 


PPU 107780 


46% 


80.2% 


80.6% 


ECO101781 


PSY103810 


43% 


92.2% 


89.4% 


ECO101781 


SPA101637 


70% 


89.6% 


100% 


ECO101781 


STY101753 


87% 


100% 


100% 


ECO101781 


STM101882 

ItaJ A A » X X V/ X 


89% 


97.4% 


97.4% 


ECO101781 


SPY201658 


25% 


77.6% 


78.9% 


ECO 10 1781 


VCH101283 


34% 


95.8% 


95.6% 


ECO101781 


YPS001278 


55% 


95.3% 


95.5% 


ECO101782 


ABA105163 


54% 


99.6% 


99.6% 


ECO 101782 


BFR11775 


41% 


94.5% 


98.4% 


ECO 101782 


BPT100261 


53% 


99.1% 


98.5% 


ECO 101782 


BCE1 10535 


53% 


99.1% 


98.9% 


ECO 101782 


BFU101746 


52% 


99.1% 


98.9% 


ECO 101782 


BMA 107390 


52% 


99.1% 


98.9% 


ECO 101 782 


CJU101530 


45% 


99.3% 


99.3% 


ECO 101 782 


CBO 100452 

V^xv xwvy~«^x- 


33% 


60.4% 


91.2% 


ECO 10 1782 


CDP101615 


63% 


98.5% 


97.2% 


ECO 101782 


EBC102376 


89% 


100% 


100% 


ECO 101782 


EFA202451 


34% 


61.2% 


92.6% 


ECO101782 


ECO101782 


100% 


100% 


100% 


ECO 101782 


HIN 100274 


69% 


100% 


100% 


ECO 101782 


HPY100130 


45% 


99.3% 


99.1% 


ECO 101782 


KPN304852 


89% 


100% 


100% 


ECO 101 782 


MCA 100203 


53% 


98.7% 


99.6% 


ECO 10 1782 

XW ^mJ, X> \J X / V w 


MAV102729 


34% 


10.8% 


10.3% 


ECO 101782 


MBV106198 


50% 


99,1% 


98.0% 


ECO 101782 


MTU200069 

X~X. X 


50% 


99.1% 


98.0% 


ECO 101 782 


PMU1 00036 


68% 


99.8% 


99.8% 


ECO 101782 


PRT106079 


80% 


100% 


100% 


ECO101782 


PAE202441 


53% 


99.1% 


98.9% 


ECO 101782 


PPU104035 


53% 


99.1% 


98.9% 


ECO101782 


SPA101021 


87% 


100% 


100% 


ECO 101782 


STY101754 


94% 


100% 


100% 


ECO101782 


STM101885 


94% 


100% 


100% 
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ECO101782 


VCH101281 


75% 


99.8% 


100% 


ECO 10 1782 


YPS001275 


84% 


99.8% 


99.8% 


ECO 101785 


BPT101965 


29% 


31.6% 


81.1% 


ECO101785 


BCE100539 


29% 


40.2% 


79.5% 


FCO 101785 


BFU 102714 


31% 


41.8% 


71.0% 


FOO101785 


BMA103652 


30% 


40.2% 


79.6% 


FCO101785 


CAC100528 


27% 


43,7% 


86.6% 


ECO 101 785 


CDF101085 


32% 


97.8% 


100% 


ECO 101785 


CDF102264 


28% 


99.1% 


100% 


ECO 101785 


EBC 100373 


97% 


21.4% 


98.6% 


ECO101785 


EFA200641 


43% 


98.5% 


97.3% 


ECO 101785 


EFM201694 


23% 


34.1% 


80.1% 


ECO101785 


EFM202558 


42% 


98.5% 


97.3% 


ECO101785 


ECO101785 


100% 


100% 


100% 


ECO101785 


KPN304856 


94% 


100% 


100% 


ECO 101 785 


LMO 102369 


42% 


98.5% 


97.2% 


ECO101785 


NGO101815 


28% 


40.6% 


91.0% 


ECO101785 


NME200364 


30% 


40.6% 


91.0% 


ECO 10 1785 


PMU100834 


64% 


99.1% 


98.8% 


ECO101785 


SPA100142 


93% 


97.8% 


100% 


ECO 101785 


STY101758 


95% 


100% 


100% 


ECO101785 


STM101897 


95% 


100% 


100% 


ECO101785 


SMU101286 


39% 


99.1% 


98.8% 


ECO101785 


SPN400261 


39% 


99.1% 


97.9% 


ECO101785 


SPY201337 


39% 


99.1% 


98.8% 


ECO101785 


YPS000675 


81% 


100% 


100% 


ECO101796 


BFR104413 


55% 


90.9% 


95.9% 


ECO101796 


BPT102042 


44% 


89.7% 


95.0% 


ECO 101796 


BCE1 12542 


59% 


90.5% 


97.8% 


ECO 101796 


BFU 104304 


59% 


90.9% 


94.3% 


ECO 101796 


BMA105070 


57% 


90.5% 


97.4% 


ECO 101796 


CAC101675 


32% 


82.6% 


84.0% 


ECO 101796 


CBO102946 


31% 


81.0% 


83.9% 


ECO101796 


CDF100814 


32% 


82.8% 


32.4% 


ECO101796 


CDP100150 


29% 


90.3% 


96.8% 


ECO101796 


EBC101616 


86% 


35.8% 


100% 


ECO 101796 


EFA202385 


32% 


84.2% 


87.2% 


ECO 101796 


ECO101796 


100% 


100% 


100% 


ECO101796 


KPN301541 


79% 


92.1% 


99.8% 


ECO 10 1796 


MBV105656 


28% 


81.6% 


77.6% 


ECO 101796 


MTU202299 


28% 


81.6% 


75.6% 


ECO101796 


PAE200245 


29% 


83.0% 


82.8% 


ECO101796 


SPA100492 


89% 


91.5% 


100% 


ECO101796 


STM101923 


90% 


92.5% 


100% 


ECO 101796 


SMU103098 


25% 


34.0% 


93.0% 


ECO 101796 


VCH101573 


28% 


82.0% 


84.9% 


ECO 101796 


YPS000541 


70% 


90.5% 


98.2% 


ECO101812 


ABA105060 


28% 


95.9% 


96.9% 


ECO101812 


BFR12043 


23% 


94.1% 


91.4% 


ECO101812 


BCE102658 


29% 


69.1% 


79.2% 


ECO101812 


CPN200090 


25% 


97.7% 


88.8% 


ECO101812 


CTR200812 


27% 


87.7% 


80.8% 


ECO101812 


CAC103515 


35% 


66.4% 


50.7% 


ECO101812 


EBC102091 


88% 


98.6% 


98.6% 
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ECO101812 


ECO101812 


100% 


100% 


100% 


ECO101812 


KPN301983 


87% 


98.6% 


99.1% 


ECO101812 


MAV103787 


32% 


69.1% 


75.3% 


ECO101812 


SPA101082 


90% 


99.5% 


100% 


ECO101812 


STY102242 


90% 


99.5% 


94.4% • 


ECO101812 


STM101972 


90% 


99.5% 


94.4% 


ECO 101 822 


BPT102404 


59% 


99.2% 


97.7% 


ECO101822 


BCE107531 


52% 


98.8% 


85.4% 


ECO101822 


BFU103511 


51% 


99.6% 


75.9% 


ECO101822 


BMA100592 


52% 


98.8% 


98.7% ! 


ECO101822 


EBC101988 


96% 


99.8% 


100% 


ECO 101 822 


ECO101822 


100% 


100% 


100% i 


ECO101822 


HIN101541 


77% 


100% 


100% 


ECO 101 822 


KPN301976 


95% 


100% 


100% 


ECO101822 


LPN1 00837 


44% 


94.4% 


99.8% 


ECO 101 822 


NGO101773 


49% 


100% 


98.6% 


ECO101822 


NME200171 


49% 


100% 


98.6% 


ECO 101 822 


PMU100653 


78% 


100% 


100% 


ECO101822 


PRT1 02540 


85% 


100% 


100% 


ECO 101 822 


PAE204327 


57% 


99.0% 


98.6% 


ECO101822 


PPU103342 


57% 


99.0% 


98.3% 


ECO 101 822 


PSY105033 


55% 


99.0% 


98.6% 


ECO101822 


SPA101027 


96% 


38.1% 


100% 


ECO101822 


STY102252 


98% 


100% 


100% 


ECO101822 


STM101984 


98% 


100% 


100% 


ECO 101822 


VCH101978 


68% 


99.8% 


99.8% 


ECO101822 


YPS003477 


89% 


100% 


100% 


ECO 101 830 


BCE101208 


46% 


73.0% 


70.2% 


ECO 101 830 


ECO101830 


100% 


100% 


100% 


ECO 101830 


SPA102453 


80% 


82.4% 


96.5% 


ECO101830 


STY102261 


80% 


82.4% 


96.5% 


ECO101830 


STM1 02393 


80% 


82.4% 


96.5% I 


ECO101834 


ABA101157 


59% 


98.8% 


98.5% 


ECO101834 


BAN109213 


38% 


98.6% 


99.5% 


ECO101834 


BAN103380 


52% 


99.5% 


99.3% 


ECO 101 834 


BFR10266 


48% 


78.3% 


99.1% 


ECO101834 


BPT101790 


57% 


98.8% 


99.0% j 


ECO101834 


BBU100445 


41% 


85.1% 


99.0% 


ECO101834 


BCE104313 


44% 


14.9% 


70.2% 


ECO101834 


BCE1 11669 


56% 


98.8% 


98.3% 


ECO101834 


BFU111015 


58% 


98.8% 


98.5% 


ECO101834 


BMA100432 


58% 


98.8% 


98.3% 


ECO 101 834 


CJU100601 


51% 


98.8% 


99.1% 


ECO101834 


CPN200083 


44% 


98.6% 


99.1% 


ECO101834 


CTR200818 


45% 


98.6% 


99.5% 


ECO101834 


CAC102618 


48% 


99.5% 


98.3% 


ECO101834 


CBO100008 


47% 


99.5% 


98.5% 


ECO101834 


CDF100502 


52% 


98.6% 


97.6% 


ECO101834 


CDP100396 


47% 


96.4% 


95.7% 


ECO101834 


EBC102309 


92% 


100% 


100% 


ECO101834 


EFA202213 


53% 


98.6% 


98.6% 


ECO101834 


EFM202626 


53% 


99.5% 


99.5% 


ECO101834 


ECO101834 


100% 


100% 


100% 


ECO101834 


HIN100302 


76% 


99.2% 


99.5% 
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ECO101834 


HPY100610 


49% 


99.2% 


100% 


ECO101834 


KPN301306 


93% 


51.5% 


96.8% 


ECO 101 834 


LPN101576 


55% 


98.8% 


98.8% 


ECO 101834 


LMO101015 


52% 


99.7% 


99.5% 


ECO 101834 


MCA 100604 


56% 


99.3% 


99.3% 


ECO101834 


MAV103031 


47% 


87.3% 


99.8% 


ECO101834 


MBV101554 


46% 


96.4% 


93.5% 


ECO 101 834 


MLP100306 


45% 


96.4% 


96.4% 


ECO101834 


MTU202535 


46% 


96.4% 


95.8% 


ECO101834 


MGE100036 


33% 


95.3% 


95.3% 


ECO101834 


MPN100108 


35% 


95.6% 


94.4% 


ECO101834 


NGO101633 


55% 


98.8% 


99.5% 


ECO101834 


NME201865 


56% 


99.5% 


99.0% 


ECO101834 


PMU100983 


77% 


99.2% 


99.5% 


ECO101834 


PRT100115 


78% 


98.6% 


100% | 


ECO101834 


PAE200962 


64% 


98.8% 


98.6% 


ECO101834 


PPU1 12195 


62% 


98.8% 


98.6% 


ECO101834 


PSY106866 


63% 


90.7% 


98.5% 


ECO101834 


SPA102449 


91% 


66.6% 


99.7% 


ECO101834 


STY102265 


94% 


100% 


100% | 


ECO101834 


SAU801630 


54% 


98.6% 


99.1% 


ECO101834 


SEP201575 


53% 


98.6% 


99.1% 


ECO101834 


SHA100663 


53% 


98.6% 


99.1% 


ECO101834 


SMU101272 


50% 


99.8% 


99.0% 


ECO101834 


SPN401921 


50% 


98,6% 


98.1% 


ECO101834 


SPY201648 


49% 


98.6% 


99.0% 


ECO101834 


TPA100975 


42% 


98.6% 


96.7% 


ECO101834 


UUR100288 


39% 


98.1% 


99.0% 


ECO101834 


VCH101147 


75% 


98.8% 


98.6% I 


ECO101834 


YPS003419 


82% 


99.3% 


98.0% 


ECO101844 


ABA102360 


23% 


99.7% 


99.3% 


ECO101844 


BAN 106237 


31% 


74:2% 


92.4% 


ECO101844 


BAN106908 


33% 


93.2% 


93.7% 


ECO101844 


BFR10875 


26% 


95.0% 


94.7% 


ECO 101844 


BPT101508 


24% 


99.1% 


99.8% 


ECO101844 


BBU100593 


22% 


95.3% 


93.2% 


ECO101844 


BCE100461 


27% 


99.7% 


98.7% 


ECO101844 


BFU103077 


25% 


99.7% 


98.7% 


ECO 101844 


BMA1 00457 


26% 


99.7% 


98.7% 


ECO101844 


CJU101100 


22% 


92.2% 


92,8% 


ECO101844 


CPN200176 


39% 


96.2% 


95.7% 


ECO101844 


CTR200729 


39% 


99.7% 


98.8% 


ECQ101844 


CAC101790 


33% 


94.5% 


94.7% 


ECO101844 


CBO100741 


32% 


94.5% 


94.7% 


ECO101844 


CDF104545 


33% 


93.8% 


93.6% 


ECO101844 


CDP100057 


25% 


95.3% 


94% 


ECO 101844 


EBC100321 


88% 


52.9% 


100% 


ECO101844 


EFA200290 


31% 


100% 


100% 


ECO101844 


EFM201011 


30% 


100% 


100% 


ECO 10 1844 


ECO101844 


100% 


100% 


100% 


ECO 101844 


HIN101550 


71% 


100% 


100% 


ECO101844 


HPY100315 


22% 


93.2% 


93.7% 


ECO101844 


KPN301304 


92% 


100% 


100% 


ECO101844 


LPN101161 


23% 


99.7% 


100% 
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ECO 101 844 


LMO101656 


27% 


99.5% 


98.7% 


. ECO101844 


MCA100331 


67% 


100% 


100% 


ECO 101 844 


MAV106525 


26% 


99.3% 


97.3% 


ECO 101 844 


MBV105559 


25% 


99.8% 


99.3% 


ECO 101 844 


MLP 100693 


24% 


99.8% 


99.3% 


ECO101844 


MTU201275 


25% 


99.8% 


99.3% 


ECO101844 


MGE100389 


27% 


27.9% 


30.2% 


ECO 101844 


MPN100286 


22% 


90.5% 


89.9% 


ECO101844 


NGO 100228 


56% 


100% 


100% 


ECO 101 844 


NME201566 


57% 


100% 


100% 


ECO 101844 


PMU100551 


71% 


97.6% 


100% 


ECO 101 844 


PRT 100545 


77% 


100% 


100% 


ECO 10 1844 


PAE205046 


53% 


99.7% 


98.6% 


ECO 101 844 


PPU109126 


55% 


99.7% 


99.3% 


ECO 101 844 


PSY103569 


56% 


99.7% 


98.6% 


ECO101844 


SPA103053 


90% 


100% 


100% 


ECO101844 


STY 102666 


95% 


100% 


100% 


ECO101844 


STM102429 


95% 


100% 


100% 


ECO101844 


SAU800607 


25% 


99.7% 


98.9% 


ECO101844 


SEP200171 


25% 


99.5% 


98.6% 


ECO101844 


SHA101545 


26% 


99.7% 


98.9% 


ECO101844 


SMU101264 


33% 


100% 


100% 


ECO101844 


SPN401887 


33% 


92.2% 


92.4% 


ECO 101 844 


SPY201643 


34% 


92.2% 


92.4% 


ECO101844 


TP A 100822 


26% 


91.9% 


91.2% 


ECO 10 1844 


UUR1 00280 


21% 


99.0% 


98.9% 


ECO101844 


VCH102042 


71% 


100% 


96.3% 


ECO 101 844 


YPSOO3380 


83% 


100% 


100% 


ECO 101 848 


BAN109475 


29% 


89.3% 


99.1% 


ECO101848 


BAN107115 


30% 


89.8% 


56.3% 


ECO 101 848 


BPT101039 


54% 


97.6% 


97.4% 


ECO101848 


BBU100271 


26% 


91.6% 


94.4% 


ECO 101 848 


BCE101394 


43% 


83.8% 


99.4% 


ECO101848 


BFU107593 


49% 


97.6% 


92.1% 


ECO101848 


BMA106909 


47% 


97.6% 


79.6% 


ECO101848 


CJU1 00304 


37% 


93.2% 


98.3% 


ECO 101 848 


CPN200429 


28% 


94.2% 


99.4% 


ECO101848 


CTR200360 


27% 


89.8% 


95% 


ECO101848 


CAC101540 


34% 


90.3% 


56.6% 


ECO101848 


CBO103112 


37% 


90.8% 


56.8% 


ECO 101 848 


CDF101537 


35% 


90.6% 


57.3% 


ECO 101 848 


CDP 100831 


24% 


50% 


24.0% 


ECO 101 848 


EBC101868 


82% 


75.4% 


99.7% 


ECO101848 


ECO101848 


100% 


100% 


100% 


ECO101848 


HPY1 00757 


34% 


91.1% 


96.6% 


ECO101848 


LPN102387 


37% 


96.9% 


96.6% 


ECO101848 


LMO101348 


32% 


88.5% 


96.0% 


ECO101848 


PRT101697 


56% 


99.7% 


99.7% 


ECO101848 


PAE201448 


41% 


97.1% 


98.1% 


ECO101848 


PPU100957 


42% 


97.1% 


98.2% 


ECO101848 


PSY104645 


39% 


97.1% 


98.1% 


ECO101848 


. SPA103608 


30% 


89.8% 


96.9% 


ECO101848 


STY102681 


90% 


99.5% 


99.5% 


ECO101848 


STM104011 


30% 


89.8% 


96.9% 
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ECO101848 


TPA100707 


31% 


88.0% 


89.4% 


ECO101848 


VCH102087 


42% 


95.8% 


97.6% 


ECO101848 


YPS001340 


65% 


99.5% 


98.7% 


ECO101849 


BPT1 00969 


66% 


93.0% 


93.8% 


ECO 101 849 


BCE102972 


54% 


95.3% 


90.5% 


ECO101849 


BFU101753 


52% 


94.9% 


94.5% 


ECO101849 


BMA100242 


54% 


92.5% 


88.4% 


ECO101849 


EBC102526 


86% 


100% 


100% 


ECO101849 


ECO 101 849 


100% 


100% 


100% 


ECO101849 


PRT101698 


68% 


97.7% 


97.7% 


ECO101849 


PAE201456 


36% 


90.7% 


79.8% 


ECO101849 


PPU1 07239 


34% 


90.7% 


80.2% 


ECO101849 


PSY104628 


36% 


90.7% 


80.5% 


ECO101849 


STY102684 


92% 


100% 


100% 


ECO101849 


VCH102032 


34% 


95.3% 


87.4% 


ECO101849 


YPS000444 


79% 


95.8% 


95.8% 


ECO101850 


BPT1 00968 


78% 


98.4% 


98.4% 


ECO101850 


BBU100569 


37% 


91.5% 


97.6% 


ECO101850 ! 


BCE1 14763 


76% 


96.9% 


95.4% 


ECO101850 


BFU101848 


77% 


94.6% 


96.1% 


ECO101850 


BMA102452 


77% 


96.9% 


95.4% 


ECO101850 


CJU101044 


48% 


91.5% 


91.5% 


ECO101850 


EBC102527 


92% 


100%> 


100% 


ECO101850 


ECO101850 


100% 


100%> 


100% 


ECO101850 


HPY101050 


49% 


91.5% 


96.0% 


ECO101850 


PRT101699 


83% 


100% 


100% 


ECO101850 


PAE201455 


60% 


94.6% 


98.4% 


ECO101850 


PPU107240 


58% 


86.0% 


98.2% 


ECO101850 


PSY108633 


62% 


96.9% 


97.7% 


ECO101850 


STY102690 


97% 


100% 


100% 


ECO101850 


VCH 102033 


66% 


96.9% 


96.2% 


ECO101850 


YPS000441 


90% 


100% 


100% 


ECO101855 


ABA100537 


23% 


61.7% 


57.9% 


ECO101855 


BAN103169 


26% 


85.0% 


47% 


ECO101855 


BAN1 11824 


26% 


85.0% 


47.6% 


ECO101855 


BPT100964 


74% 


91.6% 


85.6% 


ECO101855 


BBU100564 


33% 


86.8% 


87.8% 


ECO101855 


BCE102043 


71% 


89.2% 


87.1% 


ECO101855 


BFU104019 


70% 


89.8% 


84.3% 


ECO101855 


BMA106471 


71% 


89.2% 


85.1% 


ECO101855 


CJU100254 


32% 


79.6% 


79.8% 


ECO101855 


CAC101201 


34% 


83.2% 


82.1% 


ECO101855 


CBO101893 


31% 


86.8% 


98.0% 


ECO101855 


CDF100179 


31% 


86.8% 


84.3% 


ECO101855 


EBC101567 


93% 


100% 


100% 


ECO101855 


ECOL01855 


100% 


100% 


100% 


ECO101855 


HPY100387 


30% 


82.0% 


82.4% 


ECO101855 


LMO100168 


28% 


85.0% 


46.4% 


ECO101855 


PRT101704 


82% 


92.2% 


92.8% 


ECO101855 


PAE200177 


65% 


92.2% 


96.9% 


ECO101855 


PPU100206 


31% 


89.8% 


94.3% 


ECO101855 


PSY104621 


31% 


94.6% 


99.4% 


ECO101855 


SPA102291 


92% 


100% 


100% 


ECO101855 


STY1 02699 


91% 


100% 


100% 
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ECO101855 


STM 100698 


23% 


80.2% 


42.3% 


ECO101855 


TPA100435 


31% 


85.0% 


85.9% 


ECO101855 


VCH 103807 


38% 


88.6% 


97.4% 


ECO 101 855 


YPS000402 


84% 


97.6% 


98.8% 


ECO 101 862 


EBC104539 


95% 


100% 


100% 


ECO101862 


EBC103941 


96% 


100% 


100% 


ECO101862 


EBC100826 


96% 


100% 


100% i 


ECO 101 862 


EBC103716 


96% 


100% 


100% j 


ECO 101 862 


EBC103336 


100% 


100% 


100% | 


ECO 101862 


EFM200791 


25% 


84.6% 


24 9% 


ECO 101 862 


EFM200545 


27% 


63.7% 


21.3% 


ECO101862 


EFM201822 


26% 


86.8% 


24.6% 


ECO 101 862 


EFM202619 


26% 


86.8% 


24.6% 


ECO 101 862 


EFM200291 


26% 


86.8% 


24.6% 


ECO101862 


EFM201961 


26% 


86.8% 


24.6% 


ECO 101862 


EFM200014 


26% 


86.8% 


24.6% 


ECO101862 


EFM202174 


28% 


86.8% 


27.1% 


ECO 101862 


ECO101862 


100% 


100% 


100% 


ECO 101862 


ECO 103367 


100% 


100% 


100% 


ECO 101862 


ECO 100022 


100% 


100% 


100% 


ECO101868 


BCE102392 


53% 


98.8% 


96.7% 


ECO 101 868 


BCE1 13790 


55% 


98.6% 


99.0% 


ECO 101868 


BFU102747 


53% 


42.3% 


81.2% 


ECO101868 


BMA100031 


54% 


98.6% 


97.6% 


ECO101868 


EBC 102563 


88% 


100% 


100% 


ECO101868 


ECO101868 


100% 


100% 


100% 


ECO 101 868 


KPN301529 


87% 


100% 


98.6% 


ECO101868 


PPU103879 


39% 


46.6% 


95.0% 


ECO 10 1868 


PS Yl 05277 


60% 


97.4% 


96.8% 


ECO 101868 


YPS001717 


79% 


47.0% 


96.3% 


ECO101870 


EBC102565 


63% 


100% 


100% 


ECO101870 


ECO101870 


100% 


100% 


100% 


ECO101870 


KPN301537 


50% 


97.0% 


95.9% 


ECO101870 


SPA1 02034 


76% 


100% 


100% 


ECO 101 870 


STY102732 


76% 


100% 


100% 


ECO101870 


STM102496 


76% 


100% 


100% 


ECO101871 


ECO101871 


100% 


100% 


100% 


ECO101871 


KPN308700 


50% 


75% 


76.4% 


ECO101872 


EBC102561 


48% 


78.5% 


100% 


ECO 101 872 


ECO101872 


100% 


100% 


100% 


ECO 101872 


KPN207037 


25% 


51.4% 


93.2% 


ECO101872 


SPA102033 


57% 


91.6% 


100% 


ECO101872 


STY102735 


60% 


97.2% 


93.7% 


ECO101872 


STM102500 


61% 


97.2% 


93.7% 


ECO101882 


BCE 114633 


55% 


98% 


95.2% 


ECO101882 


BFU 102808 


59% 


96.4% 


94.8% 


ECO101882 


CAC 100722 


52% 


99.2% 


100% 


ECO 101 882 


CAC 102757 


56% 


99.2% 


100% 


ECO101882 


CBO102646 


54% 


97.2% 


98.0% 


ECO101882 


EBC100445 


92% 


100% 


100% 


ECO101882 


EFA200396 


58% 


98% 


99.6% 


ECO101882 


ECO101882 


100% 


100% 


100% 


ECO101882 


HIN101054 


57% 


97.6% 


94.9% 


ECO101882 


KPN300045 


89% 


40.8% 


85% 



661 



WO 02/077183 PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO101882 


KPN300885 


89% 


66% 


87.8% 


ECOl 01882 


LMO100107 


58% 


98% 


99.2% 


ECO101882 


PPU109960 


77% 


99.2% 


97.6% 


ECO101882 


PSY103670 


74% 


97.2% 


98.4% 


ECO101882 


SPA102746 


90% 


100% 


100% 


ECO101882 


STY102765 


92% 


100% 


100% 


ECOl 01 882 


SAU801857 


53% 


99.2% 


100% 


ECO101882 


SEP200471 


53% 


99.2% 


100% 


ECO101882 


YPS001591 


77% 


99.2% 


98.0% 


ECO101897 


BAN101612 


26% 


73.6% 


91.9% 


ECO101897 


BFU101528 


26% 


88.7% 


78.0% 


ECO101897 


BMA102559 


29% 


54.7% 


39.2% 


ECO101897 


CAC103410 


23% 


63.5% 


70.5% 


ECO 101 897 


ECO101897 


100% 


100% 


100% 


ECO101897 


KPN302916 


29% 


95.6% 


94.4% 


ECO101916 


EBC104124 


22% 


85.5% 


89.4% 


ECO101916 


ECO101916 


100% 


100% 


100% 


ECO101916 


KPN300872 


61% 


60.9% 


96.9% 


ECO101916 


LMO101661 


31% 


23.2% 


20.3% 


ECO101916 


PRT103362 


21% 


93.7% 


96.5% 


ECO101916 


SPA102250 


88% 


100% 


100% 


ECO101916 


STY102835 


87% 


100% 


100% 


ECO101916 


STM102569 


87% 


100% 


100% 


ECO101916 


YPS003114 


23% 


89.4% 


93.1% 


ECO 101932 


ECO 101932 


100% 


100% 


100% 


ECO101932 


HPY101345 


27% 


43.4% 


45.8% 


ECO101932 


PAE204881 


32% 


95.4% 


95.0% 


ECO 101932 


PSY102848 


34% 


94.5% 


94.4% 


ECO 101932 


SPA103998 


54% 


99.3% 


98.9% 


ECO101932 


STY103627 


54% 


99.3% 


98.9% 


ECO101939 


BPT100783 


32% 


86.3% 


94.2% 


ECO101939 


BCE106818 


33% 


82.0% 


87.0% 1 


ECO 101939 


BFU100112 


34% 


82.0% 


86.6% 


ECO101939 


BMA106390 


33% 


82.0% 


85.8% 


ECO101939 


EBC101415 


81% 


95.3% 


100% 


ECO101939 


ECO101939 


100% 


100% 


100% 


ECO101939 


KPN301295 


78% 


74.8% 


99.5% 


ECO101939 


PAE204027 


39% 


83.5% 


84.8% 


ECO101939 


PPU108189 


39% 


84.9% 


87.8% 


ECO101939 


PSY102145 


38% 


86.0% 


89.6% 


ECO101939 


SPA100917 


80% 


99.3% 


100% 


ECO101939 


STY102854 


84% 


89.9% 


94.3% 


ECO101939 


STM103015 


85% 


89.9% 


94.3% 


ECO101939 


YPS000612 


66% 


89.9% 


92.6% 


ECO101940 


ABA106057 


24% 


15.3% 


83.5% 


ECO101940 


ABA101677 


23% 


20.1% 


85.4% 


ECO101940 


ABA105636 


22% 


28.0% 


95.0% 


ECO101940 


ABA102772 


23% 


22.0% 


89.0% 


ECO101940 


ABA100270 


24% 


47.8% 


51.6% 


ECO101940 


ABA105476 


21% 


23.2% 


Ort CO/. 


ECO101940 


ABA100269 


23% 


58.7% 


46.7% 


ECO101940 


ABA103692 


22% 


45.7% 


93.5% 


ECO 101940 


BAN103564 


18% 


40.9% 


91.9% 


ECO 101940 


BAN1 10387 


20% 


49.7% 


98.9% 
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ECO101940 


BAN100594 


22% 


45.3% 


74.1% 


ECOl 01940 


BAN103966 


20% 


29.1% 


86.4% 


ECO101940 


BAN 106993 


21% 


29.7% 


86.0% 


ECO101940 


BAN 112238 


21% 


70.8% 


35.0% 


ECO101940 


BPT101815 


27% 


79.9% 


71.4% 


ECO101940 


BCE1 12364 


20% 


29.0% 


39.2% 


ECO101940 


BCE102526 


22% 


75.8% 


5.6% 


ECO101940 


CAC100010 


21% 


30.3% 


72.2% 


ECO101940 


CBO100633 


24% 


7.4% 


32.6% 


ECOl 01940 


CDF100798 


20% 


7.3% 


35.6% 


ECO101940 


CDF104552 


19% 


72.1% 


39.7% 


ECO101940 


EFA203172 


20% 


7.8% 


64.8% 


ECO101940 


EFA200715 


22% 


63.6% 


81.9% 


ECO101940 


EFM201066 


22% 


44.1% 


27.4% 


ECO101940 


ECO101940 


100% 


100% 


100% 


ECO101940 


LPN 100835 


22% 


12.5% 


89.5% 


ECO101940 


LPN 102554 


21% 


28.5% 


89.5% 


ECO 101940 


LPN 101 177 


20% 


74.3% 


71.6% 


ECOl 01940 


LMO102668 


20% 


61.8% 


43.8% 


ECO101940 


LMO101179 


20% 


7.8% 


15.1% 


ECOl 01940 


LMO101791 


20% 


4.4% 


41.4% 


ECO101940 


PRT101411 


26% 


81.2% 


83.6% 


ECO101940 


PAE201873 


21% 


28.9% 


78.2% 


ECO101940 


PPU104136 


20% 


69.1% 


30.2% 


ECO101940 


SPA102738 


40% 


13.9% 


93.9% 


ECO101940 


STM102843 


19% 


8.2% 


54.6% 


ECO101940 


SPN401402 


22% 


56.7% 


15.3% 


ECO101940 


YPS002407 


28% 


90.0% 


76.3% 


ECO101943 


ABA102320 


38% 


94.7% 


83.6% 


ECO101943 


BPT100469 


37% 


93.8% 


88.7% 


ECO101943 


BCE104326 


72% 


96.8% 


88.7% 


ECO101943 


BFU103848 


74% 


98.9% 


98.6% 


ECO101943 


BMA1 05236 


40% 


95.2% 


94.3% 


ECQ101943 


EBC102095 


90% 


99.3% 


99.3% 


ECO101943 


ECO101943 


100% 


100% 


100% 


ECO101943 


KPN3O8062 


85% 


98.9% 


100% 


ECO101943 


MAV105065 


39% 


95.0% 


87.8% 


ECOl 01 943 


SPA102653 


39% 


93.4% 


94.5% 


ECO101943 


STM103556 


41% 


94.7% 


96.5% 


ECO101944 


BFR10768 


28% 


57.4% 


90.3% 


ECO101944 


BPT102655 


48% 


97.5% 


94.8% 


ECO101944 


BCE1 11329 


47% 


98.1% 


67.2% 


ECO101944 


BFU1 11886 


47% 


97.7% 


94.9% 


ECOl 01944 


BMA1 07275 


48% 


98.1% 


95.3% 


ECQ101944 


CPN200955 


27% 


60.1% 


86.7% 


ECO101944 


CTR200127 


26% 


57.6% 


81.7% 


ECO101944 


EBC 102094 


90% 


97.3% 


100% 


ECO101944 


ECO101944 


100% 


100% 


100% 


ECOl 01944 


KPN301247 


88% 


100% 


100% 


ECO101944 


PRT103047 


86% 


42.8% 


100% 


ECO101944 


PAE203967 


54% 


98.3% 


95.8% 


ECO101944 


PPU107622 


56% 


98.3% 


98.2% 


ECO101944 


PSY105099 


53% 


98.3% 


98.2% 


ECOl 01944 


SPA100713 


90% 


93.6% 


100% 
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ECO101944 


STY 102855 


90% 


100% 


100% 


ECO101944 


YPS001830 


72% 


96.9% 


87.7% 


ECO 101 945 


BAN112031 


60% 


68.9% 


100% 


FCO101945 


BAN104148 


56% 


98.7% 


98.3% 




BAN 104405 


58% 


98.7% 


98.3% 


J_» V_<\_/ lul -?*T~' 


EFA200256 


62% 


98.7% 


98.3% 


FCO101945 


EFM201788 


64% 


99.2% 


98.7% 


ECO101945 


ECO101945 


100% 


100% 


100% 


ECO101945 


LMO 101499 


62% 


98.7% 


98.3% 


ECO101945 


SPA102952 


96% 


100% 


100% 


ECO101945 


STY104391 


95% 


100% 


98.8% 


ECO 101 945 


SAU800669 


48% 


60.1% 


97.9% 


ECO 101945 


SEP2007U 


56% 


98.7% 


98.7% 


ECO101945 


SHA102248 


56% 


98.7% 


98.7% 


ECO101945 


SMU101096 


77% 


100% 


100% . . 


ECO101945 


SPN401736 


74% 


98.7% 


98.7% 


ECO101945 


SPY200231 


78% 


99.6% 


99.6% 


ECO101945 


VCH102742 


42% 


98.3% 


98.3% 


ECO101953 


ABA105612 


27% 


29.0% 


31.2% 


ECO101953 


BFU100696 


50% 


91.4% 


95.6% 


ECO101953 


EBC 104763 


92% 


18.6% 


100% 


ECO 101953 


EBC107253 


93% 


18.6% 


100% 


ECO101953 


EBC101291 


100% 


16.9% 


100% 


ECO 101953 


EBC102182 


96% 


29.6% 


99.0% 


ECO 10 1953 


EBC101203 


93% 


32.2% 


100% 


ECO 101953 


EBC 1045 66 


98% 


39.3% 


100% 


ECO 101953 


EBC 1005 10 


87% 


46.7% 


100% 


ECO 10 1953 


EBC 103428 


98% 


41.7% 


100% 


ECO 101953 


EBC 104220 


96% 


45.0% 


100% 


ECO 10 1953 


EBC101223 


99% 


55.6% 


96.4% 


ECO 10 1953 


EBC104973 


92% 


100% 


100% 


ECO101953 


ECO102150 


99% 


100% 


100% 


ECO101953 


ECO 100251 


99% 


100% 


100% 


ECO101953 


ECO 100542 


99% 


100% 


100% 


ECO101953 


ECO102916 


. 99% 


100% 


100% 


ECO101953 


ECO101302 


99% 


100% 


100% 


ECO101953 

x_/ V-^ v_y Aw K S 


ECO101989 


99% 


100% 


100% 


ECO101953 


ECO 103428 


99% 


100% 


100% 


ECO101953 


ECO 100646 


99% 


100% 


100% 


ECO101953 


ECO 103 148 


99% 


100% 


100% 


ECO101953 


ECO101953 


100% 


100% 


100% 


ECO101953 


KPN206674 


93% 


26.9% 


98.9% 


ECO101953 


KPN201650 


96% 


96.2% 


99.7% 


ECO101953 


LPN101936 

x^x X ^ i u J.y j \y 


20% 


68.3% 


89.6% 


ECO101953 


MBV101126 

J. VAX-* V X \J X X J-*\J 


23% 


36.7% 


47.1% 




MTU203341 


23% 


36.7% 


52.1% 


ECO101953 


NGO101896 


26% 


25.1% 


58.4% 


ECO101953 


NGO 100681 


26% 


25.1% 


58.4% 


ECO101953 


NGO100569 


26% 


25.1% 


58.4% 


ECO101953 


NGO100201 


26% 


25.1% 


58.4% 


ECO101953 


NGO101807 


26% 


25.1% 


58.4% 


ECO101953 


NGO100715 


26% 


25.1% 


58.4% 


ECO101953 


NME200429 


23% 


24.0% 


79.0% 


ECO101953 


NME201600 


1 26% 


24.0% 
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ECO101953 


NME201634 


26% 


25.4% 


78.6% 


ECO101953 


NME201479 


26% 


25.4% 


72.1% 


ECO101953 


NME201478 


27% 


59.8% 


93.8% 


ECO101953 


NME201635 


28% 


59.8% 


95.1% 


ECO101953 


NME201501 


27% 


62.7% 


94.5% 


ECO101953 


NME201597 


28% 


60.7% _^ 


79.2% 


ECO101953 


NME200676 


27% 


68.9% 


79.7% 


ECO 101953 


NME201125 


30% 


60.7% 


76.2% 


ECO101953 


NME200427 


26% 


86.1% 


91.6% 


ECO 101953 


NME201028 


27% 


86.1% 


90.7% 


ECO 101953 


NME201153 


27% 


86.1% 


90.7% 


ECO101953 


NME201109 


27% 


86.1% 


90.7% 


ECO101953 


NME200210 


28% 


86.1% 


90.7% 


ECO 101953 


PPUI 11071 


58% 


92.3% 


95.7% 


ECO101953 


PSY1 08820 


28% 


32.5% 


87.5% 


ECO 101953 


PSY1 00971 


37% 


28.1% 


79.8% 


ECO101953 


PSY107786 


56% 


17.2% 


84.1% 


ECO101953 


PSY108012 


58% 


14.8% 


52.1% 


ECO 101953 


PSY100713 


50% 


15.4% 


69.3% 


ECO 101953 


PSY105545 


51% 


29.3% 


0.9% 


ECO101953 


PSY1 02628 


55% 


46.2% 


95.1% 


ECO101953 


PSY105342 


66% 


42.3% 


98.6% 


ECO101953 


PSY1 02624 


54% 


47.0% 


98.8% 


ECO 101953 J 


PSY108079 


54% 


56.8% 


93.6% 


ECO 101953 


PSY100132 


58% 


61.8% 


93.7% 


ECO 101953 


PSY105328 


57% 


65.7% 


94.5% 


ECO101953 


PSY108150 


53% 


77.5% 


96.3% 


ECO101953 


PSY1 08972 


53% 


77.5% 


98.9% 


ECO 101953 


PSY101764 


57% 


79.9% 


92.8% 


ECO 101953 


PSY100142 


58% 


77.5% 


92.9% 


ECO101953 


PSY100923 


55% 


88.8% 


97.1% 


ECO101953 


PSY100425 


56% 


89.1% 


94.9% 


ECO101953 


PSY100530 


56% 


91.7% 


95.1% 


ECO 101953 


PSY106503 


57% 


91.7% 


95.1% 


ECO101953 


PSY106678 


57% 


91.4% 


95.7% 


ECO 101953 


PSY107045 


57% 


91.7% 


95.1% 


ECO101953 


PSY1 03445 


57% 


91.7% 


95.1% 


ECO101953 


PSY100366 


57% 


91.7% 


95.1% 


ECO 101 953 


PSY106085 


57% 


91.7% 


95.1% 


ECO 101953 


PSY105970 


57% 


91.7% 


95.1% 


ECO 101953 


PSY103492 


57% 


91.7% 


95.1% 


ECO 10 1953 


PSY106670 


57% 


91.7% 


95.1% 


ECO 101953 


PSY108825 


57% 


91.7% 


95.1% 


ECOl 01953 


PSY106530 


57% 


91.7% 


95.1% 


ECO 101953 


PSY106607 


57% 


91.7% 


95.1% 


ECO101953 


PSY100555 


. 57% 


91.7% 


95.1% 


ECO 101953 


PSY1009I9 


57% 


91.7% 


95.1% 


ECO101953 


PSY108757 


57% 


91.7% 


95.1% 


ECO101953 


PSY101541 


57% 


91.7% 


91.4% 


ECOl 01953 


PSY107011 


57% 


91.7% 


95.1% 


ECO101953 


PSY108510 


57% 


91.7% 


95.1% 


ECO101953 


PSY108390 


57% 


91.7% 


95.1% 


ECO101953 


PSY106920 


57% 


91.7% 


95.1% 


ECO 101 953 


PSY100368 


57% 


91.7% 


95.1% 
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ECO101953 


PSY1 00686 


.57% 


91.7% 


95.1% 


ECO101953 


PSY100026 


57% 


91.7% 


95.1% 


ECO101953 


PSY107134 


57% 


91.7% 


95.1% 


ECO 101 953 


PSY 107080 


57% 


91.7% 


95.1% 


ECO101953 


PSY100200 


57% 


91.7% 


95.1% 


ECO101953 


PSY101963 


57% 


91.7% 


95.1% 


ECO101953 


PSY108098 


57% 


91.7% 


95.1% 


ECO101953 


PSY106521 


57% 


91.7% 


95.1% 


ECO101953 


PSY107158 


57% 


91.7% 


95.1% 


ECO101953 


PSY108313 


57% 


91.7% 


95.1% 


ECO101953 


PSY106814 


57% 


91.7% 


95.1% 


ECO101953 


PSY 107065 


57% 


91.7% 


95.1% 


ECO101953 


PSY102698 


57% 


91.7% 


95.1% 


ECO101953 


PSY 108019 


57% 


91.7% 


95.1% 


ECO101953 


PSY1 07438 


57% 


91.7% 


95.1% 


ECO101953 


PSY106301 


57% 


91.7% 


95.1% 


ECO101953 


PSY108294 


57% 


91.7% 


95.1% 


ECO101953 


SAU302002 


99% 


100% 


100% 


ECO101953 


VCH103198 


82% 


96.2% 


99.7% 


ECO101953 


VCH103013 


82% 


96.2% 


99.7% 


ECO101961 


BFU 102395 


46% 


95.3% 


65.3% 


ECO101961 


EBC 103227 


81% 


61.5% 


90.1% 


ECO101961 


ECO 102590 


77% 


94.6% 


87.5% 


ECO101961 


ECO 100239 


81% 


100% 


93.7% 


ECO101961 


ECO101961 


100% 


100% 


100% 


ECO101961 


LPN103162 


46% 


70.9% 


95.5% 


ECO101961 


SEP200678 


43% 


40.5% 


57.1% 


ECO101962 


EBC107300 


65% 


75.3% 


98.2% 


ECO101962 


ECO101962 


100% 


100% 


100% 


ECO 101 977 


ECO101977 


100% 


100% 


100% 


ECO101977 


STY104903 


100% 


68.8% 


84.6% 


ECO101978 


ABA100967 


32% 


72.9% 


99.0% 


ECO 101 978 


BAN1 10750 


27% 


67.9% 


96.1% 


ECO101978 


BAN104616 


29% 


72.9% 


98.6% 


ECO101978 


BFR10274 


46% 


97.7% 


99.3% 


ECO101978 


BPT102118 


35% 


63.5% 


84.3% 


ECO101978 


BCE1 11202 


31% 


67.9% 


91.2% 


ECO 101 978 


BFU 10291 8 


31% 


67.9% 


85.3% 


ECO 101 978 


BMA100478 


31% 


67.9% 


90.8% 


ECO101978 


CJU101503 


66% 


100% 


100% 


ECO 101978 


CAC100618 


30% 


75.6% 


100% 


ECO 101978 


CBO 103224 


31% 


72.2% 


96.7% 


ECO101978 


CDF101429 


32% 


67.9% 


92.8% 


ECO 101978 


CDP101163 


31% 


96.3% 


97.9% 


ECO 101978 


EBC101407 


95% 


100% 


100% 


ECO 101978 


ECO 10 1978 


100% 


100% 


100% 


ECO 101978 


HIN100448 


71% 


100% 


100% | 


ECO101978 


KPN307753 


93% 


100% 


100% 


ECO101978 


LPN101189 


53% 


98.3% 


99.0% 


ECO101978 


LMO102293 


35% 


69.2% 


93.9% 


ECO101978 


MCA100763 


34% 


65.6% 


85.3% 


ECO101978 


MAV101032 


32% 


96.3% 


97.9% 


ECO101978 


MBV101983 


31% 


96.3% 


97.9% 


ECO101978 


MLP100814 


29% 


96.3% 


97.2% 
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ECO101978 


MTU202088 


31% 


96.3% 


97.9% 


ECO101978 


NGO101357 


32% 


74.9% 


98.2% 


ECO101978 


NME201627 


32% 


74.9% 


100% 


ECO 101 978 


PMU101195 


74% 


99.7% 


99.7% 


ECO 101 978 


PRT102221 


87% 


100% 


100% 


ECO101978 


PAE204447 


33% 


72.9% 


98.1% 


ECO 101 978 


PPU1 11032 


34% 


70.9% 


97.2% 


ECO101978 


PSY1 04792 


34% 


70.9% 


97.2% 


ECO101978 


SPA101158 


88% 


100% 


100% 


ECO101978 


STY103477 


95% 


100% 


100% 


ECO101978 


STM 103244 


95% 


100% 


100% 


ECO101978 


SAU802679 


32% 


70.9% 


96.6% 


ECO 101 978 


SEP202153 


31% 


70.6% 


96.1% 


ECO101978 


SMU100230 


33% 


73.6% 


96.7% 


ECO101978 


VCH101113 


68% 


98.3% 


96.7% 


ECOl 01978 


YPS002977 


87% 


100% 


100% 


ECO101987 


ABA103119 


23% 


64.2% 


68.1% 


ECO101987 


BAN1 10772 


28% 


64.7% 


58.3% 


ECOl 01 987 


BAN1 11921 


29% 


86.9% 


75.5% 


ECO101987 


BFR101373 


56% 


100% 


98.6% 


ECOl 01 987 


BPT102039 


29% . 


87.1% 


81.4% 


ECO101987 


BCE109316 


29% 


97.2% 


83.9% 


ECO 101 987 


BFU100399 


29% 


67.5% 


97.2% 


ECO101987 


BFU1 12557 


27% 


94.3% 


86.4% 


ECO101987 


BFU102079 


29% 


87.1% 


78.4% 


ECO101987 


BMA106683 


28% 


88.4% 


79.6% 


ECO101987 


CJU101360 


51% 


100% 


99.7% 


ECO101987 


CDF103450 


30% 


87.1% 


77.4% 


ECO101987 


CDP101551 


30% 


76.3% 


81.8% 


ECO101987 


EBC102062 


88% 


46.6% 


100% 


ECO101987 


EFM202675 


43% 


23.5% 


84.2% 


ECO101987 


EFM201814 


59% 


100% 


98.6% 


ECO101987 


ECO101987 


100% 


100% 


100% 


ECO101987 


KPN300804 


81% 


100% 


100% 


ECO101987 


MCA101063 


21% 


46.4% 


43.1% 


ECO101987 


MAV101246 


29% 


86.9% 


81.4% 


ECO101987 


MBV102120 


27% 


81.2% 


79.1% 


ECO101987 


MTU200321 


28% 


86.9% 


81.0% 


ECO101987 


PMU100776 


59% 


99.7% 


99.2% 


ECO101987 


PRT105811 


75% 


99.7% 


99.5% 


ECO101987 


PAE203557 


28% 


88.4% 


78.2% 


ECO101987 


PPU1 10693 


28% 


92.8% 


85.7% 


ECO101987 


PSY108023 


28% 


86.9% 


76.8% 


ECO101987 


SPA1 09961 


87% 


100% 


100% 


ECO101987 


STY103507 


88% 


100% 


100% 


ECO101987 


SPN400318 


59% 


100% 


100% 


ECO101987 


SPY201684 


54% 


100% 


100% 


ECO 101987 


VCH103500 


69% 


100% 


100% 


ECO101987 


YPS000760 


29% 


88.4% 


81.5% 


ECO 101989 


ABA105612 


27% 


29.0% 


31.2% 


ECO101989 


BFU 100696 


49% 


91.4% 


95.6% 


ECO101989 


EBC104763 


92% 


18.6% 


100% 


ECO101989 


EBC107253 


93% 


18.6% 


100% 


ECO 101989 


EBC101291 


100% 


16.9% 


100% 
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ECO 101989 


EBC102182 


96% 


29.6% 


99.0% 


ECO101989 


EBC101203 


93% 


32.2% 


100% 


ECO 101989 ! 


EBC104566 


98% 


39.3% 


100% ; 


ECO101989 


EBC100510 


87% 


46.7% 


100% 


ECQ101989 


EBC103428 


98% 


41.7% 


100% 
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98.7% 


ECO 102040 


HPY100166 


36% 


87.2% 


84.6% 


ECO102040 


KPN300020 


88% 


22.1% 


99.0% 



672 



WO 02/077183 



PCT7US02/09107 



Query LocusE) 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO102040 


KPN300423 


98% 


20.8% 


89.5% 


ECO102040 


KPN304482 


95% 


99.8% 


99.8% 


ECO102040 


LMO102686 


33% 


95.6% 


97.1% 


ECO102040 


MCA100567 


64% 


94.5% 


98.9% 


ECO102040 


NGO100452 


58% 


95.4% 


97.8% 


ECO102040 


NME201774 


60% 


95.4% 


97.8% 


ECO102040 


PMU100233 


78% 


99.8% 


99.3% 


ECO102040 


PRT102329 


83% • 


99.6% 


98.3% 


ECO102040 


PAE205435 


74% 


99.6% 


95.5% 


ECOl 02040 


PPU1 11450 


72% 


96.9% 


97.1% 


ECO102040 


SPA104056 


94% 


94.0% 


100% 


ECO102040 


STY104182 


96% 


100% 


100% 


ECO102040 


STM103916 


96% 


100% 


100% 


ECO102040 


SAU801612 


33% 


87.2% 


85.3% 


ECOl 02040 


SEP201130 


33% 


87.2% 


85.3% 


ECO102040 


SHA101196 


31% 


86.8% 


84.8% 


ECO102040 


SMU100046 


32% 


94.9% 


92.3% 


ECO 102040 


SPN401281 


22% 


54.5% 


88.4% 


ECO102040 


SPN401283 


32% 


94.9% 


91.0% 


ECOl 02040 


SPY200427 


33% 


94.9% 


92.3% 


ECOl 02040 


VCH100704 


78% 


99.8% 


98.7% 


ECO102040 


YPS003165 


83% 


99.8% 


97.4% 


ECOl 02041 


BCE114538 


40% 


51.4% 


45.1% 


ECO102041 


EBC100818 


72% 


100% 


100% 


ECO102041 


ECO102041 


100% 


100% 


100% 


ECO102041 


KPN300790 


58% 


93.1% 


100% 


ECO102041 


SPA102924 


56% 


93.1% 


100% 


ECO102041 


STY102620 


54% 


86.1% 


86.1% 


ECO102041 


STY102604 


55% 


93.1% 


93.1% 


ECO102041 , 


STY103062 


56% 


93.1% 


93.1% 


ECO102041 


YPS002733 


53% 


72.2% 


64.2% 


ECO102051 


CAC101149 


25% 


85.8% 


82.8% 


ECO102051 


CDF103902 


45% 


90.2% 


96.2% 


ECO102051 


EFA200471 


27% 


85.8% 


83.3% 


ECO102051 


EFM202569 


31% 


96.0% 


94.9% 


ECO102051 


ECO102051 


100% 


100% 


100% 


ECO102051 


KPN302059 


87% 


88.7% 


97.8% 


ECO102051 


LMO102456 


41% 


91.4% 


48.0% 


ECO102051 


SPA103907 


87% 


74.5% 


94.4% 


ECO102051 


STY100949 


85% 


98.9% 


97.6% 


ECO 102051 


STM101688 


85% 


98.9% 


97.6% 


ECO102051 


SAU800247 


44% 


91.4% 


98.6% 


ECO102056 


BFR10950 


64% 


95.5% 


97.8% 


ECO 102056 


CPN200470 


62% 


93.6% 


100% 


ECO102056 


CTR200480 


62% 


93.6% 


100% 


ECO102056 


EBC101305 


96% 


51.3% 


100% 


ECO102056 


ECO102056 


100% 


100% 


100% 


ECO102056 


KPN300375 


94% 


29.7% 


100% 


ECO 102056 


KPN300279 


80% 


54.0% 


100% 


ECO102056 


KPN30593O 


95% 


93.6% 


100% 


ECO102056 


PRT1 02331 


88% 


93.6% 


100% 


ECO 102056 


SPA100768 


93% 


99.2% 


99.2% 


ECO102056 


STY104185 


96% 


93.6% 


100% 


ECO 102057 


EBC100332 


90% 


65.2% 


100% 
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ECO102057 


EFM103335 


21% 


66.8% 


84.8% 


ECO102057 


ECO 102057 


100% 


100% 


100% 


ECO 102057 


KPN300480 


37% 


24.7% 


77.1% 


ECO102057 


KPN304405 


37% 


94.4% 


100% 


ECO102057 


PRT104586 


34% 


94.6% 


94.7% 


ECO102057 


SPA101211 


89% 


43.5% 


100% 


ECO 102057 


STY104186 


94% 


100% 


100% 


ECO102057 


STM103926 


94% 


100% 


100% 


ECO102060 


BPT100571 


27% 


89.9% 


75.3% 


ECO102060 


BCE114915 


32% 


91.9% 


93.4% 


ECO102060 


BFU102711 


33% 


92.7% 


94.3% 


ECO102060 


BMA106091 


31% 


91.9% 


91.9% 


ECO102060 


EBC100259 


85% 


79.4% 


100% 


ECO102060 


ECO 102060 


100% 


100% 


100% 


ECO 102060 


LMO102040 


29% 


87.9% 


90.6% 


ECO102060 


PAE203754 


30% 


99.6% 


98.8% 


ECO102060 


SPA101208 


92% 


100% 


100% 


ECO102060 


STY104189 


92% 


100% 


100% 


ECO102060 


YPS002288 


28% 


90.7% 


84.9% 


ECO102061 


ABA105449 


35% 


74.5% 


81.0% . 


ECO102061 


BAN100724 


32% 


64.4% 


100% 


ECO102061 


BFR103764 


40% . 


85.5% 


85.3% 


ECO102061 


CAC101945 


25% 


70.9% 


52.4% 


ECO102061 


CAC 102333 


27% 


68% 


55.1% 


ECO102061 


CAC103064 


27% 


68% 


55.2% 


ECO102061 


CAC100916 


27% 


75.6% 


57.3% 


ECO102061 


CDP101400 


36% 


78.2% 


58.1% 


ECO102061 


EFA201783 


27% 


69.5% 


59.4% 


ECO102061 


ECO 102061 


100% 


100% 


100% 


ECO102061 


MAV105422 


23% 


62.9% 


39.5% 


ECO102061 


PSY 107807 


29% 


66.9% 


95.2% 


ECO102061 


SEP201350 


21% 


68.7% 


68.0% 


ECO102061 


. SHA102214 


21% 


68.7% 


72.0% 


ECOl 02061 


SMU101599 


24% 


58.9% 


77.5% 


ECO102065 


BAN105349 


45% 


11.3% 


39.1% 


ECO102065 


BPT100515 


25% 


92.0% 


72.4% 


ECO102065 


BBU100615 


33% 


22.6% 


16.2% 


ECO 102065 


BFU1 10329 


38% 


17.9% 


15.1% 


ECO102065 


CAC103749 


38% 


12.4% 


22.9% 


ECO102065 


CBO102313 


46% 


16.4% 


11.0% 


ECO102065 


CDP101428 


29% 


42.0% 


32.3% 


ECO102065 


EBC101349 


63% 


99.6% 


99.6% 


ECO102065 


ECO102065 


100% 


100% 


100% 


ECO102065 


HPY101411 


41% 


11.7% 


41.7% 


ECO102065 


HPY101406 


47% 


14.6% 


53.3% 


ECO102065 


KPN302399 


60% 


99.3% 


100% 


ECO102065 


LPN100694 


26% 


37.6% 


40.4% 


ECO 102065 


MAV106643 


38% 


21.2% 


44.1% 


ECO102065 


MTU411238 


33% 


14.2% 


10.3% 


ECO102065 


MGE100151 


48% 


9.9% 


10.3% 


ECO102065 


PPU110820 


60% 


7.3% 


20.7% 


ECO102065 


PSY 108075 


60% 


99.3% 


99.3% 


ECO102065 


SPA103445 


75% 


55.5% 


90.5% 


ECO102065 


STM100110 


77% 


100% 


100% 
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ECO 102065 


.TPA100552 


25% 


77.4% 


59.9% 


ECO102065 


YPS003304 


22% 


75.9% 


58.8% 


ECO102066 


ABA104340 


37% 


26.2% 


35.4% 


ECO 102066 


BCE100985 


27% 


34.3% 


47.2% 


ECO102066 


BFU1 11670 


34% 


28.5% 


37.4% 


ECO102066 


BMA1 08444 


33% 


31.4% 


42.9% 


ECO102066 


EBC101816 


63% 


65.1% 


100% 


ECO 102066 


ECO102066 


100% 


100% 


100% 


ECO102066 


KPN304485 


66% 


61.6% 


94.3% 


ECO 102066 


PPU1 10423 


30% 


55.2% 


88.5% 


ECO102066 


PSY105412 


28% 


54.7% 


86.6% 


ECO102066 


SPA103081 


78% 


66.3% 


99.1% 


ECO102066 


STY104192 


80% 


64.0% 


100% 


ECO 102066 


STM103938 


80% 


64.0% 


100% 


ECO102075 J 


ECOl 02077 


35% 


98.9% 


58.8% 


ECO102075 


ECOl 02075 


100% 


100% 


100% 


ECO 102087 


BAN109609 


38% 


68.3% 


32.8% 


ECO102087 


BAN103939 


42% 


72.4% 


34.6% 


ECO102087 


BCE1 13462 


50% 


88.5% 


84.3% 


ECO102087 


BFU103320 


40% 


78.6% 


89.4% 


ECO 102087 


BMA101918 


48% 


88.5% 


77.9% 


ECO 102087 


CDP101960 


25% 


82.3% 


88.4% 


ECO102087 


EBC101969 


79% 


100% 


99.2% 


ECO102087 


EFA201197 


37% 


76.1% 


36.2% I 


ECO102087 


EFM100592 


41% 


79.8% 


77.6% 


ECO102087 


ECO102087 


100% 


100% 


100% 


ECO102087 


KPN300432 


73% 


54.7% 


89.3% 


ECO102087 


KPN308952 


75% 


99.2% 


98.4% 


ECO102087 


MAV103177 


31% 


78.6% 


72.7% 


ECO102087 


PAE203887 


41% 


78.6% 


88.2% 


ECO102087 


PPU103928 


43% 


78.6% 


89.4% 


ECO102087 


PSY104886 


42% 


78.6% 


89.4% 


ECO102087 


SPA101283 


85% 


100% 


100% 


ECO102087 


STY104213 


85% 


100% 


100% 


ECO102087 


SAU800723 


42% 


77.8% 


36.9% 


ECO102087 


SEP200779 


42% 


75.7% • 


35.7% 


ECO 102087 


SHA101684 


42% 


77.8% 


52.2% 


ECO102087 


SMU100859 


36% 


77.0% 


36.6% 


ECO102087 


SPN401675 


36% 


76.1% 


36.2% 


ECO102087 


SPY200861 


37% 


79.8% 


37.5% 


ECO102087 


YPS000242 


62% 


97.5% 


85.3% 


ECO102091 


BFR12227 


47% 


95.4% 


99.5% 


ECO102091 


BFR100173 


47% 


95.9% 


96.7% 


ECO102091 


BCE106341 


29% 


92.2% 


96.0% 


ECO102091 


BCE1 14157 


28% 


94.8% 


93.2% 


ECO102091 


BMA104139 


32% 


35.6% 


71.2% 


ECO102091 


CAC101425 


27% 


74.2% 


87.2% 


ECO102091 


EBC1 00545 


93% 


75.0% 


100% 


ECO102091 


EFA200665 


38% 


94.0% 


97.9% 


ECO102091 


ECO102091 


100% 


100% 


100% 


ECO102091 


KPN308152 


91% 


100% 


100% 


ECO102091 


LMO100590 


40% 


95.0% 


98.8% 


ECO102091 


MAV102142 


27% 


83.8% 


86.2% 


ECO102091 


MBV102634 


28% 


83.8% 


88.0% 
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ECO 10209 1 


MTU200185 


28% 


83.8% 


88.0% 


F CO 102091 


PAE201725 


62% 


100% 


100% 


fpo 102091 


PPU103399 


60% 


99.2% 


99.9% 


FOO 102091 


PSY103958 


60% 


100% 


100% 


FCO 102091 


SPA101478 


92% 


53.6% 


99.8% 


ECO 102091 


STY104221 


92% 


100% 


100% 


ECO102091 


YPS001925 


37% 


95.4% 


97.4% 


ECO 102096 


CAC100302 


38% 


96.4% 


98.0% 


ECO 102096 


EBC102712 


82% 


67.6% 


99.4% 


ECO 102096 


EFA200448 


32% 


96.0% 


93.8% 


ECO 102096 


EFM201601 


32% 


96.0% 


93.9% 


ECO 102096 


ECO102096 


100% 


100% 


100% 


ECO 102096 


LPN101451 


31% 


96.0% 


97.7% 


ECO 102096 


PRT1 04799 


35% 


96.0% 


92.5% 


ECO 102096 


PS Yl 05439 


34% 


98.0% 


95.9% 


ECO102096 


SPA101528 


78% 


99.2% 


100% 


ECO 102096 


STY104231 


80% 


99.2% 


99.2% 


ECO 102104 


ECO102104 


100% 


100% 


100% 


ECO102104 


SPA1 03486 


56% 


100% 


100% 


ECO102104 


STY1 04257 


59% 


100% 


97.5% 


ECO 102104 


STM104010 


59% 


100% 


97.5% 


ECO102113 


BPT1 02072 


52% 


99.3% 


98.6% 


ECO 102 113 


BCE108135 


37% 


15.5% 


19.4% 


ECO 102 113 


BCE103599 


51% 


99.3% 


99.3% 


ECO102113 


BFU100632 


53% 


99.6% 


98.6% 


ECO102113 


EBC101993 


82% 


99.3% 


99.3% 


ECO102113 


ECO 102 113 


100% 


100% 


100% 


ECO102113 


KPN302658 


82% 


993% 


99.3% 


ECO102113 


MCA100219 


55% 


99.3% 


99.3% 


ECO102113 


MAV1 04224 


25% 


69.1% 


66.3% 


ECO102113 


MBV105322 


30% 


37.8% 


32.0% 


ECO102113 


MLP101567 


29% 


30.2% 


26.7% 


ECO 102 113 


MTU200768 


30% 


37.8% 


31.1% 


ECO102113 


PAE203626 


63% 


99.3% 


97.9% 


ECO102113 


PPU1 12106 


62% 


95.7% 


94.7% 


ECO102113 


PSY100252 


60% 


91.0% 


98.8% 


ECO1021I3 


SPA102638 


85% 


99.3% 


100% 


ECO102113 


STY104279 


87% 


99.3% 


96.8% 


ECO102113 


STM104028 


86% 


86.7% 


98.4% 


ECO102113 


SMU101450 


57% 


99.3% 


97.9% 


ECO102113 


YPS002263 


73% 


99.3% 


97.9% 


ECO 102 129 


BFU103431 


27% 


96.7% 


89.5% 


ECO102129 


EBC101476 


87% 


45.0% 


100% 


ECO102129 


ECO102129 


100% 


100% 


100% 


ECO 102 129 


KPN300529 


77% 


41.5% 


100% 


ECO102129 


KPN301280 


81% 


100% 


100% 


ECO102129 


MCA100396 


21% 


37.2% 


38.2% 


ECO 102129 


PSY105004 


22% 


90.3% 


93.6% 


ECO102129 


SPA101502 


89% 


97.5% 


97.9% 


ECO102129 


STY104305 


90% 


100% 


100% 


ECO 102129 


STM104054 


90% 


100% 


100% 


ECO 102129 


SAU800673 


26% 


94.9% 


94.1% 


ECO102129 


SEP200718 


25% 


94.9% 


94.5% 


ECO102129 


SPN401865 


29% 


31.8% 


20% 
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ECO102129 


SPY102942 


31% 


19.3% 


12.8% 


ECO 102 136 


ABA100843 


34% 


91.1% 


98.4% 


ECO102136 


BCE108968 


37% 


93.6% 


93.3% 


ECO102136 


BFU100533 


36% 


96.0% 


91.1% 


ECO102136 


BMA105246 


36% 


45.4% 


89.2% 


ECO102136 


EBC102152 


77% 


98.7% 


99.5% 


ECO102136 


ECO102136 


100% 


100% 


100% 


ECO102136 


HPY101235 


38% 


96.9% 


98.8% 


ECO102136 


KPN305265 


76% 


98.7% 


99.5% 


ECO102136 


PAE202056 


40% 


95.2% 


96.3% 


ECO102136 


PAE201809 


42% 


93.7% 


92.4% 


ECO102136 


PPU101200 


43% 


91.4% 


89.7% 


ECO102136 


PSY103874 


40% 


94.4% 


93.2% 


ECO102136 


SPA102470 


87% 


95.7% 


100% 


ECO102136 


STY104319 


86% ■ 


99.2% 


100% 


ECO102136 


STM100148 


86% 


99.2% 


100% 


ECO102136 


VCH103315 


53% 


95.2% 


94.8% 


ECO102136 


YPS000357 


68% 


97.4% 


98.0% 


ECO102141 


ABA104746 


48% 


11.9% 


92.2% 


ECO102141 


ABA101188 


29% 


99.5% 


97.8% 


ECO102141 


BAN112388 


27% 


97.5% 


97.0% 


ECO102141 


BAN108740 


30% 


97.5% 


92.8% 


ECO102141 


BFR101333 


28% 


90.4% 


90.8% 


ECO102141 


BFR106060 


28% 


98.5% 


95.5% 


ECO102141 


BPT102363 


33% 


96.5% 


96.5% 


ECO102141 


BCE105915 


41% 


39.1% 


62% 


ECO102141 


BFU106774 


36% 


91.2% 


87.0% 


ECO102141 


BMA106590 


33% 


99.0% 


96.5% 


ECO102141 


CJU1O0035 


28% 


98.2% 


97.5% 


ECO102141 


CDP101654 


29% 


82.1% 


89.8% 


ECO102141 


EBC102913 


87% 


99.7% 


100% 


ECO102141 


EFM201550 


22% 


90.4% 


93.8% 


ECO102141 


ECO102141 


100% 


100% 


100% 


ECO102141 


HIN101214 


42% 


96.5% 


96.0% 


ECO102141 


KPN301781 


84% 


99.7% 


100% 


ECO102141 


MCA101373 


30% 


91.7% 


90.4% 


ECO102141 


NME201886 


30% 


90.7% 


88.3% 


ECO102141 


PMU100004 


42% 


97.0% 


97.0% 


ECO102141 


PRT101139 


61% 


94.7% 


100% 


ECO102141 


PAE204133 


36% 


94.7% 


93.3% 


ECO102141 


PPU108255 


30% 


96.5% 


97.2% 


ECO102141 


PSY1021 66 


31% 


97.2% 


96.7% 


ECO102141 


SPA100234 


91% 


53.8% 


100% 


ECO102141 


STY104329 


93% 


100% 


100% 


ECO102141 


SAU802355 


29% 


95.2% 


93.5% 


ECO102141 


SEP200901 


32% 


97.0% 


94.8% 


ECO102141 


SHA101965 


29% 


97.2% 


95.8% 


ECO102141 


VCH101607 


48% 


95.7% 


94.5% 


ECO102141 


YPS000345 


68% 


100% 


99.2% 


ECO102I44 


ABA100156 


46% 


98.9% 


96.9% 


ECO102144 


BFR10466 


30% 


91.5% 


41.8% 


ECO102144 


BPT100615 


48% 


94.7% 


44.1% 


ECO102144 


BBU100785 


27% 


93.6% 


40.7% 


ECO102144 


BCE100941 


47% 


90.4% 


42.3% 



677 



WO 02/077183 PCT/US02/09107 



Query LocusID 


Homolog LocusID 1 Identity 


Query Coverage 
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ECO102144 


BFU104372 


34% 


53.2% 


30.7% 


ECO102144 


BMA104337 


47% 


90.4% 


40.9% 


ECO102144 


CTR200177 


25% 


88.3% 


46.5% 


ECO102144 


CBO100877 


32% 


78.7% 


40.6% 


ECO102144 


CDP100213 


27% 


95.7% 


43.9% 


ECO102144 


EBC102919 


79% 


100% 


100% 


ECO 102144 


EFA200510 


25% 


95.7% 


45.0% 


ECO 102144 


EFM200879 


23% 


95.7% 


45.3% 


ECO 102 144 


ECO102144 


100% 


100% 


100% 


ECO 102 144 


HIN101596 


63% 


98.9% 


97.9% 


ECO 102 144 


KPN301785 


87% 


100% 


100% 


ECO102144 


LPN100134 


45% 


63.8% 


92.4% 


ECO102144 


LMO100830 


27% 


95.7% 


43.0% 


ECO 102 144 


MCA100395 


46% 


97.9% 


42.2% 


ECO 102 144 


MAV105518 


38% 


94.7% 


40.2% 


ECO 102 144 


MB VI 05580 


36% 


94.7% 


40.9% 


ECO102144 


MLP100176 


33% 


94.7% 


40.9% 


ECO102144 


MTU201004 


36% 


94.7% 


40.9% 


ECO102144 


NGO101086 


40% 


95.7% 


47.4% 


ECO102144 


NME201008 


40% 


95.7% 


47.4% 


ECO102.144 


PMU100639 


61% 


98.9% 


98.9% 


ECO102144 


PRT101142 


65% 


100% 


100% 


ECO 102 144 


. PAE204668 


38% 


97.9% 


45.6% 


ECO 102 144 


PPU104091 


39% 


97.9% 


46.7% 


ECO 102 144 


PSY102433 


43% 


97.9% 


45.8% 


ECO102144 


STY 104335 


91% 


100% 


100% 


ECO102144 


STM100156 


91% 


100% 


100% 


ECO102144 


SAU800501 


26% 


97.9% 


42.4% 


ECO102144 


SEP201834 


26% 


97.9% 


42.0% 


ECO102144 


SHA100294 


26% 


97.9% 


41.6% 


ECO 102 144 


TPA100368 


29% 


88.3% 


42.3% 


ECO102144 


VCH101613 


60% 


93.6% 


94.6% 


ECO102144 


YPS000333 


69% 


98.9% 


98.9% 


ECO102158 


BAN 11 3007 


25% 


37.3% 


54.4% 


EC01O2158 


BAN100196 


25% 


56.4% 


51.9% 


ECO102158 


BFU101537 


38% 


58.2% 


100% 


ECO102158 


CBO 100009 


24% 


45.5% 


43.4% 


ECO102158 


CDP 100250 


29% 


73.2% 


58.1% 


ECO102158 


ECO 102 158 


100% 


100% 


100% 


ECO102158 


HIN101066 


65% 


99.5% 


99.1% 


ECO102158 


KPN303268 


72% 


95.9% 


96.3% 


ECO102158 


LPN103411 


42% 


98.6% 


96.0% 


ECO102158 


MCA1 00276 


38% 


88.6% 


87.1% 


ECO102158 


MAV103621 


25% 


95.5% 


76.8% 


ECO102158 


MBV100934 


26% 


81.4% 


65.9% 


ECO102158 


MLP100370 


26% 


96.8% 


77.4% 


ECO 102158 


MTU201436 


26% 


81.4% 


65.9% 


ECO102158 


PMU100006 


66% 


99.5% 


99.1% 


ECO102158 


PAE201475 


55% 


99.1% 


97.8% 


ECO102158 


PPU100226 


54% 


99.1% 


98.2% 


ECO102158 


PSY101789 


54% 


99.1% 


97.8% 


ECO102158 


SPA105501 


67% 


65.5% 


86.4% 


ECO102158 


STY105178 


86% 


98.6% 


99.5% 


ECO102158 


STY104020 


85% 


99.5% 


100% 
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ECO 102 158 


VCH102024 


67% 


98.6% 


97.7% 


ECO 102 158 


YPS002274 


77% 


99.5% 


100% 


ECO 102 174 


EBC 104807 


80% 


39.9% 


97.0% 


ECO102174 


ECO 1021 74 


100% 


100% 


100% 


ECO102174 


KPN305315 


72% 


39.4% 


96.7% 


ECO102174 


PRT1 00254 


30% 


99.0% 


99.8% 


ECO102174 


SPA102837 


83% 


100% 


100% 


ECO102174 


STY1 00497 


84% 


100% 


100% 


ECO 102174 


STM 100221 


84% 


100% 


100% 


ECQ102175 


BPT101953 


31% 


94.0% 


77.9% 


ECO102175 


BCE104891 


29% 


98.1% 


94.2% 


ECO 102175 


BCE1 10834 


42% 


93.1% 


86.2% 


ECO102175 


BCE1 10631 


42% 


93.1% 


84.1% 


ECO102175 


BFU103402 


30% 


98.1% 


93.9% 


ECO 102175 


BFU101073 


42% 


94.4% 


84.8% 


ECO102175 


BMA107754 


37% 


93.5% 


96.2% 


ECO 102175 


EBC101339 


97% 


100% 


100% 


ECO102175 


ECO 102175 


100% 


100% 


100% 


ECO102175 


KPN302345 


96% 


100% 


100% 


ECO102175 


PRT1 00255 


90% . 


97.2% 


96.3% 


ECO102175 


PAE204077 


38% 


94.4% 


94.9% 


ECO 102 175 


PSY1 04929 


41% 


96.3% 


100% 


ECO102175 


SPA102836 


99% 


100% 


100% 


ECO102175 


STY1 00502 


98% 


100% 


100% 


ECO102175 


STM 100225 


99% 


100% 


100% 


ECO 102 175 


YPS000270 


91% 


100% 


99.5% 


ECO 102 177 


BAN10O878 


33% 


35.7% 


100% 


ECO102177 


BAN1 10444 


33% 


54.1% 


97.6% 


ECO102177 


BFR10050 . 


26% 


37.8% 


65.1% 


ECO102177 


BFR10471 


23% 


65,8% 


90.1% 


ECO 102 177 


BFR103847 


23% 


66.4% 


91.5% 


ECO 102177 


BFR1 04769 


31% 


34.4% 


91.3% 


ECO 102 177 


BFR102132 


23% 


64.0% 


92.0% 


ECO102177 


BPT1 00807 


27% 


66.6% 


60.9% 


ECO102177 


BBU100763 


26% 


55.1% 


88.0% 


ECO102177 


BCE1 10046 


33% 


39.0% 


67.8% 


ECO102177 


BFU102307 


27% 


45.6% 


95.3% 


ECO102177 


BFU104735 


25% 


57.1% 


23.6% 


ECO102177 


BFU1 15698 


25% 


26.8% 


5.9% 


ECO 102 177 


BFU1 02033 


27% 


26.8% 


5.8% 


ECO102177 


BFU108758 


27% 


26.8% 


5.8% 


ECO102177 


CJU100732 


32% 


35.7% 


62.5% 


ECO102177 


CPN200162 


25% 


54.8% 


85.3% 


ECO102177 


CTR200741 


25% 


56.7% 


92.6% 


ECO 102177 


ECO102177 


100% 


100% 


100% 


ECO102177 


HPY 100240 


28% 


36.0% 


55.4% 


ECO102177 


LPN100223 


28% 


54.8% 


91.0% 


ECO 102177 


NGO101717 


23% 


67.4% 


60.3% 


ECO 102 177 


NME200153 


23% 


67.1% 


60.1% 


ECO102177 


PMU101380 


24% 


70.1% 


51.9% j 


ECO102177 


PRT101476 


23% 


91.4% 


74.8% 


ECO 102 177 


PAE201097 


29% 


66.6% 


92.5% 


ECO102177 


PPU101155 


31% 


54.9% 


55.0% 


ECO102177 


PSY103867 


31% 


54.9% 


54.9% 
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upn 1 0? \ 11 


SAU800019 


22% 


98.0% 


98.2% 


CvU I V/Zi Lit 


SHA101256 

UJL XjC X X V X +m9+mf \mW 


25% 


72.4% 


73.4% 


PP0 1 09 1 77 


VCH101497 

V V^X X X V/ x r ✓ f 


32% 


49.5% 


42.8% 


FPO 102 186 


BFR1 05684 


34% 


28.3% 


24.6% 


ECO 102 186 


BCE102555 


24% 


22.8% 


61.0% 


FCO102186 


BFU1 13675 


44% 


99.0% 


82.5% 


FrO 102 186 


ECO102186 


100% 


100% 


100% 


FPO 102 186 


PAE204487 


54% 


98.2% 


86.4% | 


FPO1021Q2 


ABA101391 


28% 


96.3% 


94.3% 


FCO1021Q2 


ABA103347 


28% 


97.8% 


95.5% 


FCO 102 192 


BFR100918 


27% 


91.6% 


82.2% 


ECO 102 192 


BPT102917 


28% 


85.3% 


67.3% 


ECO 102 192 

x_* v_y JL \/X* X_^X* 


BCE106131 


30% 


84.1% 


64.7% 


ECO 102 192 

X*J V/ V/ X W X* X X* 


BFU106485 


29% 


85.3% 


65.5% 


ECO 102 192 


BMA101166 


30% 


84.1% 


62.2% 


ECO102192 


CJU100024 1 


28% 


98.4% _j 


99.7% 


ECO102192 


CPN200856 


29% 


95.8% 


72.5% 


ECO 102 192 


CTR200209 


31% 


89.8% 


67.8% 


ECO102192 


CAC101459 


26% 


90.0% 


93.5% 


ECO 102 192 


.CBO 100410 


27% 


95.7% 


97.8% 


ECO 102 192 


EBC104912 


92% 


43.2% 


100% 


ECO 102 192 


ECO102192 


100% 


100% 


100% 


ECO102192 


HIN101624 


83% 


100% 


96.8% 


ECO102192 


HPY 100672 


26% 


98.7% 


99.9% 


ECO 102 192 


KPN309027 


93% 1 


100% 


100% 


ECO 102 192 


LPN101523 


28% 


97.9% 


82.3% 


ECO 102 192 


MCA102664 


76% 


40.1% 


100% 


FCO102192 


NGO100273 


77% 


98.2%> 


99.9% 


FCO 102192 


NME201367 


77% 


99.6% 


99.3% 


FrO 102 192 


PMU100717 


80% 


100% 


100% 


FrO 102 192 


PRT101668 


85% 


100% 


100% 


FrOl 02192 


PAE201155 


29% 


85.9% 


68.6% 


FCO 102192 


PPU108076 


28% 


85.9% 


68.9% 


ECO102192 


PSY1 04529 


27% 


85.9% 


68.0% 


ECO102192 


SPA1 00868 


94% 


41.4% 


100% 


FCO 102 192 


STY100522 


96% 


100% 


100% 


Fr0 102192 


STM100241 


96% 


100% 


100% 


ECO102192 


VCH101237 


80% 


100% 


100% 


FCO 102 192 


YPS000266 


90% 


100% 


100% 


FCO 102 193 


ABA103998 


24% 


83.0% 


85.8% 


ECO102193 


ABA101388 


23% 


85.4% 


94.2% 


ECO102193 


BFR10832 


23% 


90.4% 


90.3% 


ECO102193 


BPT102919 


25% 


76.6% 


67.8% 


ECO 102 193 


BCE1 05994 


26% 


76.9% 


67.2% 


ECO102193 


BFU106488 


27% 


76.9% 


65.9% 


ECO 102 193 


BMAI01937 


26% 


76.9% 


67.2% 


ECO 102 193 


CJU100204 


25% 


94.9% 


96.8% 


FCO 102193 


CPN200855 


24% 


76.9% 


77.7% 


ECO102193 


CTR200210 


25% 


76.9% 


77.7% 


ECO102193 


CAC103499 


23% 


91.2% 


91.9% 


ECO102193 


CBO 100701 


22% . 


96.3% 


97.1% 


ECO102193 


EBC102449 


95% 


100% 


100% 


ECO102193 


ECO 102193 


100% 


100% 


100% 


ECO102193 


HIN101625 


85% 


100% 


100% 
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ECO102193 ! 


HPY100360 


24% 


91.8% 


92.4% 


ECO102193 


KPN302355 


97% 


100% 


100% 


ECO 102 193 


LPN102663 


24% 


77.7% 


74.7% 


ECO102193 


LMO101L75 


25% 


92.3% 


91.7% 


ECO 102 193 


MCA101601 


70% 


100% 


100% 


ECO 102 193 


NGO 100274 


82% 


100% 


98.2% 


ECO 102 193 


NME201364 


81% 


100% 


100% 


ECO 102 193 


PMU100719 


84% 


100% 


100% 


ECO 102 193 


PRT 105222 


88% 


100% 


100% 


ECO102193 


PAE201154 


25% 


76.9% 


65.3% 


ECO 102 193 


PPU108078 


25% 


76.9% 


65.1% 


ECO102193 


PSY 104507 


24% 


76.9% 


65.3% 


ECO102193 


SPA102116 


93% 


57.7% 


100% 


ECO102193 


STY100524 


98% 


100% 


100% 


ECO 102 193 


STM 100243 


98% 


100% 


100% 


ECO 102 193 


VCH101236 


81% 


100% 


96.9% 


ECO 102 193 


YPS000265 


88% 


100% 


100% 


ECO 102201 


BCE103326 


26% 


98.2% 


89.6% 


ECO 102201 


BMA108589 


26% 


98.2% 


91.2% 


ECO102201 


EBC100985 


84% 


99.2% 


100% 


ECO 102201 


ECO102201 


100% 


100% 


100% 


ECO102201 


HIN100664 


58% 


99.2% 


93.7% 


ECO 102201 


HPY100658 


23% 


99.7% 


98.2% 


ECO 102201 


KPN302356 


81% 


99.7% 


99.7% 


ECO 102201 


MBV102204 


20% 


87.9% 


41.3% 


ECO 102201 


MLP101488 


20% 


87.9% 


37.3% 


ECO 102201 


PMU1 01440 


59% 


99.2% 


93.7% 


ECO 102201 


PRT 102600 


71% 


99.7% 


99.5% 


ECO 102201 


SPA103570 


87% 


99.0% 


100% 


ECO 102201 


STY100540 


94% 


99.7% 


99.7% 


ECO 102201 


STM100259 


94% 


99.7% 


99.7% 


ECO 102201 


VCH 103469 


59% 


99.2% 


95.9% 


ECO 102201 


YPS001321 


72% 


99.5% 


97.8% 


ECO 1022 10 


ECO102210 


100% 


100% 


100% 


ECO102210 


PPU 107669 


36% 


59% 


50.9% 


ECO 1022 10 


PSY1 04950 


33% 


54% 


60.2% 


ECO 1022 10 


PSY 1060 18 


34% 


56.5% 


48.7% 


ECO 1022 10 


SPA103571 


67% 


99% 


99.0% 


ECO 1022 10 


STY1 00562 


67% 


99% 


99.0% 


ECO 1022 10 


SMU101847 


28% 


36.5% 


40.3% 


ECO102213 


BCE1 12594 


47% 


97.7% 


98.9% 


ECQ102213 


BFU101145 


58% 


42.7% 


76.8% 


ECO 1022 13 


BMA102261 


45% 


98.2% 


100% 


ECO 1022 13 


EBC 107404 


77% 


100% 


100% 


ECO 1022 13 


ECO 102213 


100% 


100% 


100% 


ECO102213 


KPN300107 


55% 


13.9% 


86.0% 


ECO102213 


KPN304792 


77% 


99.5% 


99.4% 


ECO102213 


PRT100983 


68% 


98.6% 


98.6% 


ECO102213 


PAE203552 


69% 


98.3% 


97.9% 


ECO 1022 13 


SPA103579 


86% 


50.9% 


98.8% 


ECO102213 


STY100570 


79% 


100% 


100% 


ECO102213 


STM100287 


79% 


100% 


100% 


ECO102213 


YPS003031 


71% 


98.6% 


97.6% 


ECO102216 


BMA101178 


. 31% 


35.6% 


63.4% 
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CBO 102059 


30% 


50.9% 


93.2% 


FCO102216 


EBC104300 


50% 


56.8% 


97.7% 




ECO102216 i 


100% 


100% 


100% 




KPN304764 

JL^JL JL ™ — / XJ^T i \jj 


51% 


56.8% 


100% 


FPO10091 6 


PRT101259 


38% 


53.2% 


90.2% 




PAE203556 


36% 


53.2% 


83.2% 


FP0 10921 6 


SPA100716 


56% 


97.3% 


100% 


FPO 1022 16 


STY100576 


68% 


55.0% 


97.6% 


FOO 102^16 


STM100295 5 


68% 


55.0% 


97.6% 


ECO 1022 16 


SMU 100452 


30% 


41.4% 


44.9% 


ECO 1022 16 


YPS003015 


33% 


55.9% 


96.9% 


ECO 102227 


ECO102227 


100% 


100% 


100% 


FCO 102227 


SPA103572 


28% 


88.8% 


96.2% 


FCO 102227 


STY 100542 


28% 


83.6% 


97.2% 


FCO 102227 


STM100261 

khJ JL ATA X W A# v Ji 


29% 


83.6% 


97.2% 


FCOl 02229 


BFR 104644 


31% 


32.6% 


34.1% 


FCO 102229 


BCE105027 


36% 


27.7% 


29.8% 


FCO102229 


BMA1 04789 


29% 


43.4% 


32.8% 


FCO102229 


ECO 102229 


100% 


100% 


100% 


ECO 102229 


LPN102350 


25% 


83.4% 


62.5% 


ECO 102229 


LPN102353 


26% 


62.5% 


68.9% 


ECO 102229 


VCH103533 


31% 


38.8% 


25.1% ! 


ECO102233 


BPT103695 


32% 


20.5% 


26.9% 


FCOl 02213 


ECO 10223 3 


100% 


100% 


100% 


FCOl 02233 


STY103757 


27% 


43.8% 


18.7% 


FP0 109253 


EBC103027 

A-/JUS Vy JL \J *-J \J Ad i 


89% 


100% 


100% 


FC0 102253 


ECO 10225 3 


100% 


100% 


100% 


FCO 102253 


HIN101178 


44% 


93.4% 


98.6% 


ECO102253 


KPN300467 


95% 


45.0% 


100% 


FCO 102253 


KPN301394 


89% 


100% 


100% 


ECO102253 


PMU100703 


47% 


93.4% 


98.6% 


FCO 102253 


PRT1 04902 


65% 


100% 


100% 


ECO102253 


SPA102050 


95% 


82.8% 


100% 


FCOl 02253 


STY100981 

U ill \J\J ^ LJ A 


94% 


100% 


100% 


FCOl 02253 


VCH101080 


44% 


95.4% 


96.1% 


FP01 02253 


YPS000483 


70% 


100% 


100% 


FCOl 02255 


ABA1 04878 


49% 


99.3% 


99.0% 


FCOl 02255 


BAN106141 


33% 


43.8% 


99.7% 


FCO102255 


BAN102570 


46% 


43.8% 


96.9% 


ECO102255 


BFR101415 


47% 


42.9% 


93.2% 


ECO102255 


CJU100638 


48% 


45.4% 


64.9% 


ECO102255 


CAC102832 


45% 


43.8% 


96.4% 


ECO 10225 5 


CDF100616 


23% 


44.1% 


97.3% 


FCO 10225 5 


CDF1 00432 


25% 


43.0% 


94.1% 


FCOl 02255 


CDP1 01294 


42% 


59.5% 


91.4% 


FCOl 02255 


EBC104962 


90% 


100% 


100% 


FP0 102255 


EFA202248 


44% 


42.7% 


93.9% 


FCO 102255 


EFM200028 


39% 


26.9% 


93.7% 


ECO 102255 


ECO102255 


100% 


100% 


100% 


ECO 102255 


HIN101176 


69% 


99.7% 


100% 


ECO102255 


HPY200837 


49% 


31.8% 


8.5% 


ECO 102255 


KPN305976 


96% 


99.3% 


99.9% 


ECO102255 


LMO100950 


47% 


43.1% 


94.8% 


ECO 102255 


MCA101508 


63% 


23.8% 


1.4% 
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ECO102255 


MAV101929 
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93.6% 


86.0% 


ECO102335 


ECO102335 


100% 


100% 


100% 


ECO102335 


HPY100276 


23% 


76.2% 


79.3% 


ECO102335 


KPN300200 


71% 


46.0% 


100% 


ECO102335 


KPN308311 


70% 


91.8% 


99.3% 


ECO102335 


MCA102793 


31% 


88.7% 


86.7% 


ECO102335 


NME103365 


28% 


79.3% 


88.8% 


ECO102335 


SPA103016 


87% 
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100% 


100% 


100% 


FP0 102363 


HIN101075 


28% 


95.4% 


98.5% 


FPO 102363 


KPN301039 


65% 


81.1% 


100% 


ECO 1023 63 


MBV104175 


29% 


31.4% 


5.3% 


ECO102363 


MBV100194 


34% 


23.2% 


27.8% 


ECO102363 


MTU300292 


33% 


34.8% 


23.7% 


FPO 102363 


MPN100388 


27% 


49.4% 


66.8% 


FP0 102363 


PMU101695 


30% 


97.0% 


99.7% 


FPO 102363 


PRT1 02268 

X XXX X v/w 


41% 


99.1% 


99.1% 


FPO 102363 


PAE201527 


37% 


50% 


57.4% 


ECO 102363 


PPU105011 


27% 


97.0% 


95.3% 


ECO 102363 


PS Yl 03901 


36% 


45.7% 


52.1% 


ECO 102363 


. SPA103530 


80% 


100% 


100% 


ECO102363 


STY101188 


80% 


100% 


100% 


ECO 102363 


TPA100365 


33% 


36.0% 


20.7% 


ECO 102363 


VCH100954 


39% 


98.5% 


97.9% 


FPO 102363 


YPS000610 


53% 


99.7% 


99.1% 


FP0 102403 


CJU100562 


20% 


70.3% 


61.7% 


FP0 102403 


CDF 102 160 


47% 


95.8% 


94.9% 


FP0 102403 


CDF104311 


53% 


96.6% 


97.0% 


FP0 102403 


EFA201797 


54% 


95.8% 


96.4% 


ECO 102403 


ECO 102403 


100% 


100% 


100% 


ECO 102403 


KPN306809 


88% 


52.0% 


100% 


ECO 102403 


LMO101643 


55% 


95.8% 


94.6% 


ECO 102403 


NME201309 


27% 


30.6% 


27.8% 


ECO 102403 


PAE201490 


30% 


97.3% 


95.1% 


FP0 102403 


SPA1 00275 


83% 


100% 


100% 


FPO 102403 


STY101540 


96% 


100% 


100% 


FPO 102403 


SMU102926 


24% • 


21.3% 


27.3% 


FP0 10241 S 


ABA100008 

/> 1 J AJk J,UUUVU 


42% 


55.1% 


100% 


ECO 1024 15 


ABA100811 


51% 


97.8% 


94.8% 


ECO102415 


CPN200680 


48% 


97.5% 


94.2% 


ECO 1024 15 


CTR200579 


50% 


97.5% 


94.8% 


ECO 102415 


CDP100260 


36% 


30.4% 


24.7% 


ECO102415 


EBC 103692 


84% 


100% 


100% 


FCO102415 


ECO102415 


100% 


100% 


100% 


FPO 1024 15 


HPY201384 

XXX X \y X w w » 


24% 


88.0% 


88.9% 


FPO 10241 5 


KPN304355 


85% 


100% 


99.4% 


FP0 10241 S 


MAV101559 


35% 


43.7% 


63.8% 


FPO 1024 15 


MBV100249 


34% 


43.7% 


36.5% 


FP0 10241 5 


MLP100365 


35% 


43.7% 


36.3% 


ECO102415 


MTU201429 


34% 


43.7% 


36.5% 


ECO102415 


NGO 100798 


31% 


47.2% 


41.9% 


ECO102415 


NME300318 


34% . 


47.2% 


41.9% 


ECO102415 


SPA100353 


82% 


49.4% 


92.3% 


ECO102415 


STY101570 


89% 


100% 


100% 


ECO102415 


STM101333 


89% 


100% 


100% 
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FPOl 02420 


BAN105583 


28% 


36.6% 


52.9% 


FCO 102420 


BAN 102074 


28% 


36.6% 


52.7% 


FC0 102420 


CDF103262 


24% 


34.8% 


47.0% 


FPO 102490 


EBC100809 


63% 


51.8% 


88.8% 


FPO 102420 


ECO 102420 


100% 


100% 


100% ; 


Fr0 107490 1 


HIN 100254 


38% 


97.9% 


98.9% 


Fr0 102420 


MAV 102966 


31% 


35.9% 


23.8% 1 


FrO 102420 


NGO100196 


27% 


94.5% 


95.6% 


FrO 102420 


NME201296 


28% i 


95.4% 


96.4% 1 


ECO 102420 


PMU101591 


41% 


97.9% 


98.6% 


ECO 102420 


PPU111874 


33% 


33.7% 


81.1% 


ECO 102420 


SPA1 00988 


86% 


82.7% 


100% 


ECO 102420 


STY101591 j 


87% 


99.8% • 


99.8% 


ECO 102420 


STM101354 


88% 


99.5% 


99.5% 


FCO 102420 


VCH103397 


42% 


98.4% 


96.6% 


FO0 102425 • 


EBC 102366 


59% 


98.5% 


98.9% 


POO 102425 


ECO 102425 


100% 


100% 


100% 


FOO 102425 


HIN101226 


37% 


43.7% 


84.1% ! 


ECO 102425 


KPN306928 


63% 


99.4% 


99.9% i 


ECOl 02425 


PMU101043 


39% 


87.0% 


90.5% 


ECO102425 


PRT102552 


44% . 


97.2% 


100% 


ECO102425 


SPA100012 


67% 


8.6% 


100% 


ECO 102425 


SPA102785 


67% 


94.3% 


100% 


ECO 102425 


STY101609 


71% 


98.7% 


98.5% 


FCO 102425 


VCH 103825 


31% 


69.0% 


66.2% 


FCO 102425 


YPS000834 


51% 


95.8% 


94.4% 


FrO 109412 


ABA100511 


31% 


32.1% 


65.4% 


FC0 102432 


CAC 100970 


32% 


32.6% 


11.1% 


Fr0 102412 


ECO 102432 


100% 


100% 


100% 


Fro 102432 


MCA 100789 


33% 


24.8% 


50.5% 


FCO 102432 


PRT1 05668 


54% 


94.0% 


100% 


ECO 102432 


.PSY 106056 


28% 


34.9% 


78.5% 


FCO 102454 


BFR101754 


22% 


27.2% 


58.1% 


Fr0 102454 


BBU 100362 


26% 


48.2% 


53.1% 


FCO 102454 


EBC 102725 


68% 


68.0% 


98.8% 


FCO 102454 


EFM201772 


25% 


18.1% 


20.3% 


FOO 102454 


ECO 102454 


100% 


100% 


100% 


ECO 102454 


KPN305737 


63% 


47.9% 


99.2% 


ECO 102454 


SPA103104 


72% 


98.1% 


100% 


ECO 102454 


STY 10 1669 


72% 


98.1% 


99.5% 


ECO102454 


SMU100183 


23% 


34.9% 


32.4% 


ECO 102462 


ABA100688 


52% 


97.0% 


98.5% 


FCO 102462 


BAN1 11369 


34% 


90.1% 


98.2% 


FCOl 02462 


BAN 112079 


40% 


90.1% 


97.9% 


FCOl 09462 


BFR10077 

XXX X^ X w V r * 


37% 


23.5% 


71.0% 


FOOl 09469 


BPT 100007 

i- X X X WW 1 


51% 


93.2% 


99.8% 


FrOI 09469 


BBU 100507 


31% 


71.6% 


34.4% 


FC01 09469 


BCE100856 


49% 


92.8% 


98.4% 


ECD102462 


BFU105505 


51% 


92.8% 


99.8% 


ECO102462 


BMA102074 


51% 


92.8% 


99.8% 


ECO102462 


CJU100354 


32% 


89.7% 


96.5% 


ECO102462 


CPN201006 


32% 


72.6% 


32.0% 


ECO102462 


CTR200076 


33% 


72.8% 


32.0% 


ECO102462 


CAC100098 


40% 


91.5% 


99.3% 
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ECO 102462 


y^T>r\1 A1 Q££ 

UxSUllJloOO 




90.9% 


98.4% 


ECO102462 


CDrl024oD 


JO /0 


90.9% 


98.0% 


ECO 102462 


CDPlUlUo:> 


1A0/» 


90.9% 


78.2% 


ECO 102462 


BBC 10203!) 


yz/o 


97.4% 


100% 


ECO102462 


T?T? A O A1 OO/I 

EFA2Uloo4 


1R0/a 


90.1% 


97.9% 


ECO 102462 


TJ^VM AO/1/^7 

iiOUlUZ40Z 


Ivu /o 


100% 


100% 


ECO 102462 




70% 

/ /O 


97.0% 


99.2% 


ECO 102462 


TJDV1 AfiQ9 1 


11% 


93.6% 


99.8% 


ECO 102462 


VDXT1A^Q77 


01% 


97.4% 


100% 


ECO 102462 


T TttJI A1 /19Q 

L.PIN 1U14Z:/ 


^s% 


97.4% 


100% 


ECO 102462 


T \/f/°k1 A701 
JL/iVlvJiUZ3Zj 


41% 


90.1% 


97.9% 


ECO 102462 




S4% 


30.4% 


71.6% 


ECO 102462 


■\yf a\71 A7A1 Q 


1S% 


92.6% 


93.8% 


ECO 102462 


TV/HD'17'1 A^IAS 


1S% 


92.6% 


94.4% 


ECO 102462 


JVU^r IUUoja 


14% 


73.4% 


34.4% 


ECO 102462 


mji uzuioy i 


1S% 


92.6% 


94.4% 


ECO 102462 


IVLLrxilUvJ J / 


34% 


90.3% 


96.7% 


ECO 102462 


IVJLr IN 


34% 


15.5% 


43.5% 


ECO 102462 


JNLrUlUl wj 


48% 


97.4%> 


95.3% 


ECO 102462 




48% 


97.4% 


95.3% 


T^/^A^ 1 AO A /TO 

ECO102462 


t>A41 T1 AA1 A^ 


60% 


97.0% 


99.2% 


ECO102462 


T3DTM AOQ01 


70% 


97.4% 


100% 


ECO 102462 


r ATjIUd /yO 


jy /o 


97.0% 


98.0% 


ECO 102462 


t\t\*( T1 1 Oil A 


OU /0 


97.0% 


98.2% 


ECO 102462 




O*t/0 ^ 


65.6% 


85.2% 


ECO 102462 


ncv 1 AI OAO 


<;o% 


97.0% 


97.4% 


ECO 102462 


SPAlUz/3y 




99.8% 


100% 


ECO 102462 


C"TV 1 A 1 "7 1 ^ 

SI Y1U1 /ID 


07% 


97.4% 


100% 


ECO 102462 


C A TTCA1 AHS. 

oAUoU14/D 


47% 


90.1% 


97.9% 


ECO 102462 


pbr 2UU40 1 


49% 


90.1% 


97.9% 


ECO 102462 


OTT A 1 A1 A AA 


AO OA 


90.1% 


97.9% 


ECO 102462 




JO /0 


90.3% 


98.2% 


ECO 102462 


OTlXT/!A1 C^O 


17% 


90.3% 


98.2% 


ECO 102462 


cnvo A AO A Q 


17% 


90.5% 


98.4% 


ECO 102462 


TD A 1 AA^ft 1 


98% 

/o 


91.3% 


95% 


ECO 102462 


T TT TT5 1 AA1 O/C 

UUK1UU350 


1/1% 


90.5% 


97.5% 


ECO 102462 




79% 
/z /o 


97.4% 


99.8% 


ECO 102462 




S1% 

01/0 


97.4% 


100% 


ECO 102463 


A t> A 1 AAAQA 


9fi% 


97.2% 


96.6% 


ECO 102463 


O AXT1 AA1 /%7 


1 8% 


43.9% 


32.2% 


ECO 102463 


TDTTD 1 


91% 


87.8% 


41.9% 


ECO 102463 


tjtjd i i co< 
Jt5rKl 1 joD 


91% 


90.1% 


26.6% 


ECO 102463 




98% 


98.2% 


95.8% 


ECO 1 02463 




19% 


95.9% 


94.8% 


ECO102463 


"DT7T T1 1 7nQ£ 


11% 


96.2% 


95.0% 


ECO 102463 


jf A 1 A7 1 71 


in% 


90.3% 


90.6% 


ECO 102463 




99% 
/o 


51.8% 


33.7% 


ECOl 02463 


TJQA1 AO Q A7 


87% 
0 / /o 


99.5% 


76.5% 


ECO 102463 


ECO 102463 


100% 


100% 


100% 


ECO102463 


KPN305713 


89% 


100% 


100% 


ECO102463 


LPN101809 


30% 


91.1% 


95.1% 


ECO102463 


MCA101522 


28% 


64.0% 


79.3% 


ECO 102463 


MLP101057 


28% 


43.6% 


45.6% 


ECO102463 


MTU409282 


42% 


13.0% 


29.4% 
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PRT 102922 

X XV X x wx.7^i< 


63% 


100% 


100% 


t« 0010946^ 


PAF203797 


31% 


97.2% 


97.4% 


/VM67 


PPTT103Q85 


30% 


97.2% 


97.1% 


rXAJ IUZhO^ 


pQVi 07596 

x D I 11// JZU 


28% 


39.3% 


98.6% 


pro i 09463 


PSY1 03806 

x O X IvJOvU 


29% 


87.8% 


94.1% 


FPOl 09463 


SPA 102740 


91% 


100% 


100% 


FPO 102463 


STY101717 

U 1 X x v/ x / x / 


91% 


100% 


100% 


FCO 102463 


SMU100069 


23% 


33.7%> 


20.8% 


FCO 102463 


VCH 100749 


45% 


98.5% 


97.2% 


FCO 1 02463 


YPS003220 


76% 


100% 


100% 


FPOl 09466 


ARA1 00666 


44% 


23.7% 


94.6% 


FPOl 09466 


ARA101467 


63% 


97.3% 


97.6% 


FP0 109466 


RAN1 11 145 

■LJiTLX^l -tlx X 


46% 


84.9% 


86.1% 


FP0 1 09466 


BAN1 00549 

UTVl> X \JVJ 


47% 


97.8% 


98.4% 


FPOl 09466 


RFR1 1690 

Xj X XVI l\Jy w 


37% 


89.8% 


90.2% 


FPO 102466 


BPT100015 


31% 


93.0% 


93.1% 


ECO 102466 


BCE101925 


31% 


82.0% 


75.5% 


FCO 102466 


BFU107038 


34% 


88.7% 


85.8% 


ECO 102466 


BMA1 04846 " 


35% 


88.7% 


90.4% 


FCO 102466 


CJU100636 


41% 


92.7% 


96.1% 


FCOl 02466 


CPN200377 


38% 


86.8% 


91.5% 


FPOl 09466 


PTR200322 


40% 


84.4% 


91,3% 


FPOl 09466 


CAC 102226 


48% 


93.0% 


99.1% 


FPOl 09466 


PR0 102775 


47% 


91.9% 


98.0% 


FPOl 09466 


PDF1 00537 


49% 


91.7% 


97.2% 


FPO 102466 


CDP101104 

VxXVX X V/ X X \y"T 


44% 


97.0% 


91.6% 


FPOl 09466 


EBC102799 


96% 


100% 


100% 


FPOl 09466 


FCO 102466 


100% 


100% 


100% 


FPOl 02466 


HIN 100347 

XXXX> XWJ™ / 


88% 


97.3% 


98.6% 


FP0 109466 


HPY100617 

XJUT X xvv/vx / 


45% 


95.2% 


98.1% 


FP0 109466 


KPN305822 


99% 


99.7% 


99.5% 


FP0 109466 


T MO102690 


49% 


97.0% 


98.1% 


FPO 1 09466 


MPA101518 


59% 


99.5% 


992% 


FP0 1 09466 


MAV106393 


42% 


94.6% 


92.4% 


FP0 109466 


MRV 102284 


43% 


94.9% 


92.9% 


FP0 1 09466 


MT PI 00964 


45% 


87.4% 


83.2% 


FPO 1 09466 


MTU202830 

1VX X VJl<Ui<UJU 


43% 


94.9% 


91.5% 


FCO 1 02466 


NGO100207 


33% 


92.5% 


92.6% 


FCO 102466 


NME201384 


33% 


92.5% 


92.6% 


FCO 102466 


PMU102010 

X IVX \J X %/*» V X V 


88% 


96.5% 


98.1% 


ECO 102466 


PRT106101 


87% 


100% 


100% 


FP0 1 09466 


PAF203800 


73% 


97.3% 


97.3% 


FP0 1 09466 


PPT 1101373 


71% 


97.3% 


97.8% 


FPOl 09466 


PSY103798 

lull \J*J I S <J 


71% 


96.2% 


96.7% 


FPO 109466 


<2PA101 922 


97% 


100% 


100% 


FPO 109466 


^TY101723 


98% 


100% 


100% 


FP0 107466 


TP A 100442 

x x z *. x vvm** 


38% 


90.6% 


86.4% 


FP0 109466 


VCH 100746 


85% 


100% 


99.2% 


ECO 102466 


YPS003233 


86% 


99.7% 


99.2% 


ECO102467 


ABA105298 


28% 


10.1% 


24.3% 


ECO102467 


BAN102965 


21% 


47.2% 


61.1% 


ECO102467 


BAN100109 


21% 


47.2% 


56.4% 


ECO102467 


BPT104503 


23% 


35.9% 


77.4% 


ECO102467 


BCE107711 


25% 


93.2% 


91.4% 
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PO0 1 02467 


BFIJ107885 

xjx uiy/ooj 


26% 


93.2% 


88.6% 


ECO 102467 


BMA105226 


25% 


93.2% 


91.1% 


FP0 102467 


CDP101012 


31% 


28.5% 


24.0% 


FP0 102467 


PRC 102798 


79% 


100% 


100% 


ECO 102467 


EFA201529 


22% 


82.5% 


98.6% 


ECO 102467 


ECO 102467 


100% 


100% 


100% 


ECO 102467 


HIN1 00346 


24% 


89,3% 


92.1% 


ECO 102467 


KPN304056 


77% 


100% 


100% 


ECO 102467 


LPN100742 


28% 


53.4% 


96.8% 


ECO 102467 


LMO 100900 


20% 


94.7% 


97.1% 


ECO 102467 


MBV100599 


34% 


29.1% 


33.1% 


ECO 102467 


MTU202164 


34% 


29.1% 


33.1% 


ECO 102467 


PMU 102009 


26% 


93.5% 


95.9% 


ECO 102467 


PRT105472 


43% 


97.6% 


99.1% 


ECO 102467 . 


PAE203801 


29% 


92.6% 


93.7% 


ECO 102467 


PPU101372 


30% 


93.2% 


94.6% 


ECO 102467 


PSY103796 


36% 


16.3% 


94.7% 


ECO 102467 


SPA101923 


82% 


100% 


100% 


ECO 102467 


STY101725 


81% 


100% 


100% 


ECO 102467 


SAU501460 


26% 


23.7% 


61.5% 


ECO 102467 


SEP201584 


26% 


33.8% 


90.8% 


ECO 102467 


SMU100616 


26% 


43.0% 


17.2% 


ECO 102467 


SPN402025 


21% 


47.2% 


58.3% 


ECO 102467 


VCH 100745 


35% 


97.0% 


88.8% 


ECO 102467 


YPS003236 


57% 


98.5% 


100% 


ECO 102470 


BFR106150 


31% 


84.4% 


100% 


ECO 102470 


BPT101227 

x^x x lui i 


45% 


96.8% 


95.7% 


ECO 10^470 


BCE1 14473 


36% 


54.0% 


97.5% 


ECO 102470 


BMA100851 


31% 


67.4% 


76.4% 


ECO 102470 

Juv w a \yx*~ / w 


EBC 102795 

JL_/JL-#V^ JL VX* / ^ *J 


83% 


58.6% 


100% 


ECO 102470 


ECO 102470 


100% 


100% 


100% 


ECO 102470 


KPN300051 


52% 


7.4% 


100% 


ECO 102470 


KPN308496 


76% 


98.7% 


98.7% 


ECO 102470 


LPN103343 


29% 


94.5% 


94.7% 


ECO 102470 


PMU100644 


28% 


98.1% 


97.8% 


ECO 102470 


PRT102900 


60% 


98.2% 


97.9% 


ECO 102470 


PPU105748 


59% 


96.4% 


97.4% 


ECO 102470 


PSY100879 


58% 


97.1%o 


99.3% 


ECO 102470 


SPA100488 


80% 


43.5% 


100% 


ECO 102470 


STY 102000 

kJ JL JL JLVXrfwW 


82% 


98.8% 


98.7% 


ECO 102473 


BAN110554 


27% 


34.1% 


76.7% 


ECO 102473 


BAN101059 


26% 


43.3% 


84.8% 


ECO 102473 


EBC 103 107 


88% 


98.9% 


100% 


ECO 102473 


ECO 102473 


100% 


100% 


100% 


ECO 102473 


KPN308674 


81% 


98.9% 


100% 


ECO 102473 


PRT102904 


38% 


42.9% 


81.6% 


ECO102473 


SPA 102272 


89% 


100% 


100% 


ECOl 02473 


STY102006 


89% 


100% 


100% 


ECOl 02473 


YPS003275 


43% 


95.4% 


84.5% 


ECO102501 


ECO102501 


100% 


100% 


100% 


ECO102501 


KPN304071 


65% 


99.2% 


99.2% 


ECOl 02507 


EBC101718 


84% 


92.7% 


100% 


ECO102507 


ECO102507 


100% 


100% 


100% 


ECO 102507 


KPN300399 


73% 


27.0% 


91.8% 
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^^OIllolop , t^jcusID 


Identitv 


Query Coverage 


Homolog Coverage 


FCOl 02507 


KPN303134 


78% 


95.0% 


99.6% 




PRT104136 

X XV X X V ■ l^U 


60% 


91.7% 


100% 


FP0 109507 


SPA101717 


68% 


99.6% 


100% 


FC0 102507 


STY 102061 


86% 


92.7% 


99.8% 


FCOl 02507 


YPS003367 


71% 


95.6% 


98.1% 


FPO 102508 


ABA 104968 


57% 


99.9% 


100% 


ECO 102508 


BAN111337 


22% 


57.7% 


90.6% 


ECOl 02508 

J-iWVy X VXV«/ W 


BAN 102784 


24% 


57.7% 


89.3% 


FCOl 02508 


BFR10864 

A—/ x xx i vw \y r 


33% 


80.2% 


98.0% 


ECO 102508 


BPT1 00477 

x*j x x x v w r # # 


53% 


99.7% 


99.6% 


ECO 102508 


BCE 106362 


55% 


93.7% 


99.9% 


ECO 102508 


BFU101352 


54% 


55.6% 


100% 


ECO 102508 


BMA1 06567 


54% 


97.3% 


99.8% 


ECO 102508 


CJU100885 


22% 


58.1% 


91.6% 


ECO 102508 


CAC101045 


22% 


84.6% 


83.5% 


ECOl 02508 


CB01 00623 


23% 


85.7% 


84.8% 


FCO102508 


CDF101443 


22% 


88.9% 


98.3% 


FCOl 02508 


CDP101519 

VX/i XWXw^X^ 


24% 


83.8% 


82.7% 


FCO102508 


EBC100610 


92% 


40.5% 


100% 


ECO102508 


EFA200566 


24% 


58.1% 


90.4% 


ECO 102508 


EFM202343 


26% 


28.6% 


89.1% 


ECO 102508 ! 


ECO102508 


100% 


100% 


100% 


ECO102508 


H1N100732 


69% 


99.6% 


97.9% 


ECO 102508 


KPN300196 


91% 


12.1% 


90.8% 


ECO 102508 


KPN303137 


91% 


100% 


100% 


ECO 102508 


LPN102188 


24% 


33,9% 


96.2% 


ECO 102508 


L MO 100467 


23% 


60.8% 


94.3% 


ECO 102508 


MCA101372 


53% 


99.7% 


99.7% 


FCOl 02508 


MAV103029 


26% 


40.2% 


93,9% 


FCOl 02508 


MBV101894 


26% 


57.9% 


87,9% 


ECO 102508 


MLP101323 


26% 


57.9% 


89.3% 


ECO 102508 


MTU200797 


26% 


57.9% 


89.3% 


ECO 102508 


NGO100513 


55% 


99.7% 


99.5% 


ECO 102508 


NME200415 


55% 


99.7% 


99.5% 


ECO 102508 

X-/ V-^ V--' X \J %J V v» 


PMU101085 


73% 


99.7% 


99.7% 


ECO102508 


PRT101464 


75% 


99.8% 


99.8% 


ECO 1025 08 


PAE203760 


65% 


99.6% 


99.7% 


ECOl 02508 


PPU103524 


65% 


99.6% 


99.7% 


FCOl 02508 


PSY103799 


65% 


99.6% 


99,7% 


ECO102508 


SPA101716 

w/x X* X V X / X V 


86% 


42.7% 


100% 


ECO102508 


STY102064 

hmJ X X X V*<VV ■ 


93% 


100% 


100% 


FCOl 02508 


SAU801069 


23% 


62.2% 


95.6% 


FCOl 02508 


SEP200756 

LJX^A XyW # V 


24% 


58.1% 


89.6% 


FCOl 02508 

Xy\yV IVaJvU 


SHA101252 

k_JX X<ftX X V X XV xv 


23% 


56.6% 


97,8% 


ECOl 02508 


SMU101241 

W XV X X 


25% 


83.8% 


82.7% 


ECO102508 


SPN400046 


23% 


83.8% 


82.6% 


FCOl 02508 


SPY200019 


24% 


83.8% 


81.6% 


FCOl 02508 


VCH 100853 


74% 


99.9% 


100% 


ECO 1025.08 


YPS003373 


82% 


99.9% 


100% 


ECO102512 


EBC102616 


76% 


100% 


100% 


ECO 1025 12 


ECO102512 


100% 


100% 


100% 


ECO 1025 12 


KPN303133 


78% 


92.2% 


100% 


ECO102512 


SPA103316 


75% 


99.0% 


100% 


ECO102512 


STY102085 


82% 


92.2% 


100% 
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Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


FCOI 02512 


STM101842 


83% 


92.2% 


100% 


FC0 1 02512 


YPS003387 


60% 


92.2% 


100% 


Fro 102513 


ABA100098 


65% 


87.2% 


93.7% 


FCO 1025 13 


BPT103139 


57% 


89.5% 


91.6% 


FPOI 025 13 


BCE114785 


61% 


89.5% 


86.4% 


ECO 1025 13 


BFU1 11724 


50% 


72.1% 


98.4% 


ECO 1025 13 


BFU 100595 


59% 


89.5% 


89.4% 


ECO 1025 13 


BMA105131 


61% 


89.5% 


60.8% ! 


ECO 1025 13 


CJU100323 


49% 


84.9% 


88.9% 


ECO 1025 13 


CAC103521 


42% 


65.1% 


89.3% 


ECO 1025 13 


CBO100419 


42% 


65.1% 


84.7% 


ECO 1025 13 


CDF103036 


41% 




63.3% 


ECO 1025 13 


EBC102617 


91% 


100% 


100% 


ECO 1025 13 


ECO 1025 13 


100% 


100% 


100% 


ECO102513 


HIN100506 


73% 


100% 


100% 


ECO 1025 13 


HPY100273 


44% 


97.7% 


100% 


ECO 1025 13 


KPN303135 


94% 


100% 


100% 


ECO 1025 13 


MCA100048 


62% 


89.5% 


91.6% 


ECO102513 


MAV105676 


27% 


30.2% 


50.4% 


ECO 1025 13 


MAV101610 


28% 


46.5% 


72.2% 


ECO102513 


NGO 102756 


58% 


89.5% 


91.6% 


ECO 1025 13 


NME200144 


57% 


89.5% 


91.6% 


ECO 1025 13 


PMU101858 


72% 


100% 


100% 


ECO 1025 13 


PRT105191 


75% 


84.9% 


100% 


ECO102513 


PAE200361 


58% 


89.5% 


91.6% 


ECO102513 


PPU102180 


62% 


89.5% 


91.6% 


ECO 1025 13 


PSY102752 


57% 


52.3% 


84.6% 


FC0 1025 13 


SPA103322 


95% 


100% 


100% 


FC0 1025 13 


STY102097 

kJ JL JL A \S *S 1 


95% 


100% 


100% 


ECO 1025 13 


STM101854 


94% 


100% 


100% 


ECO102513 


VCH100703 


76% 


93.0% 


95.2% 


ECO102513 


YPS003406 


79% 


100% 


100% 


ECO 102553 


ABA100455 


69% 


96.5% 


91.0% 


ECO 102553 


BFR102397 


56% 


83.5% 


82.1% 


ECO 102553 


BPT100242 


64% 


97.4% 


92.9% 


ECO 102553 


BBU100698 


49% 


97.4% 


93.4% 


ECO 1025 53 


BCE107881 


67% 


97.4% 


90% 


ECO 1025 53 


BFU 102066 


65% 


99.1% 


92.2% 


ECO102553 


BMA100174 


66% 


97.4% 


90.7% 


ECO102553 


CJU100664 


51% 


93.9% 


93.2% 


ECO102553 


CPN200643 


44% 


97.4% 


92.6% 


ECO 1025 5 3 


CTR200292 


43% 


97.4% 


92.6% 


ECO 10255 3 


CAC102258 


55% 


97.4% 


98.2% 


ECO102553 


CBO 102492 


47% 


99.1% 


100% 


ECO102553 


CDF103914 


53% 


100% 


99.1% 


ECO102553 


CDP101148 


52% 


96.5% 


98.2% 


ECO102553 


EBC 100906 


98% 


100% 


100% 


FCO 10255 3 


EFA202298 


58% 


97.4% 


97.4% 


ECO 102553 


EFM202223 


58% 


97.4% 


97.4% 


ECO 102553 


ECO102553 


100% 


100% 


100% 


ECO102553 


HIN100191 


89% 


99.1% 


98.3% 


ECO 102553 


HPY101130 


51% 


93.9% 


93.2% 


ECO 102553 


KPN301017 


98% 


100% 


100% 


ECO102553 


LPN101449 


69% 


100% 


95.9% 
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Homolog LocusH) 


Identity 


Query Coverage 


Homolog Coverage 


FPm 09553 


LMO 102632 


57% 


97.4% 


98.2% 


fpoi 09553 


MCA1 00220 


68% 


99.1% 


94.3% 


FPOl 02553 


MAV102886 


54% 


96.5% 


98.2% 


FPOl 02553 


MBV 102292 


53% 


96.5% 


98.2% 


FPOl 02553 1 


MLP 100984 


52% 


96.5% 


98.2% 


FPOl 02553 


MTU202866 


53% 


96.5% 


98.2% 


FPOl 09553 


MGE100453 


47% 


95.7% 


91.6% 


FPOl 02553 i 


MPN100184 


47% 


95.7% 


91.6% 


FPOl 02 5 S3 


NGO 102004 


67% 


97.4% J 


95.0% 


FPOl 09553 


NME200732 


68% 


97.4% 


95.0% 


FPOl 02553 


PMU101298 


87% 


99.1% 


98.3% 


FCO102553 


PRT100819 


96% 


100% 


98.3% 


ECO102553 


PAE203739 


73% 


98.3% 


97.4% 


ECO 1025 5 3 


PPU1 07802 


71% 


99.1% 


98.3% 


ECO 1025 5 3 


PSY103791 


69% 


99.1% 


98.3% 


FPOl 02553 


SPA101891 

kJ-L * X X V X X 


97% 


100% 


100% 


FPOl 02553 


STY102215 


97% 


100% 


100% 


FPO 109553 


SAU801241 


55% 


94.8% 


94.0% 


FPOl 02553 


SEP201534 


57% 


97.4% 


98.3% 


FPOl 02553 


SMU100257 


57% 


97.4% 


97.4% 


FPOl 02553 


SPN401170 


58% 


97.4% 


97.4% . . 


FPOl 02553 


SPY200530 


57% 


97.4% 


97.4% . 


ECO 102553 


TP A 100899 


51% 


97.4% 


91.1% 


ECO 102553 


UUR100573 


47% 


94.8% 


88.6% 


FCO 102553 


VCH100554 


83% 


99.1% 


97.4% 


FPOl 02553 


YPS003417 


93% 


99.1% 


99.1% 


FPOl 02554 


ABA 100452 


51%- 


93.7% 


99.2% 


FPOl 09554 


BFR1 03869 


44% 


88.6% 


100% 


FPO109554 


BPT101155 

X*»X X XVti*/-/ 


52% 


95.3% 


98.8% 


FPOl 09554 


BBU100697 


42% 


85.9% 


90.8% 


FPOl 09554 


BCE 110744 


55% 


86>3% 


84.8% 


FPOl 02554 


BFU102064 


51% 


96.5% 


98.1% 


FPOl 02554 


BMA 102082 


58% 


86.3% 


84.8% 


FCO 102554 


CJU 100663 


34% 


87.5% 


96.6% 


ECOl 02554 


CPN200644 


52% 


88.6% 


61.5% 


FPOl 02554 


CTR200291 


50% 


87.5% 


62.2% 


FPO102554 


CAC101341 


49% 


92.2% 


95.5% 


FPO! 02554 


CBO102927 


46% 


94.1% 


97.5% 


FPO! 02554 


CDF104123 


47% 


85.9% 


95.2% 


FPOl 02554 


CDP101153 


37% 


89.8% 


92.8% 


FPO 102554 


EBC 100905 


96% 


100% 


100% 


FPOl 09554 


EFA202296 


46% 


95.3% 


98.8% 


FPO 102554 


ECO102554 


100% 


100% 


100% 


FPOl 02554 


HTN100192 


83% 


95.7% 


99.2% 


FPOl 09554 


HPY101131 

XXX X X \J X X mJ X 


32% 


88.2% 


98.3% 


FPO 109 5 54 


KPN300514 


99% 


44.3% 


100% 


FPOl 09554 


LPN101866 

X— /X X ^ X v x w v \/ 


57% 


94.9% 


96.8% 


FPO 109 5 54 


LMO 109 506 


46% 


94.1% 


98.4% 


ECO102554 


MCA100037 


51% 


94.5% 


99.6% 


ECO102554 


MAV103396 


42% 


87.8% 


95.0% 


ECO102554 


MBV102286 


42% 


87.5% 


98.3% 


ECO102554 


MLP 100985 


42% 


87.5% 


95.0% 


ECO 102554 


MTU202868 


42% 


87.5% 


98.3% 


ECO102554 


MGE100454 


39% 


87.5% 


94.4% 
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Query LocusID 


tiomoiog i^ocuhiiy 


fHpntitv 

XU&XlLXljr 


Query Coverage^] 


Homolog Coverage 


ECO 102554 


VrDTvll 001 


40% 


82.4% | 


97.6% 


T— 1 AO CCA 

ECO 1 025 5 4 


iNVJVJ 1 uzuuo 


55% 


97.3% 1 


99.6% 


/"i/'N 1 AO CCA 

ECO 102554 


IN JVUiZUU / J J 


56% 


97.3% 1 


99.6% 


T"»/""i/""» i AO CCA 

ECO 102554 


p-NyfTTI A10Q7 


80% 


96.1% __L 


100% 


t?/o/""» i ao cca 

ECO 102554 


PPT1 00R90 


84% 


96.9% 1 


98.8% 


■f 1 AO C C A 

ECO 102554 




66% 


94.1% 1 


95.6% 


r?/r\i r\o CC/1 


PPT T 107801 


65% 


94.5% "T 


96.4% 


T?/"V\ 1 AO CC/1 


P^V1 09681 


67% 


94.5% 1 


93.4% 


T7/~*r\ 1 AOCCA 


W A 101 890 


94% 


100% 


100% 


TJAA1 AOCC/1 

bvAJlUz554 


t 3TV109917 


96% 


100% 


100% 




<sATTRO1940 


44% 


94.5% ! 


97.6% 


DAA1 AO CCA 

bCUllU554 


WP901 


44% 


94.5%> ~r 


97.6% 


bCUlUz554 


<^N/fTT1 00806 


48% 


95.3% 


98.8% 


rnni AO C C/1 

bCU 10z5j4 


<5P>J400687 


49% 


94.5% 1 


98.3% 


bOUxV/z5j4 


9PY900632 


48% 


94,5% \ 


96.7% 




TP A 100898 


43% 


95.3% 


97.2% 


CPA1 f\T^<I4 

bCUxl>z:>54 


T rr TP 1 00574 


41% 


88.2% 


96.9% 


T?/~^/^k 1 AO CCA 

bLAjlUZjD** 


VPH 100553 


78% 


96.9% 


100% 


cpAi A7<.<.4 
bLAJlUZjj** 


YPS003421 


91% 


95.7% i 


99.2% 


"D/T\1 AO CCC 


ARA 100450 


38% 


93.5% [ 


96.2% 




RFP 1 04790 
Dri\iwt / jf\j 


24% 


91.9% ~~f 


90.6% 


r?o/^\i AOCCC 
bLO10z555 


RPT101 1 59 


29% 


91.9% Z{ 


93.7% 


T70/^\ i nice c 
bCUlUz555 


RRTT 100696 

X>XJ W lv/Vy/U^v 


26% 


78.4% ] 


84.9% 


Tlf^rs 1 AO CCC 

ECU 102555 




29% 


93.5% ! 


79.1% 


t?/"^/*m ao c cc 
bCO 102555 


RT»TT10fi1 IS 

J3x W IUU1JJ 


31% 


93.5% 


73.0% 


T7/~>/~\ 1 AO CCC 

bCUlU2555 


"RX/TA 1 00086 


27% 


93.5% 


77.7% 


T7/~i/^A 1 AO C CC 

bCOlU2555 




24% 


88.1% 


90.5% 


t7/^/^M AO CCC 

bCX)lUz555 




28% 


87.0% 


91.0% 




PR0 109 176 


23%o 


88.1% 


92.1% 


"C 1 /'^/~\ 1 AO CCC 

bcUxuz55D 


PTTPI 09781 


25% 


87.6% 


90.6% 


T?f~^r~\ 1 AO CCC 


mpioi i S4 

wUx lvi X J*t 


23% 


84.3% 


! 89.2% 


bUUlU/jDD 


PRP100Q04 


95% 


24.3% 


100% 


•n/^i/^i AO c cc 
bCUlU2555 


"RT7 A9097Q4 
nr/\zvzz-'*T 


28% 


91.9% 


95.4% 


hCUlUz555 




100% . 


100% 


100% 


CAA1 AO CCC 

bCUlUz555 


PTM1 001 0t 


68% 


90.8% 


94.4% 


T-i /~\s~\ 1 AO CCe. 

bcuiuzjjj 


MPV1 01 1 39 

rl r i 1U1 1 JZ 


24% 


81.1% 


85.9% 


bLX)lUz555 


■RTPM300S13 


92% 


74.1% 


100% 


TTi^/Oil A9C CC 


T PNT101 1 SS 
JUx 1> lu x 


37% 


91.4% 


95.9% 


cpAi ao^^ 




25% 


87.6% 


92.4% 1 


TjAAi aoccc 


MCA 100472 


30% 


91.4% 


99.4% 




MAV103398 


33% 


88.6% 


94.3% 


DAA1 AOC** 

bv^vJxUZ55D 


MRV102283 


29% 


88.6% 


93.8% 


r«pAi AOCC C 

bCUlUz555 


X/TT PI 00986 

lYXX^X lUu/uv 


31% 


88.6% 


90.5% 




IVITT T909869 

iVX X vJ XuZ/OUy 


29% 


88.6% 


93.8% 


T? O/S 1 AO CCC 

ECU1UZ555 


>jnni 09007 


36% 


89.2% 


93.5% 


nriAl AO CCC 

ECO 102555 


"MMT?900734 


36% 


89.2% 


93.5% 


T?/"«/~\ 1 AO CCC 

bCUlUz555 


P\ylTT101 9Q6 


65% 


90.8% 


94.4% 


"C/^A~M AO CCC 

ECO I0z555 


PPT1 04604 


75% 


100% 


100% 


ECO10255.5 


PAE203741 


39% 


92.4% 


96.6% 


ECO 102555 


PPU103409 


37% 


95.7% 


98.3% 


ECO102555 


PSY103789 


37% 


67.6% 


100% 


ECO 102555 


SPA101889 


93% 


98.4% 


100% 


ECO 102555 


STY102219 


93% 


98.4% 


100% 


ECO102555 


SAU801239 


25% 


87.0% 


1 92.8% 
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Query LocusED 


Homolog LocusED 


Identity 


Query Coverage 


Homolog Coverage 


ECO102555 


SEP201532 


25% 


88.1% 


94.0% 


ECO102555 


SMU100803 


28% 


87.0% 


91.3% 


ECO102555 


SPN400686 


23% 


87.6% 


91.9% 


ECO102555 


SPY200631 


24% 


87.6% 


91.9% 


ECO102555 


TPA100897 


30% 


40.5% 


42.5% 


ECO102555 


VCH100552 


60% 


100% 


100% 


ECO102555 


YPS003425 


81% 


98.4% 


100% 


ECO102556 


ABA100463 


69% 


98.8% 


97.6% 


ECOl 02556 


BFR1 03669 


43% 


87.8% 


33.0% 


ECO102556 


BPT101149 


58% 


93.9% 


89.5% 


ECO102556 


BBU100694 


44% 


95.1% 


88.4% 


ECO102556 


BCE101287 


59% 


98.8% 


95.2% 


ECO102556 


BFU106133 


59% 


98.8% 


72.7% 


ECO102556 


BMA1 05933 


58% 


98.8% 


95.2% 


ECO102556 


CJU100660 


45% 


90.2% 


96% 


ECO102556 


CPN200645 


33% 


90.2% 


59.7% 


ECO102556 


CTR200290 


35% 


90.2% 


61.2% 


ECO102556 


CAC102507 


46% 


91.5% 


90.1% 


ECO102556 


CBO102241 


48% 


92.7% 


87.1% 


ECOl 02556 


CDF1 04187 


44% 


90.2% 


77.4% 


ECOl 02556 


CDP101155 


38% 


91.5% 


46.5% 


ECO102556 


EFA201163 


47% 


92.7% 


81.3% 


ECO102556 


ECOl 02556 


100% 


100% 


100% 


ECO102556 


HIN100194 


70% 


100% 


100% 


ECO102556 


HPY101134 


47% 


90.2% 


94.7% 


ECO102556 


KPN203248 


91% 


84.1% 


94.5% 


ECO102556 


LPN 102433 


56% 


97.6% 


93.0% 


ECOl 02556 


LMO101675 


45% 


90.2% 


80% 


ECO102556 


MCA100471 


60% 


100% 


100% 


ECO102556 


MAV103402 


35% 


91.5% 


42.9% 


ECOl 02556 


MBV102277 


37% 


91.5% 


45.1% 


ECO102556 


MLP100988 


38% 


91.5% 


45.6% 


ECO102556 


MTU20287J 


37% ' 


91.5% 


45.1% 


ECO102556 


MGE1 00455 


37% 


85.4% 


76.4% 


ECO102556 


MPN100182 


32% 


85.4% 


77.3% 


ECO102556 


NGO102008 


66% 


93.9% 


95.1% 


ECOl 02556 


NME200735 


64% 


98.8% 


100% 


ECO102556 


PRT100822 


. 76% 


86.6% 


74.0% 


ECO102556 


PAE203742 


59% 


98.8% 


97.6% 


ECO102556 


PPU107799 


60% 


100% 


75.2% 


ECO102556 


PSY103786 


52% 


97.6% 


94.1% 


ECO102556 


SPA101888 


97% 


100% 


80.4% 


ECO102556 


STY102221 


97% 


100% 


100% 


ECO102556 


SAU801238 


39% 


92.7% 


82.4% 


ECO102556 


SEP201531 


42% 


85.4% 


75.8% 


ECO102556 


SHA102521 


51% 


57.3% 


92.2% 


ECO102556 


SMU100800 


50% 


92.7% 


81.3% 


ECO102556 


SPN400682 


47% 


92.7% 


82.2% 


ECO102556 


SPY200625 


44% 


98.8% 


87.8% 


ECO102556 


TPA100895 


45% 


89.0% 


58.5% 


ECO102556 


UUR100575 


40% 


54.9% 


44.6% 


ECO102556 


VCH100551 


75% 


100% 


100% 


ECO102556 


YPS003446 


79% 


100% 


100% 


ECO102557 


ABA100567 


65% 


98.2% 


95.5% 
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ECO102557 


BAN113732 


49% 


72.0% 


96.8% 


ECO102557 


BAN108180 


54% 


75.9% 


99.4% 


ECO102557 


BFR10168 


51% 


84.8% 


99.0% 


ECO102557 


BPT101335 


63% 


98.2% 


97.9% 


ECO102557 


BBU100693 


41% 


98.0% 


99.1% 


ECO102557 


BCE1 12884 


65% 


70.0% 


99.1% j 


ECO 102557 


BFU1 15323 


64% 


98.7% 


99.3% 


ECO 102557 


BMA100755 


65% 


98.7% 


99.3% 


ECO102557 


CJU100659 


41% 


95.8% 


97.5% 


ECO 102557 


CPN200646 


38% 


98.0% 


98.9% 


ECO 102557 


CTR200289 


44% 


98.0% 


98.9% 


ECO102557 


CAC101092 


48% 


96.2% 


97.3% 


ECO 102557 


CBO101744 


49% 


98.5% 


99.3% 


ECO 102557 


CDF103672 


50% 


83.9% 


97.9% 


ECO 102557 


CDP101160 


46% 


100% 


87.6% 


ECO102557 


EBC 100407 


96% 


77.9% 


94.9% 


ECO102557 


EFA201155 


50% 


99.8% 


95.1% 


ECO102557 


EFM202293 


51% 


85.7% 


99.5% 


ECO102557 


ECO102557 


100% 


100% 


100% 


ECO102557 


HIN100105 • 


79% 


99.8% 


97.8% 


&CO102557 


HPY101135 


40% 


98.9% 


99.3% 


ECO102557 


KPN301264 


97% 


77.9% 


94.7% 


ECO102557 


LPN101209 


64% 


98.2% 


97.4% 


ECO102557 


LMO100196 


53% 


98.9%> 


98.2% 


ECO102557 


MCA100840 


63% 


98.2% 


98.0% 


ECO102557 


MAV103395 


49% 


96.0% 


84.7% 


ECO102557 


MBY102321 


50% 


96.0% 1 


83.4% 


ECO 102557 


MLP100989 


49% 


96.0% 


84.1% 


ECO102557 


MTU202878 


50% 


96.0%> • 


83.4% j 


ECO102557 


MGE100048 


39% 


94.5% 


95.3% 


ECO102557 


MPN1 00093 


40% 


91.2% 


91.8% 


ECO 102557 


NGO101772 


65% 


99.8% 


99.8% 


ECO 102557 


NME202026 


67% 


99.8% 


99.8% 


ECO 102557 


PMU101183 


80% 


98.5% 


97.4% 


ECO 102557 


PRT100858 


87% 


100% 


100% 


ECO102557 


PAE203743 


71% 


99.6% 


99.6% 


ECO 102557 


PPU1 07798 


70% 


99.1% 


98.9% 


ECO102557 


PSY103783 


69% 


99.1% 


98.9% 


ECO102557 


SPA101887 


92% 


78.1% 


100% 


ECO102557 


STY102223 


98% 


100% 


100% 


ECO102557 


SAU801237 


50% 


98.7% 


99.3% 


ECO 102557 


SEP201530 


50% 


98,7% 


99.3% 


ECO 102557 


SMU100253 


47% 


99.3% 


86.8% 


ECO102557 


SPN401165 


47% 


99.3% 


85.7% 


ECO102557 SPY200915 


47% 


99.3% 


86.1% 


ECO102557 


TPA100412 


39% 


100% 


100% 


ECO102557 


UUR100090 


40% 


94.7% 


95.3% 


ECO102557 


VCH 100550 


76% 


99.8% 


98.0% 


ECO102557 


YPS003448 


88% 


100% 


100% 


ECO 102562 


ABA101740 


44% 


97.6% 


OA A% 


ECO 102562 


BAN112667 


32% 


51.4% 


57.0% 


ECO102562 


BFR100600 


34% 


89.7% 


91.0% 


ECO102562 


BPT103790 


39% 


97.6% 


96.3% 


ECO 102562 


BBU100310 


34% 


57.2% 


58.0% 
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ECO 102562 


BCE1 14005 


38% 


98.3% 


87.7% 


ECO 102562 


BFU102654 


38% 


99.0% 


96% 


ECO 102562 


BMA109400 


38% 


99.0% 


83.5% 


ECO102562 


CJU100602 


33% 


79.1% 


79.4% 


ECO102562 


CAC101559 


33% 


75.7% 


77.5% 


ECO 102562 


CBO102717 


34% 


92.8% 


95.7% 


ECO102562 


CDF103162 


26% 


91.1% 


94.0% 


ECO102562 


CDP101033 


32% 


77.4% 


73.2% 


ECO102562 


EBC102479 


97% 


91.8% 


100% 


ECO102562 


EFA200895 


35% 


49.3% 


54.7% 


ECO102562 


EFM200968 


25% 


52.4% 


60% 


ECO102562 


ECO102562 


100% 


100% 


100% 


ECO102562 


HIN100070 


58% 


86.0% 


96.9% 


ECO102562 


HPY101374 


26% 


99.0% 


97.9% • 


ECO 102562 


KPN301269 


94% 


100% 


100% 


ECO102562 


LPN101990 


43% 


94.5% 


94.6% 


ECO102562 


LMO100773 


32% 


50.3% 


56.1% 


ECO102562 


MCA101910 


38% 


98.3% 


95.7% 


ECO 102562 


MAV102046 


34% 


74.7% 


67.3% 


ECO102562 


MBV105349 


35% . 


68.2% 


64.8% 


ECO 102562 


MLP 100841 


34% 


69.9% 


65.6% 


ECO102562 


MTU201674 


35% 


68.2% 


64.8% 


ECO102562 


MGE100130 


29% 


55.5% 


58.3% 


ECO102562 


MPN100566 


31% 


56.8% 


60.2% 


ECO102562 


NGO100871 


39% 


99.7% 


99.7% 


ECOl 02562 


NME200939 


39% 


99.7% 


99.7% 


ECO102562 


PMU100333 


56% 


98.3% 


94.8% 


ECO 102562 


PRT101147 


77% 


75.7% 


100% 


ECO102562 


PAE203086 


47% 


98.3% 


97.6% 


ECO 102562 


PPU105852 


48% 


98.3% 


97.3% 


ECO 102562 


PSY100717 


46% 


98.3% 


97.3% 


ECO 102562 


SPA101531 


95% 


99.0% 


100% 


ECO102562 


STY102233 


96% 


100% 


100% 


ECO 102562 


STM102487 


96% 


100% 


100% 


ECO102562 


SAU801007 


27% 


53.8% 


59.1% 


ECO102562 


SEP200233 


29% 


54.8% 


60.2% 


ECO 102562 


SHA100764 


27% 


54.8% 


60.2% 


ECO102562 


SMU100219 


29% 


49.3% 


52.0% 


ECO102562 


SPN401005 


24% 


73.6% 


69.9% 


ECO102562 


SPY200856 


32% 


49.3% 


51.8% 


EC01Q2562 


TPA100437 


34% 


84.9% 


81.0% 


ECOl 02562 


UUR100177 


22% 


69.5% 


73.7% 


ECO102562 


VCH100837 


58% 


100% 


100% 


ECO102562 


YPS002057 


82% 


99.7% 


99.3% 


ECO102578 


ECO 102578 


100% 


100% 


100% 


ECO102578 


VCH101777 


23% 


61.9% 


61.6% 


ECO102588 


BFR100937 


19% 


35.1% 


18.2% 


ECO102588 


CJU101174 


30% 


13.1% 


16.7% 


ECO102588 . 


ECO102588 


100% 


100% 


100% 


ECO102588 


HPY1 00493 


18% 


35.3% 


47.1% 


ECO102588 


LPN101370 


24% 


37.6% 


50.1% 


ECO102588 


MGE100322 


23% 


25.0% 


40.9% 


ECO102588 


STY103166 


28% 


22.4% 


49.6% 


ECO102588 


SAU800159 


34% 


15.7% 


24.7% 
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ECO102588 


UUR100022 


23% 


22.0% 


25.1% 


ECO102593 


ABA105043 


21% 


26.4% 


58.5% 


ECOl 02593 


BPT105268 


20% 


32.6% 


64.5% 


ECO102593 


BPT100671 


22% 


91.7% 


82.0% 


ECO102593 


BPT100041 


25% 


45.4% 


71.5% 


ECO 102593 


BPT100991 


31% 


31.2% 


61.6% 


ECO 102593 


BCE104738 


26% 


25.6% 


54.2% 


ECO 102593 


BCE102211 


22% 


14.1% 


40.1% 


ECO102593 


BCE1 10445 


24% 


8.2% 


97.9% 


ECO 102593 


BCE103017 


24% 


21.6% 


83.6% 


ECO102593 


BCE103623 


27% 


30.4% 


66.2% 


ECO102593 


BCE100403 


22% 


69.4% 


24.8% 


ECO102593 


BCE1 10366 


23% 


85.7% 


22.0% 


ECO 102593 


BCE101250 


23% 


22.4% 


95.0% 


ECO102593 


BCE106666 


24% 


30.7% 


71.7% 


ECO102593 


BFU1 12047 


19% 


33.2% 


75.6% 


ECO102593 


BFU1 13446 


19% 


27.2% 


83.8% 


ECO102593 


BFU104375 


21% 


37.0% 


89.3% 


ECO 102593 


BFU1 12017 


21% 


6.1% 


49.7% i 


ECO102593 


BFU106700 


22% 


56.1% 


75.9% 


ECO 102593 


BFU1 13994 


21% 


8.8% 


43.4% 


ECO102593 


BFU1 12565 


20% 


72.6% 


31.1% 


ECO102593 


BFU108657 


22% 


25.8% 


97.0% 


ECO 102593 


BFU1O9807 


23% 


72.0% 


24.6% 


ECO 102593 


BMA109486 


23% 


36.3% 


73.0% 


ECO 102593 


CDF103395 


22% 


17.6% 


37.5% 


ECO 102593 


CDP101864 


43% 


1.3% 


33.1% 


ECO 102593 


EFA201471 


22% 


67.7% 


52.6% 


ECO 102593 


EFM101518 


20% 


38.2% 


25.2% . . 


ECO102593 


ECO102148 


41% 


0.4% 


70.9% 


ECO 102593 


ECO102593 


100% 


100% 


100% 


ECO 102593 


HIN 100971 


22% 


46.4% 


45.3% 


ECO102593 


KPN203199 


22% 


10.8% 


51.7% 


ECO 102593 


LMO101479 


20% 


28.6% 


59.4% 


ECO 102593 


LMO101190 


44% 


4.9% 


9.2% 


ECO 102593 


LMO101803 


28% 


11.4% 


32.4% 


ECO 102593 


MCA102916 


21% 


56.7% 


48.7% 


ECO 102593 


MTU203460 


27% 


8.8% 


9.0% 


ECO 102593 


MTU200863 


24% 


23.0% 


54.1% 


ECO102593 


MTU201807 


23% 


12.2% 


35.9% 


ECO102593 


MTU200278 


30% 


6.1% 


12.3% 


ECO102593 


MTU201226 


26% 


12.4% 


31.0% 


ECO 102593 


MTU200277 


29% 


6.9% 


12.4% 


ECO102593 


MTU200575 


23% 


22.2% 


24.4% 


ECO 102593 


MTU201737 


23% 


23.2% 


40.0% 


ECO 102593 


MTU202815 


23% 


24.4% 


53.5% 


ECO102593 


MTU201630 


24% 


7.6% 


38.9% 


ECO102593 


NGO100136 


24% 


36.5% 


46.6% 


ECO102593 


NGO101220 


20% 


52.5% 


70.1% 


ECO102593 


NGO101062 


25% 


16.4% 


15.8% 


ECO102593 


NME200426 


22% 


59.5% 


67.6% 


ECO102593 


NME200638 


23% 


9.5% 


17.2% 


ECO102593 


NME200634 


21% 


45.5% 


52.6% 


ECO102593 


PRT103539 


21% 


57.4% 


15.9% 
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PRT105107 ! 


21% 


61.6% 


62.1% 




PAE204079 


21% 


2.8% 


88.2% 




PAE204539 


20% 


70.0% 


61.9% 




PPU103891 

A X V-/ X \J mJXJ^ X 


22% 


5.9% 


14.1% 


ECO 102593 


PPU101855 


27% 


47.2% 


97.6% 


ECOl 02593 


PSY105010 


26% 


3.4% 


93.8% 


ECO102593 


STM104147 


20% 


65.9% 


2.1% 


ECO 102593 


YPS000732 


30% 


14.9% 


77.1% 


ECO 102593 


YPS002481 


29% 


8.5% 


63.3% 


ECO 102593 


YPS003252 


27% 


17.7% 


44.0% 


ECO102599 


ECO 102599 


100% 


100% 


100% 


FPO 102600 


ECO 102600 


100% 


100% 


100% 


ECO 102604 


BPT105939 


30% 


33.1% 


20.5% 


ECO 102604 


ECO102604 


100% 


100% 


100% 


ECO 102604 


KPN305556 


85% 


98.6% 


100% 


ECO 102604 


PPU108977 


67% 


90.3% 


100% 


ECO102604 


SPA100787 


84% 


98.6% 


100% 


ECO 102604 


STY1 02673 


86% 


90.8% 


99.7% 


ECO102604 


STM103130 


86% 


90.8% 


99.7% 


ECO 1026 10 


ABA100150 


46% 


99.3% 


100% 


ECO 1026 10 


BPT101957 


49% 


98.7% 


97.3% 


ECO102610 


BBU 100322 


37% 


35.6% 


14.1% 


FCO102610 


BCE109062 


43% 


100% 


99.4% 


FP0 102610 


CBO 101404 


32% 


55.0% 


38.7% 


FCO102610 


CDF102194 


35% 


53.7% 


39.3% 


ECO 1026 10 


EBC102396 


64% 


99.3% 


99.3% 


FCO 102610 


EFA201210 


47% 


39.6% 


28.6% 


ECO102610 


EFM201311 


42% 


38.3% 


27.2% 


ECO102610 


EFM202034 


47% 


39.6% 


26.9% 


ECO 1026 10 


ECO 102610 


100% 


100% 


100% 


FCO 102610 


KPN301659 


64% 


98.7% 


98.7% 


FCO 1026 10 


MCA1 00095 


40% 


99.3% 


100% 


ECO 102610 


NGO101731 


46% 


33.6% 


11.2% 


ECO 1026 10 


NME200158 


40% 


33.6% 


12.3% 


ECO102610 


PMU101974 


36% 


99.3% 


98.6% 


ECO102610 


PAE205173 


54% 


99.3% 


100% 


ECO 102610 


PPU106499 


56% 


99.3% 


100% 


ECO102610 


PSY1 04020 


52% 


99.3% 


100% 


ECO102610 


SPA103010 


93% 


100% 


100% 


ECO102610 


TPA100041 


42% 


32.9% 


15.2% 


ECO102610 


VCH100047 


34% 


47.0% 


17.6% 


ECO 1026 12 


ABA100902 


27% 


97.0% 


93.1% 


ECO102612 

X-'Vj'V-' X \s£*\J x*> 


BAN102839 


22% 


70.7% 


55.6% 


ECO102612 


BAN109348 


23% 


82.8% 


90.1% 


ECO 1026 12 


BAN 105 886 

X/i XX ™ A V%/WV 


31% 


83.8% 


82.8% 


ECO102612 

XjV^V./ X \J£*\J x^> 


BAN101705 

X/i XX ^ * V X 1 ^ 


33% 


77.8% 


90.6% 


ECOl 026 12 

X-/V> V-/ X \J A* \J x*> 


BAN 106903 


29% 


82.8% 


85.4% 


ECO 1026 12 


BAN108997 


32% 


84.8% 


77.6% 


ECO102612 


BAN109157 


34% 


82.8% 


81.8% 


ECO102612 


BPT102914 


25% 


89.9% 


78.4% 


ECO102612 


BCE100121 


37% 


93.9% 


79.3% 


ECO102612 


BFU101752 


38% 


76.8% 


32.1% 


ECO102612 


BMA104163 


33% 


97.0% 


83.5% 


ECO102612 


CBO102999 


27% 


87.9% 


93.5% 



705 



WO 02/077183 



PCTYUS02/09107 





Homolot? LocusID 


Identity 


Query Coverage 


Homolog Coverage 


FP0 10961 1 


EBC100370 


76% 


98.0% 


100% 


FPni09612 


ECO102612 


100% 


100% 


100% 


fpoio9612 


KPN304418 

XVA liJwTTIO 


69% 


100%> 


100% 


fpoio9612 


LPN102332 

A_rA JL> lUiJJ^ 


29% 


78.8% 


91.9% 


FPO109612 


LMO102436 


26% 


82.8% 


82.5% 


Fpni096i 9 


M AVI 01064 

lYAil. V X V/ X W" 


31% 


90.9% 


83.5% 


FPO102612 


MBV103014 


32% 


84.8% 


72.3% 


FPO102612 


MTU201653 


32% 


85.9% 


38.5% 


FPO107612 


NGO100659 


36% 


80.8% 


84.9% 


FPO102612 


NME201928 


37% 


54.5% 


79.4% 


FPO102612 


PMU101481 


30% 


93.9% 


96.8% 


FOO 1026 12 


PRT101996 


38% 


97.0% 


88.8% 


FP0 1026 12 


PAE204352 


31% 


77.8%o 


89% 


ECO 1026 12 
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83% 


100% 


100% 


PPfM A9AAA 


<?TM103S9S 
o x lVx x\jj^jynj 


83% 


100% 


100% 


DPA1 AO AAA 
bLAJlUZ040 


OT\ATT10069S 


35%) 


59.7%) 


43.8% 


PfVil AO AAA 


QPV101903 

OX X 1VJ 17UJ 


32%) 


88.2%o 


70.4% 


ppAi A0A5A 


FRP 103477 


78% 


98.5% 


98.5% 


ppAi AOA^A 


FPO 102654 


100%) 


100% 


100% 


ppm 09654 


KPN303729 


75% 


98.8% 


98.8% 


PpAi AOA^A 


QP A 10071 1 

OX XX 


39%) 


99.1% 


99.1% 


pprnn965A 


STY1 04055 

O X X 1Utu»/J 


40% 


99.1% 


97.6% 


ppAi AOA^A 


CTM1 00084 

O X iYXl\JV/UO*T 


41%> 


99.1%o 


97.6% 


bU\-/xUZ0JH 


VPH101 533 


38% 


99.1% 


96,8% 


rjpr»1 AOA^A 
bC<JxUZ0j4 


VPQ001795 

I x oVJk/1 /AJ 


36%> 


99.1% 


98.8% 


t7r>/-\ 1 AOA^^ 
bCU lUZOD j 


pr\p1 AA1 AA 


39%o 


36.9% 


98.9% 


P/TM AOA^ 


PFiPl 01 ASA 


37% 


94.2% 


97.0% 


ECO 102655 


EBC 103488 


88% 


99.0% 


99.8% 


ECO102655 


EFM200442 


36% 


93.6% 


99.6% 


ECO102655 


ECO102655 


100% 


100% 


100% 


ECO 102655 


KPN305684 


88% 


97.5% 


98.5% 


ECO102655 


PPUU0278 


31% 


19.2% 


17.2% 


ECO102655 


SPN400505 


37% 


93.8% 


72.9% 



710 



WO 02/077183 



PC17US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO102655 


SPY200412 


38% 


95.7% 


73.7% 


ECO102669 


BFU102622 


56% 


100% 


94.9% 


ECO102669 


CJU100586 


41% 


98.1% 


98.6% 


ECO102669 


CAC102120 


44% 


98.1% 


99.2% 


ECOl 02669 


CBO100979 


38% 


89.8% 


93.6% 


ECO102669 


CDP 100853 


51% 


98.1% 


96.5% 1 


ECO 102669 


EBC102590 


86% 


98.1% 


79.9% 


ECO102669 


ECO102669 


100% 


100% 


100% 


ECO102669 


HPY100884 


43% 


97.9% 


99.2% 


ECQ102669 


KPN303726 


84% 


99.7% 


99.7% 


ECO 102669 


LPN100627 


46% 


98.1% 


98.4% 


ECO102669 


PRT101111 


64% 


98.9% 


99.2% 


ECO 1 02669 


SPA101915 


93% 


98.1% 


80.6% 


ECO102669 


STY 102830 


94% 


99.7% 


99.7% 


ECO 102669 


STM103675 


94% 


99.7% 


99.7% 


ECO 102671 


EBC 107209 


86% 


88.0% 


100% 


ECO102671 


ECO 102671 


100% 


100% 


100% 


ECO 102671 


KPN303720 


88% 


77.7% 


95.5% 


ECO102671 


SPA100903 


89% 


69.7% 


98.6% 


ECO102671 


STY102834 


89% 


99.9% 


99.9% 


ECO102671 


STM103679 


90% 


99.9% 


99.9% 


ECO102671 


SAU802611 


40% 


5.3% 


52.9% 


ECO 102690 


BAN104917 


36% 


76.1% 


80.8% 


ECO102690 


BAN109893 


52% 


97.0% 


99.5% 


ECO102690 


BFR12076 


51% 


89.1% 


89.1% 


ECO102690 


BCE101378 


56% 


75.1% 


80.7% 


ECO102690 


BFU105924 


51% 


78.6% 


87.7% 


ECOl 02690 


BMA103440 


52% 


87.6% 


67.2% 


ECOl 02690 


CJU101334 


28% 


70.6% 


81.8% | 


ECOl 02690 


CAC 100962 


53% 


96.0% 


96.5% 


ECO102690 


EBC104331 


89% 


100% 


100% 


ECOl 02690 


ECO102690 


100% 


100% 


100% 


ECO102690 


KPN103912 


92% 


100% 


100% 


ECO 102690 


PRT103978 


62% 


99.5% 


100% 


ECOl 02690 


PAE201392 


58% 


75.1% 


77.0% 


ECO 102690 


PSY108238 


50% 


94.0% 


80.9% 


ECO 102690 


PS Y 106624 


50% 


94.0% 


80.9% 


ECO102690 


SPA 104299 


77% 


17.4% 


77.3% . 


ECO 102690 


STY103443 


85% 


100% 


100% 


ECO 102690 


SEP201659 


52% 


96.0% 


97.5% 


ECOl 02690 


SHA102289 


56% 


96.0% 


97.5% 


ECOl 02690 


VCH 102521 


67% 


97.0% 


91.2% 


ECO102690 


YPS000099 


80% 


98.0% 


92.5% 


ECOl 02705 


ABA100092 


27% 


81.8% 


51.5% 


ECO102705 


BAN1 10678 


43% 


73.6% 


53.4% 


ECO102705 


BAN109471 


43% 


73.6% 


53.4% 


ECO102705 


BFR105878 


35% 


86.8% 


93.2% 


ECOl 02705 


BPT100447 


31% 


48.8% 


40.8% 


ECO 102705 


BCE1 15084 


31% 


52.1% 


44.7% 


ECO 102705 


BFU101022 


28% 


57.9% 


50% 


ECO 102705 • 


BMA106574 


31% 


52.1% 


44.7% 


ECOl 02705 


CJU100148 


28% 


52.9% 


33.2% 


ECO102705 


CAC100156 


25% 


85.1% 


87.5% 


ECO102705 


CBO101681 


43% 


95.0% 


98.3% 
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Ouerv T -OCtisTD 


Homolog LocusID 


Identity 


Query Coverage 

i. S 


Homolog Coverage 


FCO 1 02705 


EBC104323 


94% 


99.2% 


100% 


FCO 1 02705 


ECO 102705 

JL_i \^/ V-/ JL WA* f \J %J 


100% 


100% 


100% 


Fr0 102705 


HIN101163 


27% 


92.6% 


95.7% 


POO 107705 


KPN303830 


93% 


100% 


100% 


Fr0 102705 


MCA101606 


27% 


82.6% 


52.0% 


FrO 102705 


NGO101844 

A ™ \J JL V X w i i 


30% 


69.4% 


62.1% 


FrO 102705 


NME200649 


26% 


94.2% 


97.1% 


ECO 102705 


PMU1O0185 


29% 


92.6% 


95.7% 


ECO 102705 


PRT102255 


84% 


100% 


100% 


ECO 102705 


PAE202664 


76% 


95.9% 


98.3% 


ECO 102705 


PPU1 11281 


75% 


95.9% 


98.3% ! 


ECO 102705 


PSY100460 


72% 


95.9% 


98.3% 


ECO 102705 


SPA104187 


93% 


100% 


100% 


ECO 102705 


STY 103502 


94% 


99.2% 


100% 


ECO 102705 


STM104214 


94% 


99.2% 


100% 


ECO 102705 


SAU800711 


35% 


94.2% 


84.9% 


ECO 102705 


SEP200752 


34% 


94.2% 


84.9% 


ECO 102705 


SHA101448 


37% 


96.7% 


87.1% 


ECO 102705 


SMU100908 


39% 


74.4% 


59.5% 


ECO 102705 


VCH101280 


79% 


100% 


99.2% 


ECO 102705 


YPS000126 


83% 


98.3% 


100% 


ECO 102706 


ABA104102 


26% 


67.7% 


56.5% 


ECO 102706 


BPT101729 


27% 


74.8% 


58.4% 


FCO 102706 


BCE1 11382 


26% 


81.3% 


67.3% 


ECO 102706 

Li\/V> A VA. f \J\J 


BCE104052 


26% 


81.3% 


64.3% 


ECO 102706 


BFU111756 


34% 


96.1% 


97.7% 


FCO 102706 


BMA109566 


26% 


75.3% 


62.7% 


ECO 102706 


CJU100383 


37% 


9.2% 


7.0% 


ECO 102706 


ECO101667 


41% 


97.5% 


99.5% 


ECOl 02706 


ECO 102706 


100% 


100% 


100% 


ECO 102706 


KPN303429 


45% 


10.9% 


8.6% 


ECO 102706 


LPN103326 


26% 


86.1% 


74.7% 


ECO 102706 


MCA1 00693 


27% 


85.2% 


70.9% 


ECO 102706 


MAV 102272 


27% 


74.1% 


76.0% 


ECO 102706 


MBV104554 


26% 


74.6% 


80.4% 


FCOl 02706 


MLP101354 


27% 


75.3% 


77.2% 


FC0 102706 


MTU200558 


28% 


75.8% 


77.7% 


FCO 102706 


NGO101376 


27% 


77.1% 


58.8% 


ECO 102706 


NME200707 


27% 


82.2% 


65.3% 


ECO 102706 


PAE202951 


27% 


84.1% 


70.8% 


ECO 102706 


PPU 108891 


27% 


77.1% 


66.1% 


ECO 102706 


PSY104867 


28% 


74.8% 


63.3% 


ECO 1027 14 


ECO102714 


100% 


100% 


100% 


ECO 1027 14 


PAE204095 


33% 


87.8% 


98.3% 


ECO 1027 14 


SHA100148 


34% 


85.7% 


95.1% 


ECO102722 


BAN100835 


30% 


63.1% 


69.7% 


ECO 102722 

JWW JL v/ AV f ***** 


BAN107688 


32% 


64.9% 


67.2% 


ECO 102722 

A-# V-^V^ JL \J Mm 1 AV A** 


BFR1 04257 


34% 


73.0% 


70.4% 


ECO102722 • 


CAC102158 


26% 


91.9% 


87.7% 


ECO102722 


CBO100493 


21% 


94.6% 


58.2% 


ECO102722 


CDF104542 


30% 


64.9% 


61.4% 


ECO102722 


EFA200060 


30% 


73.0% 


70% 


ECO102722 


EFM202176 


30% 


95.5% 


91.2% 


ECO102722 


ECO102722 


100% 


100% 


100% 
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Query LocusED 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO102722 


KPN301507 


56% 


96.4% 


96.3% 


ECOl 02722 


LMO100551 


30% 


88.3% 


85.2% 


ECO102722 


MBV101398 


40% 


65.8% 


70.3% 


ECO102722 


MTU202763 


40% 


65.8% 


70.3% 


ECO102722 


NGO101975 


27% 


95.5% 


97.4% 


ECO102722 


NME200373 


38% 


64.9% 


68.6% 


ECO102722 


SAU802068 


25% 


64.9% 


65% 


ECO102722 


SEP201326 


25% 


64.9% 


65% 


ECO 102722 


SHA101049 


23% 


91.9% 


88.4% 


ECO102722 


SMU101371 


30% 


90.1% 


90.9% 


ECO102736 


BAN104134 


38% 


93.9% 


96.9% 


ECO102736 


BAN100117 


45% 


93.0% 


96.4% 


ECO102736 


BAN105510 


51% 


95.8% 


93.6% 


ECO102736 


BAN1 11762 


52% 


95.8% 


93.6% 


ECO102736 


CJU101531 


49% 


95.6% 


98.6% 


ECO102736 


CDP101612 


61% 


97.2% 


94.0% 


ECO102736 


EBC 103670 


93% 


100% 


99.5% | 


ECO102736 


ECO102736 


100% 


100% 


100% 


ECO102736 


HIN100275 


59% 


95.6% 


97.8% 


ECO102736 


HPY100131 


43% 


94.9% 


95.9% 


ECO102736 


KPN308636 


92% 


100% 


100% 


ECO102736 


LPN103077 


64% 


99.5% 


99.8% 


ECO102736 


PMU100037 


58% 


96.0% 


98.3% 


ECO 102736 


PRT103179 


80% 


99.5% 


99.5% 


ECO102736 


PPU1 10333 


64% 


94.2% 


100% 


ECO102736 


PSY103212 


64% 


93.7% 


99.5% 


ECO102736 


SPA101480 


94% 


99.5% 


100% 


ECO102736 


STY1 03893 


95% 


100% 


100% 


ECO102736 


STM104294 


95% 


100% 


100% 


ECO102736 


VCH101631 


50% 


99.5% 


99.5% 


ECO102736 


YPS001136 


82% 


99.5% 


98.8% 


ECO102737 


BCE106651 


52% 


99.6% 


86.8% 


ECO 102737 


BFU111678 


51% 


99.6% 


93.7% 


ECO102737 


CDF102230 


39% 


99.8% 


100% 


ECO102737 


EBC103668 


94% 


99.3% 


100% 


ECO102737 


ECO 102737 


100% 


100% 


100% 


ECO 102737 


KPN307371 


92% 


100% 


100% 


ECO 102737 


MLP101075 


51% 


99.6% 


99.6% 


ECO 102737 


NGO100729 


51% 


98.5% 


96.3% 


ECO 102737 


NME200054 


49% 


93.6% 


96.1% 


ECO102737 


PRT1 00267 


79% 


100% 


100% 


ECO102737 


PPU1 07497 


54% 


99.6% 


99.6% 


ECO102737 


PSY1 04683 


52% 


99.6% 


99.6% 


ECO102737 


STY103896 


94% 


100% 


100% 


ECO 102737 


STM104297 


94% 


100% 


100% 


ECO 102737 


SAU802530 


33% 


61.1% 


92.0% 


ECO102737 


SEP201095 


33% 


61.1% 


92.0% 


ECO102737 


SHA100506 


33% 


61.1% 


92.3% 


ECQ102741 


BFR10515 


34% 


92.7% 


93.2% 


ECO102741 


BCE1 13397 


39% 


93.2% 


89.3% 


ECO102741 


CJU100451 


36% 


88.8% 


91.6% 


ECOl 02741 


CBO103139 


22% 


89.5% 


94.7% 


ECO102741 


ECO102741 


100% 


100% 


100% 


ECO 102741 


HIN 100590 


34% 


92.9% 


96.3% 
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Tdpntitv 

ijr 


Query Coverage 


Homolog Coverage 


09741 


HPY101 157 
xxx x ivi ij / 


35% 


93.6% 


97.3% 


npni 09741 


KPN3OOO50 


89% 


100% 


100% 


JtlLX/lUZ /H-JL 


"W001 01 RSR 


31% 

J X /o 


94.1% 


93.2% 


T?pri 109741 


"NnUF9006S7 

J.N1VAEZWV/OJ / 


31% 

D X /0 


94.1% S 


97.5% 


17/^0109741 


SP A 104040 


93% 


94.1% 


100% 


FP01 09741 


STY1 03920 


92% 


100% 


100% 


FPO 109744 


BOE105647 


36% 


98.6% 


96.0% 


FP0 102744 


BFU109391 


35% 


98.6% 


94.2% 


FPO 102744 

A_»\-/W 1 \JJtn I " 1 


BFU 108766 


36% 


98.6% 


89.5% 


Fro 102744 


FCO 102744 


100% 


100% 


100% 


FP0 102744 


HDSf 100592 


61% 


100% 


98.6% 


cpn 109744 


KPN307040 


92% 


100% 


100% 


FP0 109744 


SPA 104052 


91% 


100% 


100% 


FPOI 09744 


STY1 03924 


91% 


100% 


100% 


FP0 1 027 44 


STM104325 


91% 


100% 


100% 


FPO 102744 


SPN401968 


45% 


98.6% 


95.2% 


ECO 102749 


EBC 100951 


86% 


97.4% 


98.7% 


FCO 102749 


ECO 102749 


100% 


100% 


100% 


ECO 102749 


KPN305190 


84% 


98.7% 


97.4% 


ECO 102749 


PMU101798 


35% 


71.1% 


25.9% 


FC0 102749 


PRT104389 


44% 


94.7% 


97.4% 


FC0 109740 


PSY1 07484 


34% 


57.9% 


91.7% 


FC0 102749 1 


SPA104038 

Ul A1U7UJO 


93% 


97.4% 


98.7% 


FC0 102749 


STY103939 


93% 


97.4% 


98.7% 


FPOI 09740 


SFP9035R5 

OXJX avJJOJ 


32% 


94.7% 


60.2% 


FCO 109763 


EBC107113 


56% 


99.4% 


93.3% 


FPOI 09763 


FCO 102763 


100% 


100% 


100% 


FP0 109763 


KPN305145 


49% 


99.4% 


84.2% 


FP0 109763 


SPA106196 


66% 


99.4% 


99.4% 


FP0 109763 


STY 1040 10 

O X X X vtu 1 V/ 


66% 


99.4% 


99.4% 


FPH 10976^ 


VPH 100842 

V VvXX Xv/V/0*T£. 


22% 


37.8% 


32.1% 


FC0 1 09763 


YPS004214 


41% 


29.5% 


78.0% 


FPOI 09764 


ABA 105245 


60% 


100% 


100% 


FPOI 09764 


BAN 10078 8 


50% 


99.2% 


99.4% 


FC0 109764 


BFR11837 


66% 


100% 


100% 


FP0 109 764 


BPT 100700 


34% 


100% 


100% 


FC01 09764 

Xl\^W A \J£* 1 >J" 


BCF1 14856 


33% 


100% 


95.3% 


FC0 102764 


BFU101750 

XJX W X V A / JU 


33% 


100% 


100% 


FC01 09764 


BMA 105484 


35% 


100% 


100% 


FPOI 09764 


CAC1 00774 


36% 


99.6% 


98.1% 


FPOI 09764 


CBO101 177 

vUv A V X A / I 


21% 


68.2% 


54.6% 


FP0 109 764 


pnp 100080 

VxAvA 1UUUOV 


63% 


98.9% 


93.2% 


FPOl 09764 


FBP1 09739 

A-f AJ v-f X UL / J£ 


95% 


100% 


100% 


FC0 109764 


FFA201843 


51% 


98.9% 


98.7% 


FC0 102764 


FFM 100074 


44% 


39.0% 


97.5% 


FC0 102764 


FCOl 02764 


100% 


100% 


100% 


FC0 102764 


HTN 100884 

XXXA^i X WOOT 


33% 


100% 


100% 


FC0 102764 


KPN305143 


93% 


100% 


100% 


EC01 02764 


LMO102901 


50% 


100% 


100% 


ECO102764 


MCA101497 


59% 


100% 


100% 


ECO102764 


MAV101962 


67% 


98.9% 


97.7% 


ECO102764 


MBV103568 


66% 


98.9% 


97.7% 


ECO102764 


MLP 100936 


66% 


98.9% 


97.7% 


ECO102764 


MTU202727 


66% 


100% 


100% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 102764 


MGE100232 


49% 


100% 


100% 


ECO102764 


MPN100516 


49% 


100% 


87.5% 


ECO102764 


NGO100594 


71% 


100% 


99.2% 


ECO102764 


NME201812 


71% 


100% 


100% 


ECO102764 


PMU100079 


33% 


100% 


100% 


ECO102764 


PRT100903 


36% 


100% 


100% 


ECO102764 


PAE200341 


69% 


100% 


100% 


ECO102764 


PPU102228 


35% 


100% 


100% 


ECO102764 


PSY101984 


35% 


100% 


100% 


ECO102764 


SPA102433 . 


96% 


100% 


100% 


ECO102764 


STY104016 


95% 


100% 


100% 


ECO102764 


SAU801427 


51% 


98.9% 


97.5% 


ECO102764 


SEP200374 


48% 


98.9% 


97.5% 


ECO102764 


SEP201188 


48% 


98.9% 


97.5% 


ECO 102764 


SHA101980 


49% 


98.9% 


97.5% 


ECO 102764 


SMU1 00950 


29% 


97.3% 


96.1% 


ECO 102764 


SPN400585 


30% 


95.1% 


89.2% 


ECO102764 


SPY200657 


30% 


93.6% 


92.1% 


ECO102764 


VCH100662 


32% 


100% 


100% 


ECO102764 


YPS002874 


88% 


100% 


100% 


ECO102768 


EBC103078 


83% 


97.8% 


100% 
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TIT7T T1 0*5^<Q 


5A0/ 

30% 


A1 AO/ 

47.9% 


59.9% 


FPC)109091 

i— i V> VV 1 £* JL 


DUA 1 OQ81 0 

jdjlvi/\ i uy 0 1 u 


A 1 0/ 
4170 


A/T 0 0/ 


OO /TO/ 

88.6% 


FC01 02091 


PTTT101 110 


750/ 
ZD /o 


O/f ylO/ 

Z4.4% 


O/T AO/ 

86.0% 


FPOl 02091 


pp"M9onn^^ 

OjtINZUUUOj 


33/0 


AO 00/ 

y3.Z7o 


O A AO/ 

34.0% 


FP0 109091 


PTP9000</I 
C 1 j\ZUUU04 


3 /% 


y<0 "70/ 

42.7% 


24.4% 


FP0 109 091 

CUU 1 UZ" Z X 


P A PI A1 1AA 
OAUIUl /44 


no/ 
33% 


A/C ZTO/ 

96.6% 


95.8% 


FP0 1 0^09 1 


PT\P1 A1 AQ1 
V^JUrlU14o3 


36% 


oo oo/ 

22.8% 


38.6% 


FP0 109091 




TOO/ 

/9% 


1 AAO/ 

100% 


100% 


Tjpni O9Q01 


"CCA OflAOll 


1 AO/ 

30% 


94.0% 


94.4% 




iiPM 100784 


27% 


22.6% 


43.0% 


T7PH109Q91 




OAO/ 

80% 


100% 


100% 


FPD 1 0909 1 


"RPP 1 07Q71 


1 AA0/ 
100% 


1 A ad / 

100% 


100% 


FPfi109Q91 


HJTKT1 A1 571 


OAO/ 

30% 


A O 1 0/ 1 

43.3% 


35% 


FPP109Q91 


UDV1 A1 AH(\ 

rlr I 1U14/0 


T70/ 

27% 


28.5% 


72.8% 


FP0 109091 


1^P"MQA^17^1 
JvrJN J 04 /Oj 


OAO/ 
80% 


61.1% 


100% 


FP0 109091 


T PT\T1 A^1 50 


110/ 

3 1% 


O O 1 o/ 

32.1% 


96.7% 


ECO 102921 


LM0 102163 


35% 


97.4% 


07 0% 
y i . v /o 


ECO 102921 


MCA1 00847 


26% 


31.3% 


89.3% 


ECO 102921 


MAV103930 


28% 


96.2% 


78.0% 


ECO 102921 


MBV104571 


33% 


94.2% 


74.8% 


ECO 102921 


MLP101343 


29% 


96.2% 


77.8% 


ECO102921 


MTU200542 


33% 


94.2% 


74.8% 
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ECO 102921 


NGO100709 


32% 


46.7% 


17.7% 


ECO102921 


NME201949 


32% 


39.9% 


24.0% 


ECO102921 


PMU100249 


32% 


23.0% 


32.4% 


ECO 102921 


PRT103145 


68% 


100% 


100% 


ECO102921 


PAE204290 


52% 


100% 


100% 


ECO 102921 


PPU103316 


53% 


100% 


99.8% 


ECO102921 


PSY103947 


52% 


99.2% 


99.0% 


ECO 102921 


SPA101797 


80% 


100% 


100% 


ECO 102921 


STY100867 


81% 


100% 


100% 


ECO102921 


STM103553 


81% 


100% 


100% 


ECO102921 


SAU800664 


35% 


97.0% 


97.9% 


ECO102921 


SEP200699 


34% 


96.2% 


97.3% 


ECO 102921 


SHA102241 


33% 


97.0% 


97.9% 


ECO102921 


VCH102406 


30% 


97.6% 


37.9% 


ECO102921 


YPS002478 


70% 


100% 


100% 


ECO102922 


CAC100107 


29% 


20.4% 


58.1% 


ECO102922 


EBC103186 


82% 


99.8%. 


99.5% 


ECOl 02922 


ECO102922 


100% 


100% 


100% 


ECO102922 


KPN308954 


84% 


99.8% 


99.5% 


ECO102922 


PRT100650 


70% 


98.2% 


97.3% 


ECO102922 


SPA103864 


86% 


98.9% 


98.4% 


ECO 102922 


STY100405 


90% 


99.8% 


99.8% 


ECO102922 


SHA102036 


40% 


9.9% 


9.9% i 


ECO 102922 


VCH101551 


29% 


13.1% 


56.6% 


ECO102928 


CBO 100990 


28% 


100% 


99.8% 


ECO102928 


ECO102928 


100% 


100% 


100% 


ECO102928 


PRT101527 


72% 


100% 


100% ;- 


ECO102928 


SPA103628 


90% 


90.1% 


98.8% 


ECO102928 


STY100430 


93% 


100% 


100% 


ECO102929 


ECO 102929 


100% 


100% 


100% 


EOO102929 


LMO101092 


25% 


38.3% 


97.1% 


ECO102929 


PRT105241 


71% 


95.9% 


95.4% 


ECOl 02929 


SPA103626 


93% 


91.6% 


100% 


ECO102929 


STY100431 


96% 


100% 


100% 


ECO102935 


BFR12116 


56% 


94.5% 


97.3% 


ECO 102935 


BCE1 12705 


66% 


99.4% 


98.6% 


ECO 102935 


BFU106872 


66% 


99.4% 


98.6% 


ECO 102935 


BMA107444 


67% 


99.4% 


92.7% 


ECO102935 


CDP100172 


56% 


97.4% 


94.2% 


ECO102935 


EBC103723 


87% 


100% 


100% 


ECO 102935 


EFM201542 


56% 


95.1% 


99.1% 


ECO 102935 


ECO102935 


100% 


100% 


100% 


ECO 102935 


KPN301761 


59% 


96.2% 


99.7% 


ECO 102935 


PSY103084 


66% 


99.4% 


99.1% 


ECO 102935 


SPA100617 


70% 


49.1% 


89.5% 


ECO 102935 


STY101139 


60% 


95.1% 


97.9% 


ECO 102935 


STM100906 


60% 


95.1% 


97.9% 


ECO 102935 


SMU100710 


25% 


77.7% 


91.9% 


ECO 102935 


YPS000578 


55% 


96.2% 


100% 


ECO102949 


ABA105590 


62% 


98.5% 


55.0% 


ECO 102949 


BFR103517 


42% 


80.9% 


54.7% 


ECO102949 


BFU107731 


35% 


10.2% 


8.2% 


ECOl 02949 


CBO100864 


42% 


85.0% 


53.7% 


ECO102949 


CDF100913 


39% 


96.1% 


61.2% 
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FCO 102949 


EBC103718 


92% 


79.4% 


96.5% 


FC0 102949 


ECO102949 


100% 


100% 


100% 


FCO 102949 


KPN306892 


92% 


98.8% 


54.3% 


FPO 1 02949 


PAE204923 


64% 


96.9% 


56.1% 


FCO 102949 


PPU107577 


62% 


99.3% 


57.6% 


FPO 102949 


PSY101911 


64% 


98.8% 


100% 


FPO 102949 


SPA105251 


92% 


94.4% 


54.8% 


FCO 102949 


STY100457 


93% 


96.1% 


54.9% 


FCOl 02949 


VCH101683 


64% 


99.8% 


52.3% 


ECO 102950 


CPN200382 


36% 


17.8% 


13.9% 


ECOl 02950 


EBC102780 


93% 


98.5% 


100% 


ECO102950 


ECO 102950 


100% 


100% 


100% 


ECO102950 


NME300608 


27% 


21.2% 


89.6% 


ECO 102950 i 


PSY108481 


65% 


96.6% 


100% 


ECO 102966 


ABA103592 


36% 


94.2% 


94.8% 


FCOl 02966 


BAN108519 


21% 


72% 


24.7% 


Fro 102966 


BPT102066 


40% 


94.5% 


87.7% 


FCO 102966 


BCE110576 


31% 


76.4% 


80.5% 


ECO102966 


BFU110089 


27% 


76.4% 


76.4% 


ECO102966 


BMA100363 


29% 


66.5% 


52.5% 


ECO 102966 


CPN200952 


28% 


54.5% 


54.9% 


ECO102966 


CTR200130 


28% 


57.1% 


58.6% 


ECO 102966 


EBC103928 


85% 


100% 


100% 


ECO102966 


EFM201047 


24% 


74.9% 


76.0% 


FCO! 02966 


ECO 102966 


100% 


100% 


100% 


Fro 102966 


HIN 100379 


53% 


94.9% 


95.3% 




KPN309045 


83% 


100% 


100% 


tjpni n?Q66 


MCA1 03602 


31% 


90.2% 


92.8% 


Fro 1 09966 


MAV1 05050 


21% 


72% 


68.5% 


Fro 102966 


MB VI 03054 


33% 


61.1% 


60.9% 


FrO 102966 


MLP101322 


30% 


75.6% 


66.9% 


ECO 102966 


MTU200799 


31% 


75.6% 


67.0% 


ECO 102966 


PMU101019 


54% 


94.5% 


94.9% 


ECO 102966 


PRT1OO350 


62% 


100% 


100% 


ECO102966 


PAE204964 


43% 


96.7% 


97.1% 


FCO 102966 


PPU104681 


42% 


94.9% 


96.6% 


Fro 102966 


PSY101033 


45% 


97.8% 


94.7% 


FrO 102966 


SPA103721 


91% 


100% 


100% 


FrO 102966 


STY 100734 


92% 


100% 


100% 


ECO102966 


SHA102882 


31% 


20% 


20.6% 


FrO 102966 


VCH102398 


53% 


96% 


97.1% 


ECO 102966 


YPS001992 


70% 


100% 


100% 


FCO 102967 


EBC103926 


95% 


99.3% 


99.3% 


ECO 102967 

XV wXp/ X V/ Arf ✓ w f 


ECO102967 


100% 


100% 


100% 


ECO 102967 


KPN309071 


92% 


99.3% 


99.3% 


FCO 102967 


PAE204965 


37% 


98.6% 


93.4% 


FrOl 02967 


PPU104679 


35% 


94.3% 


91.9% 


FrOl 02967 


PSY101043 


36% 


94.3% 


84.0% 


ECO102967 


SPA103719 


95% 


100% 


100% 


ECO102967 


STY100736 


95% 


100% 


100% 


ECO102967 


VCH102399 


50% 


98.6% 


92.6% 


ECO102967 


YPS001991 


79% 


98.6% 


97.9% 


ECO102986 


BPT1 00204 


51% 


62.7% 


95.2% 


ECO102986 


BCE105324 


49% 


63.3% 


95.3% 
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ECO102986 


BFU 103929 


53% 


68.8% 


98.2% 


ECO102986 


BMA102492 


48% 


64.2% 


93.0% 


ECO102986 


CJU101075 


42% 


97.9% 


98.5% 


ECO 102986 


EBC103920 


94% 


99.8% 


100% 


ECO 102986 


ECO102986 


100% 


100% 


100% 


ECO102986 


HIN1 01495 


71% 


97.7% 


97.9% 


ECO 102986 


HPY100845 


40% 


96.6% 


98.5% 


ECO102986 


KPN308271 


92% 


99.4% 


99.4% 


ECO102986 


LMO101198 


33% 


26.6% 


95.3% 


ECO102986 


MAV1 04245 


46% 


26.6% 


93.4% 


ECO102986 


MLP1O0531 


25% 


52.8% 


76.5% \ 


ECO102986 


NGO100932 


50% 


64.6% 


95.9% 


ECOl 02986 


NME200956 


50% 


64.8% 


95.4% 


ECOl 02986 


PMU100884 


69% 


98.3% 


98.5% 


ECOl 02986 


PRT102176 


82% 


99.2% 


99.8% 


ECOl 02986 


PAE204991 


57% 


99.2% 


99.6% 


ECOl 02986 


PPU104725 


56% 


98.5% 


100% 


ECO102986 


PSY101063 


58% 


99.0% 


99.4% 


ECO102986 


SPA102480 


93% 


97.5% 


100% 


ECO102986 


STY100790 


93% 


99.8% 


99.8% 


ECO 102986 


SAU800641 


30% 


27.5% 


94.7% 


ECOl 02986 


SEP200670 


31% 


27.5% 


94.7% 


ECO 102986 


YPS001982 


86% 


99.6% 


99.8% 


ECOl 02990 


ABA100117 


56% 


90.5% 


98.2% 


ECOl 02990 


BFR1 04611 


31% 


74.0% 


65.5% 


ECO102990 


BPT100463 


45% 


82.0% 


81.6% 


ECO102990 


BCE100277 


53% 


97.3% 


98.3% 


ECO102990 


BFU103175 


54% 


97.1% 


98.8% 


ECO102990 


BMA101052 


53% 


97.3% 


98.3% 


ECO102990 


CJU100728 


35% 


50% 


54.0% 


ECO102990 


CAC 103726 


23% 


74.0% 


68.8% 


ECO102990 


CDP101606 


30% 


75.2% 


64.6% 


ECO 102990 


EBC101436 


. 87% 


97.6% 


100% 


ECO102990 


ECO102990 


100% 


100% 


100% 


ECO102990 


HIN101573 


58% 


98.1% 


98.6% 


ECO102990 


KPN304100 


86% 


100% 


99.8% 


ECO102990 


LPN102504 


55% 


98.1% 


99.0% 


ECO102990 


MCA100227 


40% 


90.5% 


89.5% 


ECO102990 


MAV1 03429 


30% 


75.2% 


66.7% 


ECO102990 


MBV106184 


30% 


72.8% 


64.8% 


ECO102990 


MLP101592 


28% 


88.8% 


84.8% 


ECO102990 


MTU203852 


30% 


72.8% 


64.8% 


ECO102990 


NGO100210 


54% 


97.3% 


97.8% 


ECO102990 


NME201288 


54% 


97.3% 


96.2% 


ECO102990 


PMU100247 


59% 


99.5% 


98.8% 


ECO102990 


PRT100516 


68% 


98.5% 


99.8% 


ECO 102990 


PAE200583 


60% 


98.8% 


99.3% 


ECO 102990 


PPU100635 


49% 


98.1% 


99.5% 


ECO102990 


PSY103399 


56% 


98.1% 


98.8% 


ECO 102990 


SPA101468 


85% 


98.3% 


100% 


ECO 102990 


STY100798 


89% 


99.8% 


99.5% 


ECO102990 


STM101254 


90% 


99.8% 


99.5% 


ECOl 02990 


VCH102410 


61% 


97.1% 


99.3% 


ECO102990 


YPS001978 


72% 


98.3% 


98.3% 
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Ecuiozyyy 


T* A>J101 R7R 


64% 


54.9% 


86.7% 


Ecuiozyyy 


d A\ri i i sflD 


60% 


70.4% 


87.7% 


T?r~^r~\ 1 aohaa 

Ecuiozyyy 


TSTTD 1 A1 fLCYl 


^0% 


74.6% 


67.9% 


T?/"^/"\1 AO AAA 

ECO 102999 


DpTi 00.1 /to 


60% 


100% ! 


100% 


ECO 102999 


■d"dttiooo^ 


^7% 


97.2% I 


100% 


ECO 102999 




61% 


100% 


100% 


ECO 102999 


T5T7TT1 09600 


6R% 


84.5% 


85.7% 


ECUlOZyyy 


DV4 a 1 09R1R 


68% 


84.5% 


85.7% 


r?r^/^i AOQQQ 
ECUlOZyyy 


ptttioohj? 


44%o 


98.6% 


100% 


tjpn 1 aoogq 
ECUlOZyyy 


pp\i9007n 


40% 


83.1% 


100% 


tjnn 1 mooQ 
ECU 102999 


PTP900610 


42% 


78.9% 


94.8% 


rjnri i AOGOQ 

Ecuiuzyyy 


papioi9s6 


58% 


81.7% 


100% 


ECO 102999 


pT*mo94R6 


55% 


81.7% 


100% 


"DrT^I AOQQQ 

ECUlOZyyy 


PHF100R46 


50% 


83.1% 


100% 


T?PP\1 AOQQQ 


FT*P 104103 


100% 


90.1% 


98.5% 


liuu luzyyy 


FFA9001R1 


62% 


70.4% 


86.2% 


iiuu luzyyy 


FFM101017 


55% 


40.8% 


90.6% 


TjrY^I OOQQQ 


FP0 109099 


100% 


100% 


100% 


T?r>m ooqqq 
HL/Uiuzyyy 


PTTN100510 


83% 


100% 


100% 


FPOI 09QQQ 


trpv 100555 


44% 


98.6% 


100% 


Tjpn i 09QQQ 


KPN204459 


100% 


100% 


100% 


r?r<r*i ooqqq 
rA^u luzyyy 


T PN101 90R 


68% 


63.4% 


78.9% 


TJ/~Y^ 1 AOQQQ 

ca^u luzyyy 


T "M/MOI 519 


56% 


70.4% 


87.7% 


T?/"VM AOQQQ 

ECUlOZyyy 


uaa 1 01455 


67% 


100% 


100% 


T2/~*r\ 1 AOQQQ 

ECU 102999 


MAAI A*^^7A 


6R% 


63.4% 


81.8% 


ECO 102999 


JNIVJLdZUU^O / 


10% 

/ \J so 


84.5% 


85.7% 


t-»/^i/-\ | AO AAA 

ECO 102999 


T>\/fTT1 H1 O^Q 


R^% 


100% 


100% 


T7/^/ r> k 1 AO AAA 

ECU 102999 


JrJtvl IUjjjO 




100% 


100% 


r?f^r\ i aoqqq 

ecu i uzyy y 


P AF90n < S7R 


R1% 


100% 


100% 


C/^r*M AOOQQ 

ecu J. uzyy y 


pQV109^S1 


80% 


100% 


100% 


hi/V^u l uzy y y 


or a i \J\) L x J . 


100% 


100% 


100% 


T7/^/~\ i AOQQQ 

nou i uzy y y 


QTV 1 0OR0R 

Oil L\J\JO\IO 


100% 


100% 


100% 


T7/->/-\ 1 AOQQQ 

ecu i ozyyy 


O liVll\JlZOH 


1 00% 

ivy /u 


100% 


100% 


Ecui02yyy 


Q ATTR01 ^7-S 


56% 


74.6% 


91.4% 


r?pr\ 1 AOOOO 

ecu i ozyyy 


cppoAao9/c 


56% 


74.6% 


91.4% 


■O/^/^v 1 AOOOO 

Ecuiuzyyy 


QXJA 101 (yA.'X 


56% 


74,6% 


91.4% 


r?r^r\ i AOOOO 

Ecui02yyy 


QAyfT 11 00404 


64% 


70.4% 


75.8% 


cL,u i uzyy y 


WN401 970 
o<r l>l *tv/ xim i\) 


62% 


70.4% 


75.8% 


rp/^0 1 OOQQQ 


<5PY900574 


64% 


70.4% 


86.2% 


pppvl OOQQQ 


TP A 100750 

1 XT JT\ l\J\J f J\J 


40% 


100% 


100% 


prrn ooqqq 
cLAJiuzyyy 


vrn 10051 1 


88% 


100% 


100% 


nv^uiuzyyy 


VP^OOI Ofi^ 


100% 


100% 


100% 


cor^ i A a AAA 
ECU1UJUUU 


AR A 1001 


40% 


71.8% 


74.4% 


CAA1 AO AAA 

ECUIUJUUI/ 


to AXT10R41 ^ 


46% 


10.8% 


100% 


T?/"*»/"\1 AO AAA 

ECO 105000 


rJAIN LU.50ZD 


^R% 

JO /0 


66 8% 


64.9% 


T?/^/^\1 AO AAA 

ECU 103 000 


pup 1 000.^0 


19% 


75.6% 


66.4% 


r?/~\/~\ 1 AO AAA 

ECU10JU00 


ddti ait A(\ 


*+u /o 


75 7% 


65.1% 


-i AO AAA 
ECU1UJUUU 


om T1 0O70Q 


9Q% 


70.9% 


78.8% 


ECOl 03000 


BCE103536 


49% 


40.4% 


94.3% 


ECO103000 


BFU102598 


46% 


77.6% 


75.7% 


ECO103000 


BMA106679 


41% 


95.4% 


91.7% 


ECO103000 


CJU101544 


33% 


64.2% 


59.8% 


ECO103000 


CPN200902 


31% 


75.0% 


72.6% 


ECO103000 


CTR200170 


33% 


64.4% 


61.3% 
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FCO103000 


CAC100870 


37% 


72.5% 


69.1% 


FCO 103000 


CBO101827 


39% 


61.8% 


59.2% 


PP0 103000 


CDF100203 


34% 


70.9% 


66.9% 


FP0 103000 


CDP 100521 


31% 


85.0% 


77.8% 


FCO 103000 


EBC100341 


90% 


66.6% 


99.7% 


ECO 103000 


EFA201925 


40% 


61.8% 


58.2% 


ECO 103000 


EFM102089 


36% 


24.3% 


90% 


ECO 103000 


ECO103000 


100% 


100% 


100% 


ECO 103000 


HIN100511 


56% 


98.3% 


97.0% 


ECO 103000 


HPY100011 


35% 


64.7% 


64.9% 


ECO 103000 


KPN301044 


90% 


100% 


100% 


ECO 103000 


LPN1 00532 


43% 


99.3% 


98.4% 


ECO103000 


LMO101045 


40% 


65.2% 


61.3% 


ECO 103000 


MCA102484 


41% 


3.3% 


14.0% 


ECO103000 


MAV1 00979 


33% 


73.1% 


88.5% 


ECO 103000 


MBV105699 


32% 


85.7% 


78.2% 


ECO 103000 


MLP100501 


31% 


85.7% 


78.3% 


ECO 103000 


MTU202309 


32% 


85.7% 


78.2% 


ECO 103000 


MGE100254 


27% 


54.0% 


53.7% 


ECO 103000 


MPN100483 


28% 


59.6% 


57.6% 


ECO 103000 


NGO100326 


44% 


88.6% 


88.6% 


ECO 103000 


NME201595 


45% 


88.6% 


88.6% 


ECO 103000 


PMU101240 


57% 


100% 


99.3% 


ECO 103000 


PRT100374 

X X\_A X \J \J ^/ f » 


73% 


79.7% 


99.4% . 


ECO 103000 


PAE200576 


55% 


72.5% 


64.0% 


ECO 103000 


PPU100647 


54% 


98.8% 


97.7% 


ECO 103000 


PSY103379 


54% 


98.3% 


97.2% 


ECO 103000 


SPA101806 


85% 


98.5% 


99.7% 


ECO 103000 


STY100820 


86% 


100% 


100% 


ECO 103000 


STM101266 


86% ■ 


100% 


100% 


ECO 103000 


SAU801562 


37% 


61.1% 


58.7% 


ECO 103000 


SEP200998 


35% 


65.9% 


63.9% 


ECO 103000 


SHA101656 


36% 


61.1% 


62.0% 


ECO 103000 


SMU100153 


27% 


71.4% 


95.5% 


ECO 103000 


SPN400978 


31% 


75.7% 


75.0% 


ECO 103000 


SPY200576 


32% 


73.1% 


70.7% . 


ECO 103000 


TPA100488 


28% 


80.0% 


79.0% 


ECO 103000 


UUR100499 


27% 


63.3% 


58.5% 


ECO 103000 


YPS001962 


76% 


100% 


99.8% 


ECO 103001 


ABA104769 


62% 


99,5% 


99.0% 


ECO103001 


BAN102742 


65% 


39.0% 


96.0% 


ECO103001 


BAN 100470 


62% 


34.1% 


9.4% 


ECO103001 


BFR11674 


41% 


43.7% 


92.3% 


ECO103001 


BPT103127 


. 55% 


99.0% 


81.9% 


ECO 103001 


BBU100711 


30% 


100% 


99.2% 


ECO 103001 


BCE1 13968 


66% 


6.9% 


23.5% 


ECO103001 


BCE1 07290 


55% 


98.7% 


90.5% 


ECO 103001 


BFU102597 


55% 


99.0% 


90.6% 


ECOl 03001 


BMA103953 


55% 


99.0% 


90.6% 


ECO103001 


CJU100929 


36% 


92.7% 


91.3% 


ECO103001 


CPN201097 


61% 


44.5% 


46.2% 


ECO103001 


CTR200894 


37% 


99.7% 


94.4% 


ECO103001 


CAC102729 


63% 


34.1% 


9.3% 


ECO103001 


CBO103068 


64% 


34.1% 


9.7% 
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ECO103001 


CDF103183 


66% 


38.8% 


1.5% 


ECO103001 


CDP1 00305 


54% 


34.9% 


0.6% 


ECO103001 


EBC101192 


97% 


15.8% 


16.1% 


ECO103001 


EFA201924 


63% 


34.1% 


9.5% 


ECO103001 


EFM100355 


61% 


34.1% 


10.5% 


ECO 103001 


ECO103001 


100% 


100% 


100% 


ECO103001 


HIN100512 


67% 


100% 


100% 


ECO 103001 


HPY100086 


38% 


85.2% 


77.2% 


ECO103001 


KPN301045 


95% 


100% 


100% 


ECO 103001 


LPN102321 


62% 


99.7% 


98.2% 


ECO 103001 


LMO101276 


61% 


34.1% 


9.4% 


ECO103001 


MCA100749 


60% 


99.0% 


97.4% 


ECO103001 


MAV103013 


41% 


6.7% 


26.5% 


ECO 103001 


MBV101368 


60% 


35.6% 


2.3% 


ECO103001 


MLP 100627 


60% 


39.8% 


5.2% 


ECO103001 


MTU202666 


60% 


35.6% 


2.3% 


ECO103001 


MGE100253 


37% 


65.6% 


96.2% 


ECO103001 


MPN100484 


44% 


44.7% 


62.7% 


ECO 103001 


NGO100336 


52% 


99.5% 


96.1% 


ECO103001 


NME201596 


53% 


99.5% 


96.1% 


ECO103001 


PMU101241 


72% 


100% 


100% 


ECO 103001 


PRT100575 


87% 


100% 


100% 


ECO103001 


PAE200575 


66% 


99.2% 


98.9% 


ECO103001 


PPU100648 


63% 


99.0% 


99.3% 


ECO103001 


PSY101423 


66% 


99.2% 


98.9% 


ECO103001 


SPA101807 


79% 


98.4% 


100% 


ECO103001 


STY1 00822 


97% 


100% 


93.2% 


ECO103001 


STM101268 


97% 


100% 


93.2% 


ECO103001 


SAU801561 


61% 


34.1% 


9.5% 


ECO103001 


SEP200997 


55% 


27.1% 


19.8% 


ECO103001 


SHA100172 


61% 


34.1% 


10.6% 


ECO 103001 


SMU100154 j 


65% 


35.6% 


7.0% 


ECO 103001 


SPN400979 


64% 


35.6% 


7.0% 


ECO 103001 


SPY200577 


65% 


35.6% 


7.0% 


ECO 103001 


TPA1 00489 


35% 


99.8% 


99.7% 


ECO103001 


UUR1 00351 


45% 


44.2% 


62.1% 


ECO 103001 


VCH100509 


77% 


100% 


100% 


ECO 103001 


YPS001961 


91% 


100% 


100% 


ECO103020 


BCE1 09431 


28% 


62.6% 


90.6% 


ECO 103020 


BFU102845 


30% 


62.6% 


58.0% 


ECO 103020 


BMA103254 


28% 


74.0% 


70.3% 


ECO 103020 


CAC100416 


44% 


96.7% 


98.2% 


ECO 103020 


CDF101374 


43% 


97.3% 


98.8% 


ECO 103020 


EBC102580 


84% 


97.6% 


98.2% 


ECO 103020 


EFA202154 


38% 


97.0% 


99.7% 


ECO 103020 


EFM200659 


38% 


97.3% 


98.8% 


ECO 103020 


ECO 103020 


100% 


100% 


100% 


ECO 103020 


KPN303709 


80% 


98.2% 


99.7% 


ECO 103020 


LPN100369 


24% 


74.9% 


71.1% 


ECO 103020 


LMO100582 


40% 


96.7% 


99.7% 


ECO 103020 


SPA108751 


80% 


97.0% 


100% 


ECO 103020 


STY100856 


83% 


97.6% 


94.8% 


ECO 103020 


STM101299 


83% 


97.6% 


98.2% 


ECO 103020 


SMU100226 


32% 


97.0% 


99.4% 
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ECO103020 


SPN401334 


34% 


97.0% 


91.8% 


ECO103020 


SPY200315 


31% 


87.1% 


91.8% 


ECO103020 


YPS001888 


73% 


97.3% 


98.2% 


ECO103021 


ABA 105571 


53% 


99.4% 


99.4% 


ECO103021 


CAC102504 


28% 


73.2% 


82.5% 


ECO103021 


CDP1 00423 


35% 


89.7% 


90.7% 


ECO103021 


EBC102581 


85% 


99.4% 


99.1% 


ECO103021 


EFM103205 


22% 


44.9% 


42.5% 


ECO103021 


ECO103021 


100% 


100% 


100% 


ECO103021 


HPY200518 


42% 


13.7% 


19.4% 


ECO103021 


KPN303711 


87% 


99.4% 


98.8% 


ECO103021 


LPN1 02662 


52% 


96.6% 


97.8% 


ECO103021 


MCA101267 


21% 


61.1% 


53.1% 


ECO103021 


MAV100595 


27% 


28.3% 


27.3% 


ECO 103021 


MBV102718 


32% 


94.4% 


79.1% 


ECO103021 


MLP100145 


22% 


34.0% 


31.2% 


ECQ103021 


MTU202686 


32% 


94.4% 


79.1% 


ECO103021 


NGO102022 


55% 


92.8% 


92.9% 


ECO103021 


NME200243 


55% 


92.8% 


92.9% 


ECO 103021 


PRT101901 


34% 


90.0% 


92.4% 


ECO103021 


PAE202547 


46% 


91.0% 


83.6% 


ECO 103021 


PPU1 11253 


46% 


93.5% 


89.0% 


ECO103021 


PSY105168 


. 34% 


93.5% 


92.7% 


ECO 103021 


SPA108753 


85% 


99.1% 


98.8% 


ECO103021 


STY100858 


86% 


99.1% 


98.8% 


ECO103021 


STM101302 


87% 


99.1% 


98.8% 


ECO 103021 


SPN401382 


25% 


35.5% 


20% 


ECO 103021 


VCH103270 


40% 


91.0% 


91.2% 


ECO 103021 


YPS002741 


33% 


94.4% 


94.2% 


ECO103024 


BMA106155 


28% 


94.9% 


97.3% 


ECO 103024 


CJU100448 


35% 


76.4% 


96.9% 


ECO103024 


CAC101727 


58% 


99.4% 


99.2% 


ECO 103024 


CDF101611 


34% 


76.4% 


96.9% 


ECO 103024 


EBC 104084 


85% 


79.2% 


100% 


ECO103024 


EFM200772 


55% 


99.4% 


98.4% 


ECO103024 


ECO 103024 


100% 


100% 


100% 


ECO 103024 


KPN306321 • 


87% 


100% 


100% 


ECO103024 


YPS001858 


79% 


99.4% 


99.2% 


ECO 103029 


EBC 104070 


63% 


100% 


100% 


ECO 103029 


ECO 103029 


100% 


100% 


100% 


ECO 103029 


KPN301952 


60% 


100% 


92.0% 


ECO103029 


SPA101871 


68% 


97.6% 


97.6% 


ECO103029 


STY 100864 


68% 


97.6% 


97.6% 


ECO103029 


STM101311 


68% 


97.6% 


97.6% 


ECOl 03029 


YPS001848 


39% 


87.4% 


84.5% . 


ECO103030 


CJU101325 


29% 


83.5% 


94.8% 


ECO103030 


CPN200721 


29% 


42.5% 


12.0% 


ECO103030 


EBC 104087 


70% 


100% 


100% 


ECO103030 


ECOl 03030 


100% 


100% 


100% 


ECO103030 


KPN301954 


68% 


100% 


100% 


ECOl 03030 


PRT103868 


42% 


89.0% 


87.7% 


ECO103030 


PAE200541 


36% 


88.2% 


82.7% 


ECO103030 


PPU1 02582 


41% 


74.8% 


72.3% 


1 ECO103030 


PSY106182 


1 40% 


88.2% 


81.6% 
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SPA 101 877 

kJA A JL V LO /.jL, 


84% 


96.1% 


100% 




STY100866 

u X i. 1UUUUU 


84% 


96.1% 


100% 




STM101314 

O A 1YA IV/l J 1 "T 


84% 


96.1% 


100% 


fpoi mo30 


YPS001846 

A A UVV/ A U i w 


42% 


96.9% 


97.6% 


FP0 103047 


EBC104067 


90% 


99.3% 


97.0% 




ECO 103 047 


100% 


100% 


100% 


FCOl 03047 


KPN302949 


87% 


99.3% 


97.0% 


ECO 103047 


SPA101135 


92% 


98.7% 


97.0% 


FPO 103 047 


STY100910 


93% 


99.3% 


97.0% 


FPO 103049 


CDF1 00099 


22% 


23.5% 


36.5% 


FP0 103049 


EBC104077 


88% 


100% 


100% 


FP0 103049 


ECO 103049 


100% 


100% 


100% 


FP0 103049 


KPN302952 


90% 


100% 


100% 


FPO 103 049 


SPA102422 


94% | 


100% 


100% 


FPO 103054 


CAC103652 


22% 


48.9% 


45.8% 


FPOl 03054 


CBO 100821 


23% 


56.2% 


28.7% 


ECO 103054 


ECO 103054 


100% 


100% 


100% 


FPO103054 


LMO101991 


21% 


22.3% 


55.8% 


FPO 103054 


SEP 100701 


22% 


44.3% 


46.5% 


ECO103055 


ECO103055 


100% 


100% 


100% 


FPOl 03059 


ECO103059 


100% 


100% 


100% 


FPO! 03059 


KPN301970 


86% 


100% 


100% 


EPO103059 


MAV101420 


22% 


91.7% 


85.0% 


FPO 103059 


PAE202208 


31% 


93.0% 


90.9% 


FP0 103059 


SAU802512 


26% 


96.4% 


96.7% 


FPOl 03059 


SEP201038 


27% 


96.4% 


96.9% 


FPOl 03059 


SHA101788 


27% 


96.6% 


96.7% 


FP0 103064 


BCE109317 


51% 


91.8% 


100% 


FPO 103064 


BMA108844 


47% 


99.3% 


100% 


FP0 103064 


CDF1O3015 


23% 


73.7% 


73.6% 


FP0 103064 


EBC100019 


86% 


8.9% 


100% 


FPO 1 03064 


EBC 100022 


86% 


8.9% 


100% 


FPO 103064 


EBC103089 


90% 


9.4% 


97.6% 


FCO103064 


EBC 104063 


84% 


68.5% 


100% 


FCO 103064 


ECO 103064 


100% 


100% 


100% 


FPO 103064 

JjVV 1UJVUT 


PRT102737 


62% 


99.3% 


99.3% 


FPO 103064 


YPS002910 


63% 


99.3% 


97.9% 


FPO 103069 


ABA100914 


33% 


98.3% 


94.5% 


FPOl 03069 


BFR11934 

JL AVI JL i* i 


34% 


99.7% 


97.9% 


FP0 103069 


BPT1 02002 


33% 


99.7% 


93.2% 


FPOl 03069 


BFU1 11409 


34% 


99.7% 


93.0% 


FP0 103069 


CAC102554 


53% 


98.3% 


99.3% 


FP0 103069 


CBO101667 


56% 


97.2% 


97.6% 


FCO 103069 


CDF100408 


46% 


99.3% 


100% 


FPO 103069 


CDF101639 


47% 


99.0% 


97.6% 


FCO 103069 


EBC 103878 


91% 


99.3% 


97.9% 


FCO 103069 


EFA201312 


37% 


99.0% 


99.7% 


FC0 103069 


EFM201347 


38% 


99.0% 


99.0% 


ECO103069 


ECO103069 


100% 


100% 


100% 


ECO103069 


HPY100173 


37% 


98.6% 


99.7% 


ECO103069 


KPN1 00140 


40% 


40.9% 


93.7% 


ECO103069 


LMO100774 


38% 


97.9% 


98.6% 


ECO103069 


MCA100353 


31% 


99.7% 


95.7% 


ECO103069 


MAV102852 


34% 


31.8% 


24.8% 
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ECOl 03069 


MAV103638 


34% 


31.8% 


31.4% 


ECO103069 


MPN1 00129 


34% 


98.3% 


99.3% 


ECO103069 


PAE200554 


34% 


99.7% 


93.2% 


ECO103069 


PPU 104672 


33% 


99.7% 


94.6% 


ECO103069 


SMU101408 


38% 


99.0% 


99.7% 


ECO 103069 


SPN400530 


38% 


99.0% 


99.7% 


ECO103069 


SPY201455 


37% 


99.0% 


99.7% ! 


ECO103069 


TPA100654 


36% 


99.0% 


97.9% 


ECO103069 


UUR100603 


35% 


98.6% 


98.6% 


ECO103069 


YPS000084 


59% 


99.0% 


99.6% 


ECO103074 


ECO103074 


100% 


100% 


100% 


ECO103075 


EBC102522 


42% 


96.5% 


85.8% 


ECO103075 


ECO103075 


100% 


100% 


100% 


ECO103075 


KPN306854 


41% 


96.5% 


97.7% 


ECO103075 


PAE202130 


34% 


96.1% 


97.5% 


ECO103076 


EBC102524 


47% 


96.4% 


96.0% 


ECO103076 


ECO 103076 


100% 


100% 


100% 


ECO 103076 


KPN203709 


39% 


97.3% 


97.8% 


ECO103076 


SPA103706 


40% 


93.2% 


99.9% 


ECO103094 


BAN1 02211 


37% 


73.4% 


99.6% 


ECO103094 


BAN103847 


45% 


95.5% 


96.2% 


ECO103094 


BFR10255 


33% 


94.7% 


93.6% 


ECO103094 


CAC103020 


36% 


85.4% 


97.5% 


ECO103094 


CBO102910 


35% 


83.0% 


99.0% 


ECO103094 


CDF103369 


38% 


85.6% 


98.1% 


ECO103094 


CDP101075 


52% 


85.3% 


97.0% 


ECO103094 


EBC103897 


91% 


96.9% 


99.7% 


ECOl 03094 


EFA200476 


43% 


71.1% 


88.7% 


ECO103094 


EFM201829 


41% 


73.5% 


93.9% 


ECO103094 


ECOl 03094 


100% 


100% 


100% 


ECO 103094 


HIN1 00222 


62% 


93.8% 


98.5% 


ECO103094 


KPN300133 


97% 


22.8% 


100% 


ECO 103094 


KPN301427 


94% 


97.4% 


100% 


ECO103094 


LPN103085 


43% 


86.4% 


99.2% 


ECO 103094 


LMO100391 


43% 


72.0% 


87.7% 


ECOl 03094 


MAV100272 


48% 


88.9% 


97.7% 


ECO103094 


MBV105490 


46% 


89.5% 


97.9% 


ECO103094 


MLP100490 


42% 


56.7% 


69.9% 


EC.O103094 


MTU201236 


46% 


89.5% 


97.9% 


ECO103094 


MGE100435 


30% 


58.0% 


85.1% 


ECO103094 


MPN100219 


33% 


54.3% 


79.6% I 


ECO103094 


PMU101112 


61% 


94.4% 


99.5% 


ECO103094 


PRT1 02432 


79% 


95.7% 


99.0% 


ECO103094 


PAE202838 


48% 


86.4% 


97.2% 


ECO103094 


PPU101891 


46% 


85.3% 


96.0% 


ECO 103094 


PSY103180 


47% 


85.3% 


95.8% 


ECO 103094 


SPA1 01061 


91% 


72.3% 


100% 


ECO 103094 


STY1 00977 


97% 


100% 


100% 


ECO103094 


SAU802081 


39% 


73.2% 


92.5% 


ECO103094 


SEP201342 


39% 


73.8% 


92.5% 


ECO103094 


SHA100953 


40% 


73.8% 


96.6% 


ECO 103094 


SMU 100751 


42% 


74.8% 


92.6% 


ECO 103094 


SPN401439 


40% 


73.5% 


95.2% 


ECO103094 


SPY201084 


38% 


95.7% 


93.7% 
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ECO103094 1 

ECO 103094 

ECO 103094 

ECO103097 

ECO103097 

ECO103097 

ECO103097 

ECO103097 

ECO103097 

ECO103097 

ECO103097 

ECO103097 

ECO 103097 

ECO 103097 

ECO 103097 

ECO 103097 

ECO 103097 

rrr^0 1 

JbUU luJUy / 

ECO103097 
ECO103097 


^omolog LocusID I 

IPA100762 < 

UUR100589 : 

VCH103524 

VTS001037 

ABA104153 

BAN112139 

BANl 12261 

BFR101219 

BPT102559 

BBU100803 

BCEl 14521 

BFU106341 

BMA104593 

CJU100816 

CPN200838 

CTR200226 

CAC101338 1 

PR0 1 0*2464 

PDF1 00875 

CDP100449 

FBC103888 

EFA202022 

EFM202414 


dentity < 

U% ! 

30% 

45% 

80% 

69% 

56% 

56% 

58% 

65% 

55% 

66% 

65% 

67% ! 

54% 

46% 

46% 

53% | 

58% 

62% 

57% 

93% 

52% 

56% 


Ihiery Coverage ] 

56.2% - 

58.8% 

?6.7% 

96.6% 

100% 

100% 

100% J_ 

34.8% 

100% 

89.9% 

100% 

98.9% 

100% 

98.9% 

100% 

100% 

89.9% 

89.9% 

91.0% 

100% 

100% 

100% 

100% 


lomolog Coverage 

55.9% 

36.2% 

53.2% 

99.2% 

100% 

100% 

100% 

96.9% 

100% n 

90.9% 

100% 

97.8% 

100% 

97.8% 

100% 

100% 

92.0% 

76.9% 

95.3% 

100% 

100% 

100% 

100% 


ECO103097 


ECO103097 


100% 


100% 


100% 


ECO103097 
ECO103097 


HIN101437 
HIN101294 


80% 
80% 


100% 
100% 


i ao% 
100% 


ECO103097 
ECO 103097 
ECO103097 


HPY101023 
LPN1 00705 


51% 
92% 
59% 


98.9% 
100% 
69.7% 
100% 


97.8% 
100% 
95.4% 
100% 


ECCjiuiuy / 

T?/~i/-\ i AO A(V7 

ECO 103097 
ECO103097 


JLjIVIvJ lUi7JO 

MCA 1003 89 
MAV100300 
MBV101245 


57% 
65% 
53% 
52% 


100% 
100% 

1 AAO/ 

100% 


100% 
100% 

1 00% 
lUv/o 


ECO103097 
ECO103097 


MLP100514 
MTU202747 


56% 
52% 


100% 

i rvAO/ 

100% 


100% 

100% 




MfTP 100434 


47% 


77.5% 


80.2% 


ECOlUiUy / 


TV/fPTvJ 100220 


50% 


76.4% 
100% 


79.1% 
100% 


ECOlUiUy / 
* ECO103097 


won 100722 
NME200754 


60% 
60% 


100% 
100% 


100% 
1 ao% 

lUU/o 


ECO103097 
xiUUiUjijy / 


PMU100301 
PRT 102435 


78% 
88% 


100% 


100% 


r?r^/-\i AO AQ7 


PAE204737 


69% 


100% 


100% 




PPI 11 05055 


70% 


100% 


100% 


T?/T*1 AO AO 7 


pQYI 04828 


77% 


70.8% 
100% 


100% 
100% 


"DrTVl AOAC7 

Kcuiujuy / 

"n/^VAl AO AO"? 

ECU Luiuy / 


QTV101470 


95% 
97% 


100% 


100% 


t?/"*!^ 1 AO AQ*7 




55% 


100% 


100% 




QPP^OI Sfifi 


53% 


100% 


100% 


ECO103097 


SHA100171 


55% 


100% 


100% 1 


ECO103097 


SMU101327 


52% 


100% 


100% 


ECO103097 


SPN401466 


51% 


100% 


100% 


ECO103097 


SPY201503 


52% 


100% 


100% 


ECO103097 


TPA100877 


46% 


100% 


100% 


ECO103097 


UUR100204 


48% 


98.9% 


98.9% 
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Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103097 


VCH100634 


74% 


100% 


100% 


ECO103097 


YPS006344 


86% 


100% 


100% | 


ECO103098 


ABA100464 


48% 


95.9% 


96.0% 


ECO 103098 


BAN1 11627 


34% 


81.8% 


84.0% 


ECO103098 


BAN109916 


38% 


81.8% 


83.4% 


ECO103098 


BFR100430 


32% 


68.2% 


94.8% 


ECO103098 


BPT100250 


46% 


73.9% 


98.0% 


ECO103098 


BBU100802 


36% 


66.2% 


74.5% 


ECO103098 


BCE108686 


46% 


98.1% 


96.8% 


ECO103098 


BFU101157 


45% 


98.1% 


97.1% 


ECO103098 


BMA109950 


45% 


96.2% 


98.0% 


ECO103098 


CJU101028 


30% 


66.9% 


77.2% 


ECO 103098 


CPN200432 


41% 


64.3% 


86.0% 


ECO 103098 


CTR200363 


42% 


67.2% 


87.6% 


ECO 103098 


CAC102432 


36% 


92.7% 


97.2% 


ECO103098 


CBO100717 


35% 


90.8% 


95.2% 


ECO103098 


CDF100873 


35% 


91.4% 


94.7% 


ECO 103098 


CDP100454 


39% 


66.9% 


72.7% 


ECO103098 


EBC101433 


90% 


99.7% 


100% 


ECO103098 


EFA200593 


38% 


83.1% 


84.6% 


ECO103098 


EFM202633 


36% 


83.8% 


78.4% 


ECO 103098 


ECO103098 


100% 


100% 


100% 


ECO 103098 


HIN101257 


60% 


93.6% 


92.3% 


ECO103098 


KPN301431 


89% 


100% 


100% 


ECO103098 


LPN 102640 


43% 


95.2% 


95.7% 


ECO 103098 


LMO102138 


38% 


83.8% 


85.5% 


ECO 103098 


MCA1 00805 


37% 


98.4% 


98.7% 


ECO 103098 


MAV100285 


38% 


66.6% 


71.8% 


ECO 103098 


MBV101244 


42% 


66.6% 


71.8% 


ECOl 03098 


MLP1 00948 


35% 


92.0% 


87.5% 


ECO103098 


MTU202755 


42% 


66.6% 


71.8% 


ECO 103098 


NGO101078 


42% 


93.0% 


92.2% 


ECO 103098 


NME201447 


42% 


93.0% 


92.2% 


ECO103098 


PMU100756 


57% 


99.0% 


99.3% 


ECOl 03098 


PRT102436 


70% 


98.7% 


97.5% 


ECO103098 


PAE204738 


50% 


98.4% 


99.3% 


ECO 103098 


PPU107161 


50% 


98.4% 


99.0% 


ECO103098 


PSY104829 


49% 


98.4% 


99.0% 


ECOl 03098 


SPA101258 


93% 


100% 


100% 


ECOl 03098 


STY101471 


93% 


100% 


100% 


ECO103098 


SAU801271 


37% 


69.7% 


74.4% 


ECO103098 


SEP201564 


39% 


67.8% 


72.5% 


ECOl 03098 


SHA100169 


34% 


53.8% 


73.0% 


ECOl 03098 


SMU100957 


38% 


74.5% 


82.5% 


ECO103098 


SPN401091 


38% 


75.2% 


84.9% 


ECO 103098 


SPY200961 


33% 


95.5% 


99.7% 


ECO 103098 


TPA100879 


29% 


64.0% 


61.2% 


ECO 103098 


UUR100356 


33% 


65.6% 


92.1% 


ECO 103098 


VCH 100633 


66% 


97.5% 


98.1% 


ECO103098 


YPS001049 


72% 


99.0% 


96.0% 


ECO 103 100 


ABA104593 


51% 


99.9% 


100% 


ECO103100 


BAN113310 


37% 


72.8% 


94.4% 


ECO103100 


BAN 110029 


49% 


74.3% 


96.4% 


ECO103100 


BFR11714 


43% 


91.1% 


81.5% 
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numuiug jL»ULuajj-' 


Identity 


Query Coverage 


Homolbg Coverage 


T^/^r> i ai 1 Art 

ECO 103 100 


RPT1 0094R 


50% 


89.3% 


95.4% 


ECO 103 100 


rut n ooaoo 

DDU lUUoUU 


45% 


69.9% 


71.3% 


ECO 103 100 


DApl A1 Q6Q 


56% 


79.8% 


100% 


r?/^/*A 1 AO 1 AA 

ECO 103 100 


TTFTT 100867 


49% 


99.9% 


100% 


ECO1031UU 


J_> iVJLrv l w / jlvj 


50% 


99.3% 1 


100% 


npA 1 A11 Afi 


run 00125 

V_ J 1 \J\J 1 ^- -J 


38% 


99.9% 


100% 


t?/^r\i Ai 1 AA 
ECUluJ LUU 


PPN900434 


33% 


98.7% 


97.9% 


AOI Afi 


CTR200365 


33% 


98.7% 


97.9% 


nnn i AO 1 AA 

ECO 103 LUU 


r API 00425 


53% 


64.9% 


84.4% 


TJpAl AO 1 AA 

ELAJIUJ 1UU 


ORO103185 


48% 


74.3% 


94.1% 


T7/^r\-\ ao i AA 

ELajIuj luu 


rT7F1 02888 


53% 


65.2% 


90.6% 


cr-^fA 1 no i AA 
ECU1U31UU 


rnp 100479 


50% 


64.3% 


96.5% 


c/^r\i A11 AA 
ECUlUJ LUU 


FRC101431 


93% 


19.4% 


32,3% 


i^r^rM ao 1 AA 
ECO10310U 


FF A 900671 


44% 


82.6% 


95.1% 


■C^fM A1 1 AA 

ECU1U3 LUU 


FFM901052 1 


45% 


80.3% 


99.0% 


■c/^/^m ao i AA 
ECLUujiUU 


FOO101100 


100% 


100% 


100% 


Vir^f^l A11 A A 
LlOvJ 1UJ 1UU 


HTN101252 

AJLJLJLi IUIAi/*' 


70% 


94.2% 


99.4% 


E?fT\1 All AA 
E\AJ IUj LUU 


HPY101031 


37% 


94.5% 


90.9% 


nry-M i a A 
ELAJ IUj LUU 


KPN301426 


95% 


93.7% 


99.9% j 


TJPAI All AO 
JiLAJ IUj LUU 


T PN 102343 


71% 


49.0% 


100% 


rjAAl AO 1 A A 

ECUJ.UJ LUU 


T MO 100282 


47% 


83.0% 


92.8% 


TJ/^r\1 AO 1 AA 

ECO1031UU 


vrrA 100802 


50% 


92.9% 


98.3% 


cpn i AO. 1 AH 
ECU1U31UU 


MA VI 00286 


48% 


64.7% 


97.5% 


T?/~VM AO 1 AA I 

ECO 103 100 


"M"RV104110 


50% 


48.8% 


99.8% 


T"?/~V^V1 AO 1 A A 

ECO 103 LUU 


"MT P100 OX >1 
iYiJuT 1VA/7JJ 


44% 


71.5% 


71.9% 


"O/^VM AO 1 AA 

ECO 103 LUU 


VTTT T909R01 
lYx JL UiUAOVJ i 


45% 


71.8% 


72.9% 


r«OA1 AO 1 AA 

ECO10310U 




42% 


63.6% 


91.4% 


T"?/"i/"\1 AT 1 AA 

ECO10310U 


ivlr IN l uuo / o 


41% 


67.5% 


97.6% 


t?/-^/*^ i A0 1 AA 
ECLHUJIUU 


NGO101494 


51% 


89.2% 


99.9% 


T?/^/^ 1 A0 1 Afi 

ECO 103 LUU 


MMF90174R 


47% 


99.9% 


100% 


DAA1 A01 AA 
ECUIUj LUU 


PMU1 00759 

X 1 V JL ^ 1UV / ~i ^ 


71% 


93.9% 


98.8% J 


T7f*VM A01 fiA 


PRT1 02425 


78% 


99.9% 


99.9% 


r?or\ 1 A01 AA 
ECO LU 3 LUU 


PAF 204740 


57% 


99.9% 


100% 


npA1 A0 1 f\C\ 

ECOLU3LUU 


PPT 11 08488 


55% 


99.9% 


100% 


cpAi A01 AA 
ECOLUjLUU 


pcvi 04832 

JT O JL X UtOJi 


68% 


62.2% 


100% 


T7 1 AO 1 A A 

ECO 103 LOU 


QPA1019^6 
or/VlU liJvJ 


93% 


52.0% 


100% 


T~>r^r\ 1 ao 1 AA 
ECO 103 100 


^ITV101471 

Oil 1U1*T / J 


96% 


100% 


100% 


nprsi ao 1 AA 

ECULU31UU 


<^AT 1801 269 


48% 


77.3% 


99.6% 


1 ao 1 Afi 

iiUUiUj luu 


^FP201562 


47% 


81.3% 


99.9% 


tfpAi fill OA 
Xi^UiUjLUU 


SH A 1005 14 


47% 


77.9% 


93.8% 


npAi A01 Afi 
JiLAJLUjLUU 


SMU1 00784 


40% 


88.9% 


89.0% 


T?r*r\ 1 A01 AA 
ECU 1U31UU 


opM400481 


39% 


96.7% 


96.2% 1 


T2f~*r\ 1 A01 Afi 

ECOLU3 LUU 


QPY201 121 


41% 


90% 


81.3% 


jjr^r\ 1 AO 1 Afi 

ECOLU310U 


TP A 100881 

1 X£\ I WOO i 


47% 


72.0% 


80,8% 


T?/^t/^i1 AO 1 AA 

ECO 103 100 


TTTTP 1 00199 


44% 


64.5% 


93.3% 


T?t*~*r\1 AO 1 AA 

ECO103100 


vrwi 006^1 


71% 


99.9% 


99.9% 


T?/*»/^ 1 A0 1 AA 

ECO 103 100 


VP <s00 10*51 


82% 


100% 


100% 


CAA1A1 1 A1 

ECO 103 101 


AD A 101Q9S 
J\DJ\ x U J y£ J 


53% 


,99.2% 


99.8% 


ECO103101 


BAN104708 


34% 


67.7% 


94.9% 


ECO103101 


BAN102313 


37% 


69.3% 


92.9% 


ECO103101 


BFR10840 


30% 


67.9% 


89.5% 


ECO103101 


BPT100246 


51% 


99.8% 


100% 


ECO103101 


BBU100799 


25% 


96.6% 


94.8% 


ECO103101 


1 BCE107342 


49% 


99.2% 


99.8% 
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Query Locus ID 


Homolog LocusDD 


Identity 


Query Coverage 


Homolog Coverage 


ECO103101 


BFU100866 


50% 


99.2% 


99.8% 


ECO103101 


BMA1 07734 


50% 


99.2% 


99.8% 


ECO103101 


CJU100425 


30% 


69.3% 


94.2% 


ECO103101 


CPN200435 


30% 


95.2% 


99.8% 


ECO103101 


CTR200366 


31% 


92.5% 


98.6% 


ECO103101 


CAC100279 


36% • 


71.3% 


99.7% 


ECO103101 


CBO102108 


36% 


72.1% 


77.7% 


ECO103101 


CDF102471 


36% 


77.4% 


98.4% 


ECO103101 


CDP100481 


33% 


54.9% 


83.4% 


ECO103101 


EBC101239 


93% 


99.2% 


100% 


ECO103101 


EFA200624 


35% 


79.0% 


100% 


ECO103101 


EFM201833 


36% 


77.4% 


99.0% 


ECO103101 


ECO103101 


100% 


100% 


100% 


ECO103101 


HIN101251 


73% 


99.8% 


100% 


ECO103101 


HPY101493 


26% 


70.7% 


95.2% 


ECO103101 


KPN300994 


95% 


100% 


100% 


ECO103101 


LPN100039 


60% 


99.2% 


99.8% 


ECO103101 


LMO100131 


39% 


68.3% 


90.6% 


ECO103101 


MCA100801 


47% 


99.2% 


99.8% 


ECO103101 


MAV103287 


27% 


39.4% 


97.8% 


ECO103101 


MBV103220 


34% 


67.3% 


91.9% 


ECO103101 


MLP100955 


32% 


70.7% 


96.8% 


ECO103101 


MTU2O2803 


34% 


67.3% 


91.9% 


ECO103101 


MGE100143 


29% 


71.3% 


67.6% 


ECO103101 


MPN100677 


28% 


70.1% 


65.4% 


ECO103101 


NGO101492 


48% 


99.0% 


99.8% 


ECO103101 


NME201747 


47% 


99.8% 


98.8% 


ECO103101 


PMU100760 


74% 


99.6% 


100% 


ECO103101 


PRT102427 


85% 


100% 


100% 


ECO103101 


PAE204741 


64% 


99.2% 


99.8% 


ECO103101 


PPU108490 


63% 


89.9% 


99.8% 


ECO103101 


PSY104834 


63% 


99.2% 


99.8% 


ECO103101 


SPA101734 


89% 


100% 


100% 


ECO103101 


STY101474 


93% 


100% 


100% 


ECO103101 


SAU801266 


38% 


69.1% 


87.2% 


ECO103101 


SEP201559 


37% 


77.6% 


94.8% 


ECO103101 


SHA101153 


38% 


69.1% 


902% 


ECO103101 


SMU100777 


33% 


69.7% 


90.4% 


ECO103101 


SPN400478 


32% 


70.7% 


96.3% 


ECO103101 


SPY201324 


32% 


70.7% 


95.3% 


ECO103101 


TPA100882 


29% 


91.5% 


94.4% 


ECO103101 


UUR100320 


27% 


66.3% 


77.1% 


ECO103101 


VCH100630 


78% 


100% 


100% 


ECO103101 


YPS001052 


88% 


100% 


100% 


ECO103104 


BPT101520 


35% 


85.6% 


100% 


ECO 103 104 


ECO103104 


100% 


100% 


100% 


EC.O103104 


HPY201308 


25% 


77.9% 


79.6% 


ECO103104 


PRT105681 


32% 


92.9% 


94.7% 


ECO103115 


ABA101804 


72% 


97.6% 


97.6% 


ECO103115 


BAN102544 


58% 


95.3% 


83.3% 


ECO103115 


BAN1 11062 


58% 


95.3% 


85.1% 


ECO103115 


BFR10883 


63% 


96.5% 


91.0% 


ECO103115 


BPT102470 


71% 


98.8% 


97.7% 


ECO 103 115 


BBU100779 


65% 


96.5% 


98.8% 
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Homolop LocusID 


Identity 


Ouerv Coverage 


Homolog Coverage 


HvvVJ IvJ A 1 J 


BCE103036 


65% 


96.5% 


94.3% 


urn i /yi ii s 


TYFU106480 

AJA VJ AVJVJ^*JVJ 


63% 


96.5% 


94.3% 




RMA101618 

JJlVJLri. A VJ A VJ A u 


65% 


96.5% J 


94.3% 


ULvU 1 vj\j 11.) 


CJU 100084 


65% 


96.5% 


96.4% 




CPN200204 

V_xA A ^(*AJVJ*»V~ 


56% 


100% 


97.6% 


upn i m 1 1 5 

JDV-/ W L V/ J 1 A J 


CTR200690 


56% 


96.5% 


95.2% 


T7PD1 03115 


CAC1O3330 


70% 


95.3% 


80% 


FPO103115 

£iv W A VJ J 1 


CBO102962 


66% 


90.6% 


77% 


FrO103115 


CDF101911 


66% 


91.8% r 


81.2% 


FPO103115 

A-/V-/VJ LUJ A A J 


CDP101220 


64% 


96.5% 


90.9% 


FPO103115 

JL_»WVJ IvJ 1 A J 


EBC 100461 


95% 


100% 


100% 


FPO1031 15 

COW I UJ A A J 


EFA202214 


61% 


95.3% 


81.6% 


FPO1031 15 


EFM200824 


64% 


95.3% 


82.5% 


fpoio^i 15 


ECO103115 


100% 


100% 


100% 


FPO1031 15 

JCfV/VJ' AUJ 11^ 


HIN100859 


87% 


100% 


100% 


fpoio31 15 


HPY100293 


63% 


ioo% 


95.5% 


FPO103115 


KPN300596 


94% 


100% 


100% 


FrO103115 


LPN100139 


70% 


100% 


92.4% 


FrO103115 


LMO100798 


60% 


98.8% 


86.5% 


ECO103115 


MCA101440 


69% 


100% 


100% 


FPO1031 1 5 

EV_> VJ 1 w J 1 1 J 


MAV104122 


64% 


98.8% 


93.2% 


FPO103U5 


MBV1 04431 


64% 


96.5% 


93.0% 


EV^VJ X Lf J A 1 J 


MLP 100903 


64% 


98.8% 


93.2% 


CuU IUj JL 1. J 


MTU202405 

1VA A VJ LULtu^ 


64% 


96.5% 


93.0% 


Jt}\_>U 1 U J 1 A J 


MGE1 00239 


55% 


1 90.6% 


74.0% 


FP0 1011 1 5 

JDV_AJ Jl vj J l A J 


MPN1 00509 


57% 


90.6% 


74.0% 


FPO103115 

JLvWVJ Jl vJ A A J 


NGO101635 


76% 


96.5% 


91.1% 


FPO1031 15 


NME202000 


76% 


96.5% 


91.1% 


FPO103115 

JDL/VJ A UJ A I. J 


PMU1 00348 


90% 


100% 


100% 


FPO1031 15 


PRT100790 


95% 


100% 


100% 


FPO103115 

DvV A UJ A A J 


PAE204565 


76% 


98.8% 


98.8% 


FPOIfH1 15 

XiwVj A UJ A A J 


PPU109793 


69% 


98.8% 


98.8% 


FPH1 (YI1 1 5 
now iuj i i J 


PSY 102707 


70% 


96.5% 


90.1% 


ppni rni 1 s 


SPA 100460 

OA AJluU^v 


95% 


100% 


100% 


FPnio/*i 1 5 


STY101487 


95% 


100% 


100% 


FPPl 1 0A1 1 5 

JJ/WW A vJ 1 A J 


SAU801645 


60% 


97.6% 


82.8% 


FPO103115 


SEP201610 


60% 


97.6% 


82.8% 


FPO103115 

JjVjVJ A V J 1 A J 


SHA100024 


59% 


97.6% 


82.8% 


FPO103115 


SMU100757 


60% 


95.3% 


82.5% 


FPO103115 

CV^V A V J A A J 


SPN401014 


59% 


95.3% 


89.9% 


FPO103115 

AJV-/VJ A V/ J 1 JL J 


SPY200612 


59% 


95.3% 


82.5% 


FPH1031 1 5 

AJ/WVJ 1 vJ 1 A J 


TPA100735 

X -jV /a JL V/ vj 7 f *j 


52% 


100% 


95.4% 


FPOKYU 1 5 

E/WvJ avJj UJ 


IRJR100211 


58% 


80% 


68% 




VCH 100431 

V V<*A A A W~«« F ■*■ 


89% 


97.6% 


96.5% 


JtlWvJ AVJJ i i J 


YPS002142 

A A kJVJV/A. A ■ " 


94% 


100% 


100% 


JtlWw IVVJ I AO 


ABA 105440 


61% 


99.0% 


99.0% 


FPPil031 16 

DvjVj a VJ J A A VJ 


BAN107763 


44% 


100% 


100% 


FCO103116 

AjV^VJ J. uJ A AVJ 


BAN108298 


44% 


100% 


100% 


ECO103U6 


BFR10884 


37% 


100% 


86.8% 


ECO103116 


BPT104764 


47% 


100% 


42.0% 


ECO103116 


BBU100777 


32% 


98.1% 


98.1% 


ECO103116 


BCEU1959 


44% 


100% 


100% 


ECO103116 


BFU106477 


43% 


100% 


83.1% 


ECO103116 


BMA107479 


43% 


100% 


100% 



738 



WO 02/077183 PCTYUS02/09107 
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Homolog LocusED 


Identity 


Query Coverage 




ECO103116 


CJU100083 


40% 


100% 


100% 


ECO 103 116 


CPN200203 


38% 


97.1% 


95.3% 


ECO103116 


CTR200691 


43% 


94.2% 


92.5% 


ECO103116. 


CAC1 00327 


38% 


100% 


100% 


ECO 103 116 


CBO100385 


44% 


100% 


78.2% 


ECO 1031 16 


CDF101910 


41% 


100% 


97.2% 


ECO 103 116 


CDP101222 


38% 


98.1% 


99.0% 


ECO103116 


EBC 100460 


100% 


31.1% 


100% 


ECO103116 


EFA202217 


41% 


100% 


96.2% 


ECO103116 


EFM200259 


43% 


100% 


100% 


ECO103I16 


ECO103116 


100% 


100% 


100% 


ECO103U6 


HIN100860 


79% 


100% 


100% 


ECO103116 


HPY100292 


46% 1 


99.0% 


98.1% 


ECO103116 


KPN300595 


96% 


87.4% 


100% 


ECO103116 


LPN100481 


53% 


98.1% 


98.1% 


ECO103116 


LMO101855 


42% 


100% 


100% 


ECO103116 


MCA101422 


62% 


100% 


100% 


ECO103116 


MAV102387 


39% 


97.1% 


96.1% 


ECO103116 


MBV104430 


37% 


98.1% 


96.2% 


ECO103116 


MLP100904 


37% 


97.1% 


96.1% 


ECO103116 


MTU202406 


37% 


98.1% 


96.2% 


ECO103116 


MGE1 00237 


32% 


95.1% 


94% 


ECO103116 


MPN100511 


34% 


95.1% 


94% 


ECO103116 


NGO101632 


[ 54% 


99.0% 


89.5% 


ECO103116 


NME201999 


54% 


99.0% 


100% 


ECO103116 


PMU1 00347 


83% 


100% 


100% 


ECO103116 


PRT 100789 


78% 


99.0% 


100% 


ECO103116 


PAE204566 


64% 


100% 


100% 


ECO103116 


PPU108773 


60% 


99.0% 


65.0% 


ECO103116 


PSY108282 


56% 


100% 


64.8% 


ECO103116 


SPA100461 


97% 


69.9% 


100% 


ECO103116 


STY101488 


99% 


100% 


100% 


ECO103116 


SAU801647 


41% 


100% 


100% 


ECO103116 


SEP201612 


39% 


100% 


100% 


ECO 1031 16 


SMU100215 


36% 


99.0% 


97.1% 


ECO103U6 


SPN401012 


39% 


99.0% 


97.1% 


ECO103116 


SPY200610 


37% 


99.0% 


97.1% 


ECO103116 


TPA100737 


32% 


98.1% 


97.1% 


ECO103116 


UUR100213 


42% 


99.0% 


98% 


ECO103116 


VCH1 00430 


78% 


100% 


100% 


ECO103116 


YPS002148 


88% 


100% 


100% 


ECO103159 


ABA100671 


35% 


96.7% 


95.4% 


ECO103159 


BPT1 02294 


42% 


93.9% 


99.5% 


ECO103159 


BCE101468 


44% 


93.9% 


99.5% 


ECO103159 


BFU 100537 


39% 


56.6% 


99.2% 


ECO103159 


BMA1 07004 


44% 


93.9% 


99.5% . 


ECO103159 


EBC 102 178 


95% 


99.5% 


99.5% 


ECO103159 


ECO103159 


100% 


100% 


100% 


ECO103159 


HIN101410 


62% 


95.8% 


95.8% 


ECO103159 


KPN302003 


93% 


99.5% 


99.5% 


ECO103159 


LPN101126 


63% 


98.1% 


99.0% 


ECO103159 


MCA1 00934 


40% 


87.3% 


90.8% 


ECO103159 


NGO101309 


44% 


93.9% 


99.5% 


ECO103159 


NME200463 


45% 


93.9% 


99.5% 
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PMU1 00522 

X XVXV-/ X \J\J -J 


67% 


94.3% 


94.3% 




PRT100887 

X XX X A \J V vJ \J f 


81% 


98.6% 


98.1% 


C^\J iUJ 1J7 


PAE204426 


53% 


93.4% 


97.1% 


PPO1031 59 


PPU1 11756 


56% 


93.4% 


96.1% 




PSY103836 


57% 


93.4% 


97.1% 


FOO103159 


SPA100956 


97% 


99.1% 


100% i 


prni031 50 


STY101557 


97% 


99.5% 


99.5% 


T?rO103159 

IJ/V-/V^ Iv/J X J.7 


VCH1 00566 


72% 


99.5% 


100% 1 


FPOl 031 50 


YPS002273 


83% 


98.6% 


98.1% 


ppo 1031 60 


ABA1 00673 


76% 


100% 


100% 


ppn 1 03 1 60 


BAN1 12009 


53% 


100% 


100% 


FPO 103 160 


BAN109246 


55% 


100% 


100% 


"RPO103160 

X-j\^-\J X UJ X W 


BFR11427 


50% 


93.1% 


94.5% 


FCO103160 

X~rV_/\J JL UJ A V#V 


BPT102858 


64% 


100% 


100% 


FOO103160 


BBU100337 


56% 


97.7% 


93.4% 


ECO 103 160 

1JVV XU J A W 


BCE104886 


63% 


100%> 


100% 


FrO103160 


BFU 103523 


65% 


100% 


100% , 


Frbl03160 

JJ« V/ X V JL W 


BMA104857 


63% 


100% 


100% 


FPO 103 160 


CJU101395 


49% 


95.4% 


96.9% 


FPO 1 03 1 60 

Jj«V-»V-/ x u J I U v 


CPN200506 


47% 


93.8% 


91.8% 


FP0 103 160 

Dv>W 1 UJ JL \J\J 


CTR200396. 


47% 


93.8% 


91.7% 


FP0 1 01 1 60 


CAC 102494 


63% 


100% 


100% 


FP0 103 160 

DV/VivJ XUU 


CBO103462 


59% 


100% 


100% 


FP0 103 160 


CDF1 00063 


60% 


100% 


100% j 


FPO103160 


CDP 100047 


50% 


93.1% 


68.4% 


FP0 103 160 

H\-AJ lu J AW 


EBC102179 


99% 


100%o 


100% 


FPO103160 


EFA200812 


52% 


100% 


100% 


FP0 103 160 


EFM201820 


52% 


100%> 


100% 


FPO103160 


ECO103160 


100% 


100% 


100% 


FPO1031 60 


HIN101411 


86% 


100% 


100% 


FPPI1031 60 

CrUU 1 U J xUU 


HPY 100081 


51% 


95.4% 


96.9% 


FPOl 03160 


KPN3O2O05 


100% . 


100% 


100% 


FP0 103 160 

JDV_>VJ 1 U J 1 uu 


LPN102542 


61% 


100% 


100% 


FrO103160 

jjv> vy i u j xuu 


LMO100441 


55% 


100% 


100% 


ECO103160 


MCA100086 


73% 


95.4% 


96.9% 


FPO 103 160 


MAV103416 


51% 


93.1% 


72.9% 


FC0 103 160 


MBV101153 


52% 


93.1% 


80.1% 


FCO103160 

iJiWvy 1 U J JL KJ\J 


MLP 100233 


46% 


98.5% 


83.7% 


FCO103160 


MTU203395 


52% 


93.1% 


80.1% 


FPO103160 

JJ X U J X UU 


MGE 100427 


46% 


100% 


100% 


FPO103160 


MPN100226 


47% 


100% 


100% 


FPOl 031 60 

JC#V^VJ 1 U J 1 VJU 


NGO 102668 


64% 


96.2% 


96.2% 


FPO1031 60 


NME200353 


64% 


96.2% 


96.2% 


FPO 103 160 


PMU 100521 


89% 


100%> 


100% 


FP0 1031 60 

DV/U XU J L VJU 


PRT1 00490 


91% 


100% 


100% 


FP0 1 03 1 60 


PAE204430 


76% 


100% 


100% 


FO0 103 160 


PPU105982 


75% 


100% 


100% 


FrO 103 160 

Jjv/U LUJ X UV 


PSY108021 


76% 


100% 


100% 


ECO103160 


SPA100957 


99% 


100% 


100% 


ECO103160 


STY101559 


99% 


100% 


100% 


ECO103160 


SAU802217 


50% 


100% 


100% 


ECO103160 


SEP202046 


50% 


100% 


100% 


ECO103160 


SHA1 00041 


50% 


100% 


100% 


ECO103160 


SMU101370 


52% 


100% 


100% 
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Homolog Coverage 


ECO103160 1 


SPN400272 


50% 


100% 


100% 


ECO 103 160 


SPY201485 


50% 


100% 


100% 


ECO 103 160 


TPA101014 


49% 


98.5% 


99.2% 


ECO 103 160 


UUR100583 


55% 


96.9% 


94.7% 


ECO 103 160 


VCH100561 


90% 


100% 


100% 


ECO 103 160 


YPS002276 


92% 


100% 


100% 


ECO 103161 


ABA100676 


71% 


100% 


100% 


ECO 103 161 


BAN101291 


58% 


98.6% 


96.6% 


ECO 103161 


BAN1 11521 


58% 


98.6% 


96.6% 


ECO103161 


BFR11426 


48% 


99.3% 


93.5% 


ECO103161 


BPT102861 


65% 


99.3% 


99.3% 


ECO103161 


BBU100338 J 


51% 


95.1% 


92.5% 


ECO103161 ■ 


BCE107311 


64% 


100% 


80.7% 


ECO103161 


BFU103522 


65% 


100% 


100% 


ECO 103 161 


BMA107182 


64% 


100% 


79.3% 


ECO 103 161 


CJU101396 


52% 


93.7% 


95.0% 


ECO 103 161 


CPN200505 


47% 


99.3% 


95.3% 


ECO103161 . 


CTR200395 


52% 


98.6% 


94.7% 


ECO103161 


CAC102148 


52% 


100% 


98.6% 


ECO103161 


CBO103121 


54% 


100% 


97.9% 


ECO103161 


CDF100062 


54% 


99.3% 


98.6% 


ECO103161 


CDP100045 


47% 


99.3% 


95.9% 


ECO103161 


EBC102180 


98% 


100% 


100% 


ECO103161 


EFA200811 


58% 


98.6% 


95.9% 


ECO103161 


EFM201491 


60% 


98.6% 


79.5% 


ECO103161 


ECO103161 


100% 


100% 


100% 


ECO103161 


HIN101412 


91% 


100% 


100% 


ECO103161 


HPY1 00082 


51% 


93.7% 


94.3% 


ECO 103 161 


KPN301994 


96% 


100% 


100% 


ECO103161 


LPN102178 


71% 


100% 


98.6% 


ECO 103 161 


LMO100177 


55% 


98.6% 


96.6% 


ECO103161 


MCA103453 


68% 


98.6% 


97.9% 


ECO 103 161 


MAV103415 


51% 


96.5% 


93.2% 


ECO 103 161 


MBV101152 


52% 


95.1% 


69.2% 


ECO103161 


MLP100232 


49% 


100% 


96.6% 


ECO103161 


MTU203396 


52% 


96.5% 


93.2% 


ECO 103 161 


MGE100428 


43% 


95.1% 


93.2% 


ECO 103 161 


MPN1 00225 


42% 


96.5% 


93.8% 


ECO 103 161 


NGO101071 


68% 


100% 


99.3% 


ECO 103 161 


NME200352 


67% 


100% 


99.3% 


ECO103161 


PMU1 00520 


90% 


100% 


100% 


ECO103161 


PRT1 00489 


93% 


100% 


100% 


ECO 103 161 


PAE204431 


74% 


100% 


100% 


ECO103161 


PPU1 05984 


73% 


100% 


100% 


ECO103161 


PSY103838 


74% 


96.5% 


96.5% 


ECO103161 


SPA100958 


100% 


100% 


100% 


ECO103161 


STY101563 


100% 


100% 


100% 


ECO103161 


SAU802218 


58% 


96.5% 


94.5% 


ECO103161 


SEP202048 


54% 


96.5% 


94.5% 


ECO103161 


SHA1 00040 


56% 


72.5% 


92.0% 


ECO103161 


SMU101369 


55% 


98.6% 


94.6% 


ECO103161 


SPN400271 


58% 


98.6% 


94.6% 


ECO103161 


SPY201486 


57% 


98.6% 


94.6% 


ECO103161 


TPA101015 


48% 


96.5% 


96.5% 
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Homoloe LocusED 


Identity 


Query Coverage 


Homolog Coverage 


fpoio3161 


UUR100584 


46% 


92.3% 


88.5% j 


FPO1031 61 


VCH 100560 


77% 


100% 


100% 


fpoio3161 


YPS002279 


95% 


100% 


100% 


FPO103163 

JZj\^\j x u J A u j 


EBC102436 


90% 


98.5% 


100% 


fpoio3163 

SZK^KJ 1 V J 1 V J 


ECO103163 


100% 


100% 


100% 


T7pnirm 63 


HIN101594 


37% 


92.5% 


89.6% 


IlV_A_/ 1 u J 1 U J 


KPN301998 


92% 


100% 


100% 


fpoioh 63 


PMU1 00688 


40% 


92.5% t 


92.0% 


fpoio31 63 

DWiVJ 1 VJ 


PRT 100487 


68% 


98.5% 


99.3% 




PAE204439 


24% 


86.6% 


81.8% 


FPO103163 


PPU1 11785 


23% 


90.3% 


86.2% 


FPO 103 163 


PSY103846 


25% 


82.1% 


85.0% 


FPO 103 163 


SPA1 00846 


93% 


99.3% 


96.4% 


FCO103163 


STY101569 


96% 


100% 


100% 


ECO103163 


STM101859 


97% 


100% 


100% 1 


FPO 103 163 

A_A—»V-/ 1 \J~J X V/.-/ 


VCH100557 


44% 


94.0% 


87.6% 


FPO103163 

1 A /V J JL UJ 1UJ 


YPS002289 


80% 


94.0% 


94.8% 


FP0 103 164 

1 A .A J L U J X \Jr 


ABA102114 


35% 


90.3% 


93.0% 


FPO1031 64 


BPT102616 


37% 


96.7% 


96.4% 


FPO1031 64 


BCE1 14751 


42% 


75.6% 


86.3% 


FP0 1031 64 


BFU 102903 


42% 


75.4% 


84.8% 


FPO103164 


BMA102577 


42% 


75.6% 


86.1% 


FP01 03164 

XJtKsKJ AUJ AU*T 


CPN200861 


36% 


97.8% 


76.2% 


FPO103164 


CAC101858 


40% 


75.2% 


69.0% 


FP0 103 164 

HA <V y J. UJ 1 U*T 


CDF103193 


41% 


79.6% 


73.8% 


FP0 103 164 

JCiwV-/ 1 V J JL V*T 


CDP100135 


36% 


73.6% 


74.8% 


FP0 103 164 

j, u j i ut 


EBC 102437 


84% 


100% 


100% 


FP0 1 031 64 


ECO 103 164 


100% 


100% 


100% 


FP0 1 03 1 64 

xZksKJ X UJ lU*t 


HIN101231 

JL Jl JLjL 1 JL W X M«> A. 


57% 


100% 


100% 


FPO103164 

C/V>W 1 UJ X Vt 


KPN302000 


81% 


100% 


100% 


FPO10^164 
I2^>W 1 uj 1 v*t 


MB VI 00623 


35% 


73.4% 


88.2% 


FPO103164 

C\s\J X uJ X U*T 


MTU200972 

If 1 X ^«l*#ww^ 


34% 


73.4% 


69.2% 


FP0 103 164 

!_/ vvV-/ 1 uj a u*t 


NGO101854 


34% 


91.4% 


88.8% 


FPO 103164 

U/V-'VJ' JL UJ X U*T 


NME200654 


35% 


91.4% 


88.8% 


FPO 103 164 

I i\-y\/ A UJ X U^ 


PMU 100734 


58% 


100% 


100% 


FPO103164 

JJA.AJ JL U J 1 U*T 


PRT 100486 


65% 


99.8% 


98.5% 


FP0 103 164 

JJiV^VJ 1 lUJl u*t 


SPA100847 


89% 


100% 


100% 


FPO103164 

JC/V_> V> I U J 1 U*T 


STY 10 1572 


90% 


100% 


100% 


FP01 03164 


STM101862 


89% 


100% 


100% 


FPO103164 

EfUV I V J 4 U*t 


SPN402042 


35% 


71.9% 


84.1% 


FPO 103 164 

J_< V>-VJ 1 U J 1 U*T 


YPS002292 


72% 


100% 


100% 


FPO103175 

JC/V-jW 1 UJ A / J 


BPT105606 


23% 


76.4% 


67.2% 


FPO10317S 

!_/ vy\J JL U J 1 / J 


BCE100520 


30% 


22.5% 


47.3% 


FPO103175 

JL_A~/\J JL U J X / J 


BFU102649 


21% 


86.1% 


63.6% ' 


FPO103175 

r.ly\.y 1 V J A / J 


BMA 106473 


22% 


86.1% 


64.6% 


FPO1031 75 

JJ,V/W IV J JL / J 


EBC 100005 

JL> JLS W JL w w w V/ w 


73% 


9.5% 


59.1% 


FP0 103175 

AZAv>V-' 1 V J 1 / J 


EBC103540 


75% 


99.2% 


77.8% 


FP0 103 175 
jcA^v/ ivj l / j 


ECO 103 175 


100% 


100% 


100% 


EC.O103175 


KPN302541 


71% 


98.5% 


100% 


ECO 103 175 


LPN1 02990 


21% 


98.4% 


75.6% 


ECO103175 


PRT101519 


38% 


99.9% 


77.7% 


ECO 103175 


PAE204474 


21% 


97.9% 


75.7% 


ECO103175 


PPU109810 


20% 


98.7% 


76.1% 


ECO 103 175 


PSY104777 


22% 


93.3% 


72.7% 
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Query Coverage 
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ECO103175 


SPA100160 


74% 


34.4% 


100% 


ECO103175 


STY101629 


79% 


100% 


78.0% 


ECO103175 


VCH100415 


27% 


97.9% 


75.1% 


ECO103175 


YPS003182 


48% 


99.9% 


78.5% 


ECO103176 


BCE1 09237 


27% 


24.5% 


68.0% 


ECO103176 


ECO103176 


100% 


100% 


100% 


ECO103176 


KPN305789 


74% 


100% 


100% 


ECO103176 


SPA101850 


81% 


99.3% 


100% 


ECQ103181 


ABA101202 


68% 


93.5% 


98.6% 


ECO103181 


BAN 11 1944 


44% 


89.1% 


96.8% 


ECO103181 


BAN102999 


58% 


90.5% 


97.1% 


ECO103181 


BFR10062 


45% 


89.6% 


96.5% 


ECO103181 


BPT102509 


73% 


91.3% 


96.8% 


ECO103181 


BBU100714 


52% 


87.7% 


89.2% 


ECO103181 


BCE109815 


71% 


93.2% 


98.6% 


ECO103181 


BFU108081 


70% 


91.6% 


97.1% 


ECO103181 


BFU1 13174 


71% 


93.2% 


98.6% 


ECO103181 


BMA103717 


71% 


93.2% 


98.6% 


ECO103181 


CJU100248 


55% 


92.1% 


97.4% 


ECO103181 


CPN2O1O00 


55% 


95.1% 


94.3% 


ECO103181 


CTR200082 


54% 


95.1% 


94.3% 


ECO 103181 


CAC102861 


58% 


88.6% 


95.8% 


ECO103181 


CBO101490 


59% 


89.4% 


96.1% 


ECO103181 


CDF101880 


57% 


90.5% 


94.1% 


ECO103181 


EBC103541 


100% 


94.6% 


100% 


ECO103181 


ECO103181 


100% 


100% 


100% 


ECD103181 


HIN1 00036 


78% 


96.5% 


93.9% 


ECO103181 


HPY101353 


51% 


94.3% 


99.7% 


ECO103181 


KPN302551 


99% 


94.6% 


100% 


ECO103181 


LMO102883 


57% 


90.7% 


97.6% 


ECO103181 


PMU101955 


80% 


94.6% 


99.4% 


ECO103181 


PRT101213 


95% 


94.6% 


100% 


ECO103181 


PAE204479 


79% 


94.6% 


100% 


ECO103181 


PPU108925 


79% 


97.8% 


100% 


ECO103181 


PSY104799 


81% 


57.2% 


100% 


ECO103181 


SPA101315 


91% 


78.2% 


100% 


ECO103181 


STY101647 


100% 


94.6% 


100% 


ECO103181 


TPA100493 


52% 


92.1% 


96.8% 


ECO103181 


VCH100410 


90% 


94.6% 


100% 


ECO103181 


YPS003161 


99% 


94.6% 


100% 


ECO103182 


BPT101055 


23% 


63.5% 


65.3% 


ECO103182 


EBC103543 


76% 


100% 


100% 


ECO103182 


ECO103182 


100% 


100% 


100% 


ECO103182 


KPN302547 


73% 


100% 


100% 


ECO103182 


LPN1 02746 


22% 


75.1% 


78.2% 


ECO103182 


PAE201432 


22% 


81.1% 


79.2% 


ECO103182 


PPU107473 


21% 


81.1% 


79.6% 


ECO 103 182 


SPA101314 


83% 


99.2% 


100% 


ECO 103 182 


STY101649 


84% 


100% 


100% 


ECO103182 


VCH100393 


32% 


100% 


96.9% 


ECO 103 182 


YPS003159 


50% 


99.2% 


100% 


ECO 103 185 


ABA100121 


43% 


97.4% 


96.4% 


ECO103185 


BAN102691 


32% 


100% 


95.4% 


ECO103185 


BAN100195 


35% 


98.7% 


97.6% 
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BFR12359 


33% 


91.0% 


86.0% 




BPT102941 


56% 


99.4% 


99.3% 


fpo 1031RS 


BCE100976 


55% 


64.1% 


97.8% 


FPO1031R5 


BFU107829 


54% 


99.4% 


99.4% 


fpoioiir^ 


BMA104958 


52% 


99.4% 


99.4% 


ppm rvu R^ 


CJU101215 


37% 


100% 


98.7% • ! 


FPOl 031 RS 


CPN200574 


29% 


97.4% 


95.2% 


pfni fill R^ 


CTR200393 


31% 


97.4% 


96.3% 


FPOl 011 RS 


CAC102521 


33% 


99.4% 


98.1% 


FPO1031 R5 


CBO 102046 


31% 


100% 


98.7% 


FPOl 03185 


CDF101397 


32% 


100% 


98.7% 


FPO103185 


EBC103552 


91% 


100% 


100% 


FPOl 03 185 


EFA203429 


32% 


97.4% 


95.7% 


FCO103185 


EFM200558 


31% 


100% 


93.4% 


FPO103185 


ECO 103 185 


100% 


100% 


100% 


FPOl 03185 


HIN 100950 


69% 


100% 


100% 


FPO103185 


HPY 100367 


29% 


100% 


98.7% 


FPOl 031 R5 


KPN307946 


88% 


100% 


100% 


FPOl 03 185 


LPN101729 


51% 


100% 


100% 


FPOl 031 85 


LMO100213 


39% 


97.4% 


95.5% 


FPOl 03 185 


MCA1 03068 


38% 


98.1% 


97.1% 


FPO103185 


NGO101619 


61% 


99.4% 


99.3% 


FPOl 03 185 


NME200553 


60% 


99.4% 


99.3% 


FPOl 03 185 


PMU101092 


65% 


100% 


100% 


FPO103185 


PRT101210 


69% 


100% 


100% 


FPO1031 R5 


PAE204842 


64% 


99.4% 


99.4% 


FPO1031 RS 


PPU108140 


66% 


99.4% 


99.3% 


FP0 1031 R^ 


PSY100848 


61% 


99.4% - 


99.3% 


FPO1031 RS 


SPA101602 

LJX it X X \J X \J\J 


92% 


100% 


100% 


Fpnin3i R^ 


STY101662 

OA A AVAW*. 


92% 


100% 


100% 


FPO1031S5 


STM102306 


92% 


100% 


100% 


FPO1031R5 


SAU801527 


34% 


100% 


100% 


FPOl 03 185 


SEP200910 


34% 


100% 


100% 


FPO103185 


SHA101871 


35% 


100% 


100% 1 


FPO103185 


SMU100535 


34% 


100% 


100% 


FPOl 03 185 


SPN400383 


37% 


100% 


100% 


FPO103185 


SPY201346 


34% 


100% 


100% 


FPO103185 


VCH100292 


72% 


100% 


78.1% 


FPO103185 


YPS003132 


82% 


100% 


100% 


FPOl 03 186 

iJ/V^NJ A V J lOO 


ABA100122 


64% 


98.9% 


97.1% 


FPO103186 


BAN102154 


47% 


97.8% 


99.8% 


FPOl 03 186 


BAN113444 


53% 


98.4% 


98.7% 


FPOl 03 186 

X_*V^ \J I UJ A OO 


BFR11898 


48% 


99.8% 


89.1% 


FOO103186 

Aj^w VJ 1 v J *Uv 


BFR11613 


50% 


98.4% 


87.9% 


FPOl 03 186 

J / Vw- W iUJ 1UU 


BPT102938 


67% 


98.9% 


99.1% 


FPOl 03 186 

JLO.W A UJ A OU 


BCE104481 


66% 


100% 


98.7% 


FPO103186 


BFU 115826 


65% 


100% 


98.7% 


FPOl 03 186 

AjW/ A vJ A Ov 


BMA101045 


66% 


98.9% 


97.6% 


ECO103186 


CJU101214 


53% 


98.2% 


99.3% 


ECO103186 


CPN200575 


49% 


98.7% 


97.8% 


ECO103186 


CTR200394 


51% 


98.7% 


97.2% 


ECO103186 


CAC103617 


57% 


98.9% 


99.6% 


ECO103i86 


CBO103874 


55% 


98.9% 


99.3% 


ECO103186 


CDF101399 


53% 


98.2% 


97.6% 
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ECO103186 


CDP1 00823 


46% 


96.0% 


38.1% 


ECO103186 


EBC102634 


93% 


70.2% 


100% 


ECO 103 186 


EFA200245 


52% 


98.4% 


97.4% 


ECO 103 186 


EFM201807 


52% 


98.7% 


96.9% 


ECO 103 186 


ECO 103 186 


100% 


100% 


100% 


ECO 103 186 


HIN100951 


82% 


99.8% 


100% 


ECO 103 186 


HPY 100366 


51% 


98.2% 


96.3% 


ECO103186 


KPN308876 


96% 


100% 


100% 


ECO103186 


LPN102993 


74% 


98.9% 


99.3% 


ECO103186 


LMO101165 


53% 


98.4% 


97.8% 


ECO103186 


MCA102208 


62% 


98.2% 


98.4% 


ECO103186 


MAV103606 


47% 


98.9% 


62.9% 


ECO103186 


MBV101167 


45% 


98.7% 


68.2% 


ECO103186 


MLP100439 


45% 


94.4% 


70.9% 


ECO103186 


MTU202464 


45% 


98.7% 


68.2% 


ECO103186 


NGO101616 


68% 


98.2% 


97.4% 


ECO 103 186 


NME200552 


69% 


98.2% 


97.4% 


ECO103186 


PMU101091 


83% 


99.8% 


100% 


ECO 103186 


PRT100504 


86% 


99.8% 


100% 


ECO103186 


PAE204843 


71% 


99.8% 


99.8% 


ECO103186 


PPU108141 


70% 


99.6% 


99.1% 


ECO103186 


PSY108097 


69% 


99.6% 


100% 


ECO103186 


SPA101601 


95% 


98.9% 


100% 


ECO 103 186 


STY101665 


96% 


100% 


100% 


ECO 103 186 


STM102307 


96% 


100% 


100% 


ECO 103 186 


SAU801526 


53% 


98.2% 


98.2% 


ECO 103 186 


SEP200908 


52% 


98.2% 


98.0% 


ECO 103 186 


SHA100988 


52% 


98.2% 


98.2% 


ECO103186 


SMU100533 


51% 


96.9% 


97.1% 


ECO103186 


SPN400385 


53% 


98.0% 


97.4% 


ECO 103 186 


SPY201344 


52% 


98.0% 


97.6% 


ECO103186 


VCH 100291 


85% 


99.6% 


100% 


ECO103186 


YPS003128 


92% 


99.8% 


99.8% 


ECO103188 


BAN 108690 


42% . 


96.3% 


98.7% 


ECO103188 


BAN1 12300 


47% 


96.3% 


97.9% 


ECO103188 


BFR12375 


25% 


89.1% 


87.4% 


ECO103188 


BPT101875 


22% 


89.5% 


67.2% 


ECO103188 


BBU100813 


33% 


90.1% 


97.7% 


ECO103188 


CPN200265 


25% 


71.1% 


72.5% 


ECO 103 188 


CBO 103269 


26% 


88.2% 


90.9% 


ECO103188 


CDF103913 


25% 


94.8% 


98.5% 


ECO103188 


EBC102639 


92% 


99.6% 


100% 


ECO 103 188 


ECO 103 188 


100% 


100% 


100% 


ECO103188 


HIN100955 


64% 


96.9% 


97.1% 


ECO 103 188 


. KPN302542 


89% 


99.6% 


100% 


ECQ103188 


LMO101454 


24% 


30.3% 


53.2% 


ECO103188 


PMU101089 


59% 


96.9% 


98.7% 


ECO103188 


PRT100502 


78% 


98.8% 


99.8% 


ECO103188 


SPA101599 


91% 


98.8% 


100% 


ECO 103 188 


STY101671 


93% 


99.6% 


100% 


ECO103188 


STM102309 


93% 


99.6% 


100% 


ECO103188 


SMU101245 


32% 


20.8% 


47.3% 


ECO103188 


YPS003121 


82% 


96.9% 


97.1% 


ECO103195 


BFR10437 


32% 


90.9% 


94.9% 
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FCO 103 195 


CJU100335 


30% 


91.9% 


94.3% 


FPO 103 195 


ECO 103 195 


100% 


100% 


100% _| 


FCO103195 


KPN308332 


75% 


98.7% 


100% 




LPN101631 


30% 


89.1% 


89.3% 


pro irn 10^ 


STM102321 


88% 


98.7% 


98.7% 




ABA105502 


40% 


98.6% 


97.0% 


FPO103212 


BAN 107407 


30% 


90.4% 


89.1% 


FCO 103212 


BAN 101826 


32% 


99.3% 


99.5% 


FCO103212 


BPT 100805 


36% 


97.9% 


89.7% 


ECO 1032 12 


BCE107697 


37% 


97.7% 


86.0% 


ECO103212 


BFU1 01027 


39% 


90.7% 


82.5% 


ECO103212 


BMA101603 


36% 


97.7% 


92.1% 


ECO103212 


CPN200071 


27% 


61.5% 


66.5% 


ECO103212 


CTR200830 


28% 


60.6% 


64.9% 


FCO 103 21 2 


CAC 100526 


31% 


92.1% 


92.3% 


ECO 1032 12 


CBO102152 


30% 


98.6% 


99.3% 


ECO 1032 12 


CDF102436 


30% 


95.1% 


96.1% 


ECO 103212 


CDP100308 


32% 


86.0% 


100% 


ECO103212 


EBC103645 


86% 


100% 


97.7% 


ECO103212 


EFA201559 


31% 


93.0% 


89.3% ' 


ECO 1032 12 


EFM201913 


31% 


83.4% 


98.4% 


ECO 103212 


ECO103212 


100% 


100% 


100% 


ECO103212 


HIN100605 


51% 


98.4% 


94.7% 


FCO 10321 2 


KPN301222 


86% 


100% 


99.5% 


FCO 10321 2 


LMO100111 


31% 


99.8% 


99.3% 


FP0 10121 9 


MCA1 02831 


37% 


99.8% 


98.4% 


FCO 10321 2 


MAV100826 

X TAX X T XVW^W 


30% 


87.4% 


84.5% 


FCO103212 


MBV102144 


30% 


86.0% 


82.9% 


FCO103212 


MTU201388 


30% 


86.0% 


82.9% 


FCO103212 


NGO101723 


40% 


98.1% 


98.3% 


FCO103212 


NME200155 


40% 


98.1% 


98.3% 


FCO103212 


PMU101561 


53% 


99.8% 


97.8% 


FCO103212 


PRT105024 


68% 


100% 


100% ( 


FPH1 01212 


PAE200017 


50% 


98.6% 


98.8% 


FPO103212 


PPU103623 


49% 


98.6% 


98.4% 


FC0 103212 


PSY103506 


48% 


98.6% 


96.9% 


FCO103212 


SPA1 04301 


88% 


84.4% 


99.7% 


ECO 1032 12 


STY101845 


88% 


100% 


100% 


ECO103212 


STM102354 


88% 


100% 


100% 


ECO103212 


SAU801217 


28% 


98.8% 


93.3% 


ECO103212 


SEP201495 


28% 


99.1% 


99.1% 


ECO103212 


SMU101505 


31% 


85.1% 


82.7% 


FCO103212 


SPN401577 


33% 


92.1% 


90.4% 


FCO 1032 12 


SPY201253 


30% 


90.4% 


88.9% 


FCO 10321 2 


VCH100044 


62% 


98.8% 


97.7% 


FPO103712 


YPS002538 


73% 


100% 


100% 


FCO 103216 


BAN1 10095 


31% 


75.4% 


78.6% 


FCO 1032 16 

LA jVV 1 UJi« JL \J> 


BAN 104882 


38% 


75.4% 


74.0% 


ECO103216 


BCE1 07484 


37% 


97.5% 


88.7% 


ECO103216 


BFU103220 


36% 


99.2% 


71.0% 


ECO103216 


BMA101250 


50% 


62.3% 


57.1% 


ECO103216 


EBC1 03642 


74% 


99.2% 


99.2% 


ECO103216 . 


ECO103216 


100% 


100% 


100% 


ECO103216 


KPN300812 


79% 


98.4% 


98.4% 



746 



WO 02/077183 



PCTYUS02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103216 


PRT100263 


51% 


97.5% 


95.2% 


ECO103216 


SPA104310 


86% 


100% 


100% 


ECO103216 


STY101840 


86% 


100% 


100% 


ECO 1032 17 


ABA100130 


70% 


97.6% 


99.2% 


ECO103217 


BAN103288 


47% 


85.8% 


97.5% 


ECO 1032 17 


BAN102478 


47% 


85.8% 


97.5% 


ECO103217 


BFR100896 


51% 


94.5% 


74.5% 


ECO 1032 17 


BPT100897 


68% 


100% 


96.9% 


ECO 1032 17 


BBU100502 


44% 


96.9% 


100% 


ECO103217 


BCE109774 


70% 


96.9% 


93.9% 


ECO103217 


BFU101597 


66% 


100% 


97.7% 


ECO103217 


BMA104335 


71% 


96.9% 


93.9% 


ECO 1032 17 


CJU101502 


49% 


91.3% 


99.1% 


ECO103217 


CPN200120 


43% 


91.3% 


98.6% 


ECO103217 


CTR200782 


41% 


91.3% 


98.6% 


ECO 1032 17 


CAC 100809 


43% 


85.8% 


95.6% 


ECO 1032 17 


CBO102497 


43% 


85.8% 


96.5% 


ECO103217 


CDF102169 


48% 


85.8% 


96.5% i 


ECO103217 


CDP100024 


52% 


94.5% 


77.1% ; 


ECO103217 


EBC103646 


100% 


100% 


100% 


ECO103217 


EFA201974 


48% 


87.4% 


98.4% 


ECO103217 


EFM201685 


44% 


87.4% 


99.2% 


ECO103217 


ECO103217 


100% 


100% 


100% 


ECO103217 


HIN100784 


89% 


100% 


99.2% 


ECO103217 


HPY101274 


43% 


91.3% 


100% 


ECO103217 


KPN300813 


98% 


100% 


100% 


ECO 10321 7 


LMO100340 


42% 


85.8% 


97.8% 


ECO103217 


MCA100427 


75% 


92.9% 


99.2% 


ECO 1032 17 


MAV101006 


53% 


86.6% 


75.3% 


ECO103217 


MBV 100492 


52% 


86.6% 


61.1% 


ECO 1032 17 


MLP101193 


47% 


94.5% 


75.9% 


ECO103217 


MTU203409 


52% 


86.6% 


61.1% 


ECO 10321 7 


MGE100181 


35% 


83.5% 


91.1% 


ECO103217 


MPN1 00639 


34% 


86.6% 


93.5% 


ECO103217 


NGOl 00883 


70% 


92.9% 


96.7% 


ECO 1032 17 


NME200096 


71% 


92.9% 


96.7% 


ECO103217. 


PMU101389 


89% 


100% 


100% 


ECO103217 


PRT101773 


93% 


100% 


100% 


ECO103217 


PAE204235 


75% 


98.4% 


99.2% 


ECO103217 


PPU1 04535 


79% 


92.9% 


92.2% 


ECO103217 


PSY105785 


80% 


92.9% 


92.2% 


ECO 1032 17 


SPA104312 


96% 


100% 


100% 


ECO103217. 


STY101829 


99% 


100% 


100% 


ECO103217 


SAU802223 


47% 


85.8% 


97.5% 


ECO 10321 7 


SEP202058 


47% 


85.8% 


97.5% 


ECO103217 


SHA100503 


48% 


86.6% 


97.6% 


ECO103217 


SMU100584 


47% 


85.8% 


97.7% 


ECO103217 


SPN400216 


46% 


85.8% 


97.7% 


ECO103217 


SPY101855 


46% 


85.8% 


97.7% 


ECO 10321 7 • 


TPA100211 


50% 


92.1% 


71.3% 


ECO103217 


UUR1 00260 


45% 


78.7% 


89.1% 


ECO103217 


VCH102533 


91% 


100% 


100% 


ECO 10321 7 


YPS002494 


94% 


99.2% 


98.4% ! 


ECO 10321 8 


ABA100129 


66% 


99.1% 


96.7% j 
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PfPOin^91R 


RAN 107601 


34% 


92.7% 


97.5% 




BAN108468 


45% 


93.6% 


98.1% 


ThPO 1f)l91R 


RFR10426 


39% 1 


96.7% 


98.2% 


1 \JD AID 


BPT100896 


61% 


98.2% 


98.8% 




BBU 100501 


35% 


95.4% 


91.3% 


fpoioiiir 


BCE103299 


59% 


97.6% 


98.8% 


XH-A_/ 1UJL.1U 


BFU101596 


61% 


97.6% 


98.8% 


PP01 03218 


BMA 100053 


60% 


97.6% 


98.8% 


FC01 03218 


CJU101501 


33% 


95.7% 


92.9% 




CPN200119 


38% 


90.0% 


80.6% 


FP0 10391 8 


CTR200783 


38% 


90.6% 


80.5% 


FPO10321 8 


CAC 100456 


44% 


95.1% 


99.4% 


FP0 10391 8 


CBO 100600 


44% 


93.6% 


97.8% 


FCO 1032 18 


CDF104551 


45% 


94.5% 


98.1% 


FCO103218 


CDP 100022 


42% 


96.4% 


92.9% ! 


FCO103218 


EBC 103650 


99% 


100% 


100% 


ECO103218 


EFA201975 


45% 


95.4% 


99.4% 


ECO103218 


EFM200465 


45% 


95.4% 


99.4% 


FCO 1032 18 


ECO 1032 18 


100% 


100% 


100% 


FCO103218 


HIN100783 


91% 


100% 


100% 


FCO 1032 18 


HPY101275 

JL JL K JL A VA*' * ^ 


29% 


94.2% 


91.3% 


FC0 103218 


KPN3 00703 


99% 


76.9% 


100% 


FPO103218 


LMO 100649 


45% 


93.6% 


98.1% 


FCO103218 


MCA1 00426 


64% 


98.2% 


96.1% 


FCO103218 


MAV101008 


43% 


94.5% 


89.3% 


FCO 1032 18 


MBV100494 


44% 


93.9% 


88.8% 


FCO103218 


MLP101194 


44% 


93.9% 


88.8% 


FCO 1032 18 


MTU203410 


44% 


93.9% 


88.8% 


FPO103218 


MGE100180 


31% 


86.0% 


89.9% 


0^91 R 


MPN100640 

XYXX X i l\J\J\J'v 


31% 


86.6% 


90.8% 


ppni 0391 R 

HvvvJ 1VJ?A JLO 


NGO100885 


62% 


99.1% 


99.1% 


FJP0 1 fH91 R 


NME200097 


62% 


99.1% 


99.1% 


ppni 0^91 R 


PMU101390 

x 1VJLU x \J x u y\j 


. 92% 


100% 


100% 


FPO10321R 


PRT101775 

x xv x x yj x / f *s 


97% 


100% 


100% 


FCO103218 


PAE204236 


73% 


99.1% 


97.6% 


ECO103218 


PPU104534 


73% 


99.1% 


97.6% 


ECO103218 

X—»»— »*w» ivjx-i u 


PSY100281 


80% 


46.8% 


93.9% 


ECO103218 


SPA104314 


100% 


100% 


100% 


ECO 1032 18 


STY101828 


100% 


100% 


100% 


FCO 1032 18 


SAU802224 


42% 


93.6% 


98.1% 


FCO103218 


SEP202059 


42% 


93.6% 


98.1% 


FPO103218 


SHA100502 


42% 


93.6% 


98.1% 


FCO103218 


SMU100586 


45% 


93.6% 


98.1% 


FCO 10321 8 


SPN400215 


45% 


93.6% 


98.4% 


FCO103218 


SPY200063 


45% 


93.6% 


98.1% 


ECO 1032 18 


TPA100210 


37% 


93.9% 


91.2% 


ECO 1032 18 


UUR100259 


36% 


93.6% 


98.5% 


ECO103218 


VCH 102534 


90% 


100% 


100% 


ECO103218 


YPS002493 


99% 


100% 


100% 


ECO103219 


ABA100128 


71% 


100% 


100% 


ECO103219 


BAN1O3804 


49% 


100% 


100% 


ECO103219 


BFR10425 


49% 


100% 


100% 


ECO103219 


BPT100895 


64% 


100% 


100% 


ECO103219 


BBU100614 


44% 


96.6% 


95.2% 
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Query LocusJD 


Homolog LocusID 


Identity 


Query "Coverage T 


'HSriteaSgroVerage 1 -" 


ECO 1032 19 


BCE103241 


70% 


100% 


100% 


ECO103219 


BFXJ101595 


71% 


100% 


100% 


ECO 1032 19 


BMA100015 


71% 


100% 


100% 


ECO103219 


CJU101500 


50% 


100% 


100% 


ECO103219 


CPN200012 


39% 


94.7% 


91.9% 


ECO103219 


CTR200903 


38% 


99.5% 


98.6% 


ECO103219 


CAC102218 


50% 


100% 


100% 


ECO103219 


CBO101434 


54% 


100% 


100% 


ECO103219 


CDF103315 


50% 


91.3% 


99.0% 


ECO103219 


CDP1 00020 


47% 


100% 


100% 


ECO103219 


EBC103653 


97% 


100% 


100% 


ECO103219 


EFA202012 


45% 


100% 


99.0% 


ECO103219 


ECO 10321 9 


100% 


100% 


100% 


ECO103219 


HIN100782 


89% 


100% 


100% 


ECO103219 : 


HPY101276 


49% 


100% 


100% 


ECO103219 


KPN300702 


98% 


100% 


100% 


ECO103219 


LMO100680 


48% 


100% 


100% 


ECO103219 


MCA100425 


67% 


100% 


100% 


ECO 1032 19 


MAV101010 


46% 


100% 


100% 


ECO103219 


MBV 100325 


47% 


100% 


100% 


ECO103219 


MLP101195 


46% 


100% 


100% 


ECO103219 


MTU203411 


47% 


100% 


100% 


ECO 103219 


MGE100317 


38% 


99.0% 


98.0% 


ECO103219 


MPN100395 


39% 


99.0% 


98.0% 


ECO103219 


NGO100887 


73% 


100% 


100% 


ECO103219 


NME200098 


73% . 


100% 


100% 


ECO103219 


PMU101391 


89% 


100% 


100% 


ECO103219 


PRT104446 


94% 


100% 


100% 


ECO103219 


PAE204237 


74% 


100% 


100% 


ECO103219 


PPU108168 


73% 


100% 


100% 


ECO103219 


PSY107923 


73% 


100% 


100% 


ECO103219 


SPA104316 


99% 


100% 


100% 


ECO103219 


STY101827 


99% 


100% 


100% 


ECO103219 


SAU801719 


47% 


100% 


100% 


ECO103219 


SEP201745 


47% 


100% 


100% 


ECO103219 


SHA100142 


47% 


100% 


100% 


ECO 1032 19 


.SMU101344 


45% 


100% 


99.0% 


ECO103219 


SPN400078 


45% 


100% 


99.0% 


ECO 1032 19 


SPY201664 


45% 


100% 


99.0% 


ECO103219 


TPA1 00303 


39% 


95.6% 


96.1% 


ECO103219 


UUR1O0503 


40% 


100% 


99.0% 


ECO103219 


VCH102535 


87% 


100% 


100% 


ECO 103219 


YPS002492 


96% 


100% 


100% 


ECO 103220 


ABA100127 


78% 


95.3% 


96.1% 


ECO 103220 


BAN102381 


62% 


100% 


100% 


ECO 103220 


BAN110714 


65% 


100% 


100% 


ECO 103220 


BFR10424 


51% 


100% 


100% 


ECO 103220 


BPT1 00894 


70% 


100% 


100% 


ECO 103220 


BBU100500 


52% 


99.2% 


95.5% 


ECO103220 


BCE 109619 


71% 


95.3% 


92.5% 


ECO103220 


BFU101594 


71% 


95.3% 


91.8% 


ECO 103220 


BMA1 09746 


72% 


95.3% 


92.5% 


ECO103220 


CJU101499 


51% 


100% 


100% 


ECO103220 


CPN200U8 


51% 


100% 


100% 
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Homolog LocusID 1 Identity , 


Query Coverage 


Homolog Coverage 


ppoioi990 


CTR200784 


ceo/ 

JJVO 


93.8% 


90.9% 


FPOl 01990 


CAC100574 


o3/o 


93.8% 


92.4% 




CBO101814 


CIO/ 

67% 


93.8% 


91.7% 


rpni 03990 


CDF101597 


62yo 


98.4% 


96.2% 


FP0 103990 


CDP100018 


coo/ 


93.8% 


90.3% 


FPH1 03990 


EBC103656 


9 /yo 


100% 


100% 


FPOl 03920 


EFA2Q1976 


/o 


100% 


100% 


FP0 103220 


iii.il xn/\A1 1 O 

EFM200112 


Do/o 


100% 


100% 


T?pf> 103220 


ECO 103 221) 


1 AA0/ 

lUU/o 


100% 


100% 


FP0 103220 


HIN 100781 


Q9% 

yz/o 


100% 


100% ] 


FPO 103220 


TTTiV 1 A1 OT7 


r 9<Mt 
jZ/o 


100% 


100% 


FPO103220 


KPN3G0701 | 




100% 


100% 


FP0 103220 


LMO 102707 I 


OZ/o 


100% 


100% 


FP0 1 03220 


MCA 100424 


7^0/ 


95.3% 


96.2% 


FP0 103220 


X J" AtMrtl All 

MAV101012 


AA0/ 
Ou/o 


95.3% 


89.1% 


FPH1 03990 


MBV 100327 


Do/o 


95.3% 


88.5% 


FP0 103220 


MLP101196 


OU/o 


95.3% 


89.1% 


FP0 103220 


MTU203412 


CQ0/ 


95.3% 


88.5% 


FP01 03990 


X /T/^T? 1 AA1 "7 A 

MGE100179 


4 / /o 


87.6% 


86.3% 


FP0 103220 


MPN 100641 


4 SO/ 


92.2% 


98.3% 


FPO 103220 


NGO100889 


/4/o 


100% 


100% 


FP0 1 03220 


NME200099 


/4/o 


100% 


100% 


FPO 103220 


nit at 11 A1 0 m 

PMU101392 


Q^o/ 

/o 


100% 


100% 


FPO 103220 


T"»T"»T»1 AC C A A 

PRT105644 


000/ 
yy /o 


100% 


100% 


FP0 103220 


P AE2042 J o 


7Q0/ 

/y /o 


100% 


100% 


FOO 1 03220 


PPU104532 


/o /o 


100% 


100% 


FP0 103220 


PSY 106472 


ono/ 
/yyo 


100% 


100% ) 


FPOl 03990 


SPA104318 


90/o 


99.2% 


100% 


FP01 03920 


STY101826 


9oyo 


100% 


100% 


FPOl 03990 


SAU802225 


/TOO/ 


100% 


100% 


FPOl 03220 


SEP200240 


OZ/o 


100% 


100% 


FPOl 03220 


OTT A 1AACA1 

SHA100501 


OZ/o 


100% 


100% 


FP0 103220 


OX XT T1 AACOO 


OO/o 


100% 


100% 


FCO 103220 


bJrN4UUZ14 


0 J /0 


100% 


100% 


FCO 103220 


ftTYlT^AAA<C1 

SPY200062 


£70/ 
0/ /o 


100% 


100% 


FPOl 03220 


rrm a | AA1AA 

TP A 100209 


JJ /o 


96.1% 


98.4% 


FPOl 03220 


T TT TT1 1 A AO C O 

UUR100255 


00/ 
jZ/o 


92.2% 


98.3% 


FPOl 03220 


VCH 102536 


Ol 0/ 

yi /o 


100% 


100% 


FPOl 03990 


YPS002491 


yo/o 


100% 


100% 


FPO 103221 


A Ti A 1 AA1 

ABA 100 126 


7^0/ 
/D/o 


100% 


99.2% 


FPO103221 


Tk A \T 1 1 *5 A O 1 

BAN 11 3421 


7^0/ 
/J 70 


30.5% 


87.8% 


FPOl 03221 


A XT 1 1 OfiT7 

BAN 11 2977 


*70/ 

D / /o 


98.3% 


95.9% 


FCO103221 


13rKlU4^3 


^70/ 

DZ/0 


96.6% 


91.3% 


ECO103221 


■onnri aaoao 

BPT100o93 


OU/o 


96.6% 


94.2% 


FCO103221 

A-y V> VwV X \J mj £m X 


BBU 100499 


COO/ 


98.3% 


93.6% 


FCO103221 


r*/"»T!?1 A/CO AC 


OD /o 


96.6% 


94.2% 


ECO 103221 


T»T<T T1 f\f\10 A 

BFU100384 


OO/o 


96.6% 


94.2% 


FCO 103221 


BMA110016 


64% 


96.6% 


94.2% 


ECO103221 


CJU101498 


55% 


98.3% 


96.7% 


ECO 103221 


CPN200117 


49% 


98.3% 


95.9% 


ECO 103221 


CTR200785 


49% 


98.3% 


95.9% 


ECO103221 


CAC101837 


56% 


98.3% 


95.1% 


ECO103221 


CBO102219 


58% 


98.3% 


95.1% 


ECO103221 


CDF103596 


59% 


100% 


96.7% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103221 


CDP100016 


54% 


98.3% 


95.9% 


ECO103221 


EBC103659 


98% 


100% 


100% 


ECOl 03221 


EFA201977 


58% 


98.3% 


95.9% 


ECO103221 


EFM200415 


62% 


98.3% 


95.9% 


ECO103221 


ECO103221 


100% 


100% 


100% 


ECOl 03221 


HIN100780 


86% 


93.2% 


90.2% 


ECOl 03221 


HPY101278 


53% 


98.3% 


97.5% 


ECOl 03221 


KPN300700 


86% 


85.6% 


100% 


ECO103221 


LMO102428 


56% 


98.3% 


95.9% 


ECOl 03221 


MCA1 00423 


73% 


100% 


100% 


ECO103221 


MAV101014 


59% 


98.3% 


94.4% 


ECO103221 


MBV1 00329 


57% 


98.3% 


94.4% 


ECO103221 


MLP101197 


57% 


98.3% 


94.4% 


ECO 103221 


MTU203413 


57% 


98.3% 


94.4% 


ECO103221 


MGE100178 


52% 


98.3% 


93.5% 


ECO103221 


MPN100642 


55% 


98.3% 


93.5% 


ECO103221 


NGO100891 


70% 


98.3% 


96.7% 


ECO103221 


NME200100 


70% 


98.3% 


96.7% 


ECO103221 


PMU101393 


86% 


100% 


100% 


ECO 103221 


PRT100020 


86% 


92.4% 


100% 


ECO103221 


PAE204239 


75% 


100% 


100% 


ECO103221 


PPU 104531 


74% 


100% 


100% 


ECO103221 


PSY105783 


82% 


64.4% 


100% 


ECO103221 


SPA104321 


97% 


100% 


100% 


ECO103221 


STY101825 


96% 


100% 


100% 


ECO103221 


SAU802226 


53% 


98.3% 


95.9% 


ECO103221 


SEP200241 


51% 


98.3% 


95.9% 


ECO 103221 


SHA100500 


52% 


98.3% 


95.9% 


ECO 103221 


SMU100590 


61% 


94.1% 


91.7% 


ECO103221 


SPN400213 


63% 


94.1% 


91.7% 


ECO103221 


SPY200061 


63% 


94.1% 


91.7% 


ECO103221 


TPA 100208 


52% 


98.3% 


95.9% 


ECO103221 


UUR100257 


55% 


98.3% 


93.9% 


ECQ103221 


VCH102537 


87% 


100% 


100% 


ECO103221 


YPS002490 


85% 


100% 


100% 


ECOl 03222 


ABA100104 


76% 


100% 


100% 


ECO103222 


BPT104512 


71% 


100% 


100% 


ECO103222 


BBU100498 


62% 


97.4% 


92.3% 


ECOl 03222 


BCE112105 


76% 


100% 


100% | 


ECO103222 


BFU103878 


76% 


100% 


100% 


ECO103222 


BMA103855 


76% 


100% 


100% 


ECO103222 


CJU101497 


68% 


100% 


100% 


ECO103222 


CPN200908 


44% 


97.4% 


84.4% 


ECO 103222 


CAC101480 


60% 


100% 


100% 


ECO103222 


CBO103541 


57% 


100% 


97.4% 


ECO 103222 


CDF103770 


60% 


100% 


100% 


ECO103222 


CDP102780 


40% 


100% 


100% 


ECO103222 


EBC103975 


45% 


86.8% 


71.7% 


ECO103222 


EFA203137 


63% 


100% 


100% 


ECO103222 


EFM202440 


63% 


100% 


100% 


ECO103222 


ECO103222 


100% 


100% 


100% 


ECO103222 


HIN100779 


84% 


100% 


100% 


ECO103222 


HPY101279 


81% 


100% 


100% 


ECO103222 


KPN202806 


42% 


86.8% 


71.7% [ 
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Identity < 


Duery Coverage 1 
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HomoloB Coverage" 




lomolog LocusID 
LMO101459 


57% 


100% 
86.8% 


100% 
71.7% 


fpo 10^999 ! 

FPH1 01922 


MCA102164 
MBV104764 


42% 
55% 


100% 


100% 


pp0 101222 


MLP101198 


50% 


100% 


100% 


PP0 101222 


MTU203414 


55% 


100% 


100% 


FPO 101222 


MGE100177 


65% 


100% 


100% ! 


pro 101222 


MPN 100643 


65% 


100% 


100% _H] 


FPOl 01222 


NGO101308 


43% 


84.2% 


78.0% j 


FPOl 01222 


NME200101 


63% 


100% 


100% 1 


PP0 101222 


PMU101394 


86% 


100% 


100% 


FPOl 01222 


PRT103159 


81% 


100% 


100% 


FPO! 03222 


PAE204240 


86% 


100% 


100% ! 


ECO103222 


PSY103480 


86% 


100% 


67.9% 


FPOl 03222 


SPA100818 


50% J 


68.4% 


56.5% 1 


ECO 103222 


STY104823 


100% 


100% 


100% 


FCO103222 


STM104443 


50% 


68.4% 


56.5% J 


Jlm/v> \y x \jmJ ****** 

FPO103222 


SAU802227 


63% 


100% j 


100% _n 


FPO103222 


SEP202480 


63% 


100% 


100% 


FCO 103222 


SHA100499 


63% 


100% 


100% 


ECO 103222 


SMU100592 


60% 


100% 


100% . 


ECO 103222 


SPN400212 


63% 


100% 


100% _J 


ECO 103222 


SPY200060 


60% 


100% 


100% 


ECO 103222 


TPA100207 


65% 


100% 


100% S 


FCO 103222 


UUR100256 


76% 


100% 


100% 1 


FPO 103222 


VCH102538 


. 84% 


100% 


100% 1 


FPO 103222 


YPS003891 


94% 


100% 


100% J 


FPO 101221 


ABA100105 


58% 


93.5% 


91.8% | 


FP0 101221 


BAN100422 


41% 


50.1% 


95.7% J 


FP0 101991 


BAN100831 


34% 


90.1% 


92.7% ~| 


FP0 101221 


BAN109756 


41% 


95.3% 


97.7% I 


FP0 101221 


BAN106840 


43% 


94.8% 


97.7% ZJ 


FP0 103223 


BFR12413 


39% 


95.5% 


94.6% 


FPOl 03223 


BPT100873 


66% 


99.8% 


99.1% ! 


FCO103223 


BBU1 00497 


35% 


94.4% 


95.4% 


ECOl 03223 


BCE109015 


67% 


94.1% 


98.6% 


FPOl 03223 


BFU100380 


64% 


99.8% 


99.1% ! 


FCO 103223 

1 j\*J X \JfJ ****** 


BMA107419 


66% 


94.1% 


98.6% i 


FPOl 01223 


CJU101592 


41% 


93.2% 


97.6% 


FPO 103223 


CPN200116 


38% 


95.5% 


96.1% 


ECO 103223 


CTR200786 


38% 


95.9% 


97.6% 


ECO103223 


CAC102097 


36% 


94.4% 


97.2% 


ECO 103223 


CBO103220 


39% 


94.1% 


97.2% I 


ECO 103223 


CDF103985 


40% 


93.9% 


96.9% H 


ECO 103223 


CDP100001 


45% 


94.1% 


97.5% S 


ECO 103223 


EBC103637 


98% 


100% 


100% zj 


ECO 103223 


EFA201979 


40% 


94.4% 


97.2% ! 


FP0 103223 


EFM200235 


41% 


93.0% 


96.1% . 


FP0 101221 


ECO 103223 


100% 


100% 


100% 


FPO! 01221 


HIN1 00778 


74% 


100% 


Lob% ~~ | 


ECO103223 


HPY101282 


40% 


92.6% 


96.9% i 


ECO103223 


KPH300616 


90% 


80.4% 


100% i 


ECO 103223 


LPN101432 


57% 


83.7% 


100% ! 


ECO 103223 


LMO 101544 


41% . 


94.6% 


97.7% i 


ECO103223 


MCA100141 


54% 


93.0% 


92.7% ~~ 1 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103223 


MAV102070 


42% 


94.1% 


94.7% 


ECO 103223 


MBV101627 [ 


42% 


94.1% 


97.3% 


ECO103223 


MLP101115 ' 


41% 


94.1% 


97.3% 


ECO 103223 


MTU200729 


42% 


94.1% 


97.3% 


ECO 103223 


MGE100173 


35% 


92.1% 


86.9% 


ECO 103223 


MPN100647 


35% 


91.9% 


86.4% 


ECO103223 


NGO100896 


56% 


97.7% 


98.2% 


ECO103223 


NME200103 


56% 


97.7% 


98.2% 


ECO103223 


PMU101395 


77% 


100% 


100% 


ECO103223 


PRT1 00105 


94% 


48.3% 


100% 


ECO103223 


PAE204241 


65% 


99.8% 


98.9% 


ECO103223 


PPU1 12340 


64% 


99.8% 


98.6% 


ECO103223 


PSY100299 


64% 


99.8% 


98.4% 


ECO103223 


SPA104324 


99% 


96.6% 


100% 


ECO103223 


STY101824 


99% 


100% 


100% 1 


ECO103223 


SAU802230 


41% 


93.2% 


96.0% 


ECO103223 


SEP200245 


41% 


93.2% 


96.0% 


ECO103223 


SHA100178 


40% 


81.7% 


98.4% 


ECO103223 


SMU10O598 


37% 


92.8% 


94.9% 


ECO103223 


SPN400209 


38% 


93.0% 


95.2% 


ECO103223 


SPY200057 


38% 


94.4% 


96.5% 


ECOl 03223 


TPA100206 


38% 


93.2% 


91.8% 


ECO103223 


UUR100252 


32% 


91.9% 


89.0% 


ECOl 03223 


VCH102539 


81% 


100% 


100% 


ECO103223 


YPS002488 


97% 


100% 


100% 


ECO103224 


ABA100106 


65% 


100% 


98.6% 


ECO103224 


BAN100388 


39% 


99.3% 


98.6% 


ECO103224 


BAN101282 


50% 


99.3% 


98.6% 


ECO103224 


BFR100671 


47% 


98.6% 


98.0% 


ECO103224 


BPT100871 


61% 


98.6% 


97.3% 


ECO103224 


BBU100496 


40% 


97.2% 


97.2% 


ECO103224 


BCE1 08533 


59% 


100% 


100% 


ECO103224 


BFU1 00391 


62% 


100% 


100% 


ECO103224 


BMA101533 


61% 


100% 


100% 


ECO103224 


CJU101593 


60% 


44.4% 


49.2% 


ECO103224 


CPN200115 


44% 


80.6% 


82.6% 


ECO103224 


CTR200787 


38% 


94.4% 


97.9% 


ECO103224 


CAC101804 


49% 


99.3% 


98.6% 


ECO103224 


CBO 103582 


51% 


99.3% 


98.6% 


ECO103224 


CDF100735 


46% 


99.3% 


96.7% 


ECO 103224 


CDP101730 


38% 


100% 


96.6% 


ECO103224 


EBC103640 


98% 


100% 


100% 


ECO103224 


EFA201980 


52% 


99.3% 


98.6% 


ECO 103224 


EFM201975 


51% 


99.3% 


98.6% 


ECO 103224 


ECO 103224 


100% 


100% 


100% 


ECO103224 


HIN1 00777 


82% 


100% 


100% 


ECO 103224 


HPY101283 


45% 


77.1% 


82.2% 


ECO 103224 


KPN300615. 


90% 


96.5% 


100% 


ECO103224 


LPN1 00259 


58% 


100% 


100% 


ECO103224 


LMO102003 


49%' 


99.3% 


98.6% 


ECO103224 


MCA100140 


64% 


100% 


98.6% 


ECO 103224 


MAV102081 


39% 


100% 


97.9% 


ECQ103224 


MBV101609 


40% 


100% 


97.9% 


ECO 103224 


MLP101118 


39% 


100% 


97.9% 
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Query LocusID I 
ECO103224 I 
ECO103224 ] 
ECO103224 I 
ECO103224 1 
ECO103224 
ECO 103224 
ECOl 03224 
ECO103224 
ECO103224 
ECO103224 
ECO103224 
ECO103224 
ECO103224 
ECQ103224 
ECO 103224 
ECO 103224 
ECO 103224 
ECO 103224 
ECO 103224 
ECO103224 
ECO 103224 

ECO103224 

ECO 103225 

ECO 103225 

ECO103225 

ECO 103225 

ECO 103225 

ECO 103225 

ECO103225 

ECO 103225 

ECO103225 

ECO103225 

ECO103225 

ECO103225 

ECO103225 

ECO103225 

ECO103225 

ECO103225 

ECO103225 

ECO103225 

ECO103225 

ECO103225 

ECO103225 
ECO103225 
ECO103225 
ECO 103225 
ECO103225 
ECO103225 
pro 103225 


iomolog LocusID 1 

V1TU200720 < 

VIGE100172 : 

VEPN100648 

VJGO100899 

NME200104 

PMU101396 

PRT103332 

PAE204242 

PPU104529 

PSY107337 

SPA104326 

STY101823 

SAU802231 

SEP200247 

SHA100093 

SMU100599 

SPN400208 

SPY200056 

TPA100205 

UUR100251 

VCH102540 

YPS002485 

ABA100108 

BAN104365 

BFR100963 

BPT104115 

BBU100495 

BFU104042 

BMA107387 

CAC103086 

CBO100965 

CDFl 02795 

CDP102962 

EBC103644 

EFA205229 

EFM200795 

ECO103225 

KQN100776 

KPN300492 

LPN102267 

LMO100063 

MCA102911 

MAV 102080 

MBV101607 

MLP101119 
MTU200719 

NGO102470 
NME200105 
PMU101397 


dentity < 
\Q% 

M% ! 

X\% ! 

58% ! 

50% 

81% 

85% 

64% 

66% 

65% 

99% 

99% 

46% 

43% 

66% 

48% 

50% 

50% _4 

37% 

39% 

77% 

85% 

68% 

54% 

46% 

49% 

32% 

54% 

54% 

55% 

54% 

44% 

47% 

94% 

45% 

45% 

100% 

79% 

96% 

49% 

49% 

66% 

54% 

OB/ 

53% 
50% 

on/ 

53% 
51% 
53% 
77% 


Duerv Coverage 1 

100% * 

)9.3% 5 

)9.3% ! 

J9.3% 

99.3% 

100% 

100% 

100% 

100% 

100% 

100% 

100% 

99.3% j 

99.3% 

47.2% 

99.3% 

99.3% 

99.3% 

93.1% [ 
99.3% 1 
100% 

100% j 

96.6% 

100% 

91.5% 

96.6% 

93.2% 

93.2% 

93.2% 

98.3% 

100% 

100% 

93.2% 

100% 

93.2% 

93.2% 

100% 

100% 

96.6% 

100% 

100% 

96.6% 

89.8% 

Q1 

y itj /o 
93.2% 
01 ^% 

7 1 ■ J /0 

94.9% 

CM QOA 

100% 


Iomolog Coverage 
)7.9% 
)8% 
?7.4% 
?9.3% 
99.3% 
100% 

100% j 

100% j 

100% 

100% 

100% 

100% 

98.6% 

98.6% 

79.1% 

98.6% 

98.6% 

98.6% 

89.5% 

98.0% 

100% 

100% 

98.3% 

98.3% 

93.1% 

93.4% 

54.5% 

87.3% 

87.3% 1 

100% 

98.3% 

95.1% 

90.2% 

100% 

93.2% 

93.2% 

100% 

100% 

100% 

96.7% J 

98.3% 

96.6% 

74.6% 

83.1% 

77.5% 

83.1% 

91.8% 

91.8% 

100% 


ECO 103225 
ECQ103225 


PRT100559 
PAE204243 


89% 
56% 


100% 
93.2% 


96.7% 
94.8% 


ECO 103225 
ECO103225 


PPU108173 
PSY107474 


61% 
56% 


93.2% 
93.2% 


94.8% 
94.8% 


ECO 103225 


SPA106249 


96% 


100% 


100% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 103225 


STY105107 


96% 


100% 


100% 


ECO 103225 


SAU802232 


50% 


100% 


98.3% 


ECO 103225 


SEP202555 


47% 


100% 


96.7% 


ECO 103225 


SHA100092 


49% 


100% 


98.3% 


ECO 103225 


SMU102834 


52% 


93.2% 


91.7% 


ECO 103225 


SPN400207 


54% 


93.2% 


91.7% 


ECO 103225 


SPY200055 


49% 


93.2% 


91.7% 


ECO 103225 


VCH102541 


78% 


94.9% 


96.6% 


ECO 103225 


YPS004281 


86% 


100% 


100% 


ECO 103226 


ABA100109 


76% 


99.4% 


100% 


ECO103226 


BAN111381 


52% 


98.8% 


100% 


ECO 103226 


BAN1 12822 


54% 


99.4% 


100% 


ECO 103226 


BFR10783 


52% 


92.8% 


90.1% 


ECO103226 


BPT100869 


67% 


93.4% 


91.2% 


ECOl 03226 


BBU100494 


49% 


92.2% 


93.3% . 


ECO103226 


BCE102110 


66% 


71.9% 


88.2% 


ECO 103226 


BFU100390 


66% 


93.4% 


90.7% 


ECO103226 


BMA101481 


67% 


93.4% 


92.3% 


ECO103226 


CJU101594 


50% 


80.8% 


91.8% 


ECO103226 


CPN200114 


44% 


92.2% 


93.3% 


ECO103226 


CTR200788 


43% 


88.6% 


90.3% 


ECO 103226 


CAC100146 


53% 


97.6% 


98.8% 


ECO103226 


CBO100463 


50% 


97.6% 


98.8% 


ECOl 03226 


CDF100733 


54% 


94.0% 


92.9% 


ECO103226 


CDP101728 


59% 


91.0% 


73.1% 


ECO103226 


EBC 103648 


100% 


99.4% 


100% 


ECO 103226 


EFA201981 


54% 


99.4% 


100% 


ECO103226 


EFM200438 


53% 


99.4% 


100% 


ECOl 03226 


ECO103226 


100% 


100% 


100% 


ECO 103226 


HIN100775 


92% 


99.4% 


100% 


ECO103226 


HPY101284 


50% 


83.8% 


91.5% 


ECO103226 


KPN300491 


97% 


100% 


100% 


ECO103226 


LPN100995 


62% 


92.2% 


91.7% 


ECO103226 


LMO101368 


55% 


94.0% 


94.0% 


ECO 103226 


MCA100160 


75% 


99.4% 


100% 


ECO103226 


MAV102079 


59% 


91.0% 


67.6% 


ECO103226 


MBV101605 


59% 


91.0% 


69.1% 


ECO103226 


MLP101120 


58% 


91.0% 


70.0% 


ECO103226 


MTU200718 


59% 


91.0% 


69.1% 


ECO103226 


MGE100171 


42% 


97.0% 


76.8% 


ECO103226 


MPN100649 


43% 


92.8% 


70.8% 


ECO103226 


NGO100919 


60% 


97.6% 


94.8% 


ECO103226 


NME200106 


60% 


97.6% 


94.8% 


ECO103226 


PMU101398 


92% 


99.4% 


100% 


ECO 103226 


PRT1 00558 


92% 


99.4% 


100% 


ECO 103226 


PAE204244 


77% 


98.8% 


100% 


ECO 103226 


PPU1 04527 


78% 


91.0% 


91.6% 


ECO 103226 


PSY105833 


74% 


97.6% 


98.2% 


ECO 103226 


SPA1 04328 


98% 


100% 


100% 


ECO 103226 . 


STY101822 


100% 


100% 


100% 


ECO 103226 


SAU802233 


55% 


98.2% 


98.8% 


ECO 103226 


SEP200249 


55% 


98.2% 


98.8% 


ECO 103226 


SHA1 00091 


55% 


98.2% 


98.8% 


ECO 103226 


SMU100600 


54% 


94.0% 


95.7% 
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Query Locus ID 



ECO103226 
ECO103226 



ECO 103226 



ECO 103226 



ECO 103226 



ECO103226 



ECO 103227 



Homoloq LqcusID 
SPN400206 



SPY200054 



TPA100204 



UUR1 00250 



VCH102542 



Identity 



52% 



54% 



51% 



47% 



84% 



YPS0Q2482 



95% 



ECO 103227 



ECO103227 



ECO103227 



ECO 103227 



ECO 103227 



ECO103227 



ECO103227 



ECO103227 



ECO103227 



ECO 103227 



ECO103227 



ABA100110 



56% 



BAN106991 



BFR100058 



53% 
44% 



BPT100868 



BBU1Q0493 



BCE1 13907 



BFU100389 



BMA1 09275 



CJU1 01595 



CPN200113 



CTR200789 



CAC102283 



CBO100811 



Query Coverage 



94.0% 



94.0% 



94.0% 



95.8% 



94.6% 



100% 



99.1% 



57% 



32% 



54% 



56% 



55% 



31% 



37% 



37% 



48% 



49% 



99.1% 



76.9% 



100% 



95.7% 



100% 



100% 



100% 
97.4% 



98.3% 



98.3% 



100% 



99.1% 
99.1% 



HomoloR Coverage^ 



95.7% 



95.7% 



91.3% 



79.3% 
94.6% 



100% 



98.3% 
95.8% 
97.7% 



100% 



95.Q%_ 
100% 



100% 



100% 



92.4% 



94.3% 



94.3% 



99.1% 



93.4% 
95.9% 



ECO103227 



CDF103929 



48% 



ECO103227 



CDP 101725 



49% 



98.3% 



ECO103227 



EBC103652 



96% 



100% 



ECO103227 



EFA201982 



50% 



99.1% 



ECOl 03227 



EFM200146 



50% 



ECO103227 



ECO103227 



100% 



ECO103227 



HIN100774 



84% 



ECO 103227 



HPY101285 



32% 



ECO103227 



ECO103227 



ECO103227 



ECO103227 



KPN300490 



100% 



LPN101342 



44% 



LMO102391 



44% 



99.1% 



100% 



100% 



96.6% 



100% 



100% 



MCA100159 



58% 



MAV102077 



42% 



100% 



99.1% 



98.3% 



84.4% 



100% 



95.8% 



95.8% 



100% 



100% 



90.8% 



100% 



100% 



96.6% 



98.3% 



84.4% 
93.4% 



ECO103227_ 
ECO103227 



MBV101604 



45% 



98.3% 



MLP101121 



40% 



98.3% 



ECOl 03227 



MTU200717 



45% 



ECO103227 



ECO103227 



ECO103227 



ECO103227 



ECO103227 



ECO103227 



ECO 103227 



ECO103227 



ECO103227 



ECO103227 



ECO103227 



ECO103227 



MGE100170 



MPN1 00650 



NGO 100921 



NME200107 



PMU101399 



PRT100557 



PAE204245 



PPU104526 



PSY105780 



SPA104494 



31% 



98.3% 
99.1% 



37% 



53% 



53% 



83% 



92% 



59% 



59% 



60% 



97.4% 
100% 



100% 



100% 



100% 



98.3% 



99.1% 



STY101821 



SAU802234 



89% 
99% 



45% 



85.5% 



100% 



100% 



100% 



94.2% 



93.4% 



96.5% 



99.1% 



100% 



100% 



100% 



100% 



97.4% 



98.3% 



100% 



100% 



100% 



96.6% 



ECO103227 



SEP200251 



45% 



100% 



ECO 103227 



ECO103227 



ECO 103227 



ECO 103227 



SHA100055 



47% 



SMU1 00601 



47% 



SPN400205 



49% 



SPY200053 



48% 



100% 



99.1% 



99.1% 



99.1% 



96.7% 



96.7% 



95.8% 



95.8% 



95.8% 
95% 



ECO 103227 



TPA100203 



35% 



99.1% 



ECO103227 



UUR100249 



43% 



93.2% 



91.7% 
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Query LocusBD 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 103227 


VCH102543 


83% 


100% 


100% 


ECO 103227 


YPS002455 


92% 


100% 


100% 


ECO 103228 


ABA100111 


62% 


100% 


100% 


ECO 103228 


BAN102950 


47% 


98.9% 


99.4% 


ECO103228 


BAN1 10172 


50% 


98.9% 


98.3% 


ECO 103228 


BFR10781 


41% 


98.9% 


97.4% 


ECO103228 


BPT100867 


58% 


100% 


100% 


ECO103228 


BBU100492 


37% 


98.9% 


97.2% 


ECO103228 


BCE105068 


57% 


100% 


100% 


ECOl 03228 


BFU100388 


57% 


100% 


100% 


ECO103228 


BMA1 03347 


58% 


100% 


100% 


ECOl 03228 


CJU101596 


48% 


98.9% 


97.8% 


ECO103228 


CPN200112 


42% ! 


98.9% 


96.2% 


ECOl 03228 


CTR200790 


43% 


98.9% 


96.2% 


ECOl 03228 


CAC101071 


47% 


98.9% 


98.3% 


ECOl 03228 


CBO102597 


46% 


98.9% 


97.8% 


ECOl 03228 


CDF1 00753 


48% 


98.9% 


97.8% 


ECOl 03228 


CDP101722 


44% 


98.9% 


98.3% 


ECO103228 


EBC103655 


92% 


100% 


100% 


ECO103228 


EFA201983 


48% 


98.9% 


98.3% 


ECO103228 


EFM201241 


46% 


98.9% 


98.3% 


ECO103228 


ECO103228 


100% 


100% 


100% 


ECO103228 


HIN100773 


75% 


100% 


100% 


ECO103228 


HPY101286 


42% 


98.9% 


97.8% 


ECO 103228 


KPN300489 


100% 


19.8% 


100% 


ECO103228 


LPN100869 


56% 


100% 


100% 


ECO103228 


LMO102101 


46% 


98.9% 


98.3% 


ECO103228 


MCA100158 


58% 


100% 


100% 


ECO 10322 8 


MAV102075 


43% 


98.9% 


98.3% 


ECO103228 


MBV101643 


43% 


98.9% 


98.3% 


ECO 103228 


MLP101122 


42% 


98.9% 


98.3% 


ECO 103228 


MTU200716 


43% 


98.9% 


98.3% 


ECO 103228 


MGE100169 


40% 


98.9% 


96.7% 


ECO103228 


MPN100651 


40% 


98.9% 


96.7% 


ECO103228 


NGOl 00923 


59% 


100% 


100% 


ECO103228 


NME2OO108 


59% 


100% 


100% 


ECO 103228 


PMU1 01400 


79% 


100% 


100% 


ECO103228 


PRT100556 


85% 


100% 


100% 


ECO103228 


PAE204246 


62% 


100% 


100% 


ECO103228 


PPU104525 


62% 


100% 


100% 


ECO 103228 


PSY100295 


61% 


100% 


100% 


ECO 103228 


SPA1 04330 


98% 


100% 


100% 


ECO103228 


STY101820 


98% 


100% 


100% 


ECOl 03228 


SAU802235 


44% 


98.9% 


98.3% 


ECOl 03228 


SEP200253 


45% 


98.9% 


98.3% 


ECO103228 


SHA100054 


49% 


58.8% 


97.2% 


ECO 103228 


SMU100602 


49% 


98.9% 


98.3% 


ECO103228 


SPN400204 


46% 


98.9% 


98.3% 


ECO103228 


SPY200052 


45% 


98.9% 


98.3% 


ECO103228 


TPA100202 


38% 


98.9% 


97.8% 


ECO103228 


UUR100248 


39% 


98.9% 


96.7% 


ECO103228 


VCH102544 


73% 


100% 


100% 


ECO 103228 


YPS002454 


89% 


100% 


100% 


ECO 103229 


ABA100112 


65% 


100% 


100% 



757 



WO 02/077183 PCT/US02/09107 



Query LocusID 1 
ECO 103229 J 


Homolog LocusID 1 
BAN113611 


[dentity < 
50% 


Duerv Coverage ] 

r\o CO/ < 


Homoioa Coverage" 

7 .J.U /0 


FP01 03999 
RP01 01999 


BAN101892 

BFR10780 

BPT100866 


51% 
43% 
67% 


99.2% 
97.7% 
100% 


59.2% 
99.2% 
100% 


ppni 0^929 


BBU100491 


35% 


99.2% 
100% 


99.2% 
100% 


FP01 03229 
FCOl 03279 


BCE101537 
BFU100387 


62% 
64% 


100% 


100% 


prm 03229 


BMA101128 


64% 


100% 


100% 


pro 103229 


CJU101597 


41% 


97.7% 


98.5% 


FCOl 03229 


CPN200111 


40% 


96.2% 


95.5% 


PO0 103229 


CTR200791 


37% 


96.2% 


95.5% 


FfYl 103229 


C AC 102421 


53% 


99.2% 


99.2% 


FCOl 03229 


CBO 102964 


52%' 


99.2% 1 


99.2% 


FCO103229 


CDFl 00752 


48% 


99.2% 


99.2% 


FCO103229 


CDP101719 


52% 


99.2% 


99.2% ! 


ECO103229 


EBC103658 


97% 


100% 


100% 


ECO103229 


EFA201984 


48% 


99.2% 


99.2% 


JL_/ V*^ \S A. V/ 

ECO103229 


EFM200970 


48% 


99.2% 


99.2% 


ECO 103229 


ECO103229 


100% 


100% 


100% 


FCO103229 


HIN100772 


86% 


100% 


100% 


FC0 103229 


HPY101287 


39% 


97.7% 


98.5% 


FP01 03999 


KPN300573 


98% 


86.9% 


98.3% 


FPO 103229 


LPN100471 


56% 


100% 


100% 


FPO 103929 


LMO100791 


48% 


99.2% 


99.2% 


FP0 103229 


MCA100157 


59% 


100% 


100% 


FCO 1 03229 


MAV102073 


48% 


99.2% 


99.2% 


FCO 103229 


MBV101642 


47% 


99.2% 


99.2% 


FCO 103229 


MLP101123 


45% 


99.2% 


99.2% 


FCO 103229 


MTU200715 


47% 


99.2% 


99.2% 


FCO 103229 


MGE100168 


44% 


96.2% 


91.5% 


FC0 103229 


MPN100652 


45% 


96.2% 


90.8% 


FC0 103229 


NGO100925 


71% 


100% 


100% 


FP01 03999 


NME200109 


71% 


100% 


100% 


FCO 103229 


PMU101401 


88% 


100% 


100% 


FCO 103229 


PRT10O555 


95% 


100% 


100% 


FCO 103229 


PAE204247 


64% 


99.2% 


99.2% 


FCO103229 


PPU108197 


63% 


99.2% 


99.2% 


ECO 103229 


PSY108276 


63% 


99.2% 


* 99.2% 


FCO 103 229 


SPA104332 


100% 


100% 


100% 


FCOl 03229 


STY101809 


100% 


100% 


100% 


FCOl 03229 


SAU802236 " 


51% 


99.2% 


99.2% 


FCOl 03229 


SEP200255 


50% 


99.2% 


99.2% 


FC0 103229 


SHA101609 


43% 


72.3% 


100% 


FCO103229 


SMU100603 


51% 


99.2% 


99.2% 


FC0 103229 


SPN400203 


48% 


99.2% 


99.2% 


FCO 103229 


SPY200051 


47% 


99.2% 


99.2% 


ECO103229 


TPA100201 


46% 


99.2% 


99.2% 


ECO 103229 


UUR1 00247 


46% 


96.2% 


97.0% 


ECO 103229 


VCH102545 


80% 


100% 


100% 


ECO103229 


YPS002453 


94% 


100% 


100% 


ECO103230 


ABA100113 


63% 


100% 


100% 


ECO103230 


BAN104895 


55% 


42.6% 


70.5% 


ECO 103230 


BAN100258 


55% 


42.6% 


70.5% 


ECO 103230 


BFR103418 


53% 


95.0% 


100% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 103230 


BPT104100 


64% 


100% 


100% 


ECO 103230 


BBU100490 


44% 


53.5% 


73.0% 


ECO103230 


BCE1 14286 


59% 


100% 


100% 


ECO 103230 


BFU100386 


63% 


100% 


100% 


ECO103230 


BMA1 06945 


63% 


100% 


100% 


ECO103230 


CJU101598 


51% 


42.6% 


70.5% ' ! 


ECO103230 


CPN200907 


50% 


100% 


100% 


ECO 103230 


CTR200165 


52% 


100% 


100% 1 


ECO103230 


CAC102855 


54% 


43.6% 


72.1% 


ECO103230 


CBO101206 


48% 1 


61.4% 


88.5% 


ECO103230 


CDF102552 


54% 


43.6% 


72.1% 


ECO103230 


CDP100129 


52% 


100% 


100% 


ECO103230 


EBC 103661 


93% 


100% 


100% 


ECO 103230 


EFA201445 


44% 


100% 


100% 


ECO103230 


EFA203574 


50% 


100% 


100% 


ECO103230 


EFM201806 


61% 


38.6% 


63.9% 


ECO103230 


ECO103230 


100% 


100% 


100% 


ECO103230 


H1N100771 


91% 


100% 


100% 


ECO103230 


HPY101288 


53% 


42.6% 


70.5% 


ECO103230 


KPN300574 


98% 


100% 


100% 


ECOl 03230 


LPN101663 


46% 


100% 


100% 


ECO103230 


LMO102736 


50% 


100% 


100% 


ECO 103230 


MCA100105 


61% 


100% 


100% 


ECO103230 


MAV102072 


53% 


42.6% 


70.5% 


ECO103230 


MBV100099 


46% 


100% 


100% 


ECO103230 


MLP101124 


53% 


42.6% 


70.5% 


ECO103230 


MTU202023 


46% 


100% 


100% 


ECO103230 


MGE100167 


48% 


42.6% 


70.5% 


ECO 103230 


MPN100653 


48% 


42.6% 


70.5% 


ECO 103230 


NGO100927 


60% 


100% 


100% 


ECO 103230 


NME200110 


60% 


100% 


100% 


ECO 103230 


PMU101402 


93% 


100% 


100% 


ECO103230 


PRT100554 


91% 


100% 


100% 


ECO103230 


PAE204248 


69% 


100% 


100% 


ECO 103230 


PPU109128 


63% 


100% 


100% 


ECO103230 


PSY1 00242 


67% 


100% 


100% 


ECO103230 


SPA104333 


95% 


100% 


100% 


ECO 103230 


STY101808 


98% 


100% 


100% 


ECO 103230 


SAU801336 


51% 


100% 


100% 


ECO 103230 


SEP201993 


51% 


100% 


100% 


ECO103230 


SHA100036 


50% 


100% 


100% 


ECO 103230 


SMU102003 


56% 


38.6% 


63.9% 


ECO103230 


SPN400202 


54% 


100% 


100% 


ECO103230 


SPY201440 


42% 


100% 


100% 


ECO 103230 


TPA1 00200 


47% 


43.6% 


72.1% 


ECO103230 


UUR100246 


53% 


42.6% 


70.5% 


ECO103230 


VCH102546 


83% . 


100% 


100% 


ECO103230 


YPS002452 


89% 


100% 


100% 


ECO103231 


ABA100107 


73% 


85.5% 


100% 


ECO103231 


BAN1 13536 


53% 


98.9% 


98.9% 


ECO103231 


BAN1 10693 


59% 


100% 


100% 


ECO103231 


BFR10778 


49% 


98.9% 


95.1% 


ECO 103231 


BPT1 00865 


64% 


99.4% 


99.4% 


ECO 103231 


BBU 100489 


59% 


97.8% 


96.2% 
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WO 02/077183 PCTAJS02/09107 



Uuery .locusii^ 




Identity 


Ouery Coverage 


Homolog Coverage 


"C 1 AO 001 


RPF101479 


66% 


99.4% 


99.4% 1 


"LO/~VM Am 1 


RFII1001RS 


66% 


99.4% 


99.4% 


rpAl AO 0 ^ 1 




65% 


99.4% 


99.4% 


•C/^/^ 1 AO O 1 1 


PTI J101 *>99 


47% 


100% 


98.9% 


r? /^/^\ i aq n o i 


PPN9001 10 


51% 


100% 


98.9% 


-nr^Pvi ao oo 1 


PTR200792 


50% 1 


100% 


98.9% 




PAf 100782 


56% 


97.8% 


97.2% 




PBO101765 


56% 


100% 


99.4% 




PDF100751 


53% 


99.4% l 


98.9% 


ppnioi9H 


PDP101582 


57% 


98.9% 


94.7% 


ppAi 01911 


EBC103664 


98% 


100% 


100% 


Fpnioi9ii 


EFA201985 


60% 


100% 


100% 


ilKy\J 1\JJX>J 1 


EFM200921 


59% 


100% 


100% 


T7pn 101911 


ECO 103231 


100% 


100% 


100% 


Fpnioi9H 


HIN100770 


90% 


100% 


100% 


ppnioi9ii 


HPY101289 


46% 


100% 


98.9% 


ppni 01911 


KPN300575 


100% 


79.3% 


100% 




LPN102846 


67% 


41.3% 


93.7% 


ppru 01911 


LMO101852 


60% 


100% 


100% 




MCA100155 

ATA A V V/ *■ *r 


66% 


99.4% 


100% 


T7PH1 01911 


MAV1 02069 


57% 


98.9% 


94.7% 


ppni 01911 


MBV101640 


57% 


98.9% 


94.7% 


FP01 01911 


MLP101125 


57% 


98.9% 


94.7% 


ppni 01911 


MTU200713 


57% 


98.9% 


94.7% 


DAA1 01911 


MGE100166 


54% 


100% 


99.4% 


crrn 01911 


MPN 100654 

AYAA 1 ~ A W/^J— '~ 


55% 


100% 


99.4% ] 


r?r^r\i Aono 1 


NH0 100929 


68% 


99.4% 


99.4% 


rr/^*/Si no 0 0 1 


KMF9001 1 1 


69% 


99.4% 


99.4% 


com OQ011 


PMIJ1 01403 


92% 


100% 


100% 


r?r*r\i aioi 1 
aIvAJaUj/j l 


PRT 100553 


95% 


100% 


94.2% 




PAF204249 


68% 


99.4% 


99.4% 


cpai 0191 1 


PPU104523 


67% 


99.4% 


99.4% 


rAAi 01911 


PSY100243 


78% 


46.4% 


98.8% 


ppni 01911 


SPA104334 


98% 


100% 


100% 




STY101807 


98% 


100% 


100% 




SAU802238 


60% 


100% 


100% 




SEP200260 


60% 


100% 


100% 


FPH1 01911 


SHA100780 


60% 


100% 


100% 


DPA1 01911 


SMU100604 


61% 


98.9% 


98.3% 1 


T?rm 01911 


SPN400201 


61% 


98.9% 


98.3% 


T7P0101911 


SPY200049 


61% 


98.9% 


98.3% 


"FP01 01911 


TPA100199 


55% 


96.1% 


93.0% 


npAl 01911 


IJUR100245 

\J WAV A W*» • <-' 


55% 


100% 


97.3% 


unm 01911 


VCH102547 


84% 


100% 


100% 


t?poi oi9H 


YPS002451 

A A \J\J\J A 


95% 


100% 


100% 


ppAi 01919 


ABA102168 


56% 


87.5% 


98.9% 




BAN1 10382 


53% 


91.3% 


92.2% 


ppAi 01919 


BAN104944 


52% 


95.2% 


96.1% 


ECO103232 


BFR103505 


48% 


96.2% 


95.3% 


ECO 103232 


BPT104094 


58% 


95.2% 


93.4% 


ECO 103232 


BBU100488 


42% 


99.0% 


100% 


ECO103232 


BCE1 10380 


55% 


96.2% 


96.1% 


ECO103232 


BFU100383 


60% 


91.3% 


91.2% 


ECO103232 


1 BMA108868 


56% 


96.2% 


96.1% 



760 
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Query Locus ID 


Homolog LocusED 


Identity 


Query Coverage 


Homolog Coverage 


ECO103232 


CJU101600 


47% 


65.4% 


88.3% 


ECO103232 


CPN200109 


44% 


65.4% 


59.5% 


ECO103232 


CTR200793 


45% 


61.5% 


55.9% 


ECO103232 


CAC 102906 


38% 


94.2% 


93.4% 


ECO103232 


CBO100250 


46% 


94.2% 


94.3% 


ECO103232 


CDF103678 


51% 


87.5% 


89.2% | 


ECO103232 


CDP101580 


45% 


96.2% 


99.0% 


ECO103232 


EBC103629 


98% 


100% 


100% 


ECO103232 


EFA205255 


50% 


95.2% 


96.1% | 


ECO103232 


EFM201757 


53% 


95.2% 


96.1% 


ECO103232 


ECO103232 


100% 


100% 


100% 


ECO103232 


HIN100769 


76% 


99.0% 


100% 


ECO103232 


HPY101290 


43% 


67.3% 


95.9% 


ECO103232 


KPN305017 


100% 


100% 


100% 


ECO103232 


LMO101665 


47% 


95.2% 


96.1% 


ECO103232 


MCA100154 


51% 


97.1% 


96.2% 


ECO103232 


MAV1 02067 


45% 


96.2% 


99.0% 


ECO103232 


MBV101639 


41% 


96.2% 


99.0% 


ECO103232 


MLP101126 


42% 


96.2% 


99.0% 


ECOl 03232 


MTU200712 


41% 


96.2% 


99.0% 


ECOl 03232 


MGE100165 


33% 


96.2% 


98.1% 


ECO103232 


MPN100655 


32% 


96.2% 


98.2% 


ECO103232 


NGO100931 


52% 


96.2% 


96.3% 


ECOl 03232 


NME200112 


51% 


96.2% 


96.3% 


ECO103232 


PMU101404 


76% 


99.0% 


100% 


ECO103232 


PRT103501 


92% 


37.5% 


100% 


ECO103232 


PAE204250 


65% 


97.1% 


97.1% 


ECO103232 


PPU104522 


62% 


96.2% 


96.2% 


ECO103232 


PSY100105 


65% 


96.2% 


96.2% 


ECO103232 


SPA104335 


97% 


100% 


100% 


ECO103232 


STY101806 


99% 


100% 


100% 


ECO103232 


SAU802239 


53% 


96.2% 


95.2% 


ECO103232 


SEP200261 


51% 


96.2% 


95.2% 


ECO103232 


SHA101599 


53% 


66.3% 


95.8% 


ECO103232 


SMU1 00605 


47% 


95.2% 


97.0% 


ECO103232 


SPN400200 


52% 


95.2% 


97.0% 


ECO103232 


SPY200048 


47% 


95.2% 


97.0% 


ECO103232 


TPA100198 


45% 


96.2% 


95.1% 


ECO103232 


UXJR1 00244 


38% 


94.2% 


92.7% 


ECO103232 


VCH102548 


80% 


99.0% 


98.1% 


ECO103232 


YPS002450 


96% 


100% 


100% 


ECO103233 


ABA102167 


83% 


91.1% 


96.5% 


ECO 103233 


BAN1 08009 


66% 


100% 


100% 


ECO 103233 


BFR1 00659 


63% 


100% 


100% 


ECO 103233 


BPT1 00864 


76% 


100% 


100% 


ECO103233 


BBU100487 


60% 


100% 


98.4% 


ECO103233 


BCE1 13728 


76% 


100% 


100% 


ECO 103233 


BFU100381 


77% 


100% 


100% 


ECO103233 


BMA101057 


76% 


100% 


100% 


ECO103233 


CJU101601 


68% 


100% 


100% 


ECOl 0323 3 


CPN200108 


55% 


100% 


100% 


ECO103233 


CTR200794 


57% 


100% 


100% 


ECO103233 


CAC101685 


64% 


100% 


100% 


ECO103233 


CBO100636 


61% 


100% 


100% 
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WO 02/077183 PCT/US02/09107 



Ouerv LocusID 1 

ECO103233 < 

ECO103233 

ECOl 03233 

ECO103233 

ECO103233 

ECO103233 


Homolog LocusID 1 

nTvT?! aoo 1 9 

CDP101578 
EBC103643 
EFA201986 
EFM201996 
ECO103233 


[dentity ( 

^2% 
/□ 

55% 

38% 

62% 

63% 

100% 


Duery Coverage ] 

100% 

100% 

100% 

100% 

100% 

100% 


Homoloa Coverage 

100% 

100% 

100% 

100% 

100% 

100% 


ECO103233 
ECO103233 


HIN100768 
TTBV1 ai ooi 


94% 
65% 
Q7% 


100% 
100% 
67.5% 


100% 
100% 
100% 


ECO 103233 
ECO 10323 3 
ECO 10323 3 


t Tv^rm aa.71 6 
lurpAi nni s^ 


y i /q 

62% 
84% 


100% 
100% 
100% 


100% 
100% 
100% 


ECO 1 03 23 J 
ECO 10323 3 


1U*A VI 09065 
IYLttlV lU^-vlUJ 

IV1D V JLUIOJO 


65% 
65% 


100% 


100% 


ECO103233 ; 


Xyfr pi ai 1 97 
JVLL^r IK) 1 1Z/ 


65% 


92.7% 


100% 


ECO103233 


A/fTT T90071 1 
JVL1 UZUU/ 1 1 


65% 


100% 


100% 


ECO103233 


TV/f fTE 1 001 64 


56% 


100% 


100% 


ECO103233 


JVLx IN 1 UvJOjO 


56% 


100% 


100% 


ECO103233 




78% 


100% j 


100% 


ECO103233 


xtmteooai i ^ 

JNJYulZUUl 1 J 


78% 


100% 


100% 


ECO 103233 


PAATT1 01 AOS 


94% 


100% 


100% 


ECO 103233 


T>pTi n^9*vi 


96% 


97.6% 


100% ■ 


ECO103233 




85% 


100% 


100% 


ECO 103233 


PPTT1 OR90O 


84% 


100% 


100% 


ECO 10323 3 


tiqvi aai 06 


84% 


100% 


100% 


ECO103233 




98% 


100% 


100% 


ECO103233 




yo so 


100% 


100% 


ECO 103233 


OAT TQAOO/I A 

SAUo(Jzz4U 


oo /o 


100% 


100% . 


ECO 10323 3 


SbPzUOzoz 


oo /o 


100% 


100% 


ECO103233 


OUT A 1 AAT7Q 


67% 


100% 


85.3% 


ECO 103233 


ox <fT t 1 aa/ca< 


69% 
oz /o 


100% 


100% 


ECO103233 




u*j /o 


100% 


100% 


ECO 103233 


cpvooooa7 


63% 


100% 


100% 


ECO 103233 


tp a 1 om Q7 


64% 


100% 


100% 


ECO 103233 


T TTTT) 1 009 A3 


58% 


100% 


100% 


ECO103233 


vrW1095AQ 

V V^niWZiJH7 


90% 


100% 


100% 1 


ECO 1 03233 


VPQ009AAQ 


97% 


100% 


100% 


ECO 103234 


13 A ATI fKA.fK 
BAIN IUjUUj 


S2% 


89.3% 


86.2% 


ECO 103234 


T5T7D 1 


U\J /O 


86.9% 


85.9% 


ECO 103234 


nT)T1 A/l A^7 


S7% 


91.7% 


82.8% 


ECO 103234 


T3T5TT1 AA4QA 


S1% 


90.5% 


90.5% 


ECO 103234 


T>p-pi AAQ1 ^ 


61% 


91.7% 


85.6% 


ECO103234 




60% 


41.7% 


77.8% 


ECOl 03234 


Jj lVLf\. 1 UZ J 7 ^ 


57% 


91.7% 


85.6% 


ECO10J234 


PTTTini ^A9 


48% 


92.9% 


94.0% 


ECO 103234 


Z^DlvTO A A 1 A7 


4Wn 

*T J /0 


83.3% 


80.2% 


ECO 103234 


/"^TP r )AA7Q'^ 


*T( /O 


84.5% 


84.3% 


ECO 103234 


PAPI A1 I'll 


/o 


91.7% 


91.7% 


ECO 103234 




69% 


91.7% 


91.7% 


ECO103234 


CDF102812 


65% 


85.7% 


85.7% 


ECO103234 


CDP102662 


54% 


94.0% 


83.7% 


ECO103234 


EBC103647 


97% 


100% 


100% 


ECO103234 


EFA205257 


54% 


94.0% 
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ECO 103292 


STM102840 


81% 


98.2% 


96.4% 


ECO103293 


ABA104455 


27% 


74.0% 


67.5% 


ECO 103293 


BAN1 00527 


22% 


84.4% 


91.5% 


ECO 103293 


BAN102320 


27% 


93.7% 


89.6% 


ECO103293 


BCE1 13620 


24% 


86.8% 


96.2% 


ECO103293 


BFU102503 


26% 


93.7% 


74.4% 


ECO 103293 


BMA105063 


24% 


87.7% 


90.0% 


ECO103293 


CAC101716 


21% 


28.6% 


92.8% 


ECO103293 


CAC102152 


25% 


62.3% 


93.7% 


ECO103293 


CAC102361 


27% 


73.2% 


73.0% 


ECO 103293 


CBO102674 


24% 


74.0% 


78.2% 


ECO103293 


CBO102827 


29% 


94.4% 


98.4% 


ECO103293 


CDF100725 


24% 


93.7% 


98.2% 


ECO 103293 


CDF1 04332 


27% 


94.4% 


98.0% 


ECO 103293 


EFA202143 


26% 


93.3% 


97.5% 


ECO103293 


EFM202324 


53% 


96.1% 


98.4% 


ECO 103293 


ECO103293 


100% 


100% 


100% 


ECO 103293 


KPN308934 


24% 


93.3% 


94.6% 


ECO103293 


MBV102542 


22% 


92.6% 


96.4% 


ECO103293 


MTU201966 


23% 


95.0% 


94.5% 


ECO103293 


PPU108666 


27% 


74.0% 


65.4% 


ECO103293 


SAU801437 


26% 


93.9% 


98.4% 


ECO103293 


SMU101189 


23% 


89.6% 


91.1% 


ECO103293 


SPN400905 


23% 


87.9% 


89.9% 


ECO103293 


SPY200012 


25% 


91.6% 


95.2% 


ECO 103293 


UUR100586 


24% 


52.2% 


46.6% 


ECO 103298 


BFR103716 


27% 


30.6% 


24.9% 


ECO103298 


BFR103746 


38% 


26.8% 


21.5% 


ECO103298 


BCE107571 


27% 


80.4% 


78.5% 


ECO103298 


BFU103399 


31% 


80.4% 


87.4% 


ECO103298 
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29% 


79.2% 


88.0% 
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25% 


85.7% 


94.1% 




PSY 107079 
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75.8% 


80.3% 
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STY100833 
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88.3% 


97.9% 
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SEP 100200 
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28.3% 
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97.9% 


95.1% 
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100% 
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97.6% 


93.6% 
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32% 
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93.9% 
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STM103119 
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96.9% 


93.9% 
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100% 


100% 


100% 


ECO103318 


EBC 103853 


46% 


98.9% 


100% 


ECO103318 


ECO103318 
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100% 


100% 


ECO103318 


KPN303186 


42% 


92.2% 


96.9% 


ECO103318 
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68.3% 


65.0% 


ECO103318 


PPU1 11548 
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92.7% 
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93.9% 
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92.8% 


89.3% 


ECO 1033 19 


PMU101230 
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97.6% 
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99.1% 


100% 
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41% 
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40% 
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28% 


71.6% 
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TPA100697 


32% 


97.2% 
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VCH102598 


51% 


99.9% 


99.6% 
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99.1% 


100% 
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CAC 102979 


35% 


68% 
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37% 
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37% 
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39% 
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100% 


100% 
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STY 101363 


96% 


100% 


100% 
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35% 
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30.4% 


ECO 103331 


VCH 102046 
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71.1% 


ECO 1033 31 


YPS001553 


77% 
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100% 


98.5% 
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100% 
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92% 
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ECO 103338 


SPA103542 


94% 


99.8% 
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STY101345 


96% 


100% 


100% 
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96% 


100% 


100% 
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TPA100883 


28% 


17.8% 
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100% 
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ABA103909 
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94.9% 
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BCE106511 
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BFU 106470 


46% 


97.0% 


96.0% 
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44% 


94.9% 


98.4% 


FPOl 03357 


CPN200827 


30% 


95.4% 


93.1% 


FPO103357 


CTR200236 


31% 


97.0% 


93.6% 
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EBC104285 


94% 


100% 


100% 
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ECO103357 


100% 


100% 


100% 
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44% 
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CDF100584 
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100% 



26% 



18% 
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100% 



100% 



91.6% 



100% 



90.2% 
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100% 



75.6% 



75.3% 



47.4% 
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100% 



95.9% 
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ECO103370 
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30% 



91.2% 
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32% 
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93.4% 
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NME201155 
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35% 



27% 



31% 
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93.8% 


ECO103372 


PPU101826 
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92.0% 
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90% 


96.6% 


100% 
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99.5% 
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100% 


100% 


100% 
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HIN100842 
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93.2% 
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100% 
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ECO 103405 



ECO103405 



ECO103405 



ECO103405 



ECO 103405 



ECO 103405 



ECO103405 



ECO 103405 



ECO 103405 



ECO 103405 



ECO 103405 



ECO103405 



ECO 103405 



ECO 103405 



ECO 103405 



ECO 103405 



ECO103405 



ECO103405 



PMU101889 



PRT103889 



PAE200013 



SPA102605 



Identity 



66% 



56% 



73% 



61% 



STY100921 



STM103533 



SAU801432 



SEP200384 



SHA102541 



VCH102668 



YPS001314 



BFU100703 



88% 



89% 



89% 



29% 



27% 
28% 



69% 



75% 



27% 



CDP100600 



ECO 103399 



KPN300173 



KPN304736 



MAV103759 



25% 



100% 



77% 



73% 



24% 



MTU403327 



PRT101741 



PPU106604 



SAU802467 



SEP200050 



SHA102341 



SHA102504 



SPY201537 



VCH103812 



ABA100477 



ABA100225 



BAN104847 



BAN109223 



23% 



44% 



50% 



34% 



Query Coverage 



94.6% 



94.1% 



92.3% 



91.4% 



94.6% 



100% 
100% 



84.2% 



82.4% 



67.4% 



94.6% 



93.7% 



96.9% 



86.3% 
100% 



21.8% 



99.8% 



66.2% 



58.4% 



99.0% 



35% 



24% 



25% 



27% 



25% 



25% 



26% 



19% 



26% 



93.7% 
94.3% 
92.7% 



97.7% 



96.0% 



71.8% 



88.0% 



23.8% 



66.7% 



21.3% 



10.2% 



BAN101440 



BAN1 10288 



BFR104422 



BCE 104951 



BCE108121 



BFU107935 



BFU100092 



BFU100109 



BFU102581 



BMA107682 



CAC100404 



EBC107494 



EBC103412 



EBC104888 



ECO100686 



29% 



24% 



62% 



26% 



25% 



28% 



47% 



27% 



7.8% 



22.7% 



1.9% 



27.4% 



30.0% 



23.7% 



6.2% 



29% 



25% 



25% 
28% 



28% 



27% 



92% 



14.2% 



10.0% 



49.6% 



9.6% 



7.4% 



12.3% 



24.7% 



24.0% 



Homolog Coverage^ 



91.7% 



93.6% 



91.1% 



93.1% 



100% 



100% 



100% 



80.8% 



78.6% 



98.1% 



93.7% 



93.2% 



96.2% 



77.1% 



100% 



100% 



100% 



66.2% 



93.8% 



98.7% 



98.8% 



93.2% 
91.7% 



98.1% 



96.2% 



69.0% 



86.0% 



97.4% 



56.5% 



3.7% 
65.6% 



44.3% 



18.6% 



27% 



38.7% 



70.0% 



41.6% 



98.9% 



55.1% 



4.6% 



25.9% 



44.7% 



75% 



35.0% 
62.3% 



70.2% 
82.3% 



ECO 103405 



ECO103405 . 



ECO103405 



ECO101427 



74% 



ECO100488 



74% 



ECO100683 



96% 



39.5% 



99.7% 



88.4% 



99.6% 



89.3% 



ECO103405 



ECO103405 



ECO 103405 



ECO 103405 



ECO 103405 



ECO 1035 15 



98% 



88.6% 



ECO 103405 



PRT103688 



PRT103361 



PRT103421 



100% 



100% 



31% 



7.4% 



34% 



8.0% 



25% 



54.9% 



90.8% 



100% 



73.6% 



78.0% 



65.1% 
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Query Locus ED 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 103405 


PAE202682 


33% 


88.4% 


88.7% 


ECO103405 


PPU107712 


31% 


7.6% 


93.1% 


ECO103405 


PPU1 10484 


27% 


25.4% 


83.0% 


ECO103405 _j 


PPU109654 


25% 


2.7% 


84.4% 


ECOl 03405 


PPU107101 


39% 


3.9% 


5.5% 


ECOl 03405 


PPU109653 


28% 


41.5% 


95.3% 


ECO103405 


PPU109652 


26% 


55.2% 


54.6% 


ECO103405 


PPU1 10482 


26% 


11.0% 


5.4% 


ECOl 03405 


PSY108533 


34% 


5.0% 


83.6% 


ECOl 03405 


PSY101322 


57% 


4.2% 


24.3% 


ECO103405 


PSY105816 


45% 


7.3% 


45.7% 


ECO103405 


PSY102083 


25% 


13.5% 


11.8% 


ECOl 03405 


SPA106438 


45% 


6.0% 


5.5% 


ECO103405 


SPA100247 


28% 


49.2% 


89.9% 


ECO103405 


STY1 04094 


26% 


50.1% 


33.3% 


ECOl 03405 


STY104095 


30% 


24.1% 


74.9% 


ECO103405 


STM103807 


31% 


15.1% 


87.4% 


ECO103405 


STM103806 


26% 


50.1% 


33.1% 


ECO103405 


YPS00286O 


25% 


85.4% 


75.9% 


ECO103408 


BAN101523 


19% 


47.7% 


51.7% 


ECO103408 


BAN101319 


22% 


96.8% 


97.4% 


ECO 103408 


BCE103943 


62% 


99.5% 


99.7% 


ECO103408 


BFU1 10636 


64% 


99.7% 


100% 


ECO103408 


BMA106O69 


62% 


99.7% 


100% 


ECO 103408 


CDF1O3530 


22% 


90.7% 


87.4% 


ECO103408 


ECO103408 


100% 


100% 


100% ! 


ECO103408 


KPN302968 


88% 


99.7% 


100% ! 


ECO103408 


MLP101401 


24% 


42.9% 


59.8% 


ECO103408 


MTU402591 


25% 


37.6% 


30.3% 


ECO103408 


PMU101981 


40% 


98.1% 


98.1% 


ECO 103408 


PRT102404 


74% 


100% 


100% 


ECO 103408 


PAE205225 


69% 


99.7% 


100% 


ECO103408 


PPU109044 


49% 


99.2% 


100% 


ECO 103408 


SPA101047 


86% 


97.1% 


100% 


ECO103408 


SAU802643 


23% 


46.1% 


16.5% 


ECO 103408 


VCH101585 


20% 


96.3% 


91.7% 


ECO103414 


BFR10501 


46% 


29.0% 


97.3% 


ECO103414 


CAC102057 


24% 


46.5% 


80.3% 


ECO103414 


EFM200286 


26% 


31.3% 


34.4% 


ECO103414 


ECO103414 


100% 


100% 


100% 


ECO103414 


SAU801442 


37% 


15.1% 


13.0% 


ECO103422 


ABA100240 


38% 


99.6% 


100% 


ECOl 03422 


BPT1 00396 


43% 


94.3% 


94.4% 


ECO103422 


BCE102136 


47% 


92.9% 


93.2% 


ECOl 03422 


BFU109218 


46% 


92.9% 


75.3% 1 


ECO103422 


BMA105078 


47% 


92.9% 


84.8% 


ECO103422 


EBC103766 


91% 


100% 


100% 


ECO103422 


ECO103422 


100% 


100% 


100% 


ECO103422 


HIN100421 


66% 


100% 


100% 


ECO 103422 


KPN300080 


91% 


40.4% 


100% 


ECO103422 


KPN306391 


91% 


100% 


100% 


ECO103422 


LPN102191 


40% 


96.8% 


95.7% 


ECO103422 


MCA100718 


29% 


99.6% 


100% 


ECO103422 


NGO101163 


43% 


92.9% 


86.5% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 103422 


NME201159 


43% 


92.9% 


93.2% 


FCO 103422 


PMU101234 


68% 


100% 


100% 


FCOl 03422 


PRT1 04285 


74% 


100% i 


100% 


ECO103422 


PAE205014 


41% 


99.6% 


100% 


ECO 103422 


PPU104709 


43% 


99.6% 


100% 


ECO 103422 


PSY102791 


40% . 


99.6% 


100% 


ECO103422 


SPA101521 


91% 


100% 


100% 


ECO103422 


STY100851 


92% 


100% 


100% 


ECO103422 


STM103579 


92% 


100% 


100% 


ECO103422 


VCH100185 


63% 


100% 


100% 


ECO103422 


YPS002520 


78% 


100% 


100% 


ECO103423 


BPT102974 


44% 


100% 


99.3% 


ECO103423 


BCE1 11388 


40% 


99.1% 


98.0% 


ECO 103423 | 


BMA105613 


42% 


99.1% 


97.6% 


ECO103423 


EBC103768 


92% 


100% 


100% 


ECO103423 


EFA200772 


59% 


99.6% 


99.8% 


ECO103423 


EFM202592 


57% 


99.1% 


99.3% 


ECO103423 


ECO 103423 


100% 


100% 


100% 


ECO103423 


HIN100154 


73% 


100% 


100% 


ECO103423 


KPN308114 


92% 


100% 


100% 


ECO103423 


LPN100559 


51% 


99.6% 


99.3% 


ECO103423 


LMO100940 


69% 


100% 


100% 


ECO 103423 


MCA101240 


67% 


100% 


100% 


ECO103423 


MBV100540 


30% . 


97.8% 


97.2% 


ECO103423 


MTU202817 


30% 


97.8% 


97.2% 


ECO 103423 


PMU101235 


78% 


100% 


100% 


ECO 103423 


PRT 104768 


86% 


100% 


100% 


ECO103423 


PAE202023 


44% 


100% 


99.1% 


ECO 103423 


PPU1 10449 


45% 


99.1% 


98.7% 


ECO 103423 


PSY105457 


43% 


84.7% 


95.0% 


ECO 103423 


SPA101522 


91% 


49.1% 


100% 


ECO 103423 


STY100839 


94% 


100% 


100% 


ECO103423 


STM103581 


94% 


100% 


100% 


ECO 103423 


SMU1 00200 


63% 


100% 


100% 


ECO 103423 


. SPN400692 


61% 


99.6% 


99.8% 


ECO 103423 


SPY200604 


63% 


99.1% 


99.1% 


ECO 103423 


VCH100184 


73% 


99.8% 


99.1% 


ECO103423 


YPS002524 


85% 


100% 


100% 


ECO 103424 


ABA101438 


51% 


67.5% 


72.5% 


ECO 103424 


BAN101080 


40% 


61.5% 


71.3% 


ECO103424 


BPT105662 


32% 


58.1% 


59.8% 


ECO 103424 


BCE103229 


41% 


57.3% 


62.6% 


ECO103424 


BFU109350 


36% 


66.7% 


62.9% 


ECO 103424 


CJU101467 


36% 


47.0% 


93.2% 


ECO 103424 


CAC103713 


43% 


55.6% 


52.5% 


ECO103424 


CBOl 02678 


40% 


57.3% 


61.7% 


ECO 103424 


CDF101466 


37% 


56.4% 


53.7% 


ECO 103424 


CDP100817 


40% 


55.6% 


74.2% 


ECO103424 


EBC100218 


71% 


70.9% 


74.8% 


ECO103424 


EBC102830 


61% 


89.7% 


99.1% 


ECO103424 


EFA200371 


43% 


59.0% 


71.6% 


ECO103424 


ECO103424 


100% 


100% 


100% 


ECO 103424 


KPN303338 


77% 


86.3% 


92.7% 


ECO103424 


LMO102929 


40% 


57.3% 


60.4% 
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Ouerv Locus ID 


Homolog Locus ID 


Identity 


Ouery Coverage 


Homolog Coverage*"' * 


ECO 103424 


MAV105419 


37% 


59.0% 


50.7% 


ECO 103424 


MBV 100521 


44% 


56.4% 


54.0% 


ECO103424 


MLP100498 


36% 


59.0% 


48.6% 


ECO 103424 


MTU202605 


44% 


56.4% 


54.0%- 


ECO 103424 


NGO102340 


30% 


58.1% 


66.0% 


ECO 103424 


PRT104823 


62% 


86.3% 


91.0% 


ECO103424 


PAE202275 


55% 


79.5% 


80.2% 


ECO103424 


PPU 109423 


57% 


70.1% 


71.3% 


ECO103424 


SAU801773 


44% 


57.3% 


63.5% 


ECO103424 


SEP200558 


43% 


57.3% 


63.5% 


ECOl 03424 


SHA102314 


47% 


59.8% 


64.8% 


ECO103424 


SMU101184 


25% 


59.8% 


75% 


ECO103424 


SPY201653 


30% 


55.6% 


58.0% 


ECO103424 


VCH101049 


46% 


86.3% 


91.2% 


ECO103424 


YPS000049 


60% 


100% 


100% 


ECO103451 


ABA100014 


63% 


27.8% 


95.7% 


ECO103451 


ABA100763 


71% 


97.0% 


94.9% 


ECO103451 


BCE1 07211 


63% 


94.9% 


96.4% 


ECO 103451 


BFU1 09266 


63% 


94.9% 


96.9% 


ECO 103451 


BMA109143 


61% 


97.0% 


97.0% 


ECO103451 


CJU101117 


45% 


96.3% 


93.9% 


ECO103451 


CPN200221 


33% 


92.8% 


96.1% 


ECO 103451 


CTR200671 


31% 


94.9% 


98.5% 


ECO10345.1 


CBO102516 


25% 


91.8% 


92.8% 


ECO 103451 


EBC104183 


92% 


100% 


100% 


ECO 103451 


ECO103451 


100% 


100% 


100% 


ECO 103451 


KPN304259 


93% 


100% 


98.2% 


ECO 103451 


LPN1 00722 


48% 


94.9% 


94.9% 


ECO 103451 


MBV101054 


46% 


96.0% 


83.7% 


ECO 103451 


MTU202407 


46% 


96.0% 


83.7% 


ECO103451 


PAE201182 


77% 


95.6% 


93.8% 


ECO103451 


PPU108087 


76% 


96.3% 


93.6% 


ECO103451 


PSY104546 


79% 


95.8% 


91.1% 


ECO103451 


SPA101566 


93% 


100% 


100% 


ECO103451 


STY100803 


94% 


100% 


100% 


ECO103451 


YPS002604 


86% 


97.4% 


97.2% 


ECO103452 


EBC104185 


77% 


99.5% 


97.0% 


ECO103452 


ECO103452 


100% 


100% 


100% 


ECO103452 


KPN304258 


68% 


99.5% 


97.0% 


ECO103452 


PRT103877 


38% 


32.9% 


89.8% 


ECO103452 


SPA101565 


76% 


74.8% 


100% 


ECO103452 


STY100801 


84% 


100% 


99.1% 


ECO 103452 


YPS002613 


48% 


99.4% 


97.2% 


ECO103453 


ABA1 05278 


27% 


15.3% 


79.8% 


ECO103453 


BAN107265 


25% 


11.3% 


30.5% 


ECO 103453 


BFR11466 


24% 


14.9% 


63.2% 


ECOl 03453 


BPT1 00623 


22% 


58.0% 


19.9% 


ECO103453 


BBU100194 


34% 


6.4% 


65.2% 


ECOl 03453 


BCE105408 


28% 


0.7% 


36.2% 


ECO103453 


BFU103167 


26% 


66.4% 


35.2% 


ECO103453 


BMA106265 


31% . 


4.6% 


32.7% 


ECO103453 


CTR200055 


23% 


14.5% 


57.0% 


ECO103453 


CAC 103237 


22% 


13.5% 


46.9% 


ECO103453 


CDP102065 


22% 


11.2% 


41.4% 
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Query LocusID 


tlOmOlOg A-.OLiiblLJ 


[dentitv 


Query Coverage 
81.5% 


Homolog Coverage 
100% 


ECO 103453 
ECO 10345 3 


XirSClUjUZO 
HCU lU^H-JJ 


71% 
100% 


100% _j_ 


100% 


ECO103453 


JSJr an j v/H-z. y j 


67% 


99.9% [ 


100% 


rpAi AO/1 CO 


T M01 01 740 

A_/lVlvV 1U1 / *tU 


22% 


14.8% 


37.6% 


TJPA1 AO /ICO 


PRT1 01998 


42% J 


74.6% 


97.6% 




PPU1 11885 


37% 


95.0% i 


98.1% 


rpAi rnAco 


PSY100822 


26% 


7.9% 


28.3% 


npn 10^451 

jik^ U 1 V-> *T J -/ 


SPA100412 


70% 


39.1% 


59.1% 


T?pni aoaco 


SATJ101362 


31% 


5.2% 


27.5% 


JiCVJ IUj4jj 


TP AT 00066 


32% 


11.7% 


67.7% 


urni /y*a^ 
llOU 1U:)4jo 


VCH101588 

V v^A 1 lul juu 


25% 


10.1% 


44.3% 


T?/^r\ 1 AO/1 C A 


RAMI 041 31 


27% 


25.5% 


21.4% 


ECU lU.^J'f 


BAN108214 


24% 


28.5% 


29.9% 




BCF102182 


49% 


93.8% 


81.5% 




BFU103168 


42% 


92.4% 


91.6% 




BMA109533 


52% 


42.9% 


100% 


daai O^ASA 


BMA103069 


47% 


95.1% 


88.7% 


ppni aoac/1 


EBC104189 


73% 


99.7% 


99.7% 




ECO103454 


100% 


100% 


100% 




KPN300078 


72% . 


31.5% 


100% 


"D/Tfcl HO/1 ^A 


KPN3 04291 

AVI INJUti'/ A 


72% 


100% 


99.7% 


r;pA1 fiO./1CA 
EC,UlUj4J*f 


PRT1 02683 


30% 


67.4% 


71.9% 




PP1I1 11883 


47% 


99.2% 


99.2% 




PSY 100824 


41% 


98.4% 


94.3% 




SPA100719 

OA my v / i- 


77% 


99.7% 


99.7% 




STY100795 


81% 


99.7% 


99.5% 




SMU1 00322 


25% 


79.3% 


82.1% 




RCF 109623 


35% 


95.2% 


98.8% 


CpAl AO/1 /CI 

EL/U 1^,5401 


RMA 103660 


35% 


95.2% 


98.8% 


T7/^r\1 AO/ £1 


FRPIOAI Q1 

J2rDV-» Ivt 171 


83% 


100% 


100% 


ECU 1U J 401 


FP0 103461 


100% 


100% 


100% 


ECU I to 401 


^ r PlsJ^07Q^8 


80% 


5.4% 


100% 1 


"C/^/^ i AO/t/C1 

ECUIU:>40a 




74% 


99.1% 


99.3% 


ECU1vj4oi 


PRT1 00405 

XT JV A 1VjV/^\/^ 


49% 


97.7% 


98.2% 


CCU 1 v J*+U 1 


PPU111873 


45% 


98.2% 


100% 


T7PH1 fl^A^I 


SPA1 06506 


84% 


54.4% 


100% 


ECU 1U .5401 


^TY 105426 


84% 


100% 


100% 


ECU iUj401 


STM106756 

k> A AVA A \J\J 1 ~J 


84% 


100% 


100% 


ECU 1U.540A 


VP^003633 


41% 


7.7% 


5.3% 


Tjr~^r\ 1 AO/1 /CO 
ECU1U.340Z 


RT7TT10Q9^3 


25% 


25.8% 


22.3% 


rr/^fM AO/I/CO 
ECUaU340Z 


PPO 103462 


100% 


100% 


100% 


t-"/^/^ 1 AO A /CO 

EcvJlUMoZ 


TiTPTsIl 06090 


46% 


40.4% 


90% 


"OZ-V^I AO A /CO 

EcUavJj4oZ 




85% 


100% 


100% 


ECU1UJ40Z 


<5TV 100775 

Oil AUW r f */ 


85% 


100% 


100% 


CpAl AO A/CO 

ECU 1U340Z 


ctm 103692 

O A IVA IVJU/A 


85% 


100% 


100% 


T?rV"M 01 A AO 
ECU1U,340Z 


YPS002670 


62% 


98.8% 


97.7% 




BCE108241 


65% 


100% 


100% 


Tjn'Ai AOA££ 


TVR 1106008 


64% 


100% 


100% 


ECO103466 


BMA106393 


65% 


100% 


100% 


ECO103466 


CJU101489 


26% 


96.2% 


97.1% 


ECO103466 


CAC 100708 


33% 


99.1% 


99.4% 


ECO103466 


CAC101801 


37% 


99.1% 


99.1% 


ECO103466 


CAC101940 


35% 


99.7% 


100% 


ECO103466 


CDP 100963 


38% 


99.4% 


99.7% 
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Onerv I xjcusID 


Homolog LocusED 


Identity 


Query Coverage 


Homolog Coverage 


FCO103466 


EBC101783 


96% 


91.4% 


98.7% 


FCOl 03466 


ECO 103466 


100% 


100% 


100% 


ECO103466 


HIN101160 


60% 


99.4% 


100% 


ECO 103466 


HPY100295 


48% 


99.1% 


99.4% ! 


ECO 103466 


KPN304272 


93% 


91.2% 


98.4% 


ECO 103466 


LPN103397 


29% 


99.1% 


99.4% 


ECO103466 


MCA100667 


28% 


69.3% 


41.8% 


ECO103466 


MAV102745 


37% 


98.5% 


98.7% 


ECO 103466 


MBV101684 


37% 


98.5% 


98.7% 


ECO 103466 


MTU203611 


37% 


98.5% 


98.7% ! 


ECO103466 


PMU 100237 


60% 


99.4% 


99.7% 


EC01 03466 


PRT105623 


85% 


100% 


100% 


ECO103466 


PAE204501 


64% 


100% 


100% I 


ECO103466 


PPU101447 


64% 


100% 


100% 


ECO103466 


PSY104822 


63% 


100% 


100% ! 


ECO103466 


SPA102841 


94% 


93.8% 


100% 1 


ECO103466 


STY100767 


97% 


100% 


100% 


ECO103466 


SAU504414 


32% 


99.1% 


70.1% 


ECO103466 


YPS002639 


87% 


91.2% 


98.1% 


ECO103467 


BCE104912 


54% 


96.8% 


95.6% 


ECO103467 


BFU1 15490 


52% 


95.9% 


93.8% 


ECO103467 


BFU1 13558 


56% 


97.2% 


96.1% 


ECO 103467 


BMA100120 


54% 


96.8% 


90.2% 


ECO103467 


CAC 102581 


48% 


9.3% 


22.9% 


ECO103467 


CAC102670 


25% 


89.2% 


83.4% 


ECO1034.67 


CAC101493 


25% 


79.8% 


75.2% 


ECO103467 


CBO 100751 


26% 


83.7% 


79.5% 


ECO103467 


CBO101097 


27% 


91.2% 


86.8% 


ECO 103467 


CBO101308 


26% 


93.6% 


87.5% 


ECO 103467 


CDF101830 


19% 


53.5% 


45.4% 


ECO103467 


CDF101269 


27% 


98.3% 


97.3% 


ECO 103467 


CDP101702 


29% 


61.7% 


56.5% 


ECO103467 


EBC100767 


91% 


100% 


100% 


ECO103467 


EFM101064 


24% 


53.3% 


68.0% 


ECO103467 


ECO 103467 


100% 


100% 


100% 


ECO 103467 


HIN100833 


54% 


96.6% 


94.0% 


ECO103467 


HPY 100294 


39% 


94.4% 


91.1% 


ECO103467 


KPN300418 


89% 


29.3% 


84.9% 


ECO 103467 


KPN304271 


91% 


100% 


98.0% 


ECO 103467 


LPN103438 


24% 


57.0% 


81.0% 


ECO 103467 


PMU100236 


67% 


98.3% 


99.2% 


ECO 103467 


PRT105891 


80% 


100% 


100% 


ECO 103467 


PAE204498 


53% 


94.6% 


94.9% 


ECO 103467 


PAE204494 


52% 


97.6% 


96.8% 


ECO 103467 


PPU104151 


52% 


97.8%. 


98.0% . 


ECO 103467 


PSY1 04769 


53% 


97.8% 


96.9% 


ECO 103467 


SPA1 02842 


92% 


96.6% 


100% 


ECO 103467 


STY 100765 


93% 


100% 


100% 


ECO 103467 


SAU602660 


25% 


92.5% 


90.0% 


ECO103467 


YPS002641 


84% 


100% 


100% 


ECO103468 


EBC100465 


78% 


64.8% 


99.7% 


ECO103468 


ECO103468 


100% 


100% 


100% 


ECO103468 


KPN303031 


82% 


96.2% 


99.3% 


ECO103468 


PRT105266 


50% 


94.9% 


98.4% 
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Query LocusID 




tdentity 


Ouery Coverage 


Homolog Coverage 


JiCU LU J 405 


op a 102846 


86% 


98.8% 


97.4% 


CA^D IUJHOo 


s/FY 100745 


84% 


97.9% 


99.8% 


pppiifttA^R 


YPS002684 


63% 


96.7% 


98.6% J 




RAN108883 


66% 


94.3% 


100% 




BAN105755 


69% 


94.3% 


97.0% 


t;r«ni <Y*A7R 


CAC100946 


62% 


91.4% 


96.9% 


i2pr\i Ai/iis 
bvAJx 1/3*1 /o 


PRO 101002 


64% 


91.4% 


96.9% 


RPPil (YJzl7R 


CDF100848 


65% 


91.4% 


95.5% 


pfni mxi7R 


CDF100586 


67% 


91.4% i 


95.5% 




CDF 103776 


67% 


91.4% j 


95.5% 




EBC 104565 


95% 


100% 


100% 


EAsVj 1UJ*T / O 


EFA200173 [ 


42% 


90% 


92.5% 


J2wv-r 1 U J*+ / o 


EFA202387 


69% 


90% 


93.9% 




EFM101712 


67% 


87.1% 


92.3% 


JDV/U1uJ*t / O 


EFM101550 


67% 


87.1% 


92.3% 




EFM101770 


67% 


87.1% 


90.9% 


TJPPil 0^478 


ECO103478 


100% 


100% 


100% 


ppni rnA7R 

ULaJ IUjH / 0 


KPN300213 


100% 


77.1% 


100% 




KPN303047 


100% 


100% 


100% 




L MO 102272 


68% 


87.1% 


90.9% 


*EPP*im/±7R 


MAV105135 


65% 


91.4% 


95.5% 




PRT104862 


74% 


100% 


100% 




PRT100460 


77% 


100% 


100% . 


T7PPiini/17R 


PRT101016 


78% 


100% 


100% 




PAE203264 


59% 


95.7% 


95.7% 


ppn i n^A7R 


PPU111381 


59% 


95.7% 


95.7% 


ppn i frtd.7R 


PSY108061 


62% 


91.4% 


100% 


Tnpnin^A7R 


RPA102026 


100% 


100% 


100% 


TJPOI 0^A7R 

EA^VJ xUJ*+ /O 


STY100718 


100% 


100% 


100% 


T?pni n^/i7R 


STM103774 


100% 


100% 


100% 


cpni n^A7R 


SAU800816 


67% 


91.4% 


95.5% 


Th rn i n^d7Q 


BFR103841 


20% 


85.0% 


85.7% 




BCE103351 


26% 


46.2% 


93.0% 


p?pnin^/i7Q 


BCE106925 


30% 


48.0% 


69.0% 


cpni n^ii7Q 


BCE1 14303 


28% 


62.4% 


69.5% 




BCE1 14066 


28% 


62.4% 


75.5% 




BCF101996 


30% 


61.3% 


95.7% 


T?pninid7Q 

xiv->w i w j*t / y 


BCE1 14648 


30% 


61.3% 


95.7% 




BCE 110494 


28% 


78.0% 


93.6% 


PPPjI A1A7Q 


BCE100189 


29% 


78.0% 


93.6% 




BCE1 06087 


29% 


78.0% 


93.6% 


T7PPi1 H^A7Q 


BCE101088 


30% 


94.2% 


91.4% 


ErV-»V/lUJ'T fy. 


BFU100233 


28% 


94.2% 


91.4% 




BMA108532 


32% 


94.2% 


95.3% 




BMA106321 


32% 


94.2% 


89.0% 


PPP*in^A70 


TRO 100985 


22% 


51.4% 


73.5% 


PPP*1 n^d7Q 


CDP102415 


23% 


89.6% 


88.8% 




CDP101144 

x w> x x f ■ 


23% 


89.6% 


88.8% 


ECO103479 


CDP102452 


23% 


89.6% 


88.8% 


ECO 103479 


CDP101135 


23% 


89.6% 


88.8% 


ECO103479 


CDP101982 


35% 


96.0% 


90.6% 


ECO 103479 


CDP102843 


20% 


89.6% 


88.8% 


ECO103479 


EBC101067 


59% 


96.5% 


98.8% 


ECO103479 


EBC101652 


95% 


83.2% 


92.9% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 103479 


EBC 104471 


94% 


100% 


100% 


ECO 103479 


EFA200870 


24% 


94.2% 


86.5% 


ECO103479 


EFM202055 


30% 


91.9% r 


88.6% 


ECO103479 


EFM200192 


30% 


94.2% 


85.4% 


ECO103479 


EFM201962 


30% 


94.2% 


84.0% 


ECO103479 


EFM201089 


30% 


94.2% 


85.4% 


ECO103479 


ECO103479 


100% 


100% 


100% 


ECO103479 


HIN101685 


29% 


32.4% 


60.6% 


ECO103479 


KPN302648 


41% 


68.2% 


82.3% 


ECO103479 


KPN301346 


37% 


96.5% 


94.2% 


ECO 103479 


KPN306050 


37% 


99.4% 


97.1% 


ECO103479 


KPN306422 


37% 


99.4% 


95.5% 


ECO 103479 


MTU405844 


36% 


27.7% 


88.7% 


ECO103479 


NGO101258 


28% 


83.8% 


81.4% 


ECO103479 


NGO101211 


28% 


83.8% 


81.4% 


ECO103479 


PRT103503 


96% 


66.5% 


100% 


ECO 103479 


PSY107047 


24% 


97.7% 


95.9% 


ECO 103479 


PSY109085 


24% 


97.7% 


71.3% 


ECO103479 


PSY106353 


24% 


97.7% 


85.9% 


ECO103479 


PSY101205 


24% 


97.7% 


74.5% 


ECO 103479 


PSY1 06020 


24% 


97.7% 


95.9% 


ECO 103479 


SAU502782 


26% 


42.2% 


41.5% 


ECO103479 


SAU500044 


28% 


68.2% 


2.1% 


ECO 103479 


SAU502067 


28% 


68.2% 


2.0% 


ECO103479 


SAU500005 


28% 


68.2% 


2.0% 


ECO 103479 


SAU500516 


27% 


65.3% 


23.1% 


ECO103479 


SMU101315 


20% 


51.4% 


19.2% 


ECO103479 


SMU101317 


21% 


86.7% 


83.1% 


ECO 103479 


SMU101999 


21% 


86.7% 


83.1% 


ECOl 03479 


SMU101889 


21% 


86.7% 


83.1% 


ECO103479 


SMU101940 


21% 


86.7% 


74.9% 


ECO103479 


SMU101868 


21% 


86.7% 


83.1% 


ECO103479 


SPN102057 


20% 


54.3% 65.5% 


ECO103479 


SPN 102327 


20% 


54.3% 


65.5% 


ECO103479 


SPN103482 


20% 


54.3% 


65.5% 


ECO103479 


SPN102932 


20% 


54.3% 


65.5% 


ECO103479 


SPY201024 


21% 


82.7% 


78.4% 


ECO103479 


SPY200151 


21% 


82.7% 


78.4% 


ECO103479 


YPS002400 


30% 


39.3% 


98.5% 


ECO103479 


YPS003294 


26% 


55.5% 


86.5% 


ECO103479 


YPS003683 


27% 


94.2% 


91.2% 


ECO 103479 


YPS003696 


27% 


94.2% 


91.2% 


ECO 103479 


YPS003677 


27% 


94.2% 


91.2% 


ECO 103479 


YPS003267 


27% 


94.2% 


87.6% 


ECO103479 


YPS004286 


27% 


94.2% 


91.2% 


ECO 103479 


YPS003702 


27% 


94.2% 


91.2% 


ECO103479 


YPSO03739 


27% 


94.2% 


91.2% 


ECO 103480 


BAN100066 


27% 


42.0% 


46.9% 


ECO103480 


BAN107672 


27% 


83.7% 


96.8% 


ECO103480 


BAN101189 


27% 


92.2% 


93.6% 


ECO103480 


BFR11001 


48% 


96.1% 


98.6% 


ECO 103480 


BPT105636 


26% 


25.8% 


35.3% 


ECO103480 


BPT101318 


27% 


91.5% 


74.5% 


ECO103480 


BCE103148 


53% 


15.2% 


100% 
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Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103480 


BCE109512 


51% 


23.3% 


100% 


ECO103480 


BCE106326 


57% 


29.3% 


95.4% 


ECO103480 


BCE101065 


59% 


27.2% 


93.9% 


ECO103480 


BCE104439 


57% 


29.3% 


95.4% 


ECO103480 


BCE102008 


56% 


39.2% 


98.2% 


ECO103480 _J 


BCE101347 


57% 


38.5% 


96.5% 


ECO103480 


BCE1 12720 


55% 


42.4% 


95.2% 


ECO103480 


BCE1 12765 


55% 


42.4% 


96% 


ECO 103480 


BCE1 13320 


53% 


68.6% 


69.8% 


ECO103480 


BCE104962 


56% 


91.9% 


98.9% 


ECO103480 


BCE1 14240 


56% 


96.8% 


98.6% 


ECO103480 


BCE104151 


57% 


96.8% 


98.6% 


ECO103480 


BFU100183 


43% 


16.3% 


86.8% 


ECO103480 


BFU100232 


53% 


96.5% 


98.9% 


ECO103480 


BMA107808 


50% 


47.0% 


97.1% 


ECO103480 


CDP101289 


48% 


24.0% 


91.9% 


ECO103480 


CDP101898 


53% 


25.1% 


95.9% 


ECO103480 


CDP102491 


48% 


43.8% 


66.5% 


ECO103480 


CDP101469 


46% 


67.5% 


94.1% 


ECO103480 


CDP101278 


47% 


67.5% 


94.1% 


ECO103480 


CDP101146 


47% 


67.5% 


94.1% 


ECO103480 


CDP100854 


46% 


69.3% 


96.6% 


ECO 103480 


CDP100589 


43% 


92.9% 


98.1% j 


ECO103480 


CDP101134 


45% 


92.9% 


97.4% 


ECO103480 


EBC104413 


93% 


32.5% 


100% 


ECO103480 


EBC104468 


94% 


100% 


100% . . 


ECO103480 


EFA200869 


41% 


89.4% 


99.6% 


ECO 103480 


EFM202052 


57% 


66.1% 


99.5% 


ECO103480 


EFM201053 


55% 


92.9% 


98.1% 


ECO103480 


EFM201924 


55% 


92.9% 


98.1% 


ECO103480 


EFM200512 


53% 


98.2% 


100% 


ECO 103480 


ECO 103480 


100% 


100% 


100% 


ECO 103480 


HIN101249 


53% 


27.6% 


84.6% 


ECO 103480 


HIN100472 


53% 


26.9% 


64.4% 


ECO103480 


HIN101686 


56% 


74.2% 


96.8% 


ECO 103480 


KPN306758 


68% 


41.7% 


95.9% 


ECO103480 


KPN303368 


68% 


64.7% 


92.9% 


ECO103480 


KPN308870 


65% 


89.8% 


97.3% 


ECO103480 


KPN306624 


62% 


97.2% 


97.9% 


ECO 103480 


LMO 102606 


33% 


97.2% 


96.4% 


ECO103480 


LMO 100732 


33% 


97.2% 


98.9% 


ECO103480 


MBV104142 


27% 


92.2% 


91.8% 


ECO103480 


MTU202443 


27% 


92.2% 


78.0% 


ECO103480 


MTU200790 


27% 


92.2% 


86.5% 


ECO103480 


MTU201352 


27% 


92.2% 


91.8% 


ECO103480 


MTU201734 


27% 


92.2% 


91.8% 


ECO103480 


MTU201742 


27% 


92.2% 


91.8% 


ECO103480 


MTU202073 


27% 


92.2% 


86.5% 


ECO103480 


MTU202133 


27% 


92.2% 


78.0% 


ECO103480 


MTU202245 


27% 


92.2% 


86.5% 


ECOl 03480 


MTU203144 


27% 


92.2% 


86.5% 


ECO103480 


MTU203335 


27% 


92.2% 


91.8% 


ECO103480 


MTU202612 


27% 


92.2% 


82.3% 


ECO103480 


MTU202776 


27% 


92.2% 


86.5% 
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Query Coverage 


Homolog Coverage 


ECO 103480 


MTU203142 


27% 


92.2% 


86.5% 


ECO 103480 


MTU203428 


27% 


92.2% 


78.0% 


ECO103480 


MTU203283 


27% 


92.2% 


86.5% 


ECO103480 


MTU202320 


27% 


92.2% 


86.5% 


ECO103480 


NGO 101257 


54% 


91.9% 


97.4% 


ECOl 03480 


NGO101209 


54% 


92.9% 


96.3% 


ECO 103480 


NME201142 


42% 


92.9% 


96.0% 


ECO103480 


PRT105818 


98% 


28.6% 


98.8% 


ECOl 03480 


PSY1 02003 


58% 


96.1% 


97.5% 


ECO103480 


SPA102022 


62% 


49.5% 


100% 


ECO103480 


SAU801804 


29% 


64.0% 


95.2% 


ECO 103480 


SEP200536 


36% 


89.8% 


98.4% 


ECO103480 


SMU 100679 


50% 


95.1% 


98.2% 


ECOl 03480 


SMU102069 


51% 


95.1% 


98.2% 


ECO103480 


SMU102045 


51% 


95.1% 


98.2% 


ECOl 03480 


SMU101759 


51% 


95.1% 


98.2% 


ECO103480 


SMU101315 


51% 


95.1% 


58.3% 


ECO103480 


SMU102094 


51% 


95.1% 


98.2% 


ECO103480 


SPN400754 


51% 


55.5% 


98.8% 


ECO103480 


SPN401338 


50% 


55.5% 


98.8% 


ECO 103480 


SPN401445 


50% 


55.5% 


98.8% 


ECO103480 


SPN400496 


54% 


38.5% 


85.3% 


ECO 103480 


SPN400885 


51% 


27.9% 


100% 


ECO103480 


SPN400352 


50% 


20.5% 


98.4% 


ECO103480 


SPN400495 


44% 


12.0% 


97.1% 


ECO103480 


SPY201025 


47% 


93.3% 


99.3% 


ECO103480 


SPY200150 


47% 


93.3% 


99.3% 


ECO 103480 


UUR100374 


28% 


66.8% 


92.8% 


ECO103480 


YPS003775 


48% 


89.8% 


97.7% 


ECO103480 . 


YPS003983 


48% 


89.8% 


97.7% 


ECO103480 


YPS003822 


48% 


89.8% 


97.7% 


ECO 103480 


YPS003777 


48% 


89.8% 


97.7% 


ECO103480 


YPS004197 


48% 


89.8% 


97.7% 


ECO103480 


YPS003268 


48% 


89.8% 


97.7% 


ECO 103480 


YPS003297 


48% 


89.8% 


97.7% 


ECO 103480 


YPS003731 


48% 


89.8% 


97.7% 


ECO 103481 


ABA103575 


48% 


100% 


99.9% . 


ECO103481 


BCE1 13806 


46% 


71.7% 


98.0% 


ECO103481 


BFU101557 


43% 


99.6% 


99.0% 


ECO103481 


BMA100998 


44% 


99.3% 


100% 


ECO103481 


CJU101159 


31% 


99.9% 


99.7% 


ECO 103481 


CDF104028 


36% 


98.7% 


98.5% 


ECO103481 


EBC 104561 


93% . 


99.9% 


100% 


ECO 103481 


EFA200400 


35% 


99.4% 


69.7% 


ECO.103481 


EFM200195 


36% 


97.1% 


68.8% 


ECO 103481 


ECO103481 


100% 


100% 


100% 


ECO 103481 


H1N100903 


69% 


100% 


100% 


ECO103481 


HPY 100956 


29% 


99.4% 


99.3% 


ECO103481 


KPN303050 


92% 


100% 


100% 


ECO 103481 


LPN102108 


44% 


75.9% 


97.4% 


ECO103481 


LMO101909 


33% 


99.0% 


98.8% 


ECO103481 


MCA101554 


47% 


99.4% 


99.6% 


ECO103481 


NGO101359 


45% 


99.9% 


99.7% 


ECO103481 


NME200487 


45% 


99.9% 


99.7% 
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Ouerv Locus ID 


Homolog Locus ID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 103481 


PMU101102 


69% 


100% 


100% 


ECO 103481 


PRT101496 


79% 


100% 


100% 


FCO 103481 


PAE200008 


51% 


99.9% 


99.9% 


ECO 103481 


PPU102205 


50% 


99.9% 


99.9% 


FCO 103481 


PS Yl 07524 


50% 


99.9% 


99.9% 


ECO 103481 


SPA1 02021 


89% 


72.9% 


100% 


ECO 103481 


STY 10071 3 


94% 


100% 


100% 


ECO 103481 


SPN401327 


35% 


97.5% 


97.3% "1 


ECO 103481 


SPY201298 


35% 


97.5% 


97.3% 


ECO 103481 


VCH100020 


68% 


99.6% 


99.6% 


ECO 103481 


YPS003356 


85% 


100% 


100% 


ECO103482 


ABA105776 


76% 


96.0% 


88.9% 


ECO 103482 


BPT101206 


74% 


96.0% 


28.7% 


ECO 103482 


BCE104446 


71% 


96.0% 


88.9% 


ECO 103482 


BFU105313 


70% 


96.0% 


87.1% 


ECO 103482 


BMA109515 


72% 


96.0% 


75.8% 


ECO 103482 


CJU100654 


66% 


92.4% 


96.9% 


ECO103482 


CPN200896 


54% 


96.0% 


28.2% 


ECO 103482 


CTR200173 


55% 


96.0% 


28.4% 


ECO 103482 


CDF102122 


63% 


95.7% 


97.3% 


ECO103482 


EBC104560 


97% 


100% 


100% 


ECO 103482 


EFA 104079 


62% 


97.7% 


96.0% 


ECO 103482 


EFM101836 


71% 


59.7% 


94.8% 


ECO 103482 


ECO 103482 


100% 


100% 


100% 


ECO 103482 


H3N100906 


90% 


98.7% 


99.0% 


ECO 103482 


HPY100944 


60% 


93.7% 


93.1% 


ECO103482 


KPN305504 


98% 


100% 


100% 


ECO 103482 


LMO101725 


61% 


96.7% 


97.0% 


ECO103482 


MCA102165 


74% 


99.0% 


93.7% 


ECO 103482 


NGO101356 


72% 


97.0% 


99.3% 


ECO 103482 


NME200485 


73% 


96.0% 


97.3% 


ECO103482 


PMU101098 


91% 


98.7% 


99.7% 


ECO 103482 


PRT101495 

JL JkV JL JL V JL T *r *J 


94% 


99.3% 


100% 


ECO 103482 


PAE200009 


76% 


97.7% 


93.3% 


ECO 103482 


PPU103628 


76% 


97.7% 


93.3% 


ECO 103482 


PSY103530 


76% 


97.7% 


82.8% 


ECO103482 


SPA100735 


98% 


100% 


100% 


ECO103482 


STY100712 


98% 


100% 


100% 


ECO 103482 


SMU101427 


60% 


97.0% 


29.8% 


ECO 103482 


SPN401328 


61% 


97.4% 


94.8% 


ECO103482 


SPY201299 


62% 


97.0% 


94.4% 


ECO 103482 


VCH100021 


88% 


100% 


91.8% 


ECO 103482 


YPS003357 


93% 


100% 


99.7% 


ECO 103483 


BAN104874 


25% 


42.9% 


70% 


ECO103483 


BAN103246 


27% 


97.0% 


97.1% 


ECO 103483 


BFR102685 


31% 


27.2% 


30.9% 


ECO 103483 


BFR101730 


20% 


85.2% 


85.1% 


ECO 103483 


BFR101210 


23% 


84.9% 


85.4% 


ECO103483 


BPT101994 


22% 


95.5% 


94.6% 


ECO 103483 


BFU100798 


25% 


35.0% 


31.6% 


ECO 103483 


BMA103871 


20% 


93.4% 


90.4% 


ECO103483 


CBO103448 


20% 


94.6% 


99.7% 


ECO103483 


EBC106435 


81% 


100% 


100% 


ECO103483 


ECO103483 


100% 


100% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103483 


KPN301174 


65% 


43.5% 


100% 


ECO103483 


KPN303040 


71% 


100% 1 


100% 


ECO 103483 


LMO100418 


24% 


22.4% 


29.2% 


ECO 103483 


MAV1 00271 


30% 


17.8% 


13.7% 


ECO 103483 


PPU103844 


23% 


60.7% 


68.6% 


ECO 103483 


PSY101101 


20% 


53.2% 


46.7% | 


ECO 103483 


SPA100737 


81% 


100% 


100% 


ECO103483 


STM103799 


81% 


100% 


100% 


ECO103483 


SEP100270 


23% 


84.0% 


80.3% I 


ECO 103483 


SMU101666 


25% 


95.8% 


87.4% 


ECO103483 


VCH102759 


23% 


85.2% 


83.5% 


ECO103483 


YPS003266 


58% 


100% 


100% 


ECO103487 


BFR10693 


48% 


94.3% 


99.5% 


ECO103487 


BCE111113 


66% 


99.1% 


82.7% 


ECO103487 


BFU102389 


67% 


99.1% 


99.1% 


ECO103487 


CDF101665 


49% 


99.8% 


96.5% 


ECO103487 j 


EBC 104589 


91% 


100% 


95.4% 


ECOl 03487 


EFA201077 


48% 


98.9% 


99.5% 


ECO103487 


EFM101257 


46% 


98.6% 


99.3% 


ECOl 03487 


ECO103487 


100% 


100% 


100% 


ECO103487 


MN101085 


71% 


99.5% 


99.8% 


ECO103487 


KPN302422 


83% 


99.5% 


99.8% 


ECOl 03487 


KPN301170 


90% 


100% 


100% 


ECO103487 


PRT101394 


81% 


99.1% 


99.5% 


ECO103487 


PSY 102073 


68% 


99.1% 


99.5% 


ECO103487 


SPA103028 


89% 


98.6% 


100% 


ECOl 03487 


STY100698 


92% 


100% 


100% 


ECO103487 


YPS002755 


85% 


99.5% 


99.8% 


ECO103488 


BCE1 11238 


65% 


79.7% 


79.8% 


ECO103488 


BFU102365 


60% 


97.3% 


99.1% 


ECO103488 


EBC104587 


90% 


100% 


100% 


ECO103488 


EFM202335 


36% 


99.7% 


97.8% 


ECO103488 


ECO103488 


100% 


100% 


100% 


ECO103488 


HIN101084 


75% . 


99.4% 


99.1% 


ECO103488 


KPN305781 


90% 


87.9% 


100% 


ECO103488 


NME3O0340 


23% 


29.4% 


20.6% 


ECO103488 


PSY1 02056 


59% 


99.4% 


94.5% 


ECO103488 


YPS002753 


82% 


100% 


99.7% 


ECO103494 


EBC104573 


93% 


95.0% 


99.2% 


ECO103494 


ECO 103494 


100% 


100% 


100% 


ECO103494 


KPN300323 


91% 


40.3% 


96% 


ECO103494 


KPN308799 


90% 


99.5% 


99.3% 


ECO103494 


MCA101391 


43% 


99.0% 


99.5% 


ECO 103494 


NGO1018.74 


46% 


99.0% 


99.3% 


ECO103494 


NME200590 


47% 


99.0% 


99.3% 


ECO103494 


PRT101493 


73% 


98.8% 


99.5% 


ECO103494 


SPA1 03032 


91% 


99.5% 


100% 


ECO103494 


STY100694 


92% 


99.5% 


99.8% 


ECO103494 


STM103821 


92% 


99.5% 


99.8% 


ECO 103494 


VCH100019 


62% 


100% 


99.8% 


ECO103494 


YPS003375 


79% 


99.8% 


98.8% 


ECO103506 


BCE104022 


22% 


47.2% 


35% 


ECO 103506 


EBC 104569 


56% 


100% 


100% 


ECO103506 


ECO103506 


100% 100% 


100% 
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Hnprv T nnisTT"5 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


FP0 101506 


PMU1 00998 


21% 


91.1% 


85.0% 


FCH1 01506 


PPU107094 


24% 


26.4% 


12.4% 


FCO103506 


PSY105244 


31% 


95.5% 


93.4% 


FCO 103510 


ABA100619 


66% 


92.8% 


99.4% 


ECO 1035 10 


BPT1 03076 


69% 


90.6% 


92.8% 


ECO 1035 10 


BCE103462 


69% 


90.6% 


96.7% 


ECO103510 


BFU107758 


70% 


90.2% 


96.6% 


ECO103510 


BFU102740 


71% 


90.6% 


97.0% 


FCOl 03510 


BMA106098 


72% 


90.6% 


86.6% 


ECO 103510 


CDP101458 


64% 


92.4% 


98.8% 


FCO 1035 10 


EBC104578 


93% 


98.5% 


100% 


ECO103510 


EFA201951 


48% 


90.0% 


97.4% j 


ECO103510 


ECO 1035 10 


100% 


100% 


100% 


ECO 1035 10 


KPN305829 


65% 


92.4% 


99.0% 


ECO103510 


MCA101417 


66% 


91.1% 


97.6% 


ECO103510 


MAV101769 


67% 


92.6% 


99.0% 


ECO103510 


MBV105125 


66% 


92.6% 


99.0% 


ECO 103510 


MTU200456 


66% 


92.6% ' 


99.0% 


ECO 1035 10 


PRT105557 


48% 


93.0% 


99.2% 


ECO 103510 


PAE201982 


66% 


92.4% 


99.0% 


ECO103510 


PAE204019 


67% 


92.4% 


99.0% 


ECO103510 


PPU108163 


67% 


92.4% 


99.0% 


ECO103510 


PSY105710 


64% 


92.4% 


99.0% 


ECO103510 


SPA101536 


88% 


83.2% 


98.9% 


ECO103510 


STY100416 


95% 


94.5% 


100% 


ECO103510 


SAU800167 


43% 


90.0% 


97.6% 


ECO103510 


SEP201069 


43% 


90.0% 


97.4% 


ECO103510 


SHA101810 


43% 


90.8% 


98.2% 


ECO103510 


VCH 100804 


63% 


90.0% 


90.2% 


ECO103510 


VCH101789 


64% 


92.6% 


99.2% 


ECO 103 5 14 


ABA100615 


35% 


44.6% 


39.0% 


ECO103514 

X_< n-/ V-/ x V— ' n 


BPT102214 


40% 


100% 


100% 


ECO103514 


BCE1 10352 


37% 


98.5% 


98.5% 


ECO103514 


BFU103486 


39% 


98.5% 


97.6% 


ECO 103 5 14 


BMA102102 


35% 


98.5% 


99.5% 


ECO103514 


EBC104570 


79% 


100% 


100% 


ECO 103 5 14 


ECO103514 


100% 


100% 


100% 


ECO103514 


KPN303410 


69% 


99.5% 


99.5% 


ECO 1035 14 


PMU101100 


30% 


99.5% 


100% 


ECO103514 


PAE200466 


33% 


93.6% 


93.2% 


ECO103514 


PPU107390 


34% 


98.5% 


97.6% 


ECO103514 


PSY102773 


29% 


99.0% 


97.1% 


ECO 1035 14 


SPA103113 


60% 


89.1% 


99.4% 


ECO103514 


STY100410 


87% 


100% 


. 100% 


ECO103515 


ABA100225 


26% 


68.3% 


56.4% 


ECO103515 


ABA100477 


27% 


24.4% 


97.4% 


ECO 1035 15 


BAN104847 


19% 


21.9% 


3.7% 


ECO103515 


BAN109223 


32% 


5.6% 


34.8% 


ECO 10351 5 


BAN1 01440 


31% 


6.0% 


31.7% 


.ECO 103515 


BAN1 10288 


24% 


23.3% 


18.6% 


ECO103515 


BFR104422 


62% 


2.0% 


27% 


ECO103515 , 


BCE108121 


25% 


30.8% 


70.0% 


ECO103515 


BCE104951 


26% 


28.1% 


38.7% 


ECO103515 


BFU107935 


28% 


24.3% 


41.6% 
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Onerv T ocusH) 


Homolog Locus ID 


Identity 


Query Coverage 


Homolog Coverage 


FPO 1035 15 


BFU100092 


47% 


6.4% 


98.9% 


ECO103515 


BFU100109 


27°/o 


14.5% 


55.1% 


ECO 1035 15 


BFU102581 


29% 


10.2% 


4.6% 


ECO103515 


BMA107682 


25% 


50.8% 


25.9% 


ECO 1035 15 


CAC100404 


31% 


6.3% 


31.2% 


ECO103515 


EBC 107494 


28% 


7.6% 


75% 


ECO103515 


EBC103412 


28% 


12.6% 


35.0% 


ECO103515 


EBC 104888 


27% 


25.3% 


62.3% 


ECO103515 


ECO100686 


96% 


23.6% 


68.1% 


ECO103515 


ECO101427 


77% 


38.0% 


77.7% 


ECO103515 


ECO100488 


77% 


90.6% 


88.2% 


ECO103515 


ECO100683 


96% 


91.2% 


89.9% 


ECO103515 


ECO103405 


98% 


90.8% 


88.6% 


ECO103515 


ECO103515 


100% 


100% 


100% 


ECO103515 


PRT103688 


31% 


7.6% 


73.6% 


ECO103515 


PRT103361 


34% 


8.2% 


78.0% 


ECO103515 


PRT103421 


25% 


56.2% 


65.1% 


ECO103515 


PAE202682 


33% 


90.6% 


88.7% 


ECO 1035 15 


PPU107712 


33% 


7.8% 


93.1% 


ECO103515 


PPU1 10484 


27% 


26.0% 


83.0% 


ECO103515 


PPU109654 


25% 


2.8% 


84.4% 


ECO103515 


PPU107101 


42% 


4.0% 


5.5% 


ECO103515 


PPU109653 


28% 


42.6% 


95.3% 


ECO 1035 15 


PPU109652 


26% 


56.6% 


54.6% 


ECO 1035 15 


PPU1 10482 


26% 


11.3% 


5.4% 


ECO 1035 15 


PSY108533 


34% 


5.1% 


83.6% 


ECO 1035 15 


PSY101322 


59% 


4.3% 


24.3% 


ECO103515 


PSY105816 


47% 


7.4% 


45.3% 


ECO103515 


PSY102083 


25% 


13.9% 


11.8% 


ECO103515 


SPA106438 


43% 


6.2% 


5.5% 


ECO103515 


SPA 100247 


28% 


54.6% 


67.7% 


ECO103515 


STY 104094 


26% 


51.3% 


33.3% 


ECO103515 


STY104095 


30% 


24.7% 


74.9% 


ECO103515 


STM103807 


43% 


8.0% 


45.5% 


ECO 1035 15 


STM103806 


26% 


51.3% 


33.1% 


ECO103515 


YPS002860 


25% 


87.5% 


75.9% 


ECO103523 


EBC103810 


88% 


100% 


100% 


ECO103523 


ECO103523 


100% 


100% 


100% 


ECO 103523 


KFN303392 


84% 


100% 


98.5% 


ECO 103523 


PMU1010.63 


35% 


81.5% 


94.8% 


ECO 103523 


SPA103110 


91% 


97.9% 


100% 


ECO 103523 


STY1 00404 


92% 


97.9% 


97.4% 


ECO 103523 


STM104139 


92% 


97.9% 


97.4% 


ECO 103523 


VCH103763 


43% 


91.3% 


96.4% 


ECO 103523 


YPS003321 


77% 


87.2% 


94.0% 


ECO 103527 


ABA104933 


86% 


96.7% 


100% 


ECO 103527 


BAN109344 


30% 


21.0% 


24.4% 


ECO103527 


BAN107706 


33% 


21.0% 


23.8% 


ECO103527 


BPT100117 


46% 


94.9% 


97.2% 


ECO103527 


BBU100683 


26% 


32.8% 


41.4% 


ECO103527 


BCE101035 


37% 


94.2% 


84.3% 


ECO103527 


BFU108951 


43% 


98.5% . 


90.7% 


ECO103527 


BMA102489 


42% 


94.7% 


98.7% 


ECO103527 


CBO101704 


51% 


31.8% 


37.4% 



795 



WO 02/077183 



PCT/US02/09107 





Homoloc Locus ID 


Identity ! 


Query Coverage 


Moniolog (Coverage 


FPOl 03597 


CDF103639 


42% ! 


35.9% 


26.2% 


FP0 101597 


EBC103192 


94% 


95.7% 


100% 


FPOl 03527 


EFA200385 


25% 


43.2% 


52.2% 


FCO103527 


EFM200941 


31% 


86.9% 


87.7% 


FCO103527 


ECO 103527 


100% 


100% 


100% 


FCOl 03527 


HIN101704 


75% 


94.9% 


98.7% 


FPOl 03527 


KPN305761 


93% 


95.2% 


95.7% 


FCO103527 


LMO1011.42 


32% 


24.5% 


27.1% 


FPOl 03527 


MCA101122 


42% 


96.7% 


96.0% 


FP0 103527 


MAV103878 


37% 


93.4% 


67.6% 


ECO103527 


MBV102018 


37% r 


93.4% 


90.1% 


FPO103527 


MLP101240 


37% 


93.4% 


88.2% 


ECO 103527 


MTU201839 


37% 


93.4% 


88.2% 


ECO103527 


NGO101059 


43% 


92.9% 


94.4% 


ECO103527 


NME201451 


43% 


92.9% 


94.4% 


ECO103527 


PMU1 00288 


43% 


94.9% 


96.9% 


ECO 103527 


PRT105377 


34% 


88.1% 


83.4% 


ECO103527 


PAE204767 


86% 


96.0% 


99.7% 


ECO103527 


PPU108584 


84% 


96.0% 


99.7% 


ECO103527 


SPA100379 


93% 


67.4% 


100% 


ECO103527 


STY100378 


93% 


100% 


100% 


ECO103527 


STM104153 


94% 


100% 


100% 


ECO103527 


SAU802346 


24% 


41.2% 


49.3% 


ECO 103 5 27 


SEP200052 


23% 


41.2% 


49.3% 


ECO103527 


SEP200853 


23% 


41.2% 


49.3% 


ECO103527 


SHA 102078 


24% 


43.2% 


51.6% 


ECO103527 


SMU1 00940 


20% 


53.8% 


71.3% 


FPOl 03527 


SPN400627 


30% 


91.7% 


88.9% 


FPO103527 


SPY200298 


31% 


91.7% 


85.1% 


FPOl 03527 


TPA1 00288 


33% 


30.3% 


41.6% 


FPOl 03527 


VCH103702 


79% 


95.2% 


99.7% 


FPO! 03527 


YPS003024 


83% 


94.7% 


98.4% 


FCO103528 


ABA105744 


53% 


95.5% 


97.5% 


FPO103528 


BAN1 11603 


46% 


96.2% 


94.4% 


ECO103528 


BAN100700 


46% 


96.2% 


94.4% 


ECC) 103528 


BPT100876 


51% 


98.1% 


90.7% 


ECO 103528 


BCE100810 


57% 


96.8% 


98.7% 


ECO103528 


BFU1 14284 


57% 


96.8% 


98.7% 


ECO 103528 


BMA108062 


56% 


96.8% 


98.7% 


ECO103528 

J — fV 1 1VJJ*iU 


CJU 100835 


43% 


93.6% 


95.5% 


ECO 103528 


CPN200085 


37% 


93.0% 


92.9% 


FCO103528 


CTR200816 


40% 


93.0% 


96.0% 


ECO103528 


CAC101314 


46% 


95.5% 


93.8% 


ECO 103528 


CBO101580 


48% 


95.5% 


93.8% 


ECO 103528 


CDF102268 


49% 


95.5% 


96.8% 


ECO 103528 


CDP101138 


50% 


96.8% 


97.4% 


ECO 103528 


EBC103195 


92% 


99.4% 


99.4% 


ECO 103528 


EFA200904 


47% 


97.5% 


92.3% 


ECO103528 


EFM101106 


44% 


98.7% 


94.0% 


ECO 103528 


ECO 103528 


100% 


100% 


100% 


ECO103528 


HIN100746 


76% 


98.1% 


96.2% 


ECO103528 


KPN303405 


91% 


99.4% 


99.4% 


ECO103528 


LJPN101992 


52% 


95.5% 


98.7% 


ECO103528 


LMO102766 


42% 


98.7% 


92.3% 
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1-TnmnloP" LocuslD 


Identity 


Query Coverage 


-fomolog Coverage 


fpoi 0359R 


MCA101505 


45% 


98.1% 


89.5% 




MAV1 00739 


47% 


97.5% 


99.4% J 


FPOl 03 59 R 


MBV100056 


49% 


98.1% 


100% 


fpoio359R 


MLP 100266 


51% 


98.1% 


97.5% 


FP010359R 


MTU203321 


49% 


98.1% 


100% 


FPO10359R 


MGE100355 


40% 


95.5% 


92.8% 


fpoi 0359R 


MPN100321 


38% 


94.9% 


92.2% 


FPOl 01*598 


NGO100616 


63% 


98.1% 


100% 


FP0 103598 


NME202053 


62% 


98.1% 


100% 


FPOl 03598 


PMU101513 


74% 


98.1% 


97.5% 


FC0 103528 


PRT105528 


75% 


100% 


100% 


FCO 103528 


PAE205122 


60% 


95.5% 


98.0% 


FPO 103528 


PPU1 02022 


59% 


97.5% 


100% 


FPO 103528 


PSY103965 


58% 


95.5% 


99.3% 


FPOl 03528 


SPA102933 


78% 


95.5% 


100% 


FPO103528 


STY 100375 


94% 


99.4% 


99.4% 


ECO103528 


STM104165 


94% 


99.4% 


99.4% 


FPOl 03528 


SAU801855 


47% 


95.5% 


96.8% 


ECOl 03528 


SEP200039 


44% 


94.9% 


96.2% 


FCO103528 


SHA1 00689 


45% 


95.5% 


96.8% 


ECO 103 528 


SMU100459 


41% 


97.5% 


84.6% 


ECO103528 


SPN400432 


41% 


97.5% 


85.6% 


ECO103528 i 


SPY200270 


42% 


98.1% 


85.2% 


FCO103528 


UUR100270 


36% 


93.6% 


90.7% 


FPOl 03528 


VCH102658 


61% 


97.5% 


99.4% 


FPOl 03528 


YPS001568 

X X UW X w 


80% 


100% 


100% 


FPOl 03532 


ABA103075 


51% 


97.6% 


96.5% 


FPOl 03532 


BAN1 13633 


24% 


69.9% 


47.5% 


FPO103532 


BAN1 11729 

U 1 XXX/ J-t ^ 


26% 


78.3% 


83.3% 


FCO103532 


BPT100884 


55% 


98.8% 


96.5% 


FPO103532 


BCE1 11871 


43% 


54.2% 


97.9% 


ECO 103532 


BFU102721 


53% 


100% 


96.6% 


FPOl 03532 


BMA 104651 


47% 


100% 


97.7% 


FPO103532 


CAC103641 


32% 


77.1% 


84.2% 


FPO 103532 


CBO 100935 


41% 


74.7% 


82.7% 


FPO 103532 


EBC 103201 


91% 


98.8% 


98.8% 


FPO 103532 


ECO103532 


100% 


100% 


100% 


ECO103532 


HIN100551 


52% 


80.7% 


27.4% 


FPO103532 


KPN303391 


86% 


100% 


100% 


ECO 103 5 32 


LPN103574 


57% 


100% 


98.8% 


ECO103532 


LMO 102441 


32% 


69.9% 


65.9% 


FPOl 03532 


MCA101632 


51% 


98.8% 


92.3% 


ECO 1035 32 


MAV 105267 


32% 


66.3% 


66.7% 


FPO103532 


MBV 103242 


33% 


66.3% 


66.7% 


FPOl 03539 


MTU303412 


33% 


66.3% 


66.7% 


FP0 103539 


NGO101743 


46% 


98.8% 


97.6% 


FPOI 03539 

JC/V_/ \_/ IUJJ 


NME200622 


46% 


98.8% 


97.6% 


FPOl 03539 


PMTJ101347 


41% 


80.7%> 


27.4% 


ECO 103532 


PAE205124 


56% 


98.8% 


97.6% 


ECO 103532 


PPU1 11081 


50% 


98.8% 


97.6% 


ECO 103532 


PPU102025 


56% 


98.8% 


97.6% 


ECO103532 


PSY103987 


56% 


98.8% 


98.8% 


ECO 103532 


SPA1 02936 


89% 


100% 


100% 


ECO103532 


STY100347 


89% 


100% 


100% 
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Homolog LocuslD 


Identity 


Query Coverage 


fto'moTos C6vera"|e_ 


Fpmfnsi2 ! 


SEP200786 


39% 


49.4% 


52.6% 


HV/vIujJJa, i 


SHA102895 


32% 


90.4% 


93.5% 




VCH 102600 


50% 


80.7% 


26.7% 




YPS001530 


78% 


98.8% 


100% 


Hv> 1 \J 3 •> J J 


ABA102523 


32% 


100% 


97.8% 




BAN106269 


27% 


85.3% 


96.9% 1 




BPT100886 


35% 


68.5% 


67.9% 




BCE105965 


39% 


71.3% 


72.1% 




BFU102720 


39% 


71.3% 


71.6% 


FPOI 03533 


BMA104409 


36% 


71.3% 


74.8% 


FPO103533 


CDF103903 


32% 


55.9% 


79.8% 


FCO103533 


EBC103202 


83% 


100% 


100% 


FOO103533 


EFA200318 


34% 


85.3% 


95.5% ] 


ECO103533 


ECO103533 . 


100% 


100% 


100% 


ECO103533 


HIN1 00724 


49% 


98.6% 


98.0% 


ECO103533 


KPN303388 


86% 


100% 


100% 


FPOl 03533 


LPN 101562 


30% 


100% 


100% 


FCO103533 


LMO100345 


28% 


86.0% 


93.7% 


ECO103533 


MCA103138 


31% 


97.9% 


96.4% 


ECO 103 5 33 


MBV102118 


30% 


84.6% 


52.7% 


ECO103533 


MTU200323 


30% 


84.6% 


52.7% 


ECO103533 


PMU101433 


49% 


94.4% 1 


92.5% 


ECO103533 


PRT 105992 


63% 


100% 


98.6% 


ECO103533 


PAE205125 


34% 


98.6% 


97.8% 


FCO103533 


PPU1 12071 


37% 


96.5% 


97.1% 


ppoi 03533 


PSY 103984 


35% 


96.5% 


97.1% 




SPA1 02935 


90% 


100% 


100% 


iiv^ w i v j ^ -> j 


STY100345 


93% 


100% 


100% 




SAU801534 


30% 


86.0% 


89.1% 




SEP200938 


30% 


57.3% 


61.7% 


FPO103533 

1 A.<vy 1UJJJJ 


SHA100982 


26% 


86.0% 


92.2% 


FPO103533 


SMU100073 


33% 


83.9% 


91.5% 


FCO 103533 


SPN400595 


28% 


83.9% 


96.0% 


ECO103533 


SPY201177 


32% 


86.7% 


94.6% 


ECO103533 


VCH102617 


48% 


100% 


99.3% ! 


FPO103533 


YPS001525 


65% 


100% 


99.3% 


FPO103536 


BAN1 10223 


31% 


60.3% 


85.4% 


FPO 103536 


BBU100769 


35% 


57.8% 


54.6% 


FP01 03536 


CJU100594 


37% 


52.3% 


40.3% 


FCO103536 

Xj\^\J X\JmJ 


EBC103198 


80% 


96.0% 


87.8% 


ECO103536 


ECO103536 


100% 


100% 


100% 


ECO103536 


HIN100735 


43% 


74.0% 


87.4% 


ECO103536 


KPN303397 


81% 


94.9% 


85.1% 


FCO103536 


PMU101508 


39% 


80.9% 


81.4% 


FCO103536 


PRT104883 


57% 


84.1% 


71.3% 


FPO103536 


PAE205130 


36% 


71.5% 


75.9% 


FCO103536 


PPU1 02030 


40% 


65.7% 


69.8% 


FPO103536 


PSY1 03972 


41% 


63.9% 


66.5% 


ECO 103536 


SPA100812 


80% 


93.1% 


100% 


ECO103536 


STY100339 


81% 


99.6% 


85.9% 


ECO 103536 


STM104200 


81% 


99.6% 


85.9% . 


ECO103543 


BPT101420 


48% 


88.7% 


88.1% 


ECO103543 


BCE100302 


35% 


90.0% 


82.7% 


ECO103543 


BFU1 10339 


40% 


92.5% 


91.6% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


tiomolbg Ooveraga ,U J * 


ECO103543 


BMA100507 


38% 


92.5% 


85.9% 


ECO103543 


CJU101059 


26% 


88.4% 


84.5% 


ECO103543 


EBC101072 


78% 


99.1% 


96.6% 


ECO103543 


ECO103543 


100% 


100% 


100% 


ECO 103543 


HPY100275 


29% 


88.4% 


85.3% 


ECO103543 


KPN303383 


85% 


93.4% 


92.3% 


ECO103543 


MBV100073 


28% 


23.2% 


19.8% 


ECO103543 


MTU202125 


28% 


23.2% 


19.8% 


ECO103543 


NGO100727 


40% 


89.0% 


87.9% 


ECO103543 


NME200227 


40% 


89.0% 


87.9% 


ECO103543 


PMU101843 


53% 


100% 


98.1% 


ECO 103543 


PRT105756 


70% 


98.7% 


98.7% 


ECO103543 


PAE205006 


55% 


92.5% 


82.8% 


ECO 103543 


PPU107407 


56% 


92.5% 


83.0% 


ECO 103543 


PSY103596 


54% 


92.5% 


82.8% 


ECO 103543 


SPA104078 


80% 


99.1% 


100% 


ECO 103543 


STY 104626 


84% 


99.1% 


99.7% 


ECO103543 


STM104218 


84% 


99.1% 


99.7% 


ECO103543 


YPS001475 


68% 


100% 


99.4% 


ECO 103544 


ABA103180 


19% 


28.9% 


24.9% 


ECO103544 


BAN108790 


21% 


43.2% 


69.8% 


ECO103544 


BPT104383 


24% 


49.4% 


52.8% 


ECO103544 


BBU 100325 


28% 


16.0% 


7.4% 


ECO 103544 


CDF104322 


21% 


49.6% 


89.5% 


ECO103544 


EBC103424 


28% 


91.6% 


96.5% . . 


ECOl 03544 


EFM102321 


21% 


52.7% . 


66.6% 


ECO103544 


ECO103544 


100% 


100% 


100% 


ECO103544 


HIN 100855 


24% 


64.0% 


68.2% 


ECO103544 


HPY101022 


22% 


91.9% 


87.4% 


ECO103544 


LPN102235 


24% 


31.5% 


30.7% 


ECO103544 


PMU101863 


25% 


41.8% 


70.0% 


ECO103544 


SEP201692 


23% 


44.2% 


25.8% 


ECO 103544 


SMU100130 


20% 


41.3% 


27.7% 


ECO 103544 


VCH100235 


23% 


56.6% 


58.9% 


ECO103557 


ABA100518 


45% 


99.6% 


97.1% 


ECO 103557 


BAN104773 


39% 


99.6% 


98.9% 


ECO 103557 


BPT100625 


50% 


100% 


97.5% 


ECO103557 


BCE1 15174 


48% 


100% 


100% 


ECO 103557 


BFU103412 


45% 


92.9% 


99.2% 


ECO 103557 


BMA101577 


48% 


100% 


100% 


ECO103557 


CDP101174 


34% 


99.6% 


99.0% 


ECO103557 


EBC103421 


92% 


100% 


100% 


ECO103557 


EFA200419 


42% 


100% 


97.5% 


ECO103557 


EFM202622 


41% 


100% 


98.2% 


ECO103557 


ECO103557 


100% 


100% 


100% 


ECO103557 


HIN 100925 


57% 


100% 


99.3% 


ECO103557 


KPN301574 


91% 


100% 


100% 


ECO103557 


LPN103244 


62% 


13.8% 


88.1% 


ECO103557 


LPN1 00873 


51% 


99.6% 


98.5% 


ECO103557 


LMO102025 


37% 


100% 


100% 


ECO103557 


MCA103356 


46% 


99.6% 


96.0% j 


ECO103557 


MAV106664 


33% 


99.6% 


98.2% 


ECO103557 


MBV100840 


33% 


99.6% 


98.3% 


ECO 103557 


MLP101011 


34% 


99.6% 


98.2% 
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Ouerv LocusID 1 

ECO103557 

ECO103557 

ECO103557 

ECO103557 

ECO103557 

ECO103557 

ECO103557 

ECO103557 

ECO103557 ! 

ECO 103557 

ECO 103557 

ECO 103557 

ECO103557 

ECO103557 


Hiomolog LocusID j 

MTU202886 
MGE100268 
MPN100457 
tfGOl00260 
NME201370 
PMU10H45 
PRT102120 
PAE200356 

PPTT1 091 81 

PSYl 02749 

STY104574 
SAU801689 

QPP901 AQJ 


Identity < 

33% 

29% 

29% 

53% 

53% 

57% j 

71% 

54% 

57% 

56% 

92% 

94% 

35% 

33% 


Ouery Coverage ] 

99.6% 

100% 

99.6% 

100% 

100% 

100% 

99.6% 

100% 

100% 

100% 

100% 

100% 

100% 

100% 


. i... ■■■„„»■ — i..H J' ..II. 

lomolop Coverage 
?8.3% 

96.1% j 

98.9% 

100% 

100% 

99.6% 

97.8% 

100% 

100% j 

100% 

100% 

100% 

100% 

100% 


ECO103557 
ECO103557 


qua 100V71 

QlvATT1fi1 191 


34% 
39% 


100% 
100% 


100% 
99.6% 


ECO 10353 / 


QPMA00R79 


36% 


100% 
100% 


99.3% 
98.9% 


r7/^»/^\ 1 AO CC7 

ECO10353 / 


QPV90035 i* 
TTTTR 100417 


37% 
35% 


99,6% 


99.6% 


r; aa 1 r\0 C C7 
bHJlU3j5 / 


VCW 00219 


61% 


99,6% 


99.6% 


nnAi AOCC7 


VP<n001456 


79% 


99.6% 


99.6% 


ECOluijJo 


A"RA.10?RR? 


80% 


92.7% 


100% 


ECO103558 


BAN104482 


32% 


89.1% 


100% 


ECO103558 


BAN113487 


34% 


89.1% 


100% 


ECO103558 


T2TTD 10C1 fSl 


45% 


60% 


53.2% 


ECO103558 


Xjpnri A/CC A1 


76% 


100% 


100% 


ECO103558 


T313T T1 /V10.QC 


50% 


96.4% 


89.8% 


ECO103558 


109651 


76% 


100% — 1 
100% 


100% 
100% 


ECO103558 
ECO 103558 


"RT7T T1 01 99Q 
T3*\/f A 1 A791 Si 


78% 
76% 


100% 


100% 


ECO 10355o 




48% 


63.6% 


67.3% 


-r? 1 AO CCO 


r^pwoo^oi 


52% 


96.4% 


100% 


ECO103558 


r^rpoAA/toi 
L- 1 ivz v v**z t 


52% 


96.4% 


100% 


T->/^/^ 1 AO CCO 

ECO10355S 




36% 


89.1% 


100% 


ECO103558 




34% 


89.1% 


100% 


ECO 103558 


PTYE1 049 R0 


34% 


89.1% 


90.7% 


T - */^ /~\ i Al C C O 

ECO103558 


rr\Pi 09805 


57% 


89.1% 


90.7% 


f~>/^/~\ 1 AO C C O 

ECO 103558 


rjp^pi n^A90 

HJ3 \^ 1 V 0 HZ \J 


98% 


100% 


100% 


r?/~i/~\ 1 AO CCO 


T7PA901097 


40% 


89.1% 


100% 


r?/*^r^\ 1 AO C C Q 
bCUlU353o 


PPA909A65 


42% 


89.1% 


100% 


•nr^r^ 1 AO ceo 




100% 


100% 


100% 


CAAI AO CCO 




81% 


98.2% 


96.4% 


■c r^r~\ i m c C Q 

ECP10335o 


T4PV101 1R7 


57% 


63.6% 


67.3% 


ECO 103 5 58 




96% 


100% 


100% 


T> 1 AO CCO 

ECOl 03558 


T PXT1001 *\1 


58% 


87.3% 


88.9% 


ECO103558 


T \;IY"M f\*0^99 
LMUiUzjzZ 


51% 


60% 


67.3% 


ECO103558 


TV/fO A 1 fk1 992 


76% 


92.7% 


100% . 


ECO103558 


MAY lUZolU 


51% 


89.1% 


90.7% 


ECO103558 


MBV100100 


51% 


89.1% 


90.7% 


ECO103558 


MLP101160 


32% 


89.1% 


89.1% 


ECO103558 


MTU202024 


51% 


89.1% 


90.7% 


ECO103558 


MGE100333 


48% 


63.6% 


66.0% 


ECO103558 


MPN100370 


48% 


63.6% 


66.0% 


ECO103558 


NGO101641 


76% 


92.7% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


•Ho'irtolog C6VW J 


ECO103558 


NME202002 


78% 


92.7% 


100% 


ECO103558 


PMU101150 


81% 


982% 


96.4% 


ECO103558 


PRT104931 


94% 


100% 


100% 


ECO 103558 


PAE205310 


86% 


92.7% 


100% 


ECO 103558 


PPU101949 


78% 


92.7% 


100% 


ECO 103558 


PSY107951 


80% 


92.7% 


100% 


ECO 103558 


SPA100824 


100% 


100% 


100% 


ECO 103558 


STY104571 


100% 


100% 


100% 


ECO 103558 


SAU801335 


45% 


60% 


67.3% 


ECO 103558 


SEP204223 


36% 


89.1% 


94.2% 


ECO 103558 


SHA100035 | 


45% 


60% 


67.3% 


ECO 103558 


SMU101280 


42% 


89.1% 


100% 


ECO 103558 


SPN401941 


40% 


89.1% 


100% 


ECO 103558 


SPY201651 


40% 


89.1% 


100% 


ECO103558 


TPA100231 


44% 


100% 


100% 


ECO103558 


UUR100539 


33% 


92.7% 


96.2% 


ECO 103558 


VCH100217 


83% 


100% 


100% 


ECO 103558 


YPS001453 


96% 


100% 


100% 


ECO103559 


ABA103779 


74% 


98.7% 


98.7% 


ECO103559 


BAN102385 


42% 


73.1% 


88.7% 


ECO 103559 


BFR100362 


41% 


96.2% 


87.2% 


ECO 103559 


BPT102361 


75% 


97.4% 


97.4% 


ECO 103559 


BBU100349 


34% 


87.2% 


88.0% 


ECO 103559 


BCE1 12085 


73% 


97.4% 


98.7% 


ECO103559 


BFU101231 


72% 


97.4% 


98.7% 


ECO 103559 


BMA1 05211 


73% 


97.4% 


98.7% 


ECO 103559 


CJU100415 


50% 


79.5% 


95.3% 


ECO 103559 


CPN200424 


36% 


94.9% 


97.8% 


ECO103559 


CTR200355 


35% 


96.2% 


98.9% 


ECO103559 


CAC102140 


33% 


73.1% 


87.3% 


ECO103559 


CBO103664 


45% 


42.3% 


52.4% 


ECO103559 


CDF103637 


38% 


60.3% 


75.8% 


ECO103559 


CDP102158 


50% 


98.7% 


88.5% 


ECO 103559 


EBC103419 


96% 


84.6% 


100% 


ECO103559 


EFA201573 


41% 


67.9% 


85.5% 


ECO103559 


EFM101167 


43% 


67.9% 


85.5% 


ECO103559 


ECO103559 


100% 


100% 


100% 


ECO103559 


HIN100931 


85% 


98.7% 


98.7% 


ECOl 03559 


HPY1 00486 


39% 


78.2% 


96.8% 


ECO103559 


KPN301578 


100% 


100% 


100% 


ECO 1035 59 


LPN101298 


70% 


98.7% 


98.7% 


ECO103559 


LMO101238 


36% 


73.1% 


88.7% 


ECO103559 


MCA101216 


77% 


98.7% 


98.7% 


ECO103559 


MAV102809 


48% 


98.7% 


87.5% 


ECO103559 


MBV100101 


44% 


98.7% 


98.7% 


ECO103559 


MTU202025 


45% 


98.7% 


98.7% 


ECO103559 


MGE100436 


32% 


79.5% 


95.3% 


ECO103559 


MPN100218 


29% 


78.2% 


92.3% 


ECO 103559 


NGO101643 


73% 


97.4% 


98.7% 


ECO103559 


NME202003 


73% 


97.4% 


98.7% 


ECO103559 


PMU101151 


87% 


98.7% 


98.7% 


ECO 103559 


PRT106105 


94% 


100% 


100% 


ECO103559 


PAE205311 


82% 


100% 


100% 


ECO 103559 


PPU101950 


77% 


98.7% 


98.7% 
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Query LocusID 



ECO103559 



ECO103559 



ECO103559 



ECO103559 



ECO103559 



ECO103559 



ECO103559 



ECO103559 



ECO 103559 



ECO103559 



ECO103559 



ECO103559 



ECO103559 



ECO103560 



ECO103560 



ECO 103560 



Homolos LocusID 



PSY101861 



SPA100825 



STY104568 



SAU801224 



SEP201507 



SHA100085 



Identity 



78% 



96% 



96% 



45% 



45% 



SMU103046 



SPN400398 



SPY201454 



TPA100358 



UUR100210 



49% 



42% 



44% 



46% 



30% 



VCH100216 



YPS001450 



ABA100367 



BAN100808 



BAN 105506 



35% 



84% 



92% 



36% 



35% 



36% 



Query Coverage 



97.4% 



100% 



100% 



73.1% 



73.1% 



73.1% 



60.3% 



60.3% 



60.3% 



98.7% 



82.1% 



97.4% 



100% 



97.8% 



95.1% 



95.1% 



98.7% 



100% 



100% 



88.7% 



88.7% 



88.7% 



75.8% 



75.8% 



75.8% 



98.7% 



96.9% 



97.4% 
100% 



93.6% 



95.9% 



94.7% 



ECO 103560 



ECO103560 



ECO 103560 



ECO103560 



ECO 103560 



ECO 103560 



ECO 103560 



ECO 103560 



ECO 103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



BFR102521 



30% 



100% 



BPT100226 



37% 



94.2% 



BCE105704 



BFU101233 



BMA109188 



CAC102810 



CBO 103355 



CDF101879 



EBC100201 



EFA200193 



40% 



93.3% 



42% 



95.1% 



41% 



95.5% 



37% 



94.2% 



34% 



99.6% 



35% 



74% 
34% 



EFM200303 



ECO 103560 



HIN100932 



KPN300918 



LPN101771 



LMO101629 



MCA1 00296 



MAV100309 



37% 



100% 



49% 



72% 



35% 



36% 



35% 



98.2% 



79.0% 



95.1% 



94.6% 



100% 



97.8% 



96.0% 



73.2% 



94.6% 



17.9% 



39% 



55.8% 



97.8% 



93.8% 
100% 



84.2% 



77.0% 



92.1% 



97.8% 



93.69 



97.8% 



91.8% 



92.2% 



100% 
93.6% 



97.3% 



100% 



94.6% 



14.7% 



66.7% 
98.7% 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



NGO101171 



36% 



99.1% 



NME201319 



35% 



99.1% 



PMU101152 



PRT105105 



PAE205314 



PPU102092 



PSY101245 



SPA100826 



47% 



98.2% 



51% 



96.9% 



43% 



100% 



44% 



95.1% 



44% 



94.2% 



82% 



96.0% 



STY104565 



ECO103560 



ECO103560 



SAU801660 



SEP201625 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO103560 



ECO 103560 



ECO 103560 



SHA100476 



SMU100239 



SPN400996 



SPY200848 



VCH100502 



VCH101757 



VCH100215 



YPS001448 



83% 
34% 



96.0% 



79.5% 



30% 



74.6% 



34% 



99.6% 



35% 



33% 



34% 



46% 



46% 



49% 



58% 



97.3% 



94.6% 



97.8% 



54.5% 



61.2% 



100% 



95.1% 



98.7% 



98.2% 



97.3% 



100% 



90.6% 



94.2% 



100% 



97.3% 



96.7% 



90.8% 



97.8% 



96.5% 



91.8% 



96.9% 



77.1% 



93.7% 



100% 



95.9%_ 
100% 



ECO103566 



BAN 100899 



30% 



100% 
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Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103566 


BAN1 11533 


30% 


100% 


100% 


ECO 103566 


BFR101390 


29% 


98.3% 


99.7% 


ECO 103566 


BPT102657 


37% 


100% 


100% 


ECO 103566 


BBU100817 


25% 


92.0% 


92.4% 


ECO103566 


BCE1 13092 


36% 


100% 


91.1% 


ECO 103566 


BFU100495 


37% 


100% 


97.5% 


ECO 103566 


BMA101U2 


35% 


100% 


100% 


ECO103566 


CAC102749 


31% 


100% 


100% 


ECO 103566 


CBO102585 


31% 


100% 


99.0% 


ECO103566 


CDF100438 


28% 


100% 


100% i 


ECO103566 


CDP100884 


22% 


54.7% 


9.7% I 


ECO103566 


EBC103735 


93% 


100% 


100% 


ECO103566 


EFA201552 


31% 


99.7% 


100% 


ECO103566 


EFM200008 


31% 


99.7% 


100% 


ECO103566 


ECO103566 


100% 


100% 


100% 


ECO103566 


HIN100447 


64% 


100% 


100% 


ECO103566 


KPN302244 


94% 


100% 


100% 


ECO103566 


LPN101981 


40% 


100% 


100% 


ECO103566 


LMO101342 


29% 


100% 


100% 


ECOl 03566 


MCA100329 


28% 


21.6% 


14.5% 


ECO103566 


NGO101791 


39% 


99.7% 


97.6% 


ECO103566 


NME200847 


39% 


99.7% 


97.6% 


ECO103566 


PMU101875 


62% 


100% 


100% 


ECO103566 


PRT105877 


78% 


100% 


100% 


ECO103566 


PAE205330 


47% 


100% 


100% 


ECO103566 


PPU102122 


48% 


100% 


100% 


ECO103566 


PSY101215 


46% 


100% 


100% 


ECO103566 


SPA102558 


96% 


100% 


100% 


ECO103566 


STY104537 


96% 


100% 


100% 


ECO103566 


STM104320 


96% 


100% 


100% 


ECO 103566 


UUR100124 


23% 


23.3% 


16.8% 


ECO103566 


VCH100207 


64% 


100% 


100% 


ECO103566 


YPS001406 


87% 


100% 


100% 


ECO 103572 


BAN100143 


38% 


99.0% 


98.8% 


ECO103572 


BAN104454 


39% 


99.0% 


98.3% 


ECO 103572 


BFR102852 


29% 


99.4% 


97.7% ! 


ECO103572 


BFR11417 


35% 


99.4% 


. 97.9% 


ECO103572 


BPT1 02643 


47% 


98.7% 


92.6% 


ECO103572 


BBU100197 


39% 


69.9% 


73.0% 


ECO103572 


BCE109011 


45% 


99.0% 


89.8% 


ECO103572 


BFU100498 


45% 


99.0% 


90.1% 


ECO103572 


BMA103413 


45% 


99.1% 


89.9% 


ECO103572 


CJU101197 


33% 


89.0% 


86.3% 


ECO103572 


CAC103418 


42% 


96.6% 


96.8% 


ECO103572 


CBO103842 


40% 


99.6% 


99.9% 


ECO103572 


CDF100493 


38% 


99.4% 


99.2% 


ECO103572 


CDP100429 


38% 


99.1% 


96.8% 


ECO103572 


EBC103734 


96% 


100% 


100% 


ECO 103572 


EFA202207 


39% 


98.4% 


97.8% 


ECOl 03572 


EFM201858 


40% 


98.4% 


97.8% 


ECO103572 


ECO103572 


100% 


100% 


100% 


ECO103572 


HIN101707 


57% 


96.2% 


99.7% 


ECO103572 


HPY100762 


37% 


66.7% 


61.9% 


ECO103572 


KPN302246 


94% 


56.0% 


100% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 103581 


HPY101217 


25% 


92.8% 


94.3% 


ECO103581 


KPN300433 


68% 


58.3% 


100% 


ECO103581 


KPN309121 


83% 


97.1% 


99.3% 


ECO103581 


PMU101475 


21% 


95.1% 


100% 


ECO103581 


SPA104210 


88% 


80.1% 


100% 


ECO103581 


STY104430 


89% 


97.1% 


99.3% 


ECO103581 


STM100075 


89% 


97.1% 


99.3% 


ECO103581 


SAU802534 


32% 


95.1% 


95.8% 


ECO103581 


SHA103189 


24% 


45.3% 


89.0% 


ECO103581 


SMU101118 


35% 


94.8% 


95.1% 


ECO103581 


SPN401301 


37% 


94.8% 


91.5% 


ECO103586 


BAN109879 


23% 


85.2% 


86.5% 


ECO 103586 


BAN104603 


23% 


85.2% 


84.9% 


ECO 103586 


BFR102459 


34% 


85.2% 


91.9% 


ECO103586 


BMA103057 


27% 


17.2% 


23.8% 


ECO 103586 


CAC100931 


35% 


95.9% 


99.1% 


ECO 103586 


CBO103491 


32% 


96.8% 


94.5% 


ECO 103586 


CDF101362 


35% 


83.5% 


99.8% 


ECO 103586 j 


EFA200688 


25% 


97.1% 


97.5% 


ECO103586 


EFM200238 


35% 


93.5% 


94.5% 


ECO 103586 


ECO 103586 


100% 


100% 


100% 


ECO103586 


KPN301487 


30% 


23.0% 


77.6% 


ECO103586 


KPN307303 


31% 


94.0% 


90.9% 


ECO103586 


LMO 100028 


38% 


97.1% 


98.8% 


ECO103586 


PSY105729 


38% 


14.1% 


23.9% 


ECO103594 


EBC105902 


88% 


96.7% 


100% 


ECO 103594 


EFA202243 


24% 


85.4% 


86.8% 


ECO 103594 


ECO103594 


100% 


100% 


100% 


ECO103594 


KPN303658 


88% 


99.5% 


100% 


ECO103594 


LPN103660 


22% 


93.7% 


92.8% 


ECO 103594 


LPN102872 


26% 


94.9% 


96.9% 


ECO 103594 


LPN102441 


26% 


93.9% 


83.1% 


ECO 103594 


LMO101894 


24% 


96.5% 


97.5% 


ECO 103594 


PRT104202 


66% 


99.5% 


100% 


ECO103594 


SPA102040 


87% 


99.5% 


100% 


ECO 103594 


STY104078 


92% 


99.5% 


100% 


ECO103594 


STM100428 


92% 


99.5% 


100% 


ECO 103594 


VCH102948 


41% 


92.7% 


89.4% 


ECO 103598 


ECO103598 


100% 


100% 


100% 


ECO103604 


BFR105024 


30% 


13.6% 


18.5% 


ECO103604 


CAC101995 


59% 


80.9% 


69.9% 


ECO103604 


CDF102102 


53% 


82.4% 


70.6% 


ECO103604 


EBC104389 


78% 


94.7% 


100% 


ECO103604 


ECO103604 


100% 


100% 


100% 


ECO103604 


KPN302271 


87% 


80.9% 


68.1% 


ECO 103604 


MTU301399 


21% 


50.3% 


39.1% 


ECO103604 


SAU802323 


55% 


80.7% 


68.4% 


EC01 03604 


SEP200433 


54% 


80.7% 


69.0% 


ECO103604 


SHA100792 


53% 


80.7% 


68.6% • 


ECO103607 


BAN108080 


27% 


61.1% 


62.8% 


ECO103607 


BCE106766 


25% 


66.0% 


68.1% 


ECO103607 


EBC1 04380 


83% 


99.3% 


78.1% 


ECO103607 


ECO103607 


100% 


100% 


100% 


ECOl 03607 


KPN302266 


86% 


98.6% 


100% 
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Query LocusED 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 103607 


PRT105273 


37% 


71.5% 


69.1% 


ECO 103607 


SPA101992 


88% 


98.6% 


100% 


ECO103607 


STY104052 


87% 


98.6% 


100% 


ECO 103607 


STM102790 


31% 


84.7% 


80% 


ECO 103607 


SAU802387 


26% 


83.3% 


86.4% 


ECO103607 


YPS003399 


59% 


98.6% 


95.5% 


ECO 103613 


BAN110814 


23% 


59.8% 


100% 


ECO103613 


BAN113686 


26% 


61.5% 


98.1% 


ECO103613 


BPT101871 


31% 


48.4% 


76.2% 


ECO 103613 


BCE104783 


61% 


65.8% 


99.7% 


ECO103613 


BFU 103501 


64% 


65.1% 


100% 


ECO103613 


BMA103147 


62% 


65.1% 


100% 


ECO103613 


EBC105499 


93% 


65.1% 


100% 


ECO103613 


EFA100246 


50% 


65.1% 


100% 


ECO 103613 


ECO103613 


100% 


100% 


100% 


ECO 10361 3 


KPN302276 


92% 


65.1% 


100% 


ECO103613 


PSY104852 


62% 


65.1% 


100% 


ECO103613 


SPA101996 


83% 


53.7% 


100% 


ECO103613 


SPN400287 


30% 


32.7% 


93.3% 


ECO103617 


ABA106158 


25% 


33.6% 


33.5% 


ECO103617 


ABA103970 


24% 


74.0% 


79.3% 


ECO103617 


ECO103617 


100% 


100% 


100% 


ECO103617 


PRT103243 


40% 


72.2% 


73.5% 


ECO103617 


SPA101520 


46% 


71.7% 


75.1% 


ECO103617 


STY100853 


46% 


71.7% J 


75.1% 


ECO103617 


YPS000424 


31% 


70.9% 


70.4% 


ECO103624 


ABA100986 


86% 


95.7% 


100% 


ECO103624 


BAN102648 


62% 


93.5% 


97.7% 


ECO103624 


BAN102568 


62% 


93.5% 


97.7% 


ECO103624 


BFR106080 


75% 


97.8% 


95.7% 


ECO 103624 


BPT100632 


65% 


95.7% 


100% 


ECO 103624 


BBU 100439 


73% 


97.8% 


88.2% 


ECO 103624 


BCE105407 


63% 


95.7% 


100% 


ECO103624 


BMA109034 


63% 


95.7% 


100% 


ECO103624 


CJU100891 


65% 


95.7% 


100% 


ECO 103624 


CPN200909 


64% 


91.3% 


93.3% 


ECO103624 


CTR200163 


66% 


91.3% 


93.3% 


ECO103624 


CAC101976 


58% 


93.5% 


97.7% 


ECO103624 


CBO101345 


53% 


93.5% 


74.1% 


ECO 103624 


CDF104319 


66% 


91.3% 


93.3% 


ECO103624 


CDP101663 


59% 


91.3% 


84% 


ECO 103624 


EBC100048 


100% 


100% 


100% 


ECO103624 


EFA202663 


69% 


84.8% 


88.6% 


ECO103624 


ECO103624 


100% 


100% 


100% 


ECO103624 


HIN100979 


88% 


93.5% 


97.7% 


ECO103624 


HPY101426 


61% 


95.7% 


100% 


ECO103624 


KPN204278 


100% 


100% 


100% 


ECO103624 


LPN103600 


72% 


93.5% 


97.7% 


ECO103624 


LMO100377 


67% 


93.5% 


97.7% 


ECO103624 


MCA103596 


90% 


95.7% 


100% 


ECO103624 


MBV102731 


54% 


91.3% 


91.3% 


ECO103624 


MLP101605 


57% 


91.3% 


89.4% 


ECO103624 


MTU203869 


54% 


91.3% 


89.4% 


ECO103624 


MGE100475 


68% 


97.8% 


93.8% 
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ECO103624 


MPN 100160 


68% 


97.8% 


93.8% 


ECO103624 


NGO103743 


68% 


95.7% 


100% 


ECO 103624 


NME200511 ! 


68% 


95.7% 


100% 


ECO103624 


PMU101162 


88% 


93.5% 


97.7% 


ECO 103624 


PRT102996 


95% 


97.8% 


95.7% j 


ECO103624 


PAE205565 


88% 


95.7% 


100% 


ECO 103624 


PPU102199 


79% 


95.7% 


100% 


ECO 103624 


SPA101308 


100% 


100% 


100% 


ECO103624 


STY 104683 


100% 


100% 


100% 


ECO 103624 


STM104752 


100% 


100% 


100% 


ECO 103624 


SAU802714 


62% 


93.5% 


95.6% 


ECO 103 624 


SEP201288 


62% 


93.5% 


95.6% 


ECO103624 


SHA100140 


62% 


93.5% 


95.6% 


ECOl 03624 


SMU102293 


69% 


93.5% 


97.7% 


ECO103624 


SPN401805 


74% 


84.8% 


88.6% 


ECO103624 


SPY200181 


67% 


93.5% 


97.7% 


ECO103624 


TPA100941 


71% 


97.8% 


88.2% 


ECO 103 624 


UUR100611 


75% 


97.8% 


93.8% 


ECOl 03624 


VCH100007 


80% 


91,3% 


93.3% 


ECO103624 


YPS003462 


95% 


100% 


100% . 


ECO103625 


ABA100989 


39% 
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SMU100987 


39% 


99.0% 


99.3% 


ECO103725 


SPN400995 


37% 


99.0% 


99.2% 


• ECO103725 


SPY200975 


37% 


99.0% 


99.4% 


ECO103725 


UUR100506 


32% 


94.7% 


95.0% 
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VCH100188 
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ECO 103734 


BAN107067 


35% 


96.2% 


99.0% 


ECO 103734 


BAN107697 


38% 


95.6% 


99.7% 


ECO 103734 


BFR103658 


39% 


97.0% 


83.2% 


ECO103734 


BFR100902 


43% 


96.4% 


99.7% 


ECO 103734 


BPT102537 


45% 


95.1% 


91.4% 


ECO103734 


BCE105218 


44% 


96.7% 


99.7% ! 


ECO103734 


BFU100843 


44% 


96.1% 


99.0% 


ECO103734 


BMA100378 


44% 


96.7% 


93.2% 


ECO 103734 


CAC1O3600 


38% 


96.2% 


81.5% 


ECO103734 


CBO103824 


38% 


96.9% 


82.5% 


ECOl 03734 


CDF101265 


39% 


96.4% 


83.2% 


ECO103734 


EBC103961 


90% 


99.7% 


100% 


ECO103734 


EFA200307 


41% 


96.9% 


99.0% 


ECO103734 


EFM200383 


40% 


95.7% 


98.0% 


ECO103734 


ECO103734 


100% 


100% 


100% 


ECO103734 


HIN100708 


63% 


96.6% 


95.8% 


ECO103734 


KPN303551 


90% 


99.5% 


100% 


ECO103734 


LPN102588 


55% 


64.1% 


100% 


ECO103734 


LMO101490 


40% 


96.2% 


98.5% 


ECO103734 


NGO101892 


46% 


94.9% 


93.0% 


ECO103734 ! 


NME202048 


46% 


96.1% 


98.7% 


ECO103734 


PMU101427 


62% 


97.2% 


94.3% | 


ECO103734 


PRT106116 


73% 


97.0% 


99.2% 


ECO 103734 


PAE203342 


47% 


96.1% 


83.4% 


ECO 103734 


PPU100810 


48% 


97.5% 


84.3% 


ECO103734 


PSY104559 


46% 


90.8% 


83.2% 


ECO 103734 


SPA101175 


90% 


98.2% 


100% 


ECO103734 


STY102015 


94% 


99.7% 


100% 


ECO103734 


STM101102 


94% 


100% 


99.3% 


ECO 103734 


SAU800721 


37% 


96.1% 


98.7% 


ECO103734 


SEP200775 


36% 


96.4% 


99.2% 


ECO 103734 


SHA101682 


37% 


95.9% 


98.6% 


ECO 103734 


TPA100102 


32% 


59.0% 


67.2% 


ECO103734 


VCH100194 


66% 


98.2% 


96.9% 


ECO103734 


YPS001354 


80% 


99,5% 


100% 


ECO103736 


ABA102357 


37% 


99.3% 


76.2% 


ECO103736 


BPT101441 


37% 


97.8% 


65.6% 


ECO103736 


BCE108675 


40% 


97.1% 


66.4% 


ECO103736 


EBC103968 


86% 


100% 


67.0% 


ECO103736 


ECO103736 


100% 


100% 


100% 


ECO103736 


KPN305601 


88% 


100% 


67.0% 


ECO103736 


PAE205244 


42% 


99.3% 


66.0% 


ECO103736 


PPU105485 


39% 


98.6% 


65.4% 


ECO103736 


PSY101257 


41% 


96.4% 


64.3% 


ECO103736 


SPA101173 


85% 


100% 


66.8% 


ECO103736 


STY102011 


88% 


100% 


67.0% 
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VCH100135 


50% 


97.8% 


65.9% 
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YPS001350 


75% 
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66.0% 
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24% 


97.4% 


67.0% 
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BPT10058O 


31% 


97.4% 


67.5% 
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BCE107538 
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67.3% 
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22.0% 
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CTR200116 
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24% 


83.3% 
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ECO103756 


CBO101032 


22% 


73.4% 


57.6% 


ECO103756 


CDF100557 


28% 


47.6% 
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ECO 103756 


CDP101430 


26% 


72.5% 


45.2% 


ECO103756 


EBC103300 


87% 


100% 


100% 


ECO 103756 


ECO103756 


100% 


100% 


100% 
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KPN303516 


87% 


100% 


100% 


ECO 103756 


LPN103089 


27% 


71.2% 


52.8% 


ECO 103756 
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27% 


87.6% 


24.6% 


ECO 103756 


MTU201904 


27% 


87.6% 
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ECO 103756 


NGO101111 


33% 


97.9% 


69.0% 


ECO 103756 


NME201430 


32% 


97.9% 
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ECO 103756 


PRT105013 


67% 


100% 


100% 


ECO 103756 


PAE205231 


30% 


98.3% 


70.2% | 


ECO103756 


PPU100265 


28% 


98.3% 


87.3% 


ECO103756 


PSY101307 


28% 


85.8% 
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ECO103756 
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100% 


100% 
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VCH100307 
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ECO103756 
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100% 
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21% 
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87.6% 
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BCE107575 


42% 
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ECO103766 


BFU100736 


43% 
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91.1% 
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BMA104037 


43% 


97.6% 
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ECO103766 


EBC101352 
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100% 
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100% 
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KPN300972 


80% 
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100% 
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LPN100444 


22% 


73.5% 


74.5% 


ECO 103766 


PRT101378 


52% 


99.4% 


99.1% 


ECO103766 


PAE200485 


42% 


96.6% 


98.5% 


ECO103766 


PPU105090 


44% 


96.6% 


98.5% 


ECO103766 


PSY103362 


46% 


97.6% 


99.4% 


ECO103766 


SPA103893 


85% 


100% 


100% 


ECO 103766 


STY1 03453 


. 85% 


100% 


100% 


ECO 103766 


STM101489 


85% 


100% 


100% 


ECO 103766 


VCH100035 


55% 


100% 


96.5% 


ECO 103766 


YPS001282 


66% 


100% 


100% 


ECO 103775 


ABA101332 


40% 


98.0% 


96.7% 


ECO 103775 


BFR10050 


31% 


33.0% 


28.8% 


ECO 103775 


BFR103847 


25% 


61.0% 


49.4% 


ECO103775 


BFR104769 


28% 


61.9% 


91.3% 


ECO103775 


BFR102132 


26% 


65.0% 


53.5% 


ECO103775 


BFR10471 


29% 


96.0% 


71.6% 


ECO 103775 


BPT102677 


40% 


95.1% 


96.3% 


ECO103775 


BCE114517 


37% 


80.2% 


100% 


ECO103775 


BFU101390 


41% 


94.0% 


89.2% 


ECO103775 


BMA104868 


42% 


96.0% 


91.3% 


ECO103775 


EBC103134 ' 


91% 


100% 


100% 
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100% 


100% 


100% 
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KPN301350 
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ECO103775 


PAE205119 


46% 


96.8% 


96.6% 


ECO103775 


PPU106801 


46% 


96.8% 


95.8% 


ECO103775 


PSY105821 


46% 


96.8% 


95.8% 


ECO103775 


SPA103890 


90% 


100% 


100% 


ECO103775 


STY103418 


92% 


100% 


100% 


ECOl 03775 


VCH102709 


58% 


96.3% 


96.0% 


ECO103775 


YPS001316 


86% 


100% 


100% 


ECO 103777 


ABA101290 


72% 


99.8% 


97.5% 


ECO103777 


BAN1 08593 


52% 


99.5% 


96.4% 


ECO103777 


BAN1 10377 


54% 


99.5% 


96.2% 


ECO103777 


BFR12436 


51% 


99.5% 


97.7% 


ECO 103777 


BPT1 00252 


63% 


100% 


95.0% 


ECO103777 


BCE107416 


64% 


99.8% 


97.2% 


ECO103777 


BFU101165 


65% 


100% 


84.5% 


ECOl 03777 


BMA1 00582 


65% 


100% 


97.4% 


ECO 103777 


CJU100039 


54% 


99.8% 


97.7% 


ECO103777 


CAC100624 


56% 


99.2% 


96.7% 


ECO103777 


CBO103040 


56% 


99.2% 


96.2% 


ECO103777 


CDF100332 


51% 


99.3% 


96.4% 


ECO 103777 


CDP100988 


46% 


99.2% 


96.2% 


ECOl 03777 


EBC103136 


96% 


100% 


97.4% 


ECO103777 


EFA200305 


53% 


99.5% 


96.4% 


ECO103777 


EFM200826 


52% 


87.6% 


97.2% 


ECOl 03777 


ECO103777 


100% 


100% 


100% 


ECO103777 


HIN100844 


82% 


99.7% 


95.8% 


ECO 103777 


HPY 100476 


53% 


99.7% 


98.0% 


ECO 103777 


KPN301352 


96% 


100% 


97.4% 


ECO103777 


LPN100213 


68% 


99.8% 


97.0% 


ECO103777 


LMOl 00625 


53% 


99.2% 


96.1% 


ECO103777 


MCA10O597 


70% 


99.8% 


97.1% 


ECO103777 


MAV106479 


46% 


98.8% 


96.5% 


ECO103777 


MBV101431 


46% 


98.8% 


96.5% 


ECO103777 


MLP100924 


45% 


98.8% 


96.5% 


ECO103777 


MTU201150 


46% 


98.8% 


96.5% 


ECO103777 


NGO100315 


64% 


99.8% 


97.7% 


ECO 103777 


NME201257 


63% 


99.8% 


97.7% 


ECO 103777 . 


PMU101173 


84% 


99.7% 


95.8% 


ECO103777 


PRT1 02826 


86% 


100% 


95.3% 


ECO103777 


PAE205112 


73% 


99.8% 


97.5% 


ECO 103777 


PPU101976 


72% 


99.8% 


97.4% 


ECO 103777 


PSY103102 


73% 


99.8% 


97.4% 


ECO 103777 


SPA102685 


96% 


72.3% 


96.8% 
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97% 


100% 


97.4% 


ECO 103777 


STM1 01499 


96% 


100% 
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ECO 103777 


SAU801109 


54% 


99.5% 


95.6% 


ECO103777 


SEP200827 


55% 


99.5% 


95.6% 


ECO103777 


SHA10O537 


55% 


99.5% 


95.8% 


ECO 103777 


SMU100076 


55% 


99.5% 


96.1% 


ECO 103777 


SPN400598 


56% 


99.5% 


95.2% 


ECO 103777 . 


SPY201176 


56% 


99.2% 


95.9% 


ECO103777 


VCH102705 


77% 


99.7% 


96.7% 
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YPS001324 


89% 


100% 


97.4% 
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25% 
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FCO103785 


100% 
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31% 


17.2% 


91.5% 


EV^vJAUj / OJ 


MAV107238 


22% 


71.4% 
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SPA103927 


54% 


94.2% 


98.9% 


cpAi 017R5 
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STY 103395 
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84.4% 


98.8% 




SMU100438 


30% 
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28.5% 


rpAi AT7G7 
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91.9% 


79.9% 
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38% 
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RMA10S326 


39% 


97.7% 


93.5% 
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FRC1 03442 
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100% 
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E\j\J IUJ /7 / 


KPN302470 
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94.2% 
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91.8% 
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99.0% 


100% 


ECO 103797 
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93% 


100% 


100% 


ECO 10379/ 


VPQ00198S 


68% 


99.4% 


100% 


bCOiU3 /yo 


RPT101903 


30% 


93.4% 


52.7% 


bL/UlUo /yo 


RCF 1 09548 


55% 


92.4% 


94.7% 


bvAJIUj /yo 


BFU1 11328 


. 52% 


95.7% 


93.6% 


Jtiv>v7 1 UJ /70 


BIMA100819 


55% 


92.4% 


94.7% 


iiL-L/IUj /yo 


PRC 103443 


92% 


100% 


100% 


bL-UiUj / yo 


FCO103798 


100% 


100% 


100% 


bCUivJ3 /yo 


TCPN302473 


94% 


100% 


100% 


bcuiuj /yo 


T PN 100501 


33% 


25.1% 


44.4% 


bcuii/i/yo 


X JVl LuaUOO 


63% 


99.5% 


96.3% 


bcuiu3 /yo 


PPTT 104432 


48% 


95.7% 


93.6% 


TjpAl AO 70S 

bCUiU3 /yo 


PQY102851 

X OX luAUJ 1- 


23% 


28.0% 


81.1% 


bL/Uiuj / yo 


SPA103931 


96% 


100% 


100% 


bCUiU3 /yo 


«;TY1 03324 
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96% 


100% 


100% 


bLAJivu /yo 


YPS003289 


79% 


99.5% 


93.8% 


CP01 O0CO7 
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29% 
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39% 


92.3% 
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r?nni AOQA7 


RlvfA 109843 


40% 


38.5% 
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Tjr^f\ i ATQ07 


rnn 00453 


27% 


75% 


75.2% 


ECO103807 


EBC104478 


84% 


99.0% 


99.0% 


ECO103807 


EFA201217 


53% 


99.0% 


100% 


ECO103807 


EFM101566 


50% 


99.0% 


100% 


ECO 103807 


ECO103807 


100% 


100% 


100% 
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KPN302365 


86% 


99.0% 


99.0% 
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LMO101722 
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SPA101051 


83% 


98.1% 
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FP0 10^807 


STY 103282 


91% 


99.0% 


99.0% 


FPO103R07 


YPS003339 


77% 


99.0% 


99.0% 


FPOl 03R09 

Er\s\J X UJDU7 


EBC104517 


91% 
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99.0% 


FCOl 03809 


EFA201219 


57% 


99.3% 


97.0% 


FCOl 03809 


EFM101564 

XWX 1TX X V X fe^ W 


56% 


98.8% 


99.0% 


FCO 103 809 


ECO 103 809 


100% 


100% 


100% 


ECO 103 809 


KPN302368 


91% 


100% 


100% 


FCOl 03809 


LMO100814 


56% 


99.3% 


99.0% 


FCOl 03809 


PAE202061 


29% 


21.5% 


22.6% 


FCO103809 


SPA1 00408 


90% 


74.0% 


100% 


ECO103809 


STY1 03273 


93% 


99,8% 


99.8% 


ECO 103 809 


YPS003349 


85% 


99.8% 


100% 


ECO 103 820 


EBC 106068 


81% 


97.5% 


72.6% 


ECO 103 820 


ECO103820 


100% 


100% 


100% 


ECO 103 820 


KPN302369 


81% 


97.5% 


70.8% 


ECO 103 820 


PRT100357 


54% 


85.2% 


56.4% 


FCO103820 


SPA101676 


94% 


100% 


73.5% 


FCO103820 


STY103224 


93% 


100% 


73.5% 


FCO 103820 


STM101595 
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94% 


100% 


73.5% 


FCO 103820 


VCH102654 


30% 


77.0% 


60.5% 


FCO 103820 


YPS001584 


62% 


91.8% 


69.1% 


ECO 103 83 1 


BAN 108705 


40% 


97.3% 


98.1% 


ECO 103 831 


BAN 102 104 


49% 


97.3% 


98.1% 


ECO103831 


BPT105757 


35% 


17.6% 


17.3% 


FCO103831 
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BFU 109396 


38% 


13.1% 


40.4% 


FCO103831 


CAC101874 


45% 


96.1% 


96.9% 


FPO103831 


CBO103264 


44% 


96.4% 
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96.4% 


86.2% 


ECO 103831 


MLP101184 


41% 


95.2% 


93.9% 


ECO103831 


MTU201084 


42% 
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99.6% 
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94% 


100% 
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93.0% 
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SPA101670 
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100% 


100% 


ECO103833 


STY103129 


93% 


100% 


100% 


ECO103833 


SAU801300 
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85.4% 


83.1% 


ECO103833 


SEP201923 
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82.5% 


ECO103833 


SHA100072 
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94.8% 


ECO103833 


SMU1 00734 
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90.4% 
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ECOl 03833 


SPN401985 
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96.6% 
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100% 
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100% 
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BCE103653 


62% 


98.1% 


91.7% 


ECO103848 
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MTU201875 
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98.3% 
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PPU1 10377 
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PSY104811 
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99.1% 
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99.3% 
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CJU100861 
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CAC102675 
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ECO103866 
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96.7% 


96.3% 


ECO103866 


xnv /re o a A7 c 1 


49% 


96.7% 


96.3% 


ECO103866 
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99.8% 


99.8% 


ECO103866 


DT) nni AO/lOO 
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99.8% 


99.1% 


ECO103866 


T> A CO A^O^Q 
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to /0 


97.8% 


96.1% 


ECO103866 


T>"DT T1 AAAA^ 
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to /o 


99.1% 
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97.4% 


ECO103866 
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94% 

^t /o 


99.3% 


100% 
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94% 


99.8% 


99.6% 
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94% 


99.8% 


99.6% 


ECO103866 
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48% 

*to /a 


99.1% 


98.5% 


ECO 103 866 


ODTJOAAI ATI 


47% 


99.1% 


97.6% 


ECO 103 866 


CUT A 1 A1 KAQ 


A7% 


99.1% 


96.4%- 


ECO 103866 
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*+o /o 


99.3% 


98.5% 
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98.7% 


97.2% 
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/*T /O 


99.8% 
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ECO 103866 
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YrbUUl /y / 


R0% 


99.8% 


99.8% 


ECO 103873 


A "D A 1 A177 1 
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85.1% 


90.5% 


ECO 103873 
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75.1% 


87.0% 


ECO 103873 


IJ AXT1 A<S£^£ 


28% 
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79.6% | 


ECO 103873 


r> AXT1 A^^^S 


32% 


74,7% 


79.6% 


ECO 103873 


d AXT1 AA1 <A 
BAIN 1UU104 


33% 


75,1% 


77.9% 


ECQ103873 


T»T?T> 1 AOOO £ 
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79.9% 


84.6% ; 


ECO 103873 


t-> tjt T-i AA1 AA 


9Q% 


64.7% 


68.6% 
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T3 r^T? 1 A*7077 


37% 


71.3% 


97.1% 


ECO103873 


"DT7TT1 AA1 70 


34% 


74.4% 


82.5% 


ECO103873 


T>AyT A 1 A££A7 

dMAIUOOU/ 


3S% 


76.1% 


74.8% 
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/~1 TT T 1 A1 


39% 


79.6% 


89.6% 
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CACIUIjoZ 


34% 


66.4% 


74.2% 


ECO103873 


/-irjoi A0 1 ftft 
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71.6% 


78.5% 


ECO 103 873 


/^FM71 A1 AOA 
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74.4% 


79.5% 
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CDrlUl Jjj 
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EFM201002 


/o 
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76.5% 


ECO103873 


ECO103o73 
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100% 


100% 
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HIN10170D 


/o 


91.7% 


98.1% 


ECO103873 


HPY100542 


28% 


65.4% 


73.3% 


ECO103873 


KPN308897 


87% 


83.7% 


100% 


ECO103873 


LPN100405 


36% 


75.1% 


76.7% 


ECO103873 


LMO101688 


31% 


82.7% 


88.3% 
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MCA100045 
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79.6% 
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ECO103873 


MBV101876 


33% 


79.2% 


86.0% 


ECO103873 


MLP 100726 


34% 


78.5% 


84.9% 


ECO 103 873 


MTU201321 


33% 


79.2% 


86.0% 


ECO 103 873 


NGO 101679 


33% 


75.1% 


79.6% 


ECO103873 


NME201872 


34% 


75.1% 


79.6% 


ECO103873 


PMU100917 


52% 


90.3% 


96.7% 


ECO103873 


PRT105607 


66% 


97.9% 


100% 


ECO103873 


PAE204659 


41% 


84.8% 


92.1% 


ECO103873 


PPU109719 


38% 


84.8% 


92.1% 


ECO103873 


PSY106535 


42% 


74.0% 


77.1% 


ECO103873 


SPA103848 


85% 


42.9% 


100% 


ECO103873 


STY 1027 18 


91% 


90.0% 


100% 


ECO103873 


STM102035 


91% 


97.9% 


100% 


ECO 103 873 


SAU801151 


31% 


74.0% 


80.1% 


ECO 103 873 


SEP200875 


30% 


74.0% 


79.8% 
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SHA100464 


29% 


74.0% 


80.1% 


ECO103873 


SMU 100491 


31% 


74.0% 


79.9% 
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SPN401694 


30% 


74.0% 


79.9% 


ECO 103 873 


SPY200261 


33% 


74.0% 


79.9% 


ECO 103 873 


TPA 100402 


36% 


72.0% 


77.6% 
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VCH100156 


49% 


91.7% 


97.4% 
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71% 


97.9% 


100% 
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ABA100233 
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33.5% 


98.5% 


ECO103878 


ABA100062 


85% 


99.5% 


99.5% 


ECO103878 


BAN 106076 


75% 


99.7% 


99.7% 


ECO 103 878 


BFR12122 


72% 


99.7% 


99.7% 


ECO 103 878 


BPT100044 


81% 


99.7% 


99.7% 


ECO 103 878 


BPT100847 


81% 


99.7% 


99.7% 


ECO103878 


BBU100475 


64% 


99.7% 


98.0% 


ECO 103 878 


BCE1 12288 


75% 


15.5% 


98.4% 


ECO103878 


BCE1 06056 


83% 


52.5% 


100% 


ECO103878 


BCE1 08906 


81% 


99.7% 


99.7% . . 


ECO103878 


BFU1 00267 


74% 


37.3% 


99.3% 


ECO103878 


BFU1 00847 


80% 


99.7% 


99.7% 


ECQ103878 


BMA107343 


79% 


95.9% 


100% 


ECO103878 


BMA106305 


80% 


99.7% 


99.7% 


ECO103878 


CJU100435 


73% 


99.7% 


99.7% 


ECO103878 


CPN200689 


69% . 


99.5% 


99.5% 


ECO103878 


CTR200588 


68% 


100% 


98.7% 


ECO103878 


CAC 103049 


73% 


99.7% 


99.7% 


ECO103878 


CBO 100671 


69% 


10.9% 


95.6% 


ECO103878 


CBO101209 


75% 


59.1% 


100% 


ECO103878 


CBO101304 


73% 


99.5% 


99.5% 


ECO 103878 


CDF1 00547 


74% 


99.7% 


95.9% 


ECO103878 


CDP100912 


72% 


99.7% 


99.7% 


ECQ103878 


EBC101615 


99% 


33.8% 


99.3% 


ECO103878 


EBC100362 


98% 


47.7% 


100% 


ECO103878 


EBC 102891 


98% 


99.7% 


99.7% 


ECO103878 


EFA202006 


77% 


99.7% 


99.7% 


ECO103878 


EFM1 00161 


75% 


71.3% 


100% 


ECO103878 


ECO103262 


100% 


99.7% 


99.7% 


ECO103878 


ECO103878 


. 100% 


100% 


100% 


ECO103878 


HIN 100558 


92% 


99.7% 


99.7% 
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100% 


Pro 104092 


STY103813 


100% 


100% 


100% 


Fr0 104092 


STM103619 


98% 


100% 


100% 


FrO 104092 


SAU800367 


58% 


93.3% 


87.5% 


FrO 104092 


SEP201354 


60% 


93.3% 


87.5% 


ECO 104092 


SHA101080 


63% 


86.7% 


81.2% 


ECO 104092 


SMU101249 


44% 


89.3% 


84.8% 


FCO 104092 


SPN401393 


44% 


89.3% 


84.8% 


Pro 104092 


SPY201406 


47% 


90.7% 


87.3% 


Pro 104092 


TPA100060 


52% 


90.7% 


67.7% 


TjpAi 04099 


UUR100558 


46% 


85.3% 


81.0% 


ppA 1 0409 9 


VCH100363 


92% 


100% 


100% 


pro 104092 


YPS002204 


97% 


100% 


100% 


pro 10409 3 


ABA101589 


64% 


100% 


100% 


FrO 104093 


BAN106894 


34% 


85.2% 


94.0% 


ECO104093 


BAN102021 


34% 


98.0% 


98.0% 


ECO104093 


BFR100594 


33% 


100% 


100% 


ECO104093 


BPT101383 


52% 


100% 


98.7% 


ECO104093 


BBU100112 


33% 


100% 


85.5% 


ECO 104093 


BCE105322 


51% 


100% 


98.7% 


ECO104093 


BFU105903 


53% 


100% 


98.7% 


ECO104093 


BMA104683 


53% 


100% 


98.7% 


ECQ104093 


CJU100620 


30% 


100% 


100% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO104093 


CPN200889 


24% 


99.3% 


87.0% 


ECO104093 


CTR200181 


30% 


99.3% 


88.0% 


ECO104093 


CAC102107 


32% 


96.6% _j_ 


96.6% 


ECO104093 


CBO101031 


35% 


100% 


100% 


ECO104093 


CDF103514 


32% 


98.0% 


97.3% 


ECO104093 


CDP100781 


38% 


99.3% 


99.3% 


ECO 104093 


EBC1O3609 


93% 


100% 


100% 


ECO104093 


EFA200658 


37% 


100% 


100% 


ECO104093 


EFM100758 


34% 


100% 


100% 


ECO104093 


ECO104093 


100% 


100% 


100% 


ECO 104093 


HIN100523 


72% 


100% 


100% 


ECOl 04093 


HPY100509 


31% 


100% 


99.3% 


ECO 104093 


KPN300648 


93% 


100% 


100% 


ECO104093 


LPN100854 


51% 


98.7% 


98.0% 


ECO104093 1 


LMO101215 


36% 


100% 


100% 


ECO 104093 


MCA101347 


58% 


100% 


93.1% 


ECO104093 


MAV101550 


39% 


100% 


99.3% 


ECO104093 


MBV104721 


38% 


100% 


99.3% 


ECO104093 


MLP101582 


39% 


99.3% 


98.7% 


ECO104093 


MTU200056 


38% 


100% 


99.3% 


ECO 104093 


MGE100095 


30% 


100% 


96.7% 


ECO 104093 


MPN100600 


30% 


100% 


97.3% 


ECO 104093 


NGO100185 


58% 


99.3% 


98% 


ECO 104093 


NME201393 


57% 


99.3% 


98% 


ECO 104093 


PMU101177 


77% 


100% 


100% 


ECO 104093 


PRT102059 


85% 


100% 


100% 


ECO 104093 


PAE204927 


62% 


100% 


100% 


ECO 104093 


PPU106686 


62% 


99.3% 


99.3% 


ECO 104093 


PSY101034 


64% 


99.3% 


99.3% 


ECO 104093 


SPA1 02210 


95% 


100% 


100% 


ECO104093 


STY103815 


95% 


100% 


100% 


ECO 104093 


STM103622 


95% 


100% 


100% 


ECO104093 


SAU800015 


32% 


100% 


100% 


ECO104093 


SEP201248 


32% . 


100% 


100% 


ECO 104093 


SHA102269 


33% 


98.7% 


98.6% 


ECO 104093 


SMU101352 


32% 


92.6% 


92.7% 


ECO 104093 


SPN402006 


27% 


98.0% 


98% 


ECO104093 


SPY201668 


33% 


95.3% 


95.3% 


ECO104093 


TPA1 00059 


34% 


98.0% 


92.9% 


ECO104093 


UUR100557 


32% 


100% 


100% 


ECO104093 


VCH 100364 


76% 


100% 


100% 


ECO104093 


YPS002201 


89% 


100% 


99.3% 


ECO104105 


ECO104105 


100% 


100% 


100% 


ECO104108 


ABA104354 


57% 


97.1% 


98.6% 


ECO104108 


BAN109563 


26% 


25.7% 


98.3% 


ECO104108 


BAN109192 


19% 


66.4% 


81.2% 


ECO104108 


BAN109684 


21% 


93.5% 


99.5% 


ECO104108 


BAN111154 


21% 


91.5% 


99.1% 


ECO104108 


BAN100457 


23% 


74.3% 


93.1% 


ECO104108 


BAN1 10077 


23% 


•95.1% 


97.1% 


ECO104108 


BFR102710 


29% 


93.7% 


98.1% 


ECO104108 


BCE107496 


22% 


92.6% 


95.5% 


ECO104108 


BMA105472 


22% 


91.1% 


93.5% 


ECO104108 


CJU100171 


23% 


94.9% 


93.8% 



849 
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Query LocusID 1 


Homolog LocusID 


[dentity « 


Juery coverage j 


Homolog Coverage 


ECO104108 


CPN300392 


21% * 


CO/ * 

93.5% 


97.3% 


ECO104108 


CTR200520 


21% 


r\i no/ 

91.9% 


95.9% 1 


ECO104108 


CAC100920 


25% 


r\A no/ 

94.9% | 


99.3% 


ECO104108 


CBO101778 


25% 


no i o/ 
93.170 


97.1% 


ECO104108 


CDF103911 


25% 


ft A 00/. 

94.2/0 


97.8% 


ECO 104108 


CDP101089 


27% 


HA 00/ 

74. J 70 


96% 


ECO104108 


EBC103219 


93% 


no no/ 


99.3% 


ECO104108 


EFA201100 


25% 


m 10/ 
9/. 370 


94.1% 


ECO104108 


EFM201455 


23% 


nc to/ 
9->. /to 


99.5% 


ECO104108 


ECO104108 


100% 


1 nno/ 
IUOto 


100% 


ECO104108 


HIN100432 


52% 




98.1% 


ECO104108 


HPY101469 


24% 


QA AOL 

94.4 /o 


94.9% 


ECO104108 


KPN300265 


93% 


23. / /O 


100% 


ECO104108 


KPN303792 


91% 


yy .O /0 


100% 


ECO 104108 


LPN101474 


1 AO/ 

19% i 


OA A% 
y 1 * .** /o 


98.6% 


ECO 104108 


LMO 100643 


20% 


QA AO/a 

94.U/0 


94.6% 


ECO 104 108 


MCA100528 


56% 


9j.3/o 


97.0% 


ECO104108 


MB VI 02031 


24% 


00/ 


97.7% 


ECO 104108 


MTU201808 


24% 


oc 00/ 
75.2% 


97.7% 


ECO104108 


PMU101677 


51% 


ft A AO/ 

94.0Y0 


94.2% 


ECO 104108 


PRT102472 


72% 


1 nno/ 
IUO70 


97.6% 


ECO 104108 


PAE205357 


23% 


n/i /io/ 
94.470 


96.0% 


ECO104108 


PPU102210 


22% 


O/l AO/ 

94.470 


96.0% 


ECO104108 


PSY103237 


22% 


O/l 4 OA 
94.470 


96.0% 


ECO104108 


SPA101428 


91% 


1 ft AO/ 


100% 


ECO 104 108 


STY103853 


91% 


1 nnoA 


100% 


ECO104108 


SAU800702 


25% 


no <o/ 
92.070 


92.7% 


ECO104108 


SEP200743 


24% 


no /CO/ 
92.0% 


92.7% 


ECO104108 


SHA102372 


25% 


of '70/ 


84.3% 


ECO104108 


SMU100422 


23% 


nn to/ 

99.3% 


97.5% 


ECO104108 


SPN200328 


22% 


00 1 0/ 
88.1% 


88.4% 


ECO104108 


VCH103557 


59% 


n/i <o/ 
94.070 


96.8% 


ECO104108 


YPS002180 


82% 


0*7 goa 
97.070 


98.6% 


ECO1041U 


ABA100443 


24% 


0 00/ 
0.2/0 


13.6% ! 


ECO104111 


BPT101450 


r\ cay 

25% 


1/1 1 OA 
14. 1 /O 


12.5% 


ECO104111 


BCE101350 


27% 


1 Q QOA 
1 0.O/O 


90.0% 


ECO104111 


BFU101638 


23% 


co no/ 
DO. 9/0 


53.2% 


ECO104111 


BMA101700 


23% 


<Q 00/ 

J 0.970 


56.0% 


ECO104111 


EBC100027 


68% 


n 00/ 
9.2/0 


76.7% 


ECO104111 


EBC103222 


85% 


1 nno/ 
100% 


100% 


ECO104111 


ECO104111 


100% 


1 nno/ 


100% 


ECO104111 


HIN100677 


33% 


99.7% 


98.1% 


ECO104111 


KPM303797 


81% 


1 nno/ 
100% 


100% 


ECO 1041 11 


LPN102776 


25% 


frt 10/ 

59.370 


34.3% 


ECO 1041 11 


MCA101238 


21% 


1 C QO/ 
15.O70 


6.3% 


ECO104111 


NGO100807 


25% 


35.3% 


32.3% 


ECO 1041 11 


NME200276 


24% 


n no/ 

37.0% 


32.7% 


ECO104111 


PMU101808 


33% 


Aft no/ 

99.9% 


98.1% 


ECO 1041 11 




51% 


100% 


99.9% 


ECO104111 


PAE202540 


25% 


100% 


100% 


ECO104111 


PPU1 10598 


26% 


98.6% 


99.1% 


ECO104111 


PSY102554 


25% 


99.4% 


100% 


ECO 1041 11 


SPA100314 


82% 


56.6% 


98.9% 


ECO 1041 11 


STY103859 


86% 


100% 


100% 
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Query LocusBD 


Homolog LocusID 


Identity ! 


Query Coverage 


Homolog Coverage 


ECO104111 


STM103693 


86% 


100% 


100% 


ECO104111 


VCH102510 


33% 


99.8% 


99.4% 


ECO104111 


YPS002176 


57% 


99.7% 


99.7% 


ECO104131 


CDF100692 


25% | 


95.9% 


93.6% 


ECO104131 


EBC103305 


86% 


100% 


100% 


ECO104131 


ECO104131 


100% 


100% 


100% 


ECO104131 


KPN303807 


83% 


100% 


100% 


ECO104131 


PRT101423 


44% 


98.1% 


96.3% 


ECO104131 


SPA100383 


89% 


63.2% 


100% 


ECO104131 


STY103932 


87% 


100% 


100% 


ECO104131 


SAU802042 


25% 


97.8% 


99.1% 


ECO104131 


SEP201102 


26% 


98.1% 


99.1% 


ECO104131 


SHA101974 


25% 


97.8% 


98.1% 


ECO104131 


VCH100893 


49% 


95.6% 


95.3% ; 


ECO104131 


YPS003282 


62% 


99.7% 


99.7% 


ECO104132 


ABA100801 


61% 


96.3% 


95.9% 


ECO104132 


BAN106611 


26% 


88.8% 


94.1% 


ECO104132 


BAN106191 


28% 


89.3% 


93.2% 


ECO104132 


BFR101432 


52% 


94.8% 


97.1% ; 


ECO 1041 32 


BCE112176 


54% 


46.3% 


99.3% 


ECO104132 


BFU102571 


52% 


94.7% 


94.7% 


ECO104132 


BMA105621 


50% 


92.8% 


94.1% 


ECO104132 


CAC102180 


26% 


92.3% 


97.9% 


ECO104132 


CBO103123 


53% 


94.8% 


97.0% 


ECO104132 


CDF100087 


45% 


19.6% 


88.5% 


ECO104132 


CDF101158 


48% 


94.8% 


96.4% 


ECO104132 


EBC103306 


87% 


100% 


100% 


ECO104132 


EFA202419 


50% 


94.4% 


95.9% 


ECO104132 


EFM201349 


47% 


59.0% 


90.3% 


ECO104i32 


ECO104132 


100% 


100% 


100% 


ECO104132 


KPN303809 


86% 


99.8% 


99.3% 


ECO104132 


LPN100436 


43% 


92.1% 


96.0% 


ECO104132 


LMO101489 


49% 


95.0% 


98.0% 


ECO104132 


MAV101838 


28% 


72.7% 


42.6% 


ECO104132 


MBV102540 


30% 


74.9% 


79.9% 


ECO104132 


MLP101576 


28% 


73.3% 


42.5% 


ECO 104 132 


MTU2019.64 


30% 


76.6% 


80.1% 


ECO104132 


MGE100073 


30% 


74.9% 


79.2% 


ECO104132 


MPN100622 


28% 


92.0% 


98.4% 


ECO104132 


PAE204820 


54% 


93.0% 


94.9% 


ECO104132 


PPU111815 


52% 


93.4% 


93.8% 


ECO104132 


SPA100073 


97% 


8.7% 


100% 


ECO104132 


SPA102080 


86% 


56.5% 


100% 


ECO 1041 32 


STY1 03935 


90% 


99.8% 


99.3% 


ECO104132 


STM 104099 


90% 


99.8% 


99.3% 


ECO104132 


SMU101048 


30% 


79.5% 


82.4% 


ECO104132 


SPN401409 


28% 


94.3% 


97.8% 


ECO104132 


SPY200449 


30% 


76.7% 


79.1% 


ECO 1041 32 


UUR100266 


29% 


75.1% 


71.1% 


ECO104132 


YPS000377 


51% 


94.3% 


96.6% 


ECO 104144 


ABA105759 


37% 


98.2% 


97.4% 


ECO104144 


BAN1 13013 


34% 


99.1% 


97.4% 


ECO104144 


BAN1 13324 


37% 


97.0% 


93.7% 


ECO104144 


BFR12921 


25% 


90.4% 


84.8% 
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Query LocusED 


Homolog Locus ID 


laeniHy 


Ouerv Coverage 


Homolog Coverage 


ECO104144 


T^TITI AA1 A A 

BPT100142 ] 


J / /O 


96.4% 


93.6% 


ECO104144 


BFU 115965 


3 / / o 


98.2% 


98.2% 


ECO 104144 


T4TTT T1 A1 A AC 

BFU101445 


J7 /0 


99.7% 


99.7% 


ECO104144 


BMAiuoyys 


JO/0 


98.2% 


97.6% 


ECO 1041 44 


pnni Ai on 1 


Ji? /o 


99.4% 


99.1% 


ECO104144 


T7T7 A AAA A 1 C 

ErAzUZ4jj 


^0% 


99.1% 


97.1% 


ECO 104144 


brJVlZUU0.3Z 


59% 


99.1% 


96.8% 


ECO104144 




100% 


100% 


100% 


ECO104144 


TJTXT1 AA^*"75 

HJuN1UUj/j 


ux /o 


98.2% 


98.2% 


ECO 104144 


VDATQA'377Q 

i^INjUj//7 


8Q% ' 
/o 


100% 


100% 


ECO 104144 


Avfr*A 1 oifii o 




96.4% 


95.1% 


ECO104144 


Avf A V1 019Q7 

may jlujz:/ / 


36% 


98.2% 


98.4% 


ECO 104144 


JVLdv lUUZJO 


37% 


98.2% I 


99.0% 


ECO 104 144 


\/fT P1 H0875 


34% 


98.2% 


95% 


ECO 104144 


A/1TTT901 615 
iVL 1 UZUIOJ J 


37% 


98.2% 


99.0% 


ECO 104144 


a/tptoi 00510 


46% 


77.2% 


98.2% 


ECO 104 144 


T>A/fT T1 005108 
rMU IwoUo 


f>A% 

\JO /o 


98.5% 


98.2% 


■I—I /—I /— \ 4 /\ ^ I y| y| 

ECO 104 144 


DDT1 01 1 8A 
JrK.1 1U11o4 


71% 


99.7% 


94.0% 


ECO 104 144 


rAJcZUDlO/ 


S8% 

JO/0 


98.5% 


97.9% 


ECO 104144 


CD A 1 A9197 
or A1UZ JZ / 


89% 


100% 


100% 


ECO104144 


CTV1 A1G75 


8Q% 


100% 


100% 


ECO 104144 


CAT TQOI 1 £Q 


JO/0 


100% 


99.7% 


in/^r\ 1 f\A i vl /I 

ECO104144 


CKP909998 


57% 


100%> 


99.7% 


ECO 104 144 


CT-T A 100088 


/u 


94.6% 


100% 


ECO 104 144 


QP>JA01Q5A 


Sl% 


99.1% 


96.7% 


ECO 104 144 


QPV901 1 Q9 
01 I ZU 1 VJl* 


S4% 

J*T /U 


98,5%o 


96.4% 


ECO104144 


VCrilUZ4/Z 


67% 
o / /o 


98.5% 


98.2% J 


ECO104144 


\7T) c aaaq 5 a 


7Q% 


100% 


99.7% 


ECO104147 


A D A 1 AAQ1 1 


95% 


33.8% 


73.5% 


ECO104147 


BrRlUjyoj 


96% 


17.8% 


19.2% 


ECO104147 


rjAAi A/1 1 AI 


1 00% 

luU /o 


100%o 


100% 


ECO 104 147 




10% 

J7/0 


51.4%o 


82.0% 


ECO104147 




49% 


98.5%o 


97.2% 


ECO 104 147 


CTNvTI 0A1 18 
O 1 1V1 1 U*t 1 3 o 


42% 


98.5%o 


97.2% 


ECO10414/ 


CP"MA01900 


17/0 


91.1% 


79.0% 


ECO 104 147 


VPCOA0090 


11% 

J I /o 


90.3% 


89.7% 


ECO104148 


ADA 1 A1 7Q< 

AJbJAlUl /yD 


58% 

JO/0 


99.7%o 


98.7% 


ECO 104 148 


r> A ATI C^IA^Xf^ 


11% 

JJ/O 


99.1%) 


98.3% 


ECO 104 148 


13 AJN luyozj 


49% 

*T-£ /O 


99.P/o 


98.3% 


ECO104148 


nrn 1 ao no 

BrJvlUjlZo 


18% 

JO/0 


99.6% 


99.0% 


l->f^f \ 1 Ait 1 AO 

ECO104148 


UPT1 0009 O 


49% 


99.4% 


97.9% 


ECO104148 


x>r>U lw Id 1 


17% 


98.5%o 


97.9% 


ECO 104 148 


JoCiil 14VJ3 J 


50% 
JU /o 


99.3%o 


98.8%) 


ECO 104 148 


T) T7T TlOQ^Sd 

r>rU lu!70o*f 




99.3%o 


98.2% 


ECO 104148 




51% 


99.9%) 


99.5% 


ECO 104 148 


OTTT1 0071 A 


17% 

J / /o 


97.3%) 


97.6% 


ECO 1 04 1 48 


r'pxrooofi^ft 


17% 
J / /o 


97.3%o 


97.0% 


ECO104148 




16% 
JO /o 


98.7%o 


99.3% 


ECO104148 


C AC 100067 


43% 


99.7% 


99.2% 


ECO104148 


CBO 100672 


43% 


99.2% 


98.6% 


ECO104148 


CDF100033 


35% 


22.9% 


92.6% 


EC.O104148 


CDF1026U 


43% 


98.4%> 


97.5% 


ECO104148 


CDP101232 


39% 


98.9% 


98.3% 


ECO104148 


EBC104048 


93% 


100% 


100% 



852 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO104148 


EFA200179 


43% 


99.6% 


98.9% 


ECO104148 


EFM201966 


43% 


98.8% 


98.0% 


ECO104148 


ECO104148 


100% 


100% 


100% 


ECO104148 


HIN101359 


70% 


100% 


99.4% 


ECO104148 


HPY101136 


40% 


98.9% 


98.3% 


ECO104148 


KPN303513 


95% 


97.5% 


99.6% 


ECO104148 


LPN1 02949 


53% 


94.8% 


100% 


ECO104148 


LMO102840 


41% _j 


99.3% 


98.2% 


ECO104148 


MCA101259 


55% 


100% 


99.2% 


ECO104148 


MAV104126 


43% 


94.5% 


99.9% 


ECO104148 


MBV101058 


43% 


97.8% 


97.7% 


ECO104148 


MLP100909 


41% 


99.5% 


98.4% 


ECO104148 


MTU202412 


43% 


97.8% 


97.7% 


ECO104148 


MGE100341 


31% 


99.9% 


98.7% 


ECO104148 


MPN100361 


30% 


99.6% 


98.3% 


ECO104148 


NGO100851 


52% 


99.1% 


99.5% 


ECO104148 


NME20O089 


51% 


99.6% 


99.4% 


ECO104148 


PMU10O818 


70% 


100% 


99.4% 


ECO 104 148 


PRT105161 


80% 


100% 


98.9% 


ECO104148 


PAE203831 


62% 


100% 


100% 


ECO104148 


PPU109466 


62% 


99.5% 


100% 


ECO104148 


PSY104286 


64% 


100% 


100% 


ECO104148 


SPA100729 


91% 


70.3% 


99.9% 


ECO104148 


STY104006 


95% 


100% 


100% 


ECO104148 


SAU801663 


40% 


98.4% 


98.2% 


ECO 104148 


SEP201629 


40% 


98.4% 


98.2% 


ECO104148 


SHA100785 


41% 


98.4% 


98.2% 


ECO104148 


SMU10O583 


43% 


97.8% 


96.9% 


ECO104148 


SPN400492 


43% 


98.2% 


97.4% 


ECO104148 


SPY201210 


44% 


97.8% 


97.1% 


ECO104148 


TPA101025 


39% 


98.3% 


96.2% 


ECO104148 


UUR100269 


31% 


99.2% 


98.4% 


ECO104148 


VCH102467 


75% 


100% 


100% 


ECO104148 


YPS000947 


87% 


100% 


98.5% 


ECO104149 


BPT1 03974 


26% 


80.3% 


82.8% 


ECO 104 149 


BFU115196 


23% 


79.6% 


83.3% 


ECO104149 


BMA104809 


23% 


79.6% 


83.3% 


ECO104149 


EBC104045 


91% 


100% 


100% 


ECO104149 


ECO104149 


100% 


100% 


100% 


ECO104149 


HIN101365 


50% 


96.6% 


95.8% 


ECO104149 


KPN303511 


90% 


100% 


100% 


ECO104149 


LPN102121 


36% 


81.6% 


96.0% 


ECO104149 


NGO101318 


29% 


94.6% 


92.5% 


ECO104i49 


NME201616 


29% 


94.6% 


92.5% 


ECO104149 


PMU100822 


51% 


96.6% 


95.8% 


ECO104149 


PRT100708 


62% 


98.6% 


97.3% 


ECO104149 


PAE203829 


34% 


83.7% 


84.5% 


ECO104149 


PPU104071 


33% 


95.9% 


94.4% 


ECO104149 


PSY104282 


28% 


94.6% 


93.0% 


ECO104149 


SPA1 00450 


93% 


100% 


100% 


ECO104149 


STY104009 


95% 


100% 


91.9% 


ECO104149 


VCH102466 


41% 


97.3% 


96.0% 


ECO104149 


YPS000946 


71% 


98.6% 


97.3% 


ECO104157 


ABA100184 


24% 


90.1% 


89.3% 
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Hoinoloff LocusID 


Identity 


Query Coverage 


Homolog Coverage 


FPO 104 157 


BCE102585 


42% 


97.7% 


97.7% 


FCO 104 157 


ECO104157 


100% 


100% 


100% 


FPO104157 


SPA101511 


83% 


100% 


100% 


FPO104160 


BCE113197 


34% 


94.7% 


91% 


FPO 1041 60 


BCE108719 


42% 


94.7% 


89.9% 


FP0 1041 60 


EBC 102943 


71% 


99.7% 


100% 


FPO1041 60 


ECO 104 160 


100% 


100% 


100% 


FPO104160 


KPN303490 


75% 


99.7% 


100% 


FPO 104 160 


PPU102659 


75% 


8.3% 


35.9% 


ECO 104 160 ' 


SPA102170 


64% 


63.1% 


99.2% 


ECO104160 


STY1 04029 


58% 


99.0% 


93.6% 


FCO 104 160 


YPS001277 


63% 


15.2% 


98.4% 


ECO 104 160 


YPS000925 


78% 


98.7% 


93.6% 


ECO 104 164 


EBC102171 


42% 


96.6% 


27.5%' 


FP0 104164 

XZi 1 U" A U"T 


ECO100791 


42% 


96.6% 


27.5% 


FPO104164 


ECO104164 


100% 


100% 


100% 


FPO 104 164 


HIN101041 


36% 


98.0% 


30.7% 


FCO 1041 64 


HIN1 00985 


40% 


98.6% 


28.3% 


ECO 104 164 


KPN301162 


40% 


96.6% 


27.9% 


ECO 104 164 


NME101282 


40% 


98.6% 


26.5% 


ECO104164 


PRT100704 


36% 


95.9% 


28.3% 


ECO 104 164 


SPA102068 


41% 


96.6% 


37.0% 


ECO 104 164 


STY102390 


43% 


96.6% 


27.6% 


ECO 104 165 


ECO104165 


100% 


100% 


100% 


ECO 104 165 


YPS003651 


40% 


26.8% 


32.5% 


ECO 104 167 


EFM201272 


23% 


43.7% 


50.9% 


ECO 104 167 


ECO101210 


38% 


27.1% 


61.7% 


FPO 104 167 


ECO104167 


100% 


100% 


100% 


ECO 104 168 


ABA103574 


23% 


86.4% 


87.0% 


ECO 104 168 


ABA104393 


26% 


92.7% 


96.9% 


ECO 104 168 


ABA100187 


26% 


91.3% 


93.6% 


ECO 104 168 


BAN101891 


26% 


84.2% 


90.0% 


ECO 104 168 


BAN1 11995 


27% 


89.2% 


95.7% 


ECO 104 168 


BCE1 11986 


26% 


92.5% 


93.1% 


ECO 104 168 


BFU1 02922 


28% 


92% 


84.2% 


FPO104168 


CDF1 03974 


21% 


86.1% 


87.3% 


FPO 104 168 

CU V 1 v7 X UU 


EFM202262 


31% 


84.5% 


95.8% 


ECO 104 168 


ECO104168 


100% 


100% 


100% 


ECO104168 


HIN101078 


27% 


91.8% 


98.5% 


ECO 104 168 


KPN202674 


27% 


88.9% 


92.0% 


ECO 104 168 


PMU100835 


29% 


89.6% 


94.6% 


ECO104168 


PRT102108 


26% 


89.2% 


93.6% 


ECO104168 


PAE202112 


28% 


92% 


94.1% 


ECO 104 168 


SPA103461 


56% 


92.7% 


100% 


ECO104168 

JUUU X U7 1UU 


STY103701 


57% 


92.7% 


95.3% 


ECO 104 168 


STM102259 


56% 


92.7% 


95.3% 


ECO 104 168 


SPY201028 


25% 


86.6% 


91.4% 


ECO104168 


VCH103392 


24% 


83.1% 


86.1% 


ECO104176 


ABA104707 


40% 


93.7% 


93.0% 


ECO104176 


BPT102450 


40% • 


100% 


100% 


ECO104176 


CPN200407 


33% 


92.2% 


89.2% 


ECO104176 


CTR200334 


30% 


92.5% 


89.6% 


ECO104176 


CBO101131 


42% 


98.8% 


96.9% 


ECO104176 


CBO101508 


44% 


98.8% 


91.7% 
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Homolog LocusID 


Identity 


QueryCoverage' 


Homolog Coverage 


ECO104176 


EBC103339 


79% 


100% 


100% 


ECO104176 


ECO 104176 


100% 


100% 


100% 


ECO104176 


HIN100341 


36% 


89.8% . 


74.5% 


ECO104176 


MCA100484 


35% 


92.2% 


77.5% 


ECO104176 


NGO1000.89 


44% 


92.2% 


92.9% 


ECO104176 


NME200417 


43% 


92.2% 


92.9% 


ECO104176 


PMU100128 


53% • 


100% 


99.2% 


ECO104176 


PSY102150 


52% 


98.8% 


95.8% 


ECO104176 


SEP 101306 


37% 


98.4% 


95.8% 


ECO104176 


UUR100440 


26% 


93.3% 


73.1% 


ECO 104176 


UUR100067 


41% 


88.6% 


78.0% 


ECO104177 


BAN102006 


29% 


84.0% 


85.6% 


ECO 104177 


BAN106411 


32% 


99.1% 


98.5% 


ECO104177 


BAN101873 


33% 


99.7% 


97.3% 


ECO104177 


BAN106549 


37% 


94.7% 


92.6% 


ECO104177 


CAC101855 


31% 


99.4% 


97.3% 


ECO104177 


CBO103619 


29% 


98.7% 


96.1% 


ECO104177 


CBO103030 


37% 


98.4% 


95.1% 


ECO104177 


CDF102385 


35% 


98.4% 


94.1% 


ECO104177 


EBC 103337 


91% 


100% 


100% 


ECO104177 


EFA202024 


35% 


94.7% 


91.4% 


ECO104177 


EFM202344 


29% 


94.3% 


94.3% 


ECO104177 


ECO104177 


100% 


100% 


100% 


ECO104177 


HPY100875 


37% 


85.8% 


83.1% 


ECO104177 


KPN103323 


34% 


99.4% 


97.9% 


ECO 104177 


LMO 100925 


41% 


85.8% 


81.5% 


ECO 104177 


PMU100129 


52% 


99.1% 


94.5% 


ECO104177 


PSY102148 


47% 


98.7% 


97.2% 


ECO 104 177 


SAU802175 


42% 


86.2% 


85.7% 


ECO104177 


SEP201999 


44% 


85.8% 


85.7% 


ECO104177 


SHA101593 


34% 


99.4% 


96.2% 


ECO104177 


UUR100360 


19% 


84.6% 


77.1% 


ECO1041.77 


UUR100522 


20% 


83.3% 


81.5% 


ECO104177 


UUR100068 


24% 


83.6% 


80.9% 


ECO104180 


BFR10661 


22% 


72.0% 


93.6% 


ECO104180 


EBC 103344 


98% 


100% 


100% 


ECO104180 


ECO104180 


100% 


100% 


100% 


ECO104180 


HPY101380 


23% 


49.9% 


55.8% 


ECO104180 


HPY1 00677 


22% 


81.7% 


92.4% 


ECO104180 


HPY100794 


24% 


79.1% 


89.1% 


ECO104180 


NGO 100096 


25% 


19.3% 


22.0% 


ECO104180 


NME101919 


23% 


19.3% 


21.8% [ 


ECO104180 


PAE203898 


62% 


99.1% 


99.5% 


ECO104180 


PPU108419 


61% 


99.0% 


99.6% 


ECO104180 


PSY101287 


63% 


92.6% 


99.7% 


ECO104180 


VCH 103300 


19% 


79.8% 


89.3% 


ECO104180 


VCH102800 


22% 


80.1% 


90.2% 


ECO104181 


BFR104817 


23% 


56.8% 


53.9% 


ECO104181 


BFR104751 


21% 


61.2% 


61.7% 


ECO104181 


BFR102219 


22% 


75.7% 


74.4% 


ECO104181 


BFR103060 


24% 


49.5% 


48.1% 


ECO104181 


BFR104874 


20% 


84.5% 


87.2% 


ECO104181 


BFR103005 


24% 


47.6% 


41.0% 


ECO104181 


BFR101497 


23% ■ 


59.6% 


50% 
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Identity 


Query Coverage 


Homolog Coverage 


ECO104181 


BFR103599 


29% 


44.8% 


45.0% 


ECO 1041 81 


BFR102926 


24% 


59.0% 


59.5% 


ECO104181 


BFR1 00732 


23% 


57.1% 


64.5% 


ECO 1041 81 


BFR1 03796 


25% 


47.3% 


51.4% 


ECO 1041 81 


BFR104849 


22% 


89.6% 


86.6% 


ECO104181 


BFR1 04724 


25% 


57.4% 


57.2% 


ECO104181 


BFR104421 


24% 


75.7% 


83.5% 


ECO104181 


BFR104845 


25% 


54.9% 


57.3% 


ECO104181 


BFR104846 


26% 


48.9% 


42.1% 


ECO104181 


BFR100316 


22% 


76.0% 


75.6% 


ECO104181 


BFR104616 


23% 


76.3% 


73.6% 


ECO104181 


BFR105670 


23% 


75.4% 


60.1% 


ECO104181 


BPT102473 


31% 


99.7% 


96.0% 


ECO 104181 


BCE1 13436 


37% 


95.6% 


94.8% 


ECO 1041 81 


BFU1 11075 


31% 


97.2% 


97.8% 


ECO104181 


BMA107603 


35% 


40.7% 


96.3% 


ECO104181 


EBC103342 


96% 


100% 


100% 


ECO 104181 


ECO104181 


100% 


100% 


100% 


ECO104181 


KPN101346 


72% 


19.6% 


100% 


ECO104181 


PRT104465 


25% 


93.7% 


88.4% 


ECO 104181 


PAE203897 


36% 


96.5% 


95.9% 


ECO104181 


PPU104167 


37% 


94.3% 


94.9% 


ECO 104181 


PSY101289 


35% 


95.0% 


93.2% 


ECO 1041 83 


CAC 101282 


31% 


79.1% 


52.1% 


ECO104183 


ECO104183 


100% 


100% 


100% 


ECO104183 


YPS001038 


41% 


95.6% 


98.9% 


ECO104183 


YPS001009 


43% 


98.9% 


98.9% 


ECO104183 


YPS001004 


43% 


98.9% 


98.9% 


ECO 1041 87 


BAN113191 


24% 


82.1% 


89.3% 


ECO104187 


BAN102445 


27% 


83.7% 


88.6% 


ECO104187 


CDF101615 


33% 


91.2% 


98.0% 


ECO 104187 


CDP101690 


28% 


77.1% 


79.1% 


ECO104187 


EBC 100789 


58% 


89.7% 


97.9% 


ECO104187 


ECO 100260 


58% 


90.9% 


93.9% 


ECO 104187 


ECO104187 


100% 


100% 


100% 


ECO104187 


MAV103039 


25% 


91.8% 


98.6% 


ECO 1041 87 


STM103039 


42% 


92.8% 


98.3% 


ECO 104206 


BPT101287 


33% 


95.3% 


93.8% 


ECO 104206 


ECO104206 


100% 


100% 


100% 


ECO 104206 


KPN303324 


79% 


86.8% 


100% 


ECO104206 


PRT101726 


52% 


96.5% 


96.8% 


ECO 104206 


PAE200993 


35% 


96.1% 


96.9% 


ECO 104206 


PPU101846 


35% 


82.2% 


94.9% 


ECO 104206 


PSY105014 


33% 


94.3% 


97.1% 


ECO104206 


SAU402924 


19% 


25.5% 


25.9% 


ECO104206 


YPS001103 


36% 


94.4% 


96.7% 


ECO104212 


ECO104212 


100% 


100% 


100% 


ECO104212 


MAV105559 


38% 


98.4% 


96.4% 


ECO 1042 12 


PAE202340 


43% 


96.9% 


95.5% 


ECO104212 


PSY101120 


40% 


93.8% 


92.1% 


ECO 1042 12 


SPA103867 


77% 


99.4% 


100% 


ECO104212 


STY100399 


79% 


99.4% 


98.8% 


ECO104212 


STM1 00679 


79% 


99.4% 


98.8% 


ECO104212 


SHA101546 


27% 


19.1% 


38.3% 
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Identity 


Query Coverage [ 


iSMBIi 


ECO 1042 13 


BCE 114465 


33% 


87.9% 


86.0% 


ECO104213 


BFU 107523 


30% 


84.8% 


87.4% 


ECO104213 


ECO104213 


100% 


100% 


100% 


ECO104213 


HIN100053 


49% 


94.9% 


89.8% 


ECO104213 


KPN301618 


46% 


95.3% 


94.2% 


ECO104213 


MBV102351 


32% 


63.0% 


67.6% 


ECO104213 


MTU200492 


32% 


63.0% 


64.7% 


ECO104213 


PMU101764 


20% 


84.0% 


91.1% 


ECO104213 


PPU100354 


32% 


87.2% 


94.0% 


ECO104213 


SPA102961 


88% 


100% 


100% 


ECO104213 


STY104415 


89% 


100% 


100% 


ECO104213 


STM 104238 


89% 


100% 


100% 


ECO104213 


YPS000365 


51% 


94.6% 


90.6% 


ECO104214 


ECO104094 


41% . 


81.5% 


84.5% 


ECO104214 


ECO 104214 


100% 


100% 


100% 


ECO104218 


BAN109731 


25% 


83.0% 


61.4% 


ECO104218 


BAN 101242 


25% 


83.0% 


61.7% 


ECO104218 


BFR104541 


32% 


47.7% 


18.5% 


ECO104218 


BPT106864 


29% 


59.5% 


28.8% 


ECO104218 


CAC 103483 


25% 


68.0% 


57.8% 


ECO104218 


CBO 103698 


31% 


69.9% 


59.9% 


ECO104218 


CDF103367 


47% 


95.4% 


86.9% 


ECO104218 


ECO104218 


100% 


100% 


100% 


ECO104218 


LPN103427 


32% 


53.6% 


21.5% 


ECO104218 


PAE205473 


25% 


75.8% 


31.8% 


ECO104218 


PPU102004 


25% 


77.8% 


32.5% 


ECO 10421 8 


PSY101204 


26% 


75.8% 


31.5% 


ECO104218 


SPA100039 


97% 


26.1% 


72.7% 


ECO104218 


STY104427 


96% 


100% 


100% 


ECO104218 


SAU800319 


22% 


100% 


29.1% 


ECO104218 


VCH103730 


53% 


94.8% 


93.5% 


ECO104227 


ECO 104227 


100% 


100% 


100% 


ECO104233 


BFR103759 


34% . 


35.5% 


7.3% 


ECO104233 


ECO104233 


100% 


100% 


100% 


ECO104233 


PSY108408 


47% 


21.4% 


19.6% 


ECO104233 


SPA103792 


64% 


61.7% 


34.0% 


ECO104233 


STY 104385 


64% 


0.7% 


58.5% 


ECO104237 


CBO102806 


21% 


80.4% 


90.8% 


ECO104237 


CDP102071 


23% 


31.9% 


36.0% 


ECO104237 


EBC104003 


22% 


90.3% 


45.7% 


ECO104237 


EFM100817 


25% 


12.1% 


81.8% , 


ECO104237 


ECO104237 


100% 


100% 


100% 


ECO104237 


HPY101363 


32% 


14.7% 


51.2% 


ECO104237 


KPN204112 


22% 


44.4% 


95.6% 


ECO104237 


NGO101210 


22% 


28.4% 


32% 


ECO104237 


NME101733 


23% 


40.5% 


46.3% 


ECO104237 


PAE202732 


23% 


20.7% 


22.3% 


ECO104237 


PPU100120 


23% 


55.4% 


6.6% 


ECO104237 


PSY109124 


21% 


45.5% 


45.1% 


ECO104237 


SPA100829 


42% 


99.4% 


100% 


ECO104237 


STY 104453 


42% 


100% 


100% 


ECO104237 


SAU801807 


21% 


89.0% 


47.9% 


ECO104237 


SPN400445 


26% 


25% 


28.2% 


ECO104237 


SPN400448 


19% 


84.1% 


83.9% 
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T-Tnmnl act T apiiqI 1 1 


Tdentitv 


Query Coverage 


Homolog Coverage 


t-i/~i/~v 1 C\A Til 


QPV70146R 


26% 


19.8% 


21.8% 


z:r^r\ 1 A/ioil 


TIT7P 100451 


21% 


62.9% 


52.3% 


ECU1U4241 


R ATsJ10^41 5 


34% 


97.2% r 


87.9% 


bCUlU4/41 


R AT\J1 00610 


36% 


98.2% 


88.3% 


E.UU1U4Z41 


RPT1 00577 


34% 


96.1% 


76.8% 




RCF105851 


33% 


96.8% 


79.6% 




RFU 104903 


34% 


96.8% 


88.7% 


Rpn 104741 


BMA105285 


34% 


96.8% 


85.4% 


PtTTil 04741 


CDP 100497 


25% 


81.0% 


75.7% 


PPH 104741 


EBC103564 1 


89% 


100% 


100% 


Ilv>vJ 1 unit 1 


EFA201443 


26% 


100% 


88.0% 


JL!OvJlU*r.£*t A 


ECO 10424 1 


100% 


100% 


100% 


npn 1 0474 1 


FTPY100308 

111 L 1 UUJ V/ U 


31% | 


52.5% 


47.7% 


04741 


KPN303969 


88% 


100% 


89.3% 


rpo 1 0474 1 


PRT105871 < 


69% 


99.3% 1 


87.1% 


PPH 104741 


PAE204602 
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73% 


99.7% 


99.7% 


ECO204942 


MGE100460 


69% 


99.7% 


99.7% 


ECO204942 


MPN100177 


69% 


99.7% 


99,7% 


ECO204942 


NGO101673 


82% 


100% 


100% 


ECO204942 


NGO101620 


82% 


100% 


100% 


ECO204942 


NME200128 


83% 


100% 


100% 


ECO204942 


NME200143 


83% 


. 100% 


100% 


ECO204942 


PMU101746 


91% 


99.7% 


99,7% 


ECO204942 


PMU101357 


92% 


99.7% 


99.7% 


ECO204942 


PRT1 00737 


95% 


24.6% 


100% 


ECO204942 


PRT100321 


94% 


99.7% 


99.7% 


ECO204942 


PAE204275 


83% 


99.7% 


99.7% 


ECO204942 


PAE204263 


83% 


99.7% 


99.7% 


ECO204942 


PPU104463 


77% 


76.6% 


99.7% 


ECO204942 


PPU1 04501 


76% 


99.7% 


• 99.7% 


ECO204942 


PSY107231 


76% 


100% 


100% 


ECO204942 


SPA104331 


98% 


39.3% 


99.4% 


ECO204942. 


SPA102798 


98% 


99.7% 


99.7% 


ECO204942 


STY102689 


98% 


99.7% 


99.7% 


ECO204942 


STY101782 


98% 


99.7% 


99.7% 


ECO204942 


STM102043 


98% 


99.7% 


99.7% 


ECO204942 


SAU800548 


74% 


99.7% 


99.7% , 


ECO204942 


SEP200072 


74% 


99.5% 


99.5% 


ECO204942 


SHA101389 


74% 


99.7% 


99.7% 


ECO204942 


SMU101538 


72% 


99.5% 


99.5% 


ECO204942 


SPN401342 


72% 


99.5% 


99.5% 


ECO204942 


SPY200441 


72% 


99.5% 


99,5% 


ECO204942 


TPA100185 


68% 


99.7% 


79.6% 


ECO204942 


UUR100528 


71% 


99.2% 


99.2% 


ECO204942 


VCH100316 


86% 


100% 


100% 


ECO204942 


VCH100357 


86% 


100% 


100% 


ECO204942 


YPS000510 


92% 


99.7% 


99.7% 


ECO204942 


YPS001855 


94% 


100% 


100% 


ECO205169 


BAN1 10650 


28% 


67.7% 


98.2% 


ECO205169 


BAN102654 


29% 


94.0% 


98.9% 


ECO205169 


CDF1 04202 


39% 


19.9% 


84.5% 


ECO205169 


CDF102535 


35% 


26.1%> 


85.8% 


ECO205169 


CDF103887 


34% 


52.5% 


97.1% 


ECD205169 


CDF100871 


33% 


76.6% 


95.2% 


ECO205169 


CDF103297 


32% 


92.0% 


96.2% 


ECO205169 


CDF101218 


32% 


92.0% 


96.2% 


ECO205169 


CDF103939 


32% 


92.0% 


96.2% 


ECO205169 


CDF1 00573 


32% 


92.0% 


96.2% 
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Onerv Locus ID 


Homolog Locus ID 


Identity 


Query Coverage 


Homolog Coverage 


ECO205169 


CDF101412 


33% 


92.0% 


96.2% 


ECO2051 69 


CDF100312 


33% 


92.0% 


96.2% 


ECO205169 


CDF103189 


33% 


92.0% 


96.2% 


FrO205169 

X-/ V_/ A» uJ J- U V 


EFA200364 


25% 


80.8% 


89.6% 




EFM201897 


23% _± 


80.1% 


91.4% 


FCO205169 


EFM201232 


31% 


93.0% 


96.9% 


ECO205169 


ECO101403 


96% 


100% 


100% 


ECO205169 


HPY100981 


30% 


91.3% 


83.4% 


ECO205169 


HPY100434 


30% 


91.3% 


83.4% 


ECO205169 


HPY100973 


30% 


91.3% 


83.4% 


ECO205169 


HPY101512 


30% 


91.3% 


83.4% 


ECO205169 


HPY101078 


30% 


91.3% 


83.4% 


ECO205169 


KPN204073 


83% 


99.5% 


100% 


ECO205169 


MCA103372 


29% 


54.7% 


96.1% 


ECO205169 


MBV101240 


25% 


97.3% 


91.7% 


ECO205169 


MTU203772 


25% 


79.6% 


85.3% 


ECO205169 


MTU202753 


25% 


97.3% 


91.7% 


ECO205169 


NME102130 


55% 


56.0% 


100% 


ECO205169 


PRT106097 


80% 


11.4% 


100% 


ECO205169 


PRT104808 


90% 


31.6% 


96.9% 


ECO205169 


PRT103046 


80% 


53.7% 


99.5% 


ECO205169 


PRT105185 


83% 


90.8% 


100% 


ECO205169 


PRT102105 


81% 


94.8% 


99.7% 


ECO205169 


PRT102853 


82% 


99.8% 


97.8% 


ECO205169 


PRT105904 


82% 


99.3% 


99.3% 


ECO205169 


PRT105312 


82% 


99.8% 


97.8% 


ECO205169 


PRT101071 


83% 


99.8% 


99.8% 


ECO205169 


SPA101059 


64% 


97.0% 


100% 


ECO205169 


STY101241 


64% 


96.0% 


97.3% 


ECO205169 


STM101920 


35% 


95.5% 


88.5% 


ECO205205 


ECO205205 


100% 


100% 


100% 


ECO205289 


BAN 102833 


31% 


28.5% 


66.7% 


ECO205289 


BMA106255 


28% 


44.6% 


71.2% 


ECO205289 


CDF103560 


27% 


39.2% 


65.2% 


ECO205289 


ECO205289 


100% 


100% 


100% 


ECO301060 


ECO302213 


90% 


39.6% 


46.5% 


ECO301060 


ECO301060 


100% 


100% 


100% 


ECO302213 


ECO301060 


90% 


46.5% 


39.6% 


ECO302213 


ECO302213 


100% 


100% 


100% 


ECO302775 


BPT101815 


28% 


18.0% 


18.6% 


ECO302775 


CAC 103385 


20% 


13.3% 


41.9% 


ECO302775 


CAC102155 


28% 


14.8% 


18.3% 


ECO302775 


EFM200948 


23% 


33.8% 


46.9% 


ECO302775 


ECO 100289 


53% 


18.4% 


82.0% 


ECO302775 


ECO 101940 


85% 


99.2% 


94.0% 


ECO302775 


PRT101411 


28% 


86.0% 


82.5% 


ECO302775 


SPA102738 


40% 


24.8% 


93.9% 


ECO302775 


SPN103543 


23% 


33.2% 


93.8% 


ECO302775 


SPY1 00972 


22% 


15.1% 


98.6% 


ECO302775 


YPS002407 


32% 


96.9% 


91.6% 


ECO304472 


ECO304472 


100% 


100% 


100% 


ECO305338 


ECO305338 


100% 


100% 


100% 


EFA104836 


BAN108189 


52% 


95.5% 


36.8% 


EFA104836 


BAN100435 


52% 


95.5% 


36.8% 



864 



WO 02/077183 PCTAJS02/09107 



Query LocuslD 


Homolog LocuslD 


Identity 


Query Coverage 


Homolog Coverage " 


EFA104836 


CBO101665 


34% 


97.7% 


38.9% 


EFA104836 


CDF1 03326 


41% 


88.6% 


37.1% 


EFA104836 


EFA202216 


97% 


90.9% 


35.1% 


EFA104836 


EFM200511 


75% 


90.9% 


35.1% 


EFA104836 


LMO102819 


43% 


68.2% 


28.6% 


EFA104836 


SAU801646 


41% 


70.5% 


27.7% 


EFA104836 


SEP201611 


41% 


70.5% 


29.2% 


EFA1 04836 


SHA10O023 


43% 


72.7% 


30.2% 


EFAI04836 


SMU1007S6 


55% 


90.9% 


35.1% 


EFA104836 


SPN401013 


55% . 


90.9% 


35.1% 


EFA104836 


SPY200611 


50% 


90.9% 


37.0% 


EFA104836 


TPA100736 


51% 


65.9% 


26.9% 


EFA200179 


ABA101795 


41% 


99.5% 


99.3% 


EFA200179 


BAN107436 


55% 


99.3% 


99.3% 


EFA200179 


BAN 109623 


72% 


99.3% 


99.3% 


EFA200179 


BFR103128 


43% 


99.3% 


99.8% 


EFA200179 


BPT100020 


40% 


99.7% 


98.9% 


EFA200179 


BBU1 00737 


44% 


99.0% 


99.2% 


EFA200179 


BCE1 14033 


41% 


99.0% 


99.6% 


EFA200179 


BFU109684 


42% 


99.0% 


98.6% 


EFA200179 


BMA104351 


41% 


99.3% 


99.6% 


EFA200179 


CJU100714 


40% 


99.1% 


98.9% 


EFA200179 


CPN200668 


35% 


99.5% 


98.8% 


EFA200179 


CTR200568 


37% 


99.3% 


99.8% 


EFA200179 


CAC100067 


51% 


99.8% 


100% 


EFA200179 


CBO100672 


51% 


99.8% 


100% 


EFA200179 


CDF100033 


38% 


25.9% 


98.7% 


EFA200179 


CDF102611 


52% 


99.7% 


99.5% 


EFA200179 


CDP 101232 


44% 


99.1% 


99.2% 


EFA200179 


EBC104048 


42% 


97.7% 


99.2% 


EFA200179 


EFA200179 


100% 


100% 


100% 


EFA200179 


EFM201966 


89% 


100% 


99.9% 


EFA200179 


ECO104148 


43% 


98.9% 


99.6% 


EFA200179 


HIN101359 


43% 


100% 


100% 


EFA200179 


HPY101136 


41% 


98.9% 


99.0% 


EFA200179 


KPN303513 


43% 


96.1% 


99.1% 


EFA200179 


LPN 102949 


45% 


93.3% 


99.1% 


EFA200179 


LMO102840 


69% 


99.7% 


99.3% 


EFA200179 


MCA101259 


40% 


99.4% 


99.6% 


EFA200179 


MAV104126 


44% 


93.5% 


100% 


EFA200179 


MBV101058 


44% 


99.1% 


99.9% 


EFA200179 


MLP100909 


43% 


99.1% 


98.8% 


EFA200179 


MTU202412 


44% 


99.1% 


99.9% 


EFA200179 


MGE1 00341 


35% 


99.7% 


99.5% 


EFA200179 


MPN100361 


35% 


99.7% 


99.5% 


EFA200179 


NGO 100851 


41% 


98.6% 


99.8% 


EFA200179 


NME200089 


41% 


98.8% 


99.6% 


EFA200179 


PMU100818 


44% 


100% 


100% 


EFA200179 


PRT105161 


43% 


99.8% 


99.0% 


EFA200179 


PAE203831 


44% 


98.5% 


99.6% 


EFA200179 


PPU109466 


44% 


96.5% 


97.9% 


EFA200179 


PSY104286 


43% 


98.9% 


99.6% 


EFA200179 


SPA1 00729 


39% 


66.9% 


98.4% 


EFA200179 


STY1 04006 • 


43% 


98.9% 


99.6% 
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Query LocusID 



EFA200179 



EFA200179 



EFA200179 



EFA200179 



EFA200179 



EFA200179 



EFA200179 



EFA200179 



EFA200179 



Homolog LocusID 



SAU801663 



SEP201629 



SHA100785 



SMU100583 



SPN400492 



SPY201210 



TPA101025 



UUR100269 



VCH 102467 



Identity 



PCT/US02/09107 
Query Coverage Homolog Coverage 



65% 



98.9% 



65% 



98.9% 



64% 



99.3% 



71% 



71% 



72% 



42% 



41% 



42% 



99.3% 



99.5% 



99.3% 



96.9% 



97.3% 



98.5% 



99.4% 



99.4% 



99.9% 



99.3% 



99.5% 



99.4% 



96.0% 



97.3% 



99.6% 



EFA200179 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



YPS000947 



41% 



99.7% 



ABA100922 



34% 



98.4% 



BANl 10804 



52% 



98.4% 



BAN108869 



BFR102616 



BPT102905 



BBU100371 



BCE100150 



BFU1 00071 



BMA103736 



65% 



98.4% 



34% 



94.5% 



40% 



97.4% 



36% 



97.1% 



43% 



58.0% 



38% 



96.5% 



38% 



98.2% 



CJU101212 



CPN200187 



CTR200720 



CAC101596 



CBO 103047 



CDF100252 



CDP100231 



EBC100212 



EFA200192 



38% 



98.2% 



39% 



97.6% 



38% 



99.2% 



38% 



97.8% 



37% 



97.6% 



44% 



97.4% 



37% 



98.0% 



39% 



98.4% 



100% 



100% 



98.9% 



96.7% 



98.6% 



99.2% 



99.0% 



92.7% 



97.1% 



97.8% 



99.1% 



98.9% 



98.7% 



92.5% 



94.5% 



97.5% 



96.1% 



98.0% 



96.6% 



99.1% 
100% 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFM202131 



85% 



98.8% 



ECO 102355 



38% 



98.4% 



HIN100261 



36% 



98.4% 



HPY100472 



37% 



98.8% 



KPN305021 



LPN103492 



LMO101411 



MCA102322 



44% 



42.2% 



38% 



98.2% 



65% 



97.8% 



35% 



97.4% 



99.8% 



97.7% 



95.6% 



99.6% 



99.5% 



97.4% 



97.8% 



94.7% 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



MAV101415 



34% 



93.7% 



MBV101327 



36% 



97.4% 



MLP101032 



35% 



97.8% 



MTU202954 



36% 



97.4% 



97.0% 
99.4% 



95.6% 



96.7% 
98.8% 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



MGE100471 



MPN100164 



NGO100018 



NME200234 



PMU101115 



41% 



98.8% 



40% 



98.8% 



36% 



36% 



36% 



97.4% 



97.4% 



98.4% 



98.8% 



99.1% 
99.1% 



95.6% 



EFA200192 



PRT100735 



36% 



98.8% 



97.9% 
95.3% 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



PAE203132 



35% 



98.8% 



PPU101878 



34% 



PSY105734 



35% 



SPA103535 



34% 



98.8% 



98.8% 



98.4% 



95.5% 



95.5% 



97.7% 
91.4% 



EFA200192 



EFA200192 



EFA200192 



EFA200192 



STY101161 



38% 



92.9% 



STM101572 



29% 



25.5% 



SAU800528 



64% 



98.0% 



SEP201872 



64% 



98.4% 



21.1% 



99.0% 



99.4% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200192 


SHA1 01478 


62% 


94.7% 


99.6% 


EFA200192 


SMU 100660 


63% 


98.4% 


98.6% 


EFA200192 


SPN401878 


62% 


98.2% 


98.1% 


EFA200192 


SPY200174 


61% 


98.2% 


99.2% 


EFA200192 


TPA100665 


33% 


98.4% 


97.2% 


EFA200192 


UUR100606 


41% 


98.4% 


99.0% 


EFA200192 


VCH102180 


38% 


99.0% 


92.5% 


EFA200192 


YPS000590 


38% 


98.4% 


97.7% 


EFA200195 


BAN110506 


69% 


98.0% 


100% 


EFA200195 


BAN101466 


70% 


98.0% 


99.1% 


EFA200195 


CJU101614 


39% 


98.0% 


83.1% 


EFA200195 


CAC102576 


46% 


96.8% 


98.0% 


EFA200195 


CBO101502 


45% 


96.8% 


98.2% 


EFA200195 


CBO103283 


47% 


96.8% 


95.6% 


EFA200195 


CDF101226 


47% 


93.9% 


99.1% 


EFA200195 


CDP100435 


38% 


98.0% 


80.1% 


EFA200195 


EFA200195 


100% 


100% 


100% 


EFA200195 


EFM202397 


92% 


70.8% 


100% 


EFA200195 


ECO103977 


24% 


30.7% 


28.4% 


EFA200195 


HPY101409 


38% 


97.9% 


80.1% 


EFA200195 


LPN100348 


25% 


19.8% 


23.7% 


EFA200195 


LPN101706 


28% 


19.3% 


30.7% 


EFA200195 


LMO101604 


72% 


98.0% 


99.1% 


EFA200195 


MAV101957 


36% 


96.8% 


94.2% 


EFA200195 


MBV104272 


37% 


96.8% 


96.6% 


EFA200195 


MLP 100931 


36% 


96.8% 


96.6% 


EFA200195 


MTU202715 


37% 


96.8% 


96.6% 


EFA200195 


MGE100141 


37% 


97.1% 


97.0% 


EFA200195 


MPN100555 


39% 


96.3% 


96.1% 


EFA200195 


STY103504 


58% 


4.3% 


9.1% 


EFA200195 


SAU801089 


63% 


97.5% 


97.0% 


EFA200195 


SEP200794 


62% 


98.0% 


98.4% 


EFA200195 


SHA1 00488 


63% 


97.5% 


98.6% 


EFA200195 


SMU100700 


73% 


98.6% 


98.8% 


EFA200195 


SPN400125 


74% 


98.9% 


91.0% 


EFA200195 


SPY201445 


74% 


98.6% 


98.8% 


EFA200195 


UUR100577 


36% 


99.5% 


94.1% 


EFA200198 


ABA101300 


46% 


98.1% 


96.2% 


EFA200198 


BAN108420 


56% 


100% 


99.4% 


EFA200198 


BAN1 10909 


56% 


100% 


100% 


EFA200198 


BFR11201 


51% 


99.4% 


98.1% 


EFA200198 


BPT1 00080 


55% 


98.7% 


40,4% 


EFA200198 


BCE101526 


58% 


98.7% 


38.3% 


EFA200198 


BFU110885 


55% 


97.5% 


91,1% 


EFA200198 


BMA106181 ' 


58% 


97.5% 


35.2% 


EFA200198 


CJU101513 


48% 


93.6% 


39,6% 


EFA200198 


CPN200202 


26% 


95.5% 


86.4% 


EFA200198 


CTR200708 


26% 


95.5% 


85.4% 


EFA200198 


CAC103092 


55% 


98.1% 


99.4% 


EFA200198 


CBO102643 


58% 


98.7% 


100% 


EFA200198 


CDF102172 


54% 


94.3% 


38.6% 


EFA200198 


CDP100612 


33% 


98.7% 


95% 


EFA200198 


EBC104342 


52% 


99.4% 


98.7% 


EFA200198 


EFA200198 


100% 


100% 


100% 
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Query Locus ID 


Homolog LocusED 


Identity 


Query Coverage 


Homolog Coverage 


EFA200198 


ECO102686 


53% 


994% 


98.1% 


EFA200198 


HIN100652 


55% 


98.7% 


98.1% 


FFA200198 


HPY101003 


48% 


91.7% 


35.5% 


EFA200198 


KPN306639 


63% 


19,1% 


83.3% 


EFA200198 


KPN306058 


53% 


99.4% 


98.1% 


EFA200198 


LMO100427 


61% 


100% 


100% 


EFA200198 


MCA101636 


47% 


100% 


97.5% 


EFA200198 


MAV100054 


39% 


97.5% 


94.3% 


EFA200198 


MBV100383 


47% 


45.2% 


93.4% 


EFA200198 


MLP100221 


40% 


97.5% 


94.9% 


EFA200198 


MTU203529 


37% 


97.5% 


94.3% 


EFA200198 


MGE1 00468 


26% 


70.7% 


71.0% 


EFA200198 


MPN100169 


25% 


98.7% 


95.9% 


EFA200198 


NGO100248 


52% 


98.1% 


96.2% 


EFA200198 


NME201571 


51% 


98.1% 


96.2% 


EFA200198 


PMU101609 


53% 


100% 


99.4% 


EFA200198 


PRT101944 


53% 


99.4% 


97.5% J 


EFA200198 


PAE203625 


51% 


98.1% 


98.1% j 


EFA200198 


PPU101189 


50% 


98.1% 


98.1% 


EFA200198 


PSY104319 


50% 


98.1% 


98.1% 


EFA200198 


SPA100750 


52% 


97.5% 


98.1% 


EFA200198 


STY103432 


53% 


99.4% 


98.1% 


EFA200198 


TPA100508 


44% 


99.4% 


39.1% 


EFA200198 


VCH100519 


51% 


100% 


99.4% 


EFA200198 


YPS000097 


53% 


98.1% 


96.3% 


EFA200239 


ABA105771 


24% 


96.0% 


90.2% 


EFA200239 


BAN101572 


39% 


96.0% 


98.3% 


EFA200239 


BAN113353 


43% 


96.0% 


95.8% 


EFA200239 


BFR11486 


35% 


94.7% 


95.7% 


EFA200239 


BFR10152 


35% 


90.7% 


96.4% 


EFA200239 


BPT102621 


41% 


98.1% 


97.3% 


EFA200239 


BCE1 12181 


40% 


97.5% 


96.7% 


EFA200239 


BFU100682 


39% 


98.4% 


97.6% 


EFA200239 


BMA103928 


41% 


97.5% 


96.7% 


EFA200239 


CJU100297 


40% 


98.1% 


96.9% 


EFA200239 


CPN200454 


37% 


98.1% 


96.1% 


EFA200239 


CTR200503 


37% 


98.1% 


98.5% 


EFA200239 


CAC101231 


45% • 


98.8% 


98.5% 


EFA200239 


CBO102871 


43% 


96.6% 


96.0% 


EFA200239 


CDF101767 


42% 


98.4% 


97.9% 


EFA200239 


EBC100408 


40% 


96.9% 


99.7% 


EFA200239 


EFA200239 


100% 


100% 


100% 


EFA200239 


EFM200290 


62% 


100% 


100% 


EFA200239 


ECO 101064 


39% 


98.4% 


99.1% 


EFA200239 


HIN100150 


39% 


98.1% 


98.7% 


EFA200239 


HPY100199 


39% 


99.4% 


98.5% 


EFA200239 


KPN300926 


39% 


98.4% 


99.1% 


EFA200239 


LPN101178 


41% 


99.4% 


99.4% 


EFA200239 


LMO102110 


38% 


98.1% 


98.1% 


EFA200239 


MCA101964 


28% 


80.7% 


71.9% 


EFA200239 


MAV100667 


34% 


96.3% 


93.1% 


EFA200239 


MBV104576 


32% 


74.8% 


90.7% 


EFA200239 


MTU200530 


30% 


96.3% 


93.1% 


EFA200239 


NGO101399 


41% 


98.4% 


98.8% 
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Query Locus ID 


Homolog Locus ID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200239 


NME200499 


42°/o 


98.4% 


98.8% 


EFA200239 


PMTJ101914 


40% 


98.4% 


99.1% 


EFA200239 


PRT100179 


39% 


98.4% 


99.1% 


EFA200239 


PAE203331 


37% 


95.6% 


93.3% 


EFA200239 


PPU1 00970 


28% 


95.3% 


99.0% 


EFA200239 


PSY1 00579 


34% 


99.4% 


98.8% 


EFA200239 


SPA100961 


38% 


98.4% 


99.1% 


EFA200239 


STY102530 


38% 


98.4% 


99.1% 


EFA200239 


STM102718 


38% 


98.4% 


99.1% 


EFA200239 


SAU800983 


39% 


95.6% 


95.5% 


EFA200239 


SEP200204 


38% 


95.6% 


95.5% 


EFA200239 


SHA101381 


38% 


95.6% 


95.5% 


EFA200239 


SMU100549 


60% 


99.1% 


99.4% 


EFA200239 


SPN400377 


57% 


99.1% 


99.4% 


EFA200239 


SPY201352 


59% 


99.1% 


99.4% 


EFA200239 


VCH101993 


41% 


98.4% 


99.1% 


EFA200239 


YPS003123 


40% 


98.4% 


99.1% 


EFA200240 


CJU100409 


35% 


90.7% 


90.9% 


EFA200240 


CPN200457 


43% 


94.7% 


92.4% 


EFA200240 


CTR200500 


36% 


93.3% 


93.5% 


EFA200240 


CAC 102446 


41% 


96% 


94.7% 


EFA200240 


CBO100718 


55% 


96% 


95.9% 


EFA200240 


EFA200240 


100% 


100% 


100% 


EFA200240 


EFM201544 


85% 


98.7% 


100% 


EFA200240 


MPN100432 


48% 


41.3% 


36.9% 


EFA200240 


SMU1 00547 


67% 


94.7% 


94.6% • 


EFA200240 


SPN400378 


66% 


94.7% 


94.6% 


EFA200240 


SPY201351 


66% 


94.7% 


94.6% 


EFA200245 


ABA100122 


52% 


99.3% 


98.7% 


EFA200245 


BAN102154 


53% 


96.7% 


99.8% 


EFA200245 


BAN1 13444 


58% 


97.4% 


98.7% 


EFA200245 


BFR11898 


50% 


97.8% 


88.3% 


EFA200245 


BFR11613 


52% 


96.9% 


87.5% 


EFA200245 


BPT100134 


52% 


96.7% 


96.5% 


EFA200245 


BCE104481 


52% 


97.1% 


96.9% 


EFA200245 


BFU1 15826 


52% 


97.1% 


96.9% 


EFA200245 


BMA101045 


51% 


97.1% 


96.9% 


EFA200245 


CJU101214 


51% 


96.1% 


98.2% 


EFA200245 


CPN200575 


54% 


96.3% 


96.5% 


EFA200245 


CTR200394 


54% 


96.3% 


95.8% 


EFA200245 


CAC103617 


62% 


97.4% 


99.1% 


EFA200245 


CBO 103874 


62% 


98.5% 


100% 


EFA200245 


CDF101399 


54% 


98.0% 


98.5% 


EFA200245 


CDP100825 


44% 


93.2% 


71.2% 


EFA200245 


EBC102634 


50% 


64.9% 


93.0% 


EFA200245 


EFA200245 


100% 


100% 


100% 


EFA200245 


EFM201807 


84% 


99.6% 


98.9% 


EFA200245 


ECO103186 


52% 


97.4% 


98.4% 


EFA200245 


HESI 100951 


52% 


97.4% 


98.7% 


EFA200245 


HPY100366 


49% 


97.4% 


96.5% 


EFA200245 


KPN308876 


52% 


97.4% 


98.4% 


EFA200245 


LPN102993 


52% 


97.4% 


98.9% 


EFA200245 


LMO101165 


59% 


99.3% 


99.8% 


EFA200245 


MCA102208 


53% 


94.3% 


95.3% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200245 


MAV103606 


49% 


96.9% 


62.3% 


EFA200245 


MBV101167 


47% 


97.4% 


68.0% 


EFA200245 


MLP100439 


44% 


95.2% 


72.1% 


EFA200245 


MTU202464 


47% 


97.4% 


68.0% 


EFA200245 


NGO101616 


52% 


97.1% 


97.4% 


EFA200245 


NME200552 


52% 


97.1% 


97.4% 


EFA200245 


PMU101091 


53% 


97.4% 


98.7% 


EFA200245 


PRT1 00504 


51% 


97.4% 


98.7% 


EFA200245 


PAE204843 


54% 


97.4% 


98.4% 


EFA200245 


PPU108141 


54% 


96.5% 


97.1% 


EFA200245 


PSY108097 


53% 


97.1% 


98.7% 


EFA200245 


SPA101601 


52% 


97.4% 


99.5% 


EFA200245 


STY101665 


52% 


97.4% 


98.4% 


EFA200245 


STM102307 


52% 


97.4% 


98.4% 


EFA200245 


SAU801526 


58% 


98.2% ' 


99.3% 


EFA200245 


SEP200908 


58% 


96.7% 


97.6% 


EFA200245 


SHA100988 


59% 


96.7% 


97.8% 


EFA200245 


SMU100533 


75% 


97.1% 


98.4% 


EFA200245 


SPN400385 


73% 


98.9% 


99.3% 


EFA200245 


SPY201344 


73% 


99.3% 


100% 


EFA200245 


VCH100291 


54% 


97.4% 


98.9% 


EFA200245 


YPS003128 


52% 


97.4% 


98.4% 


EFA200246 


ABA101266 


44% 


85.1% 


83.2% 


EFA200246 


BAN103283 


54% 


96.5% 


94.1% 


EFA200246 


BFR11611 


26% 


77.1% 


90.2% 


EFA200246 


BFR11899 


24% 


64.2% 


34.0% 


EFA200246 


BFR11219 


28% 


69.8% 


36.9% 


EFA200246 


BPT100791 


42% 


94.1% 


94.2% 


EFA200246 


BCE105100 


57% 


43.8% 


92.6% 


EFA200246 


BFU 114977 


42% 


94.8% 


95.5% 


EFA2O0246 


BMA103750 


41% 


94.1% 


94.8% 


EFA200246 


CJU100116 


48% 


90.3% 


95% 


EFA200246 


CPN200705 


50% 


85.8% 


81.5% 


EFA200246 


CTR200558 


49% 


89.2% 


92.2% 


EFA200246 


CAC103552 


58% 


98.3% 


100% 


EFA200246 


CBO 102220 


60% 


89.2% 


46.7% 


EFA200246 


CDF101011 


48% 


96.5% 


96.5% 


EFA200246 


CDP100046 


39% 


76.4% 


43.5% 


EFA200246 


EBC101249 


45% 


81.6% 


94.8% 


EFA200246 


EFA200246 


100% 


100% 


100% 


EFA200246 


EFM200144 


77% 


99.7% 


98.6% 


EFA200246 


ECO102274 


45% 


89.2% 


85.9% 


EFA200246 


HIN101232 


45% 


90.3% 


89.2% 


EFA200246 


HPY100934 


47% 


90.3% 


91.0% 


EFA200246 


KPN302817 


45% 


89.2% 


85.3% 


EFA200246 


LPN101645 


54% 


63.9% 


84.0% 


EFA200246 


LMO101514 


54% 


89.6% 


88.1% 


EFA200246 


MCA101005 


48% 


59.7% 


91.5% 


EFA200246 


MAV105603 


43% 


74.3% 


43.3% 


EFA200246 


MB VI 05423 


42% 


71.9% 


41.4% 


EFA200246 


MLP100443 


27% 


75.3% 


86.2% 


EFA200246 


MTU200895 


42% 


71.9% 


41.4% 


EFA200246 


NGOl 00954 


45% 


88.5% 


89.3% 


EFA200246 


NME200815 


43% 


94.1% 


94.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200246 


PMU100636 


45% 


92.0% 


88.5% 


EFA200246 


PRT1 00424 


45% 


89.6% 


81.9% 


EFA200246 


PAE203I10 


47% 


89.2% 


90% 


EFA200246 


PPU1 05860 


46% 


88.9% 


87.5% 


EFA200246 


PSY101722 


47% 


88.9% 


85.0% | 


EFA200246 


SPA100127 


40% 


47.2% 


61.8% 


EFA200246 


STY101011 


46% 


89.2% 


85.9% 


EFA200246 


SAU801701 


53% 


96.5% 


95.1% 1 


EFA200246 


SEP201705 


51% 


96.5% 


95.1% 


EFA200246 


SHA100922 


52% 


96.5% 


94.1% | 


EFA200246 


SMU100531 


67% 


97.9% 


98.6% 


EFA200246 


SPN400386 


68% 


97.9% 


98.3% 


EFA200246 


SPY201343 


66% 


97.9% 


98.6% 


EFA200246 


VCH100983 


45% 


89.6% 


85.1% 


EFA200246 


YPS002401 


45% 


89.2% 


85.9% 


EFA200247 


ABA100308 


49% 


96.6% 


92.3% 


EFA200247 


BAN105768 


56% 


96.9% 


78.4% 


EFA200247 


BPT101398 


51% 


99.2% 


81.0% 


EFA200247 


BCE106451 


51% 


96.9% 


78.6% 


EFA200247 


BFU 100947 


49% 


96.9% 


78.6% 


EFA200247 


BMA107589 


50% . 


96.9% 


78.6% 


EFA200247 


CJU100411 


48% 


95.4% 


80.1% 


EFA200247 


CPN200335 


49% 


95.8% 


77.5% 


EFA200247 


CTR200529 


49% 


95.8% 


77.5% 


EFA200247 


CAC100492 


62% 


96.2% 


92.0% 


EFA200247 


CDF101403 


55% 


97.7% 


81.5% 


EFA200247 


EBC 102554 


53% 


96.9% 


79.6% 


EFA200247 


EFA200247 


100% 


100% 


100% 


EFA200247 


EFM200190 


76% 


98.9% 


99.2% 


EFA200247 


ECO 1001 85 


52% 


96.9% 


79.6% 


EFA200247 


HIN 100386 


54% 


96.9% 


80.6% 


EFA200247 


HPY100550 


48% 


94.3% 


78.5% 


EFA200247 


KPN301921 


53% 


96.9% 


79.6% 


EFA200247 


LPN101352 


51% 


95.8% 


93.0% 


EFA200247 


LMO100159 


56% 


98.1% 


80.8% 


EFA200247 


MCA100190 


49% 


96.6% 


98.8% 


EFA200247 


NGOl 00369 


51% 


99.2% 


81.5% 


EFA200247 


NME201237 


51% 


99.2% 


81.5%. 


EFA200247 


PMU100292 


55% • 


96.9% 


80.1% 


EFA200247 


PRT101241 


54% 


96.9% 


79.6% 


EFA200247 


PRT1 00667 


54% 


97.3% 


79.7% 


EFA200247 


PAE203637 


54% 


96.9% 


80.4% 


EFA200247 


PPU101171 


53% 


98.5% 


81.9% 


EFA200247 


PSY108491 


51% 


98.5% 


81.4% 


EFA200247 


SPA100816 


47% 


96.9% 


90.0% 


EFA200247 


STY103916 


53% 


96.9% 


79.6% 


EFA200247 


STM103628 


53% 


96.9% 


79.6% 


EFA200247 


SAU801700 


53% 


96.6% 


80.6% 


EFA200247 


SEP201704 


53% 


96.9% 


80.9% 


EFA200247 


SHA100923 


54% 


96.6% 


80.3% 


EFA200247 


SMU100529 


71% 


95.4% 


96.1% 


EFA200247 


SPN400387 


66% 


96.9% 


98.0% 


EFA200247 


SPY201342 


69% 


95.4% 


96.1% 


EFA200247 . 


VCH102210 


52% 


100% 


83.7% 
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Query Locus ID 


Homolog Locus ID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200247 


YPS001157 


55% 


96.9% 


79.6% 


EFA200266 


ABA102500 


41% 


99.4% 


98.9% 


EFA200266 


BAN108871 


62% 


94.9% 


96.9% 


EFA200266 


BAN 105353 


66% 


98.8% 


98.9% 


EFA200266 


BFR103141 


48% 


80.2% 


99.4% 


EFA200266 


BPT101956 


43% 


98.9% 


97.8% 


EFA200266 


BBU100719 


41% 


85.9% 


94.3% 


EFA200266 


BCE105528 


43% 


99.4% 


99.7% 


EFA200266 


BFU105096 


43% 


99.5% 


97.8% 


EFA200266 


BMA106934 


44% 


99.4% 


99.7% 


EFA200266 


CJU100194 


40% 


94.6% 


99.8% 


EFA200266 


CPN201046 


38% 


97.2% 


96.9% 


EFA200266 


CTR200859 


39% 


99.5% 


99.1% 


EFA200266 


CAC102528 


47% 


98.9% 


98.7% 


EFA200266 


CBO100249 


47% 


99.2% 


95.0% 


EFA200266 


CDF102396 


46% 


99.2% 


93.3% 


EFA200266 


CDP 100262 


40% 


89.1% 


87.3% 


EFA200266 


EBC 102990 


41% 


99.2% 


98.6% 


EFA200266 


EFA200266 


100% 


100% 


100% 


EFA200266 


EFM200127 


89% 


99.7% 


99.5% 


EFA200266 


ECO101687 


41% 


99.2% 


98.6% 


EFA200266 


HIN101333 


42% 


95.0% 


94.2% 


EFA200266 


HPY100121 


40% 


91.5% 


94.6% 


EFA200266 


KPN300773 


. 40% 


96.4% 


98.9% 


EFA200266 


LPN100924 


46% 


95.2% 


99.7% 


EFA200266 


LMO 102823 


75% 


99.1% 


99.7% 


EFA200266 


MCA103158 


40% 


97.8% 


97.5% 


EFA200266 


MAV102514 


41% 


89.3% 


87.3% 


EFA200266 


MBV100785 


42% 


89.3% 


85.7% 


EFA200266 


MLP100282 


41% 


89.3% 


85.0% 


EFA200266 


MTU202577 


42% 


89.3% 


86.3% 


EFA200266 


MGE100386 


39% 


81.9% 


92.7% 


EFA200266 


MPN100289 


38% 


82.9% 


94.0% 


EFA200266 


NGO101849 


43% 


99.2% 


97.4% 


EFA200266 


NME200854 


43% 


98.9% 


98.7% 


EFA200266 


PMU100593 


42% 


98.9% 


98.1% 


EFA200266 


PRT105628 


39% 


99.2% 


98.6% 


EFA200266 


PAE202742 


41% 


99.4% 


98.9% 


EFA200266 


PPU103710 


40% 


99.4% 


98.9% 


EFA200266 


PSY102599 


41% 


99.4% 


98.9% 


EFA200266 


SPA100654 


41% 


75.2% 


96.1% 


EFA200266 


STY101132 


41% 


99.2% 


98.6% 


EFA200266 


STM103445 


41% 


99.2% 


98.6% 


EFA200266 


SAU801683 


67% 


98.9% 


98.6% 


EFA200266 


SEP201666 


68% 


96.9% 


96.7% 


EFA200266 


SHA100279 


69% 


75.0% 


98.8% . . 


EFA200266 


SMU101079 


73% 


99.7% 


99.1% 


EFA200266 


SPN401471 


72% 


99.7% 


97.4% 


EFA200266 


SPY200371 


74% 


99.7% 


99.1% 


EFA200266 


TPA100828 


43% 


85.4% 


92.4% 


EFA200266 


UUR100540 


44% 


88.2% 


98.1% 


EFA200266 


VCH103018 


42% 


98.6% 


98.1% 


EFA200266 


YPS003070 


39% 


99.2% 


98.6% 


EFA200290 


ABA102360 


24% 


95.2% 


94.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage "" 


EFA200290 


BAN100998 


46% 


16.0% 


98.9% 


EFA20029.0 


BAN 106237 


58% 


68.9% 


86.2% 


EFA200290 


BAN 106908 


59% 


99.3% 


100% 


EFA200290 


BFR10875 


29% 


98.9% 


98.0% 


EFA200290 


BPT101508 


23% 


96.1% 


95.7% 


EFA200290 


BBU100593 


26% 


96.4% 


94.4% 


EFA200290 


BCE100461 


26% 


95.2% 


93.8% 


EFA200290 


BFU103077 


26% 


95.2% 


93.6% 


EFA200290 


BMA100457 


26% 


95.2% 


93.6% 


EFA200290 


CJU101100 


22% 


97.7% 


98.9% 


EFA200290 


CPN200176 


31% 


92.5% 


92.0% 


EFA200290 


CTR200729 


32% 


96.1% 


94.8% 


EFA200290 


CAC101790 


48% 


100% 


100% 


EFA200290 


CBO 100741 


51% 


100% 


100% 


EFA200290 


CDF104545 


52% 


97.2% 


97.2% 


EFA200290 


CDP1O0057 


24% 


95.4% 


94.2% 


EFA200290 


EBC100321 


33% 


51.0% 


98.4% 


EFA200290 


EFA200290 


100% 


100% 


100% 


EFA200290 


EFM201011 


80% 


100% 


100% 


EFA200290 


ECO101844 


31% 


100% 


100% 


EFA200290 


HIN101550 


34% 


90.6% 


90.6% 


EFA200290 


HPY100315 


22% 


98.0% 


97.6% 


EFA200290 


KPN301304 


31% 


100% 


100% 


EFA200290 


LPN101161 


27% 


97.0% 


96.6% 


EFA200290 


LMO101656 


27% 


95.7% 


94.4% 


EFA200290 


MCA100331 


31% 


97.7% 


99.1% 


EFA200290 


MAV106525 


25% 


95.4% 


94.2% 


EFA200290 


MBV105559 ■ 


25% 


95.2% 


94% 


EFA200290 


MLP100693 


23% 


95.2% 


94% 


EFA200290 


MTU201275 


25% 


95.2% 


94% 


EFA200290 


MGE1 00389 


19% 


80.3% 


81.0% . 


EFA200290 


MPN 100286 


21% 


98.2% 


98.7% 


EFA200290 


NGO 100228 


34% 


95.4% 


95.6% 


EFA200290 


NME201566 


33% 


95.4% 


95.6% 


EFA200290 


PMU100551 


31% 


96.1% 


98.6% 


EFA200290 


PRT100545 


33% 


95.7% 


95.8% 


EFA200290 . 


PAE205046 


33% . 


95.2% 


94.7% 


EFA200290 


PPU109126 


33% 


99.5% 


99.1% 


EFA200290 


PSY103569 


32% 


99.5% 


99.1% 


EFA200290 


SPA103053 


29% 


95.7% 


95.8% 


EFA200290 


STY 102666 


32% 


95.7% 


95.8% 


EFA200290 


STM102429 


32% 


95.7% 


95.8% 


EFA200290 


SAU800607 


24% 


99.5% 


98.7% 


EFA200290 


SEP200171 


25% 


96.8% 


95.8% 


EFA200290 


SHA101545 


26% 


96.8% 


95.8% 


EFA200290 


SMU101264 


60% 


100% 


100% 


EFA200290 


SPN401887 


62% 


100% 


100% 


EFA200290 


SPY201643 


62% 


100% 


100% 


EFA200290 


TPA100822 


30% 


95.4% 


94.6% 


EFA200290 


UUR100280 


22% 


99.6% 


98% 


EFA200290 


VCH102042 


. 31% 


89.5% 


87.0% 


EFA200290 


YPS003380 


33% 


92.2% 


92.2% 


EFA200307 


BAN107067 


51% 


98.5% 


99.1% 


EFA200307 


BAN107697 


53% 


98.0% 


100% 



873 



PCTYUS02/09107 





Homolog LocusED 


Identity 


Query Coverage 


Homolog.Coverage 


FFA200307 


BFR103658 


37% 


99.0% 


83.1% 


FF A 200307 


BFR1 00902 


38% 


98.3% 


99.5% 


FFA700307 


BPT102537 


37% 


97.1% 


91.4% 


FFA900107 


BCE105218 


36% 


98.8% 


99.7% 


FF A 9 00^07 


BFU100843 


37% 


98.6% 


99.5% 


FFA200307 


BMA100378 


37% 


98.8% 


93.2% 


FFA200307 


CAC 103600 


49% 


98.1% 


81.4% 


EFA200307 


CBO103824 


48% 


99.2% 


82.7% 


EFA200307 


CDF101265 


45% 


98.6% 


83.3% 


EFA200307 


EBC103961 


41% 


99.3% 


97.5% 


EFA200307 


EFA200307 


100% 


100% 


100% 


EFA200307 


EFM200383 


60% 


98.3% 


98.5% 


EFA200307 


ECO103734 


41% 


99.0% _l 


96.9% 


EFA200307 


H1N100708 


40% 


98.3% 


95.5% 


FFA200307 


KPN303551 


42% 


99.0% 


97.4% 


FFA200307 


LPN102588 


45% 


66.0% 


99.2% 


EFA200307 


LMO101490 


59% 


98.0% 


98.1% 


EFA200307 


NGO101892 


37% 


97.8% 


93.8% 


EFA200307 


NME202048 


37% 


98.8% 


88.6% 


EFA200307 


PMU101427 


40% 


98.6% 


93.7% 


EFA200307 


PRT1061I6 


42% 


99.5% 


99.5% 


EFA200307 


PAE203342 


39% 


98.0% 


83.3% 


EFA200307 


PPU100810 


39% 


98.0% 


83.1% 


EFA200307 


PSY104559 


38% 


92.5% 


83.1% 


FFA200307 


SPA101175 


40% 


99.0% 


98.7% 


FFA200307 


STY102015 


41% 


99.0% 


97.2% 


FFA900307 


STM101102 


41% 


99.0% 


96.3% 


EFA200307 


SAU800721 


45% 


98.8% 


99.3% 


EFA200307 


SEP200775 


43% 


98.8% 


99.5% 


EFA200307 


SHA101682 


42% 


98.8% 


99.5% 


EFA200307 


VCH100194 


41% 


98.5% 


95.2% 


EFA200307 


YPS001354 


43% 


98.3% 


96.7% 


EFA200309 


BAN104824 


46% 


74.3% 


80.6% 


EFA200309 


BAN 106622 


48% 


74.3% 


78.9% 


EFA200309 


EFA200309 


100% 


100% 


100% 


FFA200309 


EFM200093 


69% 


97.0% 


98% 


FFA200309 


LMO 100844 


52% 


74.3% , 


80.6% 


EFA200309 


SAU801112 


37% 


77.2% 


85.7% 


EFA200309 


SEP200833 


40% 


74.3% 


82.4% 


EFA200309 


SHA101109 


35% 


67.3% 


74.7% 


EFA200310 


ABA103723 


29% 


97.5% 


93.2% 


EFA200310 


BAN 104393 


37% 


92.3% 


97.5% 


EFA200310 


BAN108260 


37% 


92.3% 


97.2% 


EFA200310 


BFR100762 


26% 


92.3% 


86.3% 


FFA200310 


BPT103003 


28% 


95.3% 


93.7% 


FFA200310 


BCE103498 


31% 


92.0% 


95.5% 


FFA200310 


BFU100816 


29% 


93.3% 


86.2% 


FFA200310 


BMA109411 


31% 


92.0% 


83.7% 


EFA200310 


CJU100966 


28% 


92.3% 


97.9% 


EFA200310 


CPN200946 


28% 


89.8% 


89.4% 


EFA200310 


CTR200136 


32% 


90.5% 


85.3% 


EFA200310 


CAC100555 


30% 


94.5% 


97.8% 


EFA200310 


CBO101485 


33% 


93.3% 


92.0% 


EFA200310 


CDF103581 


31% | 94.0% 


95.5% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200310 


CDP101270 


28% 


95.0% 


74.7% 


EFA200310 


EBC 102569 


31% 


95.0% 


88.2% 


EFA200310 


EFA200310 


100% 


100% 


100% 


EFA200310 


EFM200911 


63% 


97.0% 


99.5% 


EFA200310 


ECO100089 


30% 


92.0% 


85.3% 


EFA200310 


HIN101111 


31% 


92.5% 


90.1% 


EFA200310 


HPY101537 


27% 


92.3% 


97.9% 


EFA200310 


KPN301852 


31% 


92.0% 


83.3% 


EFA200310 


LPN100221 


35% 


74.9% 


95.7% 


EFA200310 


LMO101232 


37% 


92.3% 


91.5% 


EFA200310 


MCA1 03455 


28% 


93.0% 


93.4% 


EFA200310 


MAV103648 


32% 


92.3% 


57.2% 


EFA200310 


MBV100525 


31% 


90.8% 


71.0% 


EFA200310 


MLP 100568 


32% 


92.3% 


65.4% 


EFA200310 


MTU202120 


31% 


90.8% 


66.2% 


EFA200310 


NGO100588 


32% 


92.3% 


91.7% 


EFA200310 


NME201907 


31% 


91.8% 


89.0% 


EFA200310 


PMU100141 


30% 


94.8% 


92.4% 


EFA200310 


PRT102637 


31% 


92.0% 


90.9% 


EFA200310 


PAE204411 


32% 


98.0% 


95.2% 


EFA200310 


PPU1 12591 


31% 


95.3% 


90.8% 


EFA200310 


PSY103847 


31% 


95.3% 


90.8% 


EFA200310 


SPA102524 


27% 


92.3% 


93.0% 


EFA200310 


STY103175 


31% 


92.0% 


85.3% 


EFA200310 


STM102887 


31% 


92.0% 


85.3% 


EFA200310 


SAU801113 


34% 


86.6% 


91.7% 


EFA200310 


SEP200834 


34% 


95.3% 


92.9% 


EFA200310 


SHA101706 


35% 


93.3% 


99.5% 


EFA200310 


SMU101535 


50% 


97.0% 


94.1% 


EFA200310 


SPN400973 


48% 


97.0% 


97.1% 


EFA200310 


SPY20044O 


46% 


99.0% 


94.0% 


EFA200310 


TPA100383 


26% 


96.5% 


96.9% 1 


EFA200310 


VCH102367 


30% 


89.6% 


86.4% 


EFA200310 


YPS001012 


31% 


91.0% 


87% 


EFA200317 


BAN 108934 


43% 


96.2% 


98.4% 


EFA200317 


BAN112613 


64% 


99.7% 


99.3% 


EFA200317 


CAC 103250 


52% 


99.6% 


99.5% 


EFA200317 


CBO103581 


51% 


99.7% 


99.7% 


EFA200317 


CDF100269 


51% 


99.6% 


99.5% 


EFA200317 


CDP100823 


45% 


99.8% 


98.7% 


EFA200317 


EFA200317 


100% 


100% 


100% 


EFA200317 


EFM202099 


82% 


100% 


100% 


EFA200317 


LPN100100 


46% 


39.8% 


94.9% 


EFA200317 


LMO100679 


67% 


99.7% 


99.5% 


EFA200317 


MAV103158 


46% 


99.7% 


99.8% 


EFA200317' 


MBV103377 


47% 


99.6% 


99.6% 


EFA200317 


MTU202929 


47% 


99.6% 


99.6% 


EFA200317 


SAU801U4 


58% 


99.9% 


99.5% 


EFA200317 


SEP200837 


57% 


53.4% 


100% 


EFA200317 


SHA101707 


57% 


53.4% 


100% 


EFA200326 


ABA103427 


35% 


64.2% 


53.2% 


EFA200326 


BAN105404 


37% 


99.5% 


99.6% 


EFA200326 


BAN1 12023 


46% 


99.5% 


99.6% 


EFA200326 


BFR11479 


43% 


59.9% 


57.5% 
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Identity 


Query Coverage 


Homolog Coverage 


EFA200326 


BPT 102081 


32% 


81.7% 


67.2% 


EFA200326 


BBU100460 | 


36% 


60.2% 


63.2% 


FFA200326 


BCE106024 


40% 


56.5% 


68.8% 


EFA200326 


BFU105306 


41% 


56.5% 


57.0% 


EFA200326 


BMA107161 


40% 


56.5% 


40.4% 


EFA200326 


CJU101082 


41% 


49.1% 


56.2% 


EFA200326 


CPN200723 


39% 


61.3% 


78.3% 


EFA200326 


CTR200603 


36% 


60.9% 


74.4% 


EFA200326 


CAC103441 


45% 


61.1% 


66.4% 


EFA200326 


CBO102854 


34% 


100% 


99.4% 


EFA200326 


CDF100130 


47% 


60.8% 


64.9% 


EFA200326 


EBC103996 


39% 


60.6% 


55.3% 


EFA200326 


EFA200326 


100% 


100% 


100% 


EFA200326 


EFM202154 


77% 


49.1% 


98.3% 


EFA200326 


ECO100461 


39% 


60.6% 


55.2% 


EFA2O0326 


HIN101201 


38% 


60.6% 


51.0% 


EFA200326 


HPY100707 


36% 


49.7% 


50% 


EFA200326 


KPN303900 


32% 


89.6% 


81.1% 


EFA200326 


LMO101248 


48% 


99.8% 


100% 


EFA200326 


MCA1 02344 


35% 


60.4% 


47.3% 


EFA200326 


MAV103129 


33% 


71,7% 


67.2% 


EFA200326 


MBV105819 


36% 


60.1% 


67.1% 


EFA200326 


MLP101393 


36% 


59.9% 


58.6% 


EFA200326 


MTU203667 


36% 


60.1% 


62.1% 


EFA200326 


MGE100430 


43% 


39.6% 


89.6% 


EFA200326 


MPN100224 


33% 


73.0% j 


64.8% 


EFA200326 


NGO100173 


43% 


56.5% 


46.7% 


EFA200326 


NME201516 


43% 


56.5% 


46.5% 


EFA200326 


PMU1 00364 


39% 


60.6% 


49.2% 


EFA200326 


PRT105815 


46% 


36.2%> 


100% 


EFA200326 


PAE201531 


33% 


83.4% 


71.4% 


EFA200326 


PPU104995 


43% 


55.5% 


46.9% 


EFA200326 


PSY101776 


41% 


55.5% 


44.1% 


EFA200326 


SPA100619 


33% 


43.3% 


48.9% 


EFA200326 


STY100818 


37% 


63.7% 


58.1% 


EFA200326 


STM10O530 


37% 


63.7% 


58.1% 


EFA200326 


SAU800478 


42% 


100% 


99.8% 


EFA200326 


SEP201796 


43% 


100% 


99.8% 


EFA200326 


SHA102047 


42% 


100% 


99.8% 


EFA200326 


SMU101072 


44% 


93.5% 


95.9% 


EFA200326 


SPN400769 


43% 


93.3% 


96.7% 


EFA200326 


SPY201046 


43% 


93.5% 


96.4% 


EFA200326 


TPA100995 


40% 


60.9% 


62.4% 


EFA200326 


UUR100085 


37% 


63.0% 


63.7% 


EFA200326 


VCH101035 


32% 


76.3% 


63.9% 


EFA200326 


YPS001746 


38% 


60.6% 


54.0% 


EFA200357 


ABA105065 


31% 


84.2% 


83.4% 


EFA200357 


BCE107325 


31% 


84.4% 


86.6% 


EFA200357 


BFU104800 


29% 


93.5% 


89.6% 


EFA200357 


BMA103965 


31% 


85.5% 


85.8% 


EFA200357 


CAC 102908 


32% 


83.7% 


85.5% 


EFA200357 


CDF102112 


32% 


97.6% 


99.3% 


EFA200357 


EBC101322 


33% 


82.9% 


84.8% 


EFA200357 


EFA200357 


100% 


100%> 


100% 
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Homolog Coverage 


EFA200357 


ECO102819 


30% 


83.7% 


83.4% 


EFA200357 


KPN30U22 


34% 


82.9% 


83.0% 


EFA200357 


LPN100461 


27% 


83.7% 


86.7% 


EFA200357 


PAE201520 


31% 


88.3% 


88.7% 


EFA200357 


PPU107264 


31% 


93.5% 


93.1% 


EFA200357 


PSY103885 


31% 


84.4% 


84.4% 


EFA200358 


ABA102501 


58% 


99.2% 


99.2% | 


EFA200358 


BAN 104202 


58% 


99.2% 


99.2% 


EFA200358 


BAN110178 


77% 


99.2% 


100% 


EFA200358 


BFR104064 


55% 


97.5% 


100% 


EFA200358 


BPT100292 


55% 


99.2% 


99.2% 


EFA200358 


BBU100187 


49% 


.89.1% 


92.2% 


EFA200358 


BCE102715 


51% 


99.2% 


99.2% 


EFA200358 


BFU102443 


52% 


99.2% 


99.2% 


EFA200358 


BMA1 07401 


51% 


99.2% 


99.2% 


EFA200358 


CJU100217 


63% 


98.3% 


100% 


EFA200358 


CPN200847 


43% 


98.3% 


96.7% 


EFA200358 


CTR200218 


45% 


98.3% 


95.1% 


EFA200358 


CAC101951 


60% 


99.2% 


99.2% 


EFA200358 


CDF102735 


55% 


99.2% 


100% 


EFA200358 


CDP100976 


58% 


98.3% 


92.1% 


EFA200358 


EBC102984 


60% 


99.2% 


100% 


EFA200358 


EFA200358 


100% 


100% 


100% 


EFA200358 


EFM201307 


93% 


100% 


100% 


EFA20O358 


ECO101684 


60% 


99.2% 


100% 


EFA200358 


HIN101286 


61% 


98.3% 


100% 


EFA200358 


HPY100124 


58% 


96.6% 


99.1% 


EFA200358 


KPN301692 


59% 


99.2% 


100% 


EFA20O358 


LPN101410 


57% 


99.2% 


99.2% 


EFA200358 


LMOl 00743 


80% 


100% 


100% 


EFA200358 


MAV106548 


52% 


98.3% 


89.3% 


EFA200358 


MBV101274 


52% 


98.3% 


90.7% 


EFA200358 


MLP100866 


54% 


98.3% 


90.7% 


EFA200358 


MTU201622 


52% 


98.3% 


90.7% 


EFA200358 


MGE1 00200 


47% 


98.3% 


94.4% 


EFA200358 


MPN100037 


47% 


98.3% 


92.1% 


EFA200358 


NGO101855 


59% 


99.2% 


99.2% 


EFA200358 


NME200857 


59% 


99.2% 


99.2% 


EFA200358 


PMU100604 


62% 


98.3% 


100% 


EFA200358 


PRT101306 


59% 


99.2% 


100% 


EFA200358 


PAE202739 


63% 


99.2% 


100% 


EFA200358 


PPU1 11376 


64% 


99.2% 


100% 


EFA200358 


PSY109131 


63% 


99.2% 


100% 


EFA200358 


SPA100657 


57% 


100% 


99.2% 


EFA200358 


STY101118 


60% 


99.2% 


100% 


EFA200358 


STM103448 ■ 


60% 


99.2% 


100% 


EFA200358 


SAU801678 


71% 


98.3% 


99.2% 


EFA200358 


SEP201662 


71% 


98.3% 


99.2% 


EFA200358 


SHA1 00082 


69% 


98.3% 


99.2% 


EFA200358 


SMU100912 


83% 


100% 


100% 


EFA200358 


SPN400863 


84% 


100% 


100% 


EFA200358 


SPY200598 


84% 


100% 


100% 


EFA200358 


TPA100839 


45% 


89.1% 


86.9% 


EFA200358 


UUR100231 


49% 


92.4% 


96.7% 



877 



WO 02/077183 PCT/IIS02/09107 
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Homolog LocusID 
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EFA200358 


VCH103020 


60% 


98.3% 


100% 


EFA200358 


YPS003061 


59% 


99.2% 


100% 


EFA200359 


CBO100286 


45% 


98.2% 


96.2% 


EFA200359 


EFA200359 


100% 


100% 


100% 


EFA2O0360 


BAN104855 


78% 


98.8% 


98.8% 


EFA200360 


BAN100961 


82% 


99.4% 


98.8% 


EFA200360 


CAC101058 


80% 


99.4% 


98.8% 


EFA200360 


EFA200360 


100% 


100% 


100% j 


EFA200360 


EFM202638 


91% 


100% 


100% 


EFA200360 


HPY100841 


85% 


100% 


99.4% 


EFA200360 


SAU801337 


77% 


99.4% 


99.4% 


EFA200360 


SEP201995 


76% 


99.4% 


99.4% 


EFA2O0360 


SHA100019 


76% 


89.8% 


99.0% 


EFA200360 


SPN401127 


75% 


98.8% 


97.3% 


EFA200360 


SPY200862 


78% 


99.4% 


98.2% 


EFA200366 


BAN104659 


56% 


86.6% 


88.1% 


EFA200366 


BAN 106664 


68% 


95.2% 


96.8% 


EFA200366 


BBU100333 


53% 


78.7% 


96.2% 


EFA200366 


BFU106797 


48% 


85.2% 


88.6% 


EFA200366 


BMA102072 


53% 


77.6% 


83.3% 


EFA200366 


CTR200062 


39% 


90.9% 


99.4% 


EFA200366 


CAC101738 


58% 


93.2% 


96.8% 


EFA200366 


CAC101883 


58% 


92.6% 


96.2% 


EFA200366 


CBO 100432 


54% 


92.6% 


93.7% 


EFA200366 


EFA200366 


100% 


100% 


100% 


EFA200366 


EFM201140 


84% 


98.9% 


97.8% 


EFA200366 


ECO 10121 7 


49% 


87.8% 


91.1% 


EFA200366 


HIN101094 


51% 


83.5% 


90.7% 


EFA200366 


HPY100297 


57% 


72.7% 


89.9% 


EFA200366 


KPN301634 


49% 


87.2% 


90.5% 


EFA200366 


LMO102091 


72% 


96.9% 


95.5% 


EFA200366 


MCA100669 


55% 


94.6% 


96.0% 


EFA200366 


MGE100081 


44% 


93.8% 


91.3% 


EFA200366 


MPN100614 


47% 


95.2% 


87.9% 


EFA200366 


PMU101907 


52% 


84.4% 


89.7% 


EFA200366 


PRT104091 


50% 


86.4% 


92.4% 


EFA200366 


PAE201806 


53% 


72.2% 


97.4% 


EFA200366 


SPA100463 


46% 


87.2% 


91.0% 


EFA200366 


STY 103006 


50% 


87.2% 


91.0% 


EFA2O0366 


SAU800988 


65% 


94.9% 


93.3% 


EFA200366 


SEP200209 


64% 


98.0% 


96.7% 


EFA200366 


SHA101386 


66% 


94.9% 


93.6% 


EFA200366 


SMU101518 


64% 


96.0% 


96.3% 


EFA200366 


SPN401702 


54% 


94.9% 


94.9% 


EFA200366 


SPY200218 


57% 


94.9% 


94.7% 


EFA200366 


UUR100566 


44% 


98.3% 


69.6% 


EFA200366 


VCH101075 


51% 


82.4% 


89.2% 


EFA200366 


YPS000805 


53% 


83.0% 


87.4% 


EFA200381 


BAN101878 


90% 


75.9% 


97.8% 


EFA200381 


BAN111500 


92% 


96.6% 


98.2% 


EFA200381 


BFR101607 


40% 


81.0% 


60.3% 


EFA200381 


BPT103142 


56% 


86.2% 


71.4% 


EFA200381 


BBU100255 


44% 


96.6% 


81.2% 


EFA200381 


BCE106500 


56% 


86.2% 


71.4% 
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Query Locus ID 


Homolog LocusDD 


Identity 


Query Coverage 


Homolog Coverage 


EFA200381 


BFU 102600 


52% 


94.8% 


78.6% 


EFA200381 


BMA102838 


56% 


86.2% 


71.4% 


EFA200381 


CJU100338 


42% 


86.2% 


71.4% 


EFA200381 


CPN200733 


44% 


93.1% 


93.1% 


EFA200381 


CTR200610 


46% 


93.1% 


93.1% 


EFA200381 


CAC101256 


73% 


96.6% 


96.6% 


EFA200381 


CBO102486 


69% 


96.6% 


96.6% 


EFA200381 


CDF1 00846 


63% 


94.8% 


93.2% 


EFA200381 


EBC 104303 


60% 


82.8% 


73.8% 


EFA200381 


EFA200381 


100% 


100% 


100% 


EFA200381 


EFM103017 


96% 


55.2% 


100% 


EFA200381 


ECO102999 


62% 


86.2% 


70.4% 


EFA200381 


HIN100510 


62% 


86.2% 


70.4% 


EFA200381 


HPY100555 


38% 


86.2% 


71.4% 


EFA200381 


KPN204459 


62% 


86.2% 


70.4% 


EFA200381 


LPN101208 


64% 


53.4% 


54.4% 


EFA200381 


LMO101512 


94% 


96.6% 


98,2% 


EFA200381 


MCA101455 


50% 


98.3% 


80.3% 


EFA200381 


NGO103576 


60% 


69.0% 


72.7% 


EFA200381 


NME200467 


56% . 


86.2% 


71.4% 


EFA200381 


PMU101239 


62% 


86.2% 


70.4% 


EFA200381 


PRT103336 


58% 


86.2% 


70.4% 


EFA200381 


PAE200578 


60% 


94.8% 


77.5% 


EFA200381 


PSY102551 


60% 


94.8% 


77.5% 


EFA200381 


SPA100115 


62% 


86.2% 


70.4% 


EFA200381 


STY100808 


62% 


86.2% 


70.4% 


EFA200381 


STM101264 


62% 


86.2% 


70.4% 


EFA200381 


SAU801575 


92% 


96.6% 


96.6% 


EFA200381 


SEP203226 


92% 


96.6% 


96.6% 


EFA200381 


SHA101643 


92% 


96.6% 


96.6% 


EFA200381 


SMU102404 


96% 


100% 


87.9% 


EFA200381 


SPN401270 


91% 


100% 


87.9% 


EFA200381 


SPY200574 


96% 


100% 


100% 


EFA200381 


TPA100750 


43% 


94.8% 


79.7% 


EFA200381 


UUR100279 


36% 


81.0% 


81.8% 


EFA200381 


VCH100511 


62% 


86.2% 


70.4% 


EFA200381 


YPS001963 


62% 


86.2% 


70.4% 


EFA200382 


ABA 100747 


40% 


97.3% 


98.0% 


EFA200382 


BAN101433 


47% 


32.2% 


68.6% 


EFA200382 


BAN103496 


59% 


98.0% 


99.3% 


EFA200382 


BFR105454 


37% 


98.0% 


99.3% 


EFA200382 


BPT100546 


34% 


97.3% 


96.1% 


EFA200382 


BCE109876 


43% 


98.0% 


98.6% 


EFA200382 


BFU102599 


45% 


98.0% 


98.6% 


EFA200382 


BMA100917 


43% 


99.3% 


100% 


EFA200382 


CJU100534 


35% 


98.7% 


100% 


EFA200382 


CAC102981 


49% 


98.0% 


98.0% 


EFA200382 


CBO101104 


43% 


99.3% 


100% 


EFA200382 


CDF100102 


34% 


75.2% 


100% 


EFA200382 


CDF102772 


42% 


98.7% 


98% 


EFA200382 


CDP101689 


36% 


96.6% 


97.4% 


EFA200382 


EFA200382 


100% 


100% 


100% 


EFA200382 


EFM101005 


78% 


98.7% 


99.3% 


EFA200382 


HIN101254 


29% 


71.8% 


22.7% 
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Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200382 


LPN100867 


41% 


98.0% 


99.3% 


EFA200382 


LMO101122 


57% 


98.0% 


99.3% 


EFA200382 


MCA103674 


34% 


98.0% 


98.6% 


EFA200382 


MAV103815 


35% 


71.8% 


89.3% 


EFA200382 


MBV103944 


36% 


88.6% 


100% 


EFA200382 


MTU203634 


36% 


96.6% 


98.1% 


EFA200382 


NGO101314 


38% 


98.0% 


81.1% 


EFA200382 


NME200466 


39% 


98.0% 


98.6% 


EFA200382 


PAE200577 


35% 


94.0% 


94.0% ! 


EFA200382 


VCH100510 


36% 


98.0% 


99.3% 


EFA200400 


ABA103575 


35% 


69.4% 


98.8% 


EFA200400 


BPT101206 


39% 


100% 


100% 


EFA200400 


BCE104446 


59% 


28.9% 


89.2% 


EFA200400 


BFU105313 


59% 


29.4% 


88.9% 


EFA200400 


BMA109515 


60% 


28.9% 


76.0% 


EFA200400 


CJU101 159 


35% 


69.1% 


98.6% 


EFA200400 


CPN200896 


36% 


98.5% 


97.8% 


EFA200400 


CTR200173 


35% 


98.9% 


98.4% 


EFA200400 


CDF104028 


40% 


69.1% 


98.4% 


EFA200400 


EBC104560 


61% 


29.3% 


97.7% 


EFA200400 


EFA200400 


100% 


100% 


100% 


EFA200400 


EFM200195 


76% 


98.4% 


99.9% 


EFA200400 


ECO 103481 


35% 


69.7% 


99.4% 


EFA200400 


HIN100903 


34% 


69.7% 


99.4% 


EFA200400 


HPY100944 


56% 


27.9% 


92.4% 


EFA200400 


KPN305504 


61% 


29.3% 


97.7% 


EFA200400 


LPN102108 


35% 


54.8% 


99.4% 


EFA200400 


LMO101909 


49% 


69.5% 


99.0% 


EFA200400 


MCA101554 


35% 


69.4% 


99.1% 


EFA200400 


NGO101359 


35% 


69.4% 


98.8% 


EFA200400 


NME200487 


35% 


69.4% 


98.8% 


EFA200400 


PMU101102 


35% 


69.7% 


99.4% 


EFA200400 


PRT101495 


61% 


29.1% 


97.7% 


EFA200400 


PAE200009 


63% 


28.8% 


91.7% 


EFA200400 


PPU103628 


62% 


28.8% 


91.7% 


EFA200400 


PSY103530 


61% 


29.2% 


82.5% 


EFA200400 


SPA100735 


61% 


29.3% 


97.7% 


EFA200400 


STY100713 


35% 


69.7% 


99.4% 


EFA200400 


SMU101427 


61% 


98.8% 


100% j 


EFA200400 


SPN401327 


54% 


69.2% 


98.5% 


EFA200400 


SPY201298 


51% 


69.7% 


99.3% 


EFA200400 


VCH1 00020 


34% 


69.7% 


99.4% 


EFA200400 


YPS003356 


35% 


69.5% 


99.1% 


EFA200412 


ABA104190 


29% 


96.5% 


95.3% 


EFA200412 


BAN105171 


44% 


98.8% 


100% 


EFA200412 


BAN102576 


45% 


99.2% 


98.0% 


EFA200412 


BFR11285 


31% 


95.0% 


95.3% 


EFA200412 


BPT101144 


28% 


97.7% 


97.3% 


EFA200412 


BCE101162 


30% 


97.7% 


96.5% 


EFA200412 


BFU105740 


31% 


97.7% 


96.2% 


EFA200412 


BMA1 07144 


31% 


97.7% 


95.8% 


EFA200412 


CPN200219 


25% 


94.6% 


94.0% 


EFA200412 


CTR200673 1 32% 


54.3% 


52.5% 


EFA200412 


CAC101882 1 34% 


97.3% 


96.6% 
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Query LocusID 
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Query Coverage 


Homolog Coverage 


EFA200412 


CBO101930 


37% 


95.7% 


96.1% 


EFA200412 


CDF1 03571 


32% 


96.5% 


95.8% 


EFA200412 


CDP100979 


28% 


93.8% 


90.8% 


EFA200412 


EFA200412 


100% 


100% 


100% 


EFA200412 


EFM200394 


59% 


98.4% 


100% 


EFA200412 


LMOl 00578 


43% . 


97.7% 


98.4% 


EFA200412 


MCA101753 


29% 


72.9% 


82.4% 


EFA200412 


MAV106532 


30% 


91.5% 


90.5% 


EFA200412 


MBV103890 


32% 


91.5% 


91.5% 


EFA200412 


MLP100867 


30% 


91.5% 


91.9% 


EFA200412 


MTU201623 


31% 


91.5% 


91.5% 


EFA200412 


NGO100361 


35% 


97.7% 


96.6% 


EFA200412 


NME201239 


34% 


97.7% 


96.6% 


EFA200412 


SAU801137 


43% 


98.8% 


99.6% 


EFA200412 


SEP200862 


42% 


97.7% 


98.4% 


EFA200412 


SHA100177 


39% 


98.8% 


99.6% 


EFA200412 


SMU1 00505 


41% 


86.0% 


98.6% 


EFA200412 


SPN401786 


43% 


98.1% 


96.8% 


EFA200412 


SPY200257 


43% 


96.5% 


98.0% 


EFA200412 


UUR100329 


31% 


97.7% 


98.1% 


EFA200412 


VCH100789 


29% 


97.3% 


93.8% 


EFA200418 


ABA104000 


49% 


85.4% 


89.2% 


EFA200418 


BAN100446 


70% 


71.3% 


99.5% 


EFA200418 


BAN1 10084 


74% 


88.9% 


99.6% 


EFA200418 


BFR1 04950 


45% 


93.1% 


86.7% 


EFA200418 


BPT101108 


47% 


93.1% 


97.6% 


EFA200418 


BBU100122 


49% 


95.0% 


98.8% 


EFA20041.8 


BCE101166 


44% 


98.9% 


98.0% 


EFA200418 


BFU101939 


52% 


84.7% 


88.4% 


EFA200418 


BMA101604 


45% 


98.1% 


98.8% 


EFA200418 


CJU101107 


51% 


99.2% 


98.9% 


EFA200418 


CPN200048 


48% 


84.3% 


79.1% 


EFA200418 


CTR200051 


44% 


98.1% 


89.7% 


EFA200418 


CAC101756 


67% 


88.5% 


99.6% 


EFA200418 


CBO103187 


69% 


88.5% 


99.6% 


EFA200418 


CDF101764 


69% 


89.7% 


98.7% 


EFA200418 


CDP101120 


52% 


99.6% 


97.7% 


EFA200418 


EBC103098 


50% 


91.2% 


99.2% 


EFA200418 


EFA200418 


100% 


100% 


100% 


EFA200418 


ECO100169 


51% 


91.2% 


99.2% 


EFA200418 


HIN100892 


50% 


90.0% 


93.6% 


EFA200418 


HPY101531 


48% 


96.2% 


92.0% 


EFA200418 


KPN301398 


50% 


86.6% 


99.1% 


EFA200418 


LPN100646 


46% 


93.9% 


97.6% 


EFA200418 


LMOl 00442 


74% 


93.1% 


100% 


EFA200418 


MCA101251 


51% 


85.4% 


82.3% 


EFA200418 


MAV106404 


59% 


86.6% 


81.9% 


EFA200418 


MBV102282 


54% 


96.2% 


86.4% 


EFA200418 


MLP 100973 


58% 


86.6% 


81.6% 


EFA200418 


MTU202852 


54% 


96.2% 


86.4% 


EFA200418 


MGE100072 


36% 


93.9% 


84.9% 


EFA200418 


MPN100623 


36% 


93.9% 


82.0% 


EFA200418 


NGO100893 


44% 


89.7% 


95.5% 


EFA200418 


NME200306 


44% 


89.7% 


95.5% 
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Query LocusID 


Horaolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200418 


PMU101984 


51% 


91.6% j 


94.4% 


EFA200418 


PRT105507 


51% 


89.3% i 


96.3% 


EFA200418 


PAE203654 


49% 


92.3% 


97.6% 


EFA200418 


PPU107884 


47% 


91.6% 


97.1% 


EFA200418 


PSY108183 


48% 


94.6% j 


92.1% 


EFA200418 


SPA101195 


50% 


91.6% 


100% 


EFA200418 


SJY1 03848 


51% 


91.2% 


99.2% 


EFA200418 


STM103561 


51% 


91.2% 


99.2% 


EFA200418 


SAU801256 


70% 


95.0% 


99.6% 


EFA200418 


SEP201549 


69% 


96.6% 


98.9% 


EFA200418 


SHA100713 


63% 


74.3% 


96.6% 


EFA200418 


SMU100628 


75% T 99.2% 


100% 


EFA200418 


SPN402017 


76% 


98.9% 


100% 


EFA200418 


SPY201599 


75% 


98.5% 


99.6% 


EFA200418 


TPA100599 


55% 


98,9% 


88.3% 


EFA200418 


UUR100024 


40% 


84.7% 


63.6% 


EFA200418 


VCH102226 


50% 


89.7% 


96.7% 


EFA200418 


YPS001127 


50% 


91.2% 


99.2% 


EFA200421 


ABA106144 


42% 


98.0% 


97.3% 


EFA200421 


BAN110110 


53% 


96.6% 


99.0% 


EFA200421 


BAN103067 


64% 


98.6% 


98.3% 


EFA200421 


BFR10353 


34% 


91.5% 


77.6% 


EFA200421 


BPT101109 


43% 


98.0% 


97.3% 


EFA200421 


BBU100121 


29% 


91.5% 


96.1% 


EFA200421 


BCE1 07064 


42% 


99.3% 


97.6% 


EFA200421 


BFU100280 


42% 


99.3% 


97.6% 


EFA200421 


BMA107429 


42% 


99.3% 


97.6% 


EFA200421 


CJU101106 


33% 


99.3% 


100% 


EFA200421 


CPN200047 


33% 


93.2% 


99.6% 


EFA200421 


CTR200050 


34% 


93.2% 


99.6% 


EFA200421 


CAC101812 


46% 


98.6% 


98.7% 


EFA200421 


CBO101301 


43% 


98.3% 


98.4% 


EFA200421 


CDF101762 


50% 


99.7% 


100% 


EFA200421 


CDP101115 


35% 


93.5% 


99.6% 


EFA200421 


EBC103096 


41% 


99.7% 


99.3% 


EFA200421 


EFA200421 


100% 


100% 


100% 


EFA200421 


ECO 1001 70 


41% 


99.7% 


99.3% 


EFA200421 


HIN 100893 


44% 


98.0% 


97.2% 


EFA200421 


HPY101532 


35% 


99.7% 


100% j 


EFA200421 


KPN301399 


41% 


99.7% 


99.3% 


EFA200421 


LPN100716 


42% 


99.7% 


99.7% 


EFA200421 


LMO102014 


62% 


99.7% 


99.7% . 


EFA200421 


MCA101252 


45% 


98.0% 


96.9% 


EFA200421 


MAV106405 


38% 


93.5% 


99.6% 


EFA200421 


MBV102285 


35% 


93.5% 


99.6% 


EFA200421 


MLP100972 


34% 


93.5% 


99.6% 


EFA200421 


MTU202851 


35% 


93.5% 


99.6% 


EFA200421 


MGE100443 


36% 


97.6% 


98.0% 


EFA200421 


MPN100211 


37% 


97.6% 


98.0% 


EFA200421 


NGO100890 


43% 


99.7% 


99.6% 


EFA200421 


NME200305 


44% 


99.7% 


99.6% 


EFA200421 


PMU101985 


43% 


99.7% 


99.6% 


EFA200421 


PRT104501 


45% 


99.7% 


100% 


EFA200421 


PAE203653 


44% 


99.3% 


98.3% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200421 


PPU107887 


43% 


99.3% 


98.3% 


EFA200421 


PSY104373 


44% 


99.3% 


98.3% 


EFA200421 


SPA101193 


41% 


99.7% 


99.3% 


EFA200421 


STY103870 


41% 


99.7% 


99.3% 


EFA200421 


STM103563 


41% 


99.7% 


99.3% 


EFA200421 


SAU801257 


62% 


99.7% 


100% 


EFA200421 


SEP201550 


62% 


98.6% 


99.3% 


EFA200421 


SHA100714 


64% 


98.6% 


99.3% 


EFA200421 


SMU1 00627 


47% 


99.3% 


98.3% 


EFA200421 


SPN4O2016 


43% 


99.3% 


98.3% 


EFA200421 


SPY201600 


43% 


99.3% 


98.3% . 


EFA200421 


TPA100598 


30% 


91.5% 


95.9% 


EFA200421 


UUR100520 


40% 


98.0% 


98.6% 


EFA200421 


VCH102225 


43% 


98.6% 


98.9% 


EFA200421 


YPS001128 


43% 


99.7% 


99.3% 


EFA200454 


ABA100529 


48% 


98.3% 


99.8% 


EFA200454 


BAN1 00354 


53% 


98.3% 


99.5% 


EFA200454 


BAN103931 


58% 


98.8% 


99.8% 


EFA200454 


BFR100495 


25% 


38.1% 


7.0% 


EFA200454 


BPT102439 


45% 


98.6% 


99.5% 


EFA200454 


BCE111561 


56% 


38.6% 


99.5% 


EFA200454 


BFU106495 


45% 


98.1% 


98.3% 


EFA200454 


BMA1 04091 


45% 


95.8% 


96.0% 


EFA200454 


CJU1 00505 


41% 


97.4% 


99.6% 


EFA200454 


CPN200251 


39% 


97.0% 


98.1% 


EFA200454 


CTR200662 


37% 


97.4% 


96.5% 


EFA200454 


CAC100467 


49% 


96.0% 


95.8% 


EFA200454 


CBO100123 


31% 


98.8% 


99.4% 


EFA200454 


CDF100404 


42% 


13.6% 


83.0% 


EFA200454 


CDF100250 


46% 


97.4% 


97.2% 


EFA200454 


CDP100483 


40% 


98.4% 


99.0% 


EFA200454 


EBC 102546 


46% 


97.4% 


98.4% 


EFA200454 


EFA200454 


100% 


100% 


100% 


EFA200454 


EFM201684 


83% 


99.0% 


99.5% 


EFA200454 


ECO100194 


47% 


95.8% 


96.7% 


EFA200454 


HIN100709 


46% 


98.3% 


99.0% 


EFA200454 


HPY100234 


41% 


97.6% 


98.3% 


EFA200454 


KPN30191 1 


47% 


93.7% 


98.4% 


EFA200454 


LPN102483 


50% 


16.3% 


98.9% 


EFA200454 


LMO100624 


63% 


98.6% 


99.3% 


EFA200454 


MCA101839 


42% 


97.4% 


99.3% 


EFA200454 


MAV1 02826 


41% 


96.0% 


97.1% 


EFA200454 


MBV103229 


41% 


96.0% 


97.1% 


EFA200454 


MTU202807 


41% 


96.3% 


96.7% 


EFA200454 


MGE100289 


28% 


18.4% 


22.4% 


EFA200454 


MPN100436 


25% 


79.4% 


56.7% 


EFA200454 


NGO100106 


44% 


99.0% 


99.8% 


EFA200454 


NME201412 


44% 


99.0% 


99.8% 


EFA200454 


PMU101370 


47% 


98.1% 


98.9% 


EFA200454 


PRT101177 


46% 


95.8% 


96.8% 


EFA200454 


PAE200955 


47% 


98.3% 


99.1% 


EFA200454 


PPU108855 


47% 


91.4% 


95.3% 


EFA200454 


PSY105509 


46% 


94.8% 


95.6% . 


EFA200454 


SPA100809 


44% 


95.8% 


98.2% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200454 


STY103990 


47% 


95.8% 


96.7% 


EFA200454 


SAU801263 


56% 


98.3% 


98.8% 


EFA200454 


SEP201556 


56% 


98.6% 


99.1% 


EFA200454 


SHA10U50 


56% 


98.6% 


99.1% 


EFA200454 


SMU101082 


60% 


99.0% 


100% 


EFA200454 


SPN400243 


60% 


98.6% 


99.5% 


EFA200454 


SPY201510 


59% 


98.6% 


99.4% 


EFA200454 


TPA100158 


39% 


93.5% 


94.2% 


EFA200454 


UUR100457 


29% 


23.4% 


29.2% 


EFA200454 


VCH100859 


45% 


97.4% 


98.4% 


EFA200454 


YPS0O2005 


47% 


97.4% 


98.3% 


EFA200457 


BAN108834 


45% 


80.1% 


87.5% 


EFA200457 


BAN108033 


60% 


99.8% 


99.9% 


EFA200457 


CAC101590 


43% 


98.1% 


98.9% 


EFA200457 


CBO 102746 


45% 


95.4% 


95.9% 


EFA200457 


CDF103797 


43% 


99.7% 


99.9% 


EFA200457 


EFA200457 


100% 


100% 


100% 


EFA200457 


EFM200946 


82% 


100% 


100% 


EFA200457 


LMO102727 


62% 


99.7% 


99.7% 


EFA200457 


MAV103787 


34% 


13.0% 


86.1% 


EFA200457 


MBV104672 


32% 


13.0% 


30.8% 


EFA200457 


MTTU202157 


32% 


13.0% 


30.4% j 


EFA200457 


MGE 100031 


38% 


84.0% 


84.8% 


EFA200457 


MPN1OO120 


38% 


83.9% 


85.4% 


EFA200457 


SAU801264 


54% 


99.9% 


99.9% 


EFA200457 


SEP201557 


54% 


99.6% 


99.7% 


EFA200457 


SHA103204 


54% 


99.8% 


99.6% 


EFA200457 


SMU101474 


55% 


99.4% 


99.7% 


EFA200457 


SPN400251 


54% 


99.4% 


99.7% 


EFA200457 


SPY201509 


54% 


99.4% 


99.7% 


EFA200457 


UUR100379 


37% 


86.7% 


88.6% 


EFA200478 


ABA100930 


30% 


98.9% 


97.0% 


EFA200478 


BAN107253 


28% 


69.4% 


72.2% 


EFA200478 


BAN102625 


46% 


30.2% 


56.8% 


EFA200478 


BAN103946 


46% 


30.2% 


81.2% 


EFA200478 


BAN106298 


40% 


98.7% 


98.9% 


EFA2O0478 


BFR103444 


39% 


43.1% 


84.7% 


EFA200478 


BPT104540 


29% 


75.5% 


10.4% 


EFA200478 


BBU100303 


27% 


92.1% 


92.2% 


EFA200478 


BCE104414 


25% 


82.3% 


97.9% 


EFA200478 


BFU100824 


27% 


93.2% 


90.9% 


EFA200478 


BMA104638 


27% 


93.2% 


91.2% 


EFA200478 


CJU100734 


20% 


72.9% 


65.3% 


EFA200478 


CPN200950 


28% 


93.9% 


94.4% 


EFA200478 


CTR200132 


27% 


93.2% 


92.9% 


EFA200478 


CAC101153 


33% 


99.3% 


98.9% 


EFA200478 


CBO 102608 


35% 


93.2% 


92.6% 


EFA200478 


CDF103288 


30% 


93.9% 


94.1% 


EFA200478 


CDP101279 


28% 


99.6% 


99.4% 


EFA200478 


EBC102572 


31% 


95.0% 


94.7% 


EFA200478 


EFA200478 


100% 


100% 


100% 


EFA200478 


EFM201777 


58% 


99.3% 


99.1% 


EFA200478 


ECO100086 


30% 


98.2% 


98.0% 


EFA200478 


HIN101108 


29% 


100% 


99.1% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200478 


HPY100728 


25% 


63.7% 


56.2% 


EFA200478 


KPN301858 


28% 


98.2% 


98.0% 


EFA200478 


LMO101402 


40% 


100% 


100% 


EFA200478 


MCA100820 


31% 


91.9% 


90.9% 


EFA200478 


MAV103997 


23% 


59.7% 


91.1% 


EFA200478 


MLP100565 


26% 


93.4% 


92.3% 


EFA200478 


MTU202123 


27% 


93.4% 


91.6% 


EFA200478 


NGO100600 


31%. 


94.7% 


98.6% 


EFA200478 


NME201912 


31% 


94.7% 


95.1% 


EFA200478 


PMU100138 


28% 


99.8% 


98.9% 


EFA200478 


PRT102642 


29% 


99.1% 


97.6% 


EFA200478 


PAE204414 


29% 


94.5% 


93.7% 


EFA200478 


PPU111733 


31% 


94.5% 


93.6% 


EFA200478 


PSY103854 


29% 


94.5% 


94.5% 


EFA200478 


SPA102755 


30% 


95.2% 


94.9% 


EFA200478 


STY103172 


31% 


95.2% 


94.9% 


EFA200478 


STM 102864 


31% 


95.2% 


94.9% 


EFA200478 


SAU802082 


42% 


94.1% 


94.2% 


EFA200478 


SEP201343 


42% 


94.1% 


94.5% 


EFA200478 


SHA100952 


41% 


94.1% ' 


94.5% 


EFA200478 


SMU100741 


49% 


99.3% 


99.6% 


EFA200478 


SPN401513 


46% 


99.3% 


98.9% 


EFA200478 


SPY201087 


49% 


99.6% 


97.8% 


EFA200478 


TPA100382 


31% 


100% 


99.6% 


EFA200478 


VCH 102370 


30% 


95.2% 


95.1% 


EFA200478 


YPS000994 


30% 


95.2% 


93.9% 


EFA200495 


BFR101164 


51% 


100% 


46.1% 


EFA200495 


CDP100056 


26% 


24.5% 


26.6% 


EFA200495 


EFA200495 


100% 


100% 


100% 


EFA200515 


ABA100815 


30% 


89.0% 


79.9% | 


EFA200515 


BPT103008 


29% 


87.6% 


81.8% 


EFA200515 


BCE1 12921 


29% 


29.3% 


75.1% 


EFA200515 


BCE1 12214 


38% 


33.8% 


83.8% 


EFA200515 


BCE1 14431 


36% 


48.9% 


67.4% 


EFA200515 


BCE111221 


29% 


87.2% 


88.9% 


EFA200515 


BCE1 05983 


33% 


88.7% 


86.6% 


EFA200515 


BFU102806 


31% 


87.2% 


82.5% 


EFA200515 


BMA100434 


30% 


89.0% 


82.8% 


EFA200515 


BMA105823 


31% 


87.6% 


85.8% 


EFA200515 


EBC101455 


29% 


90.5% 


81.2% 


EFA200515 


EFA200515 


100% 


100% 


100% 


EFA200515 


KPN305645 


28% 


90.5% 


81.4% 


EFA200515 


MBV105656 


30% 


90.1% 


76.3% 


EFA200515 


MLP100958 


29% 


88.7% 


73.8% 


EFA200515 


MTU202299 


30% 


90.1% 


74.3% 


EFA200515 


PRT100665 


33% 


88.5% 


78.6% 


EFA200515 


PAE201315 


29% 


88.7% 


76.8% 


EFA200515 


SPA102628 


28% 


90.5% 


81.2% 


EFA200515 


STY103797 


29% 


90.5% 


81.2% 


EFA200515 


SAU202063 


29% 


87.6% 


75.9% 


EFA200515 


SHA102166 


29% 


87.2% 


85.5% 


EFA200515 


YPS000055 


29% 


88.3% 


82.3% 


EFA200538 


ABA105508 


40% 


99.5% 


98.9% 


EFA200538 


BAN 102826 


75% 


100% 


100% 
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diK»r\/ T nr»itcTT") 


Homoloff LocusH) 


Identity 


Query Coverage 


Homolog Coverage 


FT?A900*nR 


BFR10298 


46% 


99.8% 


99.9% 


FFA?<VK3K 


BPT102350 


38% 


99.5% 


99.4% 


FF A 9005^8 


BBU100250 

X-^X-/\h^ X \J\J +s \J 


49% 


99.5% 


99.4% 


FFA200538 


BCE103321 


39% 


99.5% 


99.4% 


EFA200538 


BMA109061 


38% 


99.5% 


94.1% 


EFA200538 


CJU101017 


39% 


99.8% 


99.8% 


EFA200538 


CPN200606 


49% 


99.8% 


99.9% 


EFA200538 


CTR200474 


51% 


99.8% 


99.9% 


EFA200538 


CAC101070 


45% 


99.8% 


99.8% 


EFA200538 


CBO100961 


47% 


99.1% 


99.1% 


EFA200538 


CDF103555 


46% 


99,5% 


99.4% 


EFA200538 


CDP101454 


44% 


99.0% 


97.0% 


EFA200538 


EBC100539 


38% 


53.0% 


99.6% 


EFA200538 


EFA200538 


100% 


100% l 


100% 


EFA20O538 


EFM200610 


87% 


100% 


100% 


EFA200538 


ECO100632 


42% 


99.5% 


99.3% 


EFA200538 


HIN100900 


42% 


99.5% 


99.2% 


EFA200538 


HPY101524 


40% 


98.9% 


99.1% 


EFA200538 


KPN300581 


40% 


16.3% 


79.3% 


EFA200538 


KPN302684 


42% 


99.5% 


99.5% 


EFA200538 


LPN103327 


44% 


99.6% 


99.4% 


EFA200538 


LMO100611 


75% 


100% 


100% 


EFA200538 


MCA1 02972 


39% 


99.5% 


98.6% 


EFA200538 


MAV103767 


44% 


98.9% 


94.2% 


EFA200538 


MBV104696 


44% 


98.9% 


96.2% 


EFA200538 


MLP 100028 


43% 


98.9% 


96.4% 


EFA200538 


MTU200041 


44% 


98.9% 


96.4% 


EFA200538 


MGE1 00272 


41% 


99.5% 


99.5% 


EFA200538 


MPN100453 


41% 


99.5% 


99.4% 


EFA200538 


NGO100059 


42% 


99.5% 


99.2% 


EFA200538 


NME200518 


40% 


99.5% 


99.5% 


EFA200538 


PMUI01214 


40% 


99.6% 


99.4% 


EFA200538 


PRT102887 


41% 


99.5% 


99.3% 


EFA200538 


PAE203984 


41% 


99.8% 


99.5% 


EFA200538 


PPU108817 


42% . 


99.8% 


99.5% 


EFA200538 


PSY105072 


42% 


99.8% 


99.5% 


EFA20O538 


SPA100430 


45% 


62.3% 


97.8% 


EFA200538 


STY 10 1466 


42% 


99.5% 


99.3% 


EFA200538 


SAU801760 


72% 


99.9% 


99.9% 


EFA200538 


SEP202121 


71% 


99.9% 


99.9% 


EFA200538 


SHA1 00631 


73% 


99,9% 


99.9% 


EFA200538 


SMU100492 


70% 


99.5% 


99.4% 


EFA200538 


SPN400235 


70% 


99.5% 


99.4% 


EFA200538 


SPY200128 


71% 


99.5% 


99.4% 


EFA200538 


TPA100579 


50% 


99.8% 


99.9% 


EFA200538 


UUR100373 


52% 


99.5% 


99.8% 


EFA200538 


VCH100940 


44% 


99.8% 


95.5% 


EFA200538 


YPS001199 


42% 


99.5% 


99.3% 


EFA200544 


ABA102927 


27% 


94.4% 


93.3% 


EFA200544 


BAN107304 


34% 


90.3% 


92.1% 


EFA200544 


BFR104340 


26% 


74.5% 


70.1% 


EFA200544 


BPT104317 


32% 


75.5% 


61.0% 


EFA200544 


BCE102893 


24% 


63.9% 


75.3% 


EFA200544 


BMA103625 


33% 


34.7% 


33.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200544 


CAC100597 


37% 


46.3% 


33.8% 


EFA200544 


CBO103870 


29% 


81.9% 


98.9% 


EFA200544 


CDF100442 


30% 


71.8% 


57.1% 


EFA200544 


EBC102841 ! 


28% 


63.4% 


69.8% 


EFA200544 


EFA200544 


100% 


100% i 


100% 


EFA200544 


EFM201387 


50% 


95.4% 


94.5% 


EFA200544 


ECO100817 


25% 


68.1% 


74.2% 


EFA200544 


H1N100201 


35% 


44.0% 


39.0% 


EFA200544 


HPY100346 


29% 


89.4% 


85.1% 


EFA200544 


HPY100838 


35% 


89.4% 


86.8% 


EFA200544 


KPN302156 


36% 


33.3% 


32.0% 


EFA200544 


LPN100696 


25% 


87.0% 


27.4% 


EFA200544 


LMO100669 


36% 


93.1% 


94.0% 


EFA200544 


MAV102855 


34% 


64.8% 


49.5% 


EFA200544 


MLP100064 


31% 


49.1% 


53.1% 


EFA200544 


PMU100676 


34% 


31.5% 


28.2% 


EFA200544 


PRT100154 


38% 


38.9% 


35.3% 


EFA200544 


PAE204008 


29% 


76.4% 


38.7% 


EFA200544 


PPU107569 


28% 


84.7% 


41.1% 


EFA200544 


PSY105067 


31% 


91.7% 


45.0% 


EFA200544 


SPA102202 


25% 


72.2% 


75% 


EFA200544 


STY102442 


24% 


72.2% 


83.2% 


EFA200544 


SAU801417 


30% 


84.7% 


92.6% 


EFA200544 


SEP200350 


32% 


84.7% 


92.6% 


EFA200544 


SHA100392 


30% 


87.0% 


93.7% 


EFA200544 


SMU100446 


39% 


100% 


100% 


EFA200544 


SPN400434 


40% 


100% 


100% 


EFA200544 


SPY200272 


43% 


99.5% 


99.1% 


EFA200544 


TPA100545 


27% 


54.6% 


41.7% 


EFA200544 


VCH102452 


38% 


41.7% 


48.3% 


EFA200544 


YPS001142 


40% 


18.5% 


22.2% 


EFA200562 


ABA100383 


63% 


98.7% 


98.7% 


EFA200562 


BAN108106 


75% 


98.2% 


98.0% 


EFA200562 


BFR103242 


51% 


98.2% 


98.8% 


EFA200562 


BPT100493 


61% 


97.5% 


97.7% 


EFA200562 


BBU100375 


49% 


97.7% 


96.7% 


EFA200562 


BCE104520 


63% 


97.5% 


97.9% 


EFA200562 


BFU106887 


62% 


97.5% 


92.4% 


EFA200562 


BMA102515 


62% 


98.5% 


96.7% 


EFA200562 


CJU101022 


41% 


98.5% 


99.7% 


EFA200562 


CAC100015 


70% 


98.7% 


99.7% 


EFA200562 


CDF101475 


69% 


98.0% 


98.0% 


EFA200562 


CDP100317 


58% 


98.5% 


97.1% 


EFA200562 


EBC106045 


62% 


97.7% 


99.5% 


EFA200562 


EFA200562 


100% 


100% 


100% 


EFA200562 


EFM102997 


89% 


14.2% 


100% 


EFA200562 


ECO 102877 


63% 


98.0% 


97.9% 


EFA200562 


HIN10U46 


59% 


97.7% 


97.7% 


EFA200562 


HPY100194 


57% 


99.0% 


99.0% 


EFA200562 


KPN303051 


62% 


98.0% 


97.9% 


EFA200562 


LPN103398 


60% 


99.5% 


100% 


EFA200562 


LMO101989 


76% 


98.0% 


97.7% 


EFA200562 


MCA100501 


60% 


98.2% 


99.0% 


EFA200562 


MAV103344 


60% 


99.5% 


100% 
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IlllflW; T AAltA III 

v^uery l^ocusixy 


rionioiog juocusjll/ 


xucniiiy 




xioinuiug v_/Ovcra.gc 


RFA900569 


MRVIOIORR 

1VJLD V IUjuoO 


\J\J /o 


Q8 9% 


07 8% 
y l .o /o 


FFA900569 


MT P1 00115 


59^ 

oy so 


99 5% 

yy .o /o 


100% 


FFA900562 


MTTT901174 


60% 
uu /o 


99 5% 
yy»j /u 


100% 


FFA900562 


MGF 100047 


40% 


97 0% 


05 6% 

jJiU/0 


EFA200562 


MPN 100094 

IV JUL IN 1 vUv/T^ 


19% 


912% 


95 0% 


FFA200562 


NGO101704 

1>VJ\JAV/1 /V/*T 


64% 

U*T /0 


98 9% 


98 5% 

70iJ /0 


FFA900562 


NMF200611 


64% 


98 9% 


98 5% 


FFA200562 


PMTI101027 

l ivi u Jul I 


61% 


98.5% 


98 4% 


FFA 200562 


prtioi iri 


60% 


97 7% 
y / , / /o 


07 7% 
y i . / /o 


FFA200562 


PAF200S45 


58% 

JO/0 


98 7% 


08 7% 

✓ Oi / /□ 


EFA 200562 


ppT Jl 09109 

J I U x\jy JU7 


57% 


98 7% 

70t / /O 


08 7% 

70i / /□ 


FFA 200562 


PSY10101 1 


58% 

JO /o 


99 9% 


00 9% 


FFA900562 


SPA 109476 
or ai v/z.** / ti 


61% 


97 7% 
y / * / so 


08 9% 


FFA 200562 

J— <JL f\£>yJ\J J \J4* 
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NGO 100403 


30% 


67.0% 


73.6% 


EFA200661 


NME201532 


28% 


99.5% 


98.9% 


EFA200661 


PMU101950 


30% 


91.0% 


98.2% 


EFA200661 


PRT1 00733 


26% 


93.1% 


90.3% 


EFA200661 


PRT101487 


31% 


88.8% 


95.4% 


EFA20066! 


PAE204230 


34% 


58.0% 


69.7% 


EFA200661 


PPU1 04550 


29% 


99.5% 


97.8% 


EFA200661 


PS Yl 05770 


30% 


99.5% 


97.9% 


EFA200661 


STY102437 


33% 


60.6% 


65.7% 


EFA200661 


STY102277 


29% 


88.8% 


95.5% 


EFA200661 


STM102829 


29% 


88.8% 


95.5% 


EFA200661 


SAU800366 


51% 


100% 


100% 


EFA200661 


SAU801983 


44% 


100% 


100% 


EFA200661 


. SAU800864 


54% 


78.7% 


95.7% 


EFA200661 


SEP201353 


52% 


100% 


100% 


EFA200661 


SHA101079 


51% 


100% 


100% 


EFA200661 


SMU101251 


62% 


100% 


100% 


EFA200661 


SPN401394 


54% 


100% 


100% 


EFA200661 


SPY201407 


61% 


100% 


100% 


EFA200661 


TPA100061 


30% 


95.2% 


96.0% 


EFA200661 


UUR100559 


32% 


97.3% 


98.8% 


EFA200661 


VCH100392 


30% 


88.8% 


95.5% 


EFA200661 


YPS002815 


32% 


88.8% 


95.6% 


EFA200662 


ABA101593 


29% 


93% 


70.9% 


EFA200662 


BAN105775 


63% 


94% 


96.8% 


EFA200662 


BAN1 10631 


65% 


94% 


95.8% 


EFA200662 


BFR100626 


24% 


94% 


80.7% 


EFA200662 


BPT101390 


25% 


93% 


71.4% 


EFA200662 


BCE111148 


30% 


93% 


72.6% 


EFA200662 


BFU105918 


30% 


93% 


66.2% 


EFA200662 


BMA108586 


30% 


93% 


72.6% 


EFA200662 


CJU100996 


30% 


93% 


72.8% 


EFA200662 


CPN200891 


26% 


94% 


82.1% 


EFA200662 


CTR200179 


30% 


94% 


82.1% 


EFA200662 


CAC 102614 


42% 


94% 


96.8% 


EFA200662 . 


CBO100194 


39% 


94% 


94.8% 


EFA200662 


CDF103506 


37% 


90% 


94.6% 


EFA200662 


CDP 100784 


34% 


91% [ 


93.7% 


EFA200662 


EBC103612 


26% 


93% 


68.7% 


EFA200662 


EFA200662 


100% 


100% 


100% 


EFA200662 


EFM100453 


85% 


98% 


99.0% 


EFA200662 


ECO104090 


26% 


93% 


68.7% 


EFA200662 


HIN100526 


28% 


90% 


69.6% 


EFA200662 


HPY101229 


28% 


94% 


64.8% 


EFA200662 


KPN302207 


27% 


93% 


69.8% 


EFA200662 


LPN101590 


32% 


89% 


76.8% 


EFA200662 


LMO102694 


69% 


95% 


96.9% 


EFA200662 


MCA101349 


27% 


91% 


66.2% 


EFA200662 


MAV101547 


31% 


93% 


94.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200662 


MBV100941 


34% 


93% 


94.8% 


EFA200662 


MLP101585 


30% 


93% 


94.8% 


EFA200662 


MTU200053 


34% 


93% 


94.8% 


EFA200662 


NGO100178 


30% 


93% 


73.8% 


EFA200662 


NME201396 


29% 


93% 


73.8% 


EFA200662 


PMU10U80 


29% 


93% 


72% 


EFA200662 


PRT104507 


27% 


93% 


68.7% 


EFA200662 


PAE204930 


28% 


91% 


63.3% 


EFA200662 


PPU106677 


28% 


91% 


62.4% 


EFA200662 


PSY101040 


28% 


91% 


62.4% 


EFA200662 


STY103809 


26% 


93% 


68.7% 


EFA200662 


STM103613 


26% 


93% 


68.7% 


EFA200662 


SAU800365 


62% 


91% 


91.8% 


EFA200662 


SEP201352 


60% 


91% 


91.8% 


EFA200662 


SHA101078 


55% 


88% 


94.6% 


EFA200662 


SMU101253 


70% 


95% 


97.9% 


EFA200662 


SPN401395 


72% 


95% 


97.9% 


EFA200662 


SPY201408 


74% 


95% 


97.9% 


EFA200662 


UUR100560 


34% 


94% 


56.9% 


EFA200662 


VCH100361 


26% 


94% 


74.6% 


EFA200662 


YPS002210 


29% 


93% 


69.2% 


EFA200674 


ABA100992 


48% 


96.6% 


97.0% 


EFA200674 


BAN111688 


50% 


94.5% 


97.5% 


EFA200674 


BAN103655 


71% 


99.5% 


99.1% 


EFA200674 


BFR10422 


52% 


99.4% 


99.5% 


EFA200674 


BPT 100120 


49% 


92.8% 


99.7% 


EFA200674 


BBU100435 


53% 


98.9% 


100% 


EFA200674 


BCE109504 


49% 


99.5% 


98.7% 


EFA200674 


BFU102072 . 


50% 


99.4% 


99.8% 


EFA200674 


BMA101322 


53% 


100% 


100% 


EFA200674 


CJU100003 


52% 


98.2% 


99.7% 


EFA200674 


CPN200477 


55% 


98.9% 


100% 


EFA200674 


CTR200455 


56% 


98.9% 


100% 


EFA200674 


CAC101093 


61% 


98.9% 


100% 


EFA200674 


CBO101275 


61% 


98.8% 


99.7% 


EFA200674 


CDF100210 


60% 


98.2% 


99.7% 


EFA200674 


CDP 100030 


50% 


98.0% 


98.5% 


EFA200674 


EBC104360 


55% 


98.3% 


99.9% 


EFA200674 


EFA200674 


100% 


100% 


100% 


EFA200674 


EFM200514 


89% 


99.5% 


99.7% 


EFA200674 


ECO103620 


55% 


98.3% 


99.9% 


EFA200674 


HIN100546 


53% 


97.8% 


99.0% 


EFA200674 


HPY100496 


50% 


98.2% 


99.9% 


EFA200674 


KPN301149 


53% 


63.5% 


98.3% 


EFA200674 


LPN 102764 


61% 


17.6% 


95.1% 


EFA200674 


LMO1008.84 


72% 


100% 


100% 


EFA200674 


MCA101384 


51% 


96.8% 


97.2% 


EFA200674 


MAV100554 


51% 


98.8% 


99.4% 


EFA200674 


MBV104294 


49% 


98.8% 


94.0% 


EFA200674 


MLP100005 


50% 


98.8% 


99.4% 


EFA200674 


MTU200005 


49% 


98.8% 


94.0% 


EFA200674 


MGE100003 


52% 


99.5% 


99.8% 


EFA200674 


MPN100151 


53% 


98.5% 


99.2% 


EFA200674 


NGO100713 


51% 


99.1% 


91.5% 
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Query LocusID 


Homolog LocusID 


Identity 1 


Query Coverage 


Homolog Coverage 


EFA200674 


NME200053 


51% 


98.5% 


99.5% 


EFA200674 


PMU101476 


50% 


98.2% 


99.3% 


EFA200674 


PRT102211 


54% 


97.8% 


99.5% 


EFA200674 


PAE200004 


54% 


97.8% 


99.3% 


EFA200674 


PPU109146 


53% 


98.0% 


99.4% 


EFA200674 


PSY100091 


53% 


98.0% 


99.4% 


EFA200674 


SPA101583 


52% 


83.7% 


89.7% 


EFA200674 


STY103968 


55% 


98.3% 


99.9% 


EFA200674 


SAU800005 


66% 


97.7% 


97.8% 


EFA200674 


SEP201276 


67% 


97.7% 


98.0% 


EFA200674 


SHA102259 


67% 


97.7% 


97.7% 


EFA200674 


SMU100247 


77% 


100% 


100% 


EFA200674 


SPN400715 


78% 


100% 


100% 


EFA200674 


SPY200532 


76% 


100% 


100% 


EFA200674 


TP A 100996 


55% 


98.0% 


99.5% 


EFA200674 


UUR100079 


54% 


98.9% 


99.7% 


EFA200674 


VCH100015 


54% 


98.3% 


99.9% 


EFA200674 


YPS003447 


55% 


97.8% 


99.5% 


EFA200677 


ABA100983 


47% 


79.2% 


76.3% 


EFA200677 


BAN1 12286 


19% 


14.8% 


48.4% 


EFA200677 


BAN1 10545 


49% ■ 


93.3% 


97.0% 


EFA200677 


BAN1 02589 


54% 


99.6% 


99.8% 


EFA200677 


BFR101484 


31% 


98.0% 


96.0% 


EFA200677 


BPT1 00629 


38% 


98.9% 


99.6% 


EFA200677 


BBU100436 


31% 


99.1% 


99.0% 


EFA200677 


BCE108826 


45% 


75.8% 


90.9% 


EFA200677 


BFU100017 


46% 


69.4% 


88.8% 


EFA200677 


BMA1 02755 


46% 


75.8% 


63.4% 


EFA200677 


CJU100001 


36% 


86.4% 


88.0% 


EFA200677 


CPN200324 


37% 


97.5% 


93.6% 


EFA200677 


CTR200540 


37% 


98.0% 


96.0% 


EFA200677 


CAC102789 


50% 


98.0% 


97.5% 


EFA200677 


CBO101747 


51% 


98.2% 


97.8% 


EFA200677 


CDF100209 


58% 


74.0% 


91.7% 


EFA200677 


CDP 100027 


44% 


84.1% 


69.0% 


EFA200677 


EBC104357 


49% 


77.2% 


78.0% 


EFA200677 


EFA200677 


100% 


100% 


100% 


EFA200677 


EFM201887 


28% 


22.4% 


39.3% 


EFA200677 


EFM202229 


25% 


21.9% 


39.3% 


EFA200677 


ECO103623 


42% 


98.9% 


99.4% 


EFA200677 


HIN100974 


38% 


99.6% 


99.8% 


EFA200677 


HPY101507 


36% 


75.8% 


74.0% 


EFA200677 


KPN301146 


42% 


98.7% 


99.4% 


EFA200677 


LPN101463 


41% 


87.9% 


98.8% 


EFA200677 


LMO100513 


54% 


99.3% 


98.4% 


EFA200677 


MCA100098 


33% 


98.7% 


95.3% 


EFA200677 


MAV100561 


43% 


94.0% 


90.0% 


EFA200677 


MBV103652 


43% 


94.0% 


89.9% 


EFA200677 


MLP 100001 


42% 


94.0% 


86.6% . . 


EFA200677 


MTU200001 


43% 


94.0% 


89.9% 


EFA200677 


MGE100479 


29% 


98.7% 


99.5% 


EFA200677 


MPN100156 


29% 


98.7% 


99.5% 


EFA200677 


NGO100049 


45% 


75.4% 


67.1% 


EFA200677 . 


NME200512 


45% 


75.4% 


65.1% 
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Tdetititv 


Query Coverage 


Homolog Coverage 


FF A 900677 


PMTJ101 161 


40% 


99.6%o 


99.3% 


FF A 200677 


PRT1 03054 


40% 


66.9% 


98.5% 


FFA200677 


PAE200001 


50% 


75.4% 


64.8% 


EFA200677 


PPU1 02202 


44% 


93.7% 


83.4% 


EFA200677 


PSY103554 


48% 


81.9% 


71.2% 


EFA200677 


SPA101587 


49% 


54.1% ! 


100% 


EFA200677 


STY1 03948 


42% 


98.9% 


99.4% 


EFA200677 


SAU800001 


50% 


98.0% 


98.0% 


EFA200677 


SEP201279 


51% 


98.0% 


98.0% 


EFA200677 


SHA102255 


50% 


98.0% 


98.0% 


EFA200677 


SMU 100027 


44% 


97.8% 


97.8% 


EFA200677 


SPN400001 


45% 


98.0% 


98.5% 


EFA200677 


SPY200001 


44% 


97.8% 


97.8% 


EFA200677 


TPA100001 


36%> 


98.2% 


97.2% 


EFA200677 


UUR1 00001 


31% 


74.5% 


75.1% 


EFA200677 


VCH100012 


41% 


98.9% 


98.3% 


EFA200677 


YPS003458 


42% 


98.9% 


99.4% 


EFA200698 


BPT101006 


36% 


95.3% 


91.1% 


EFA200698 


BCE1 00250 


30% 


52.2% 


98.0% 


EFA200698 


BFU106928 


32% 


93.6% 


94.2% 


EFA200698 


BFU1 08046 


31% 


93.9% 


98.3% 


EFA200698 


BFU110913 


32% 


93.2% 


95.9% 


EFA200698 


BFU101670 


34% 


94.6% 


97.8% 


EFA200698 


BFU102611 


35% 


94.6% 


94.2% 


EFA200698 


BFU1 14233 


31% 


94.2% 


97.3% 


EFA200698 


BMA106862 


27% 


95.9% 


94.0% 


EFA200698 


CDP10012I 


25% 


94,2% 


94.9% 


EFA200698 


EBC102104 


58% 


97.3% 


98.6% 


EFA200698 


EFA200698 


100% 


100% 


100% 


EFA200698 


ECO 100606 


55% 


95.6% 


92.2% 


EFA200698 


HIN1 00022 


59% 


95.6% 


97.3% 


EFA200698 


KPN302601 


31% 


26.1% 


15.0% 


EFA200698 


MCA100880 


25% 


93.6% 


97.0% 


EFA200698 


MAV100316 


32% 


99.0% 


97.3% 


EFA200698 


MBV101161 


31% 


87.5% 


87.9% 


EFA200698 


MTU202461 


31% 


87.5% 


87.9% 


EFA200698 


PRT106096 


29% 


92.5% 


95.0% 


EFA200698 


PAE200882 


30% 


94.6% 


96.4% 


EFA200698 


PSY105164 


21% 


77.6% 


74.4% 


EFA200698 


SPA101729 


54% 


89.5% 


98.5% 


EFA200698 


STY101151 


55% 


95.6% 


97.6% 


EFA200698 


STM100866 


55% 


95.6% 


97.6% 


EFA20069.8 


SMU100150 


81% 


100% 


98.3% 


EFA200698 


SPY200907 


83% 


100% 


100% 


EFA200698 


VCH 100784 

V V-/JL JL JL W / U 1 


59% 


93.9% 


93.9% 


EFA200698 


YPS002471 

X X LJWAT / X 


30% 


94.6% 


95.4% 


EFA200699 


BFR102889 


30% 


15.5% 


16.2% 


EFA200699 


BFU101081 


28% 


26.1% 


28.6% 


EFA200699 


CDF103732 


21% 


48.8% 


59.3% 


EFA200699 


EBC102105 


55% 


91.0% 


87.1% 


EFA200699 


EFA200699 


100% 


100% 


100% 


EFA200699 


ECO 100605 


54% 


94.7% 


94.9% 


EFA200699 


HIN100021 


56% 


91.6% 


93.4% 


EFA200699 


KPN201812 


54% 


97.1% 


92.9% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200699 


MAV106467 


28% 


34.1% 


86.3% 


EFA200699 


MAV105815 


28% 


35.1% 


44.2% 


EFA200699 


MAV1O5306 


23% 


44.1% 


55.3% 


EFA200699 


NGO100728 


23% 


40.6% 


73.5% | 


EFA200699 


NME200226 


22% 


52.7% 


96.0% 1 


EFA200699 


PSY103268 


28% 


30.8% 


39.7% 


EFA200699 


SPA100333 


55% 


91.6% 


95.7% 


EFA200699 


STY101418 1 


55% 


95.1% 


95.5% 


EFA200699 


STM100867 


53% 


97.1% 


97.8% 


EFA200699 


SMU100152 


83% 


100% 


100% 


EFA200699 


SPY200908 


84% 


100% 


100% 


EFA200699 


VCH 100785 . 


53% 


96.3% 


92.7% 


EFA200731 


ABA100331 


31% 


58.8% 


76.3% 


EFA200731 


BAN1 10824 


33% 


98.7% 


99.4% 


EFA200731 


BAN102960 


45% 


98.7% ! 


99.3% 


EFA200731 


BFR104661 


25% 


67.5% 


87.5% 


EFA200731 


BPT101402 


31% 


59.8% 


84.9% 


EFA200731 


BBU100419 


28% 


42.5% 


17.4% 


EFA200731 


BCE1 13044 


28% 


59.8% 


67.9% 


EFA200731 


BFU111080 


26% 


67.6% 


91.1% 


EFA200731 


BMA100367 


27% 


59.8% 


81.0% 


EFA200731 


CJU101147 


27% 


35.8% 


50.8% 


EFA200731 


CPN200162 


22% 


55.1% 


85.6% 


EFA200731 


CAC103503 


30% 


98.2% 


100% 


EFA200731 


CBO100338 


29% 


95.8% 


98.8% 


EFA200731 


CDF103795 


30% 


68.8% 


97.2% 


EFA200731 


EBC101910 


28% 


58.7% 


78.9% 


EFA200731 


EFA200731 


100% 


100% 


100% 


EFA200731 


EFM202051 


76% 


99.0% 


99.5% 


EFA200731 


ECO100392 


29% 


60.6% 


82.4% 


EFA200731 


KPN304908 


28% 


60.6% 


82.4% 


EFA200731 


LPN101514 


24% 


60.5% 


88% 


EFA200731 


LPN102152 


33% 


36.6% 


75.1% 


EFA200731 


LMO102502 


46% 


98.5% 


99.2% 


EFA200731 


MCA1 00492 


33% 


54.9% 


93.4% 


EFA200731 


MAV1 03023 


37% 


39.2% 


57.7% 


EFA200731 


MBV102357 


30% 


59.6% 


87.8% 


EFA200731 


MLP101453 


35% 


40.7% 


56.7% 


EFA200731 


MTU200488 


30% 


59.6% 


87.8% 


EFA200731 


NGO101717 


26% 


68.1% 


59.6% 


EFA200731 


NME200153 


25% 


74.2% 


65.4% 


EFA200731 


PRT101269 


31% 


55.6% 


75.3% 


EFA200731 


PAE205479 


28% 


97.9% 


98.8% 


EFA200731 


PPU102000 


32% 


67.8% 


70.0% 


EFA200731 


PSY103050 


30% 


69.0% 


71.4% 


EFA200731 


SPA101180 


28% 


60.6% 


83.5% 


EFA200731 


STY100357 


28% 


60.6% 


82.4% 


EFA200731 


STM100029 


28% 


60.6% 


82.4% 


EFA200731 


SAU800019 


42% 


98.5% 


98.8% 


EFA200731 


SEP201242 


42% 


98.5% 


98.9% 


EFA200731 


SHA101256 


41% 


98.5% 


98.7% 


EFA200731 


SMU100503 


53% 


62.6% 


95.2% 


EFA200731 


SPN401105 


51% 


70.6% 


96.7% 


EFA200731 


SPY200379 


52% 


63.7% 


87.6% 
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Onerv ILocusTD 


Homolog LocusID 


Identity 


Query Coverage 


HomologCoverage 


EFA200731 


VCH100707 


29% 


58.5% 


79.9% 


EFA200731 


YPS002602 


31% 


55.6% 


74.0% 


EFA200733 


ABA101702 


39% 


96.6% 


93.7% 


EFA200733 


BAN102017 


65% 


99.6% 


99.1% 


EFA200733 


BAN108755 


74% 


99.6% 


98.7% 


EFA200733 


BFR10442 


44% 


95.7% 


96.1% 


EFA200733 


BPT101404 


43% 


95.3% 


94.4% 


EFA200733 


BCE1 15095 


46% 


99.1% 


85.3% 


EFA200733 


BFU109627 


47% 


98.3% 


92.7% 


EFA200733 


BMA100321 


42% 


96.2% 


96.6% 


EFA200733 


CJU101186 


32% 


97.4% 


99.1% 


EFA200733 


CJU101152 


38% 


97.4% 


99.1% 


EFA200733 


CAC100510 


55% 


96.2% 


95.7% 


EFA200733 


CBO101454 


53% 


96.6% 


96.6% 


EFA200733 


CDF103771 


49% 


95.7% 


97.4% 


EFA200733 


CDP100744 


47% 


96.6% 


98.2% 


EFA200733 


EBC104489 


42% 


97.4% 


98.3% 


EFA200733 


EFA200733 


100% 


100% 


100% 


EFA200733 


EFM200129 


90% 


100% 


89.7% 


EFA200733 


ECO103818 


43% 


97.4% 


98.3% 


EFA200733 


HIN100817 


39% 


97.4% 


99.1% J 


EFA200733 • 


KPN302148 


44% 


99.6% 


97.9% 


EFA200733 


LMO101754 


81% 


99.6% 


98.7% 


EFA200733 


MCA101884 


43% 


96.2% 


96.2% 


EFA200733 


MAV103024 


47% 


97.4% 


99.1% 


EFA200733 


MBV102356 


47% 


97.4% 


97.8% 


EFA200733 


MLP 100469 


47% 


96.2% 


95.6% 


EFA200733 


MTU200489 


47% 


97.4% 


99.1% 


EFA200733 


PMU101887 


38% 


97.4% 


98.3% 


EFA200733 


PRT100356 


42% 


97.4% 


98.3% 


EFA200733 


PAE201156 


40% 


95.7% 


94.9% 


EFA200733 


SPA101179 


41% 


96.2% 


96.5% 


EFA200733 


STY1 03227 


42% 


97.4%' 


98.3% 


EFA200733 


STM100028 


41% 


96.2% 


96.5% 


EFA200733 


SAU800018 


70% 


98.7% 


98.3% 


EFA200733 


SEP201243 


70% 


97.4% 


95.4% 


EFA200733 


SHA101255 


71% 


97.4% 


95.8% 


EFA200733 


SMU100506 


71% 


98.3% 


99.1% 


EFA200733 


SPN401106 


70% 


98.3% 


92.4% 


EFA200733 


SPY200378 


70% 


98.3% 


99.2% 


EFA200733 


YPS001580 


43% 


97.4% 


98.3% 


EFA200746 


ABA104775 


26% 


35% 


68.7% 


EFA200746 


BAN107854 


29% 


96.3% 


99.8% 


EFA200746 


BAN111708 


32% 


88.5% 


98.3% 


EFA200746 


EFA200746 


100% 


100% 


100% 


EFA200746 


EFM202588 


56% 


100% 


100% 


EFA200746 


LMO100335 


36% 


97.6% 


96.8% 


EFA200746 


SAU800923 


32% 


96.7% 


97.7% 


EFA200746 


SEP201474 


31% 


97.0% 


97.9% 


EFA200746 


SHA100958 


37% 


50.9% 


98.7% 


EFA200746 


SMU100022 


37% 


98.3% 


98.6% 


EFA200747 


EFA200747 


100% 


100% 


100% 


EFA200747 


EFM200896 


82% 


99.5% 


100% 


EFA200747 


LMO100794 


57% 


98.1% 


99.5% 
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Identity 


Query Coverage 


Homolog Coverage 


EFA200747 


PAE203612 


29% 


18.1% 


21.6% 


EFA200747 


SAU801275 


46% 


97.9% 


98.9% 


EFA200747 


SEP201568 


46% 


97.9% 


96.3% 


EFA200747 


SHA101100 


46% 


97.9% 


97.0% 


EFA200747 


SMU10O333 


60% 


97.5% 


99.6% 


EFA200747 


SPN400538 


60% 


97.7% 


99.8% 


EFA200747. 


SPY200771 


58% 


97.5% 


99.6% 


EFA200747 


VCH100261 


25% 


18.1% 


20.7% 


EFA200766 


ABA105133 


32% 


92.5% 


94.1% 


EFA200766 


BAN1 13695 


40% 


95.2% 


95.9% 


EFA200766 


BAN1 10083 


51% 


97.6% 


95.3% 


EFA200766 


BFR106048 


33% 


85.1% 


86.2% 


EFA200766 


BMA1 08673 


34% 


73.3% 


95.3% 


EFA200766 


CJU100651 


36% 


74.0% 


73.1% 


EFA200766 


CAC103516 


43% 


98.1% 


99.8% 


EFA200766 


CAC103116 


43% 


98.1% 


99.5% 


EFA200766 


CBO101395 


43% 


98.1% 


98.8% 


EFA200766 


CDF101858 


45% 


97.6% 


97.6% 


EFA200766 


EBC107301 


37% 


65.8% 


39.8% 


EFA200766 


EFA200766 


100% 


100% 


100% 


EFA200766 


EFM201535 


88% 


98.8% 


99.3% 


EFA200766 


ECO102040 


34% 


94.7% 


94.3% 


EFA200766 


HIN100399 


32% 


95.2% 


94.1% 


EFA200766 


HPY100166 


33% 


74.7% 


73.5% 


EFA200766 


KPN300423 


46% 


11.3% 


44.8% 


EFA200766 


KPN304482 


34% 


91.8% 


91.6% 


EFA200766 


LMO102686 


70% 


98.6% 


99.5% 


EFA200766 


MCA100567 


31% 


88.4% 


92.0% 


EFA200766 


NGO100452 


35% 


92.3% 


94.5% 


EFA200766 


NME201774 


35% 


92.3% 


94.5% 


EFA200766 


PMU100233 


32% 


94.9% 


94.1% 


EFA200766 


PRT102329 


33% 


91.6% 


90.2% 


EFA200766 


PAE205435 


34% 


93.5% 


88.8% 


EFA200766 


PPU1 11450 


32% 


95.7% 


95.3% 


EFA200766 


PSY104961 


36% 


65.8% 


38.9% 


EFA200766 


SPA104056 


34% 


91.8% 


97.4% 


EFA200766 


STY104182 


34% 


95.7% 


95.1% 


EFA200766 


STM103916 


34% 


95.7% 


95.1% 


EFA200766 


SAU801612 


51% 


99.8% 


98.1% 


EFA200766 


SEP201130 


51% 


99.8% 


98.1% 


EFA200766 


SHA101196 


50% 


99.8% 


99.5% 


EFA200766 


SMU100046 


72% 


98.6% 


95.3% 


EFA200766 


SPN401281 


67% 


54.0% 


92.5% 


EFA200766 


SPN401283 


74% 


99.8% 


94.9% 


EFA200766 


SPY200427 


72% 


97.8% 


94.6% 


EFA200766 


VCH100704 


34% 


91.3% 


90.1% 


EFA200766 


YPS003165 


32% 


97.1% 


94.0% 


EFA200794 


BAN1 12108 


39% 


82.3% 


80.3% 


EFA200794 


BAN105533 


40% 


97.2% 


97.6% 


EFA200794 


BPT101186 


28% 


52.8% 


56% 


EFA200794 


CDF101053 


32% 


81.6% 


77.5% 


EFA200794 


EFA200794 


100% 


100% 


100% 


EFA200794 


EFM201900 


59% 


98.7% 


99.7% 


EFA200794 


HIN100435 


24% 


83.9% 


79.2% 
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Query Coverage 


Homolog Coverage 


EFA200794 


LPN103565 


35% 


48.1% 


50.8% 


EFA200794 


LMO101540 


38% 


98.4% 


99.1% 


EFA200794 


MCA101120 


33% 


67.1% 


66.6% 


EFA200794 


NGO100045 


31% 


68.0% 


68.6% 


EFA200794 


NME200903 


36% 


43.0% 


44.9% 


EFA200794 


PMU101674 


27% 


71.5% 


70.3% 


EFA200794 


PAE202959 


35% 


47.8% 


45.7% 


EFA200794 


PPU104835 


37% 


48.1% 


46.0% 


EFA200794 


PSY106959 


33% 


47.8% 


45.7% 


EFA200794 


SPA100838 


28% 


57.0% 


54.5% 


EFA200794 


SAU800484 


27% 


93.4% 


97.7% 


EFA200794 


SEP201817 


29% 


93.4% 


97.7% 


EFA200794 


SHA101458 


29% 


93.4% 


97.7% 


EFA200794 


SMU100344 


35% 


96.2% 


99.3% 


EFA200794 


SPN400836 


35% 


97.2% 


98.6% 


EFA200794 


SPY200290 


33% 


95.9% 


98.6% 


EFA200794 


VCH101985 


32% 


53.8% 


52.8% 


EFA200797 


BFR101396 


23% 


34.6% 


89.3% 


EFA200797 


BCE109516 


30% 


23.4% 


55.2% 


EFA200797 


BFU1 10052 


26% 


32.9% 


26.0% 


EFA200797 


EFA200797 


100% 


100% 


100% 


EFA200797 


ECO101249 


24% 


17.7% 


37.4% 


EFA200797 


KPN301095 


26% 


17.8% 


36.6% 


EFA200797 


PRT105300 


36% 


13.6% 


31.7% 


EFA200797 


SPA1 04362 


24% 


17.8% 


37.5% 


EFA200797 


STY103053 


26% 


17.8% 


37.4% 


EFA200797 


YPS000920 


25% 


18.2% 


37.5% 


EFA200805 


ABA104003 


47% 


93.9% 


99.2% 


EFA200805 


BAN107104 


43% 


82.4% 


84.9% 


EFA200805 


BAN105134 


73% 


98.3% 


99.7% 


EFA200805 


BFR12467 


43% 


91.2% 


98.4% 


EFA200805 


BPT100051 


47% 


93.8% 


98.5% 


EFA200805 


BBU100388 


47% 


94.5% 


98.7% 


EFA200805 


BCE104307 


45% 


93.8% 


99.1% 


EFA200805 


BFU 100849 


45% 


80.6% 


96.9% 


EFA200805 


BMA104886 


45% 


93.8% 


99.1% 


EFA200805 


CJU100443 


41% 


94.3% 


99.1% . 


EFA2008O5 


CPN200682 


47% 


94.0% 


98.7% 


EFA2008O5 


CTR200581 


58% 


7.3% 


0.2% 


EFA200805 


CAC102610 


65% 


96.1% 


94.8% 


EFA200805 


CBO100154 


63% 


99.1% 


98.0% 


EFA200805 


CDF100552 


62% 


99.6% 


98.2% 


EFA200805 


CDP 100874 


61% 


0.9% 


8.0% 


EFA200805 


EBC101233 


47% 


72.8% 


93.7% 


EFA200805 


EFA200805 


100% 


100% 


100% 


EFA200805 


EFM202205 


94% 


99.8% 


99.5% 


EFA200805 


ECO103885 


46% 


94.1% 


99.4% 


EFA200805 


HIN100494 


45% 


93.9% 


99.3% 


EFA200805 


KPN302483 


47% 


89.2% 


99.9% 


EFA200805 


LPN101720 


65% 


5.6% 


95.7% 


EFA200805 


LMO101542 


78% 


96.0% 


97.8% 


EFA200805 


MCA101003 


44% 


94.4% 


99.3% 


EFA200805 


MAV102933 


62% 


1.7% 


7.3% 


EFA200805 


MBV100910 


61% 


1.7% 


7.7% 
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Identity 


Query Coverage 


Homolog Coverage'"" - 


EFA200805 


MLP101145 


61% 


66.2% 


71.4% 


EFA200805 


MTU200664 


61% 


1.7% 


7.2% 


EFA200805 


MGE100350 


48% 


0.6% 


6.2% 


EFA200805 


MPN100326 


47% 


0.5% 


6.1% 


EFA200805 


NME200136 


46% 


93.8% 


99.1% 


EFA200805 


PMU101737 


45% 


94.4% 


99.4% 


EFA200805 


PAE204268 


46% 


93.9% 


99.3% 


EFA200805 


PPU1 04497 


44% 


93.8% 


99.1% 


EFA200805 


PSY1 03339 


45% 


93.8% 


99.1% 


EFA200805 


SPA102792 


59% 


42.3% 


78.8% 


EFA200805 


STY102671 


46% 


94.1% 


99.4% 


EFA200805 


STM102058 


46% 


94.1% 


99.4% 


EFA200805 


SAU800542 


73% 


98.1% 


99.7% 


EFA200805 


SEP201886 


73% 


98.1% 


99.7% 


EFA200805 


SHA101636 


71% 


93.8% 


100% 


EFA200805 


SMU100556 


77% 


97.9% 


99.4% 


EFA200805 


SPN401775 


75% 


99.5% 


98.9% 


EFA200805 


SPY200071 


76% 


97.9% 


99.3% 


EFA200805 


TPA100238 


58% 


2.1% 


5.8% 


EFA200805 


UUR100187 


45% 


1.1% 


7.5% 


EFA200805 


VCH100323 


45% 


94.1% 


96.9% 


EFA200805 


YPS000489 


46% 


93.9% 


99.3% 


EFA200807 


ABA100041 


39% 


11.1% 


72.8% 


EFA200807 


ABA104621 


52% 


98.0% 


97,3% 


EFA200807 


BAN107772 . 


45% 


98.2% 


99.8% 


EFA200807 


BAN101907 


. 76% 


98.4% 


99.8% 


EFA200807 


BFR102987 


50% 


96.7% 


97.3% 


EFA200807 


BPT101163 


52% 


97.7% 


96.4% 


EFA200807 


BBU100387 


56% 


97.6% 


99.6% 


EFA200807 


BCE108518 


62% 


47.2% 


96.7% 


EFA200807 


BFU100842 


54% 


80.2% 


61.1% 


EFA200807 


BMA101246 


52% 


99.2% 


97.7% 


EFA200807 


CJU1 00444 


51% 


97.1% 


98.7% 


EFA200807 


CPN200681 


51% 


96.9% 


96.9% 


EFA200807 


CTR200580 


51% 


96.9% 


97.1% 


EFA200807 


CAC100576 


63% 


97.3% 


98.1% 


EFA200807 


CBO100117 


64% 


98.3% 


99.2% 


EFA200807 


CDF100550 


63% 


97.7% 


99.8% 


EFA200807 


CDP100877 


50% 


5.7% 


1.0% 


EFA200807 


EBC103916 


49% 


96.8% 


96.2% 


EFA200807 


EFA200807 


100% 


100% 


100% 


EFA200807 


EFM200070 


89% 


96.5% 


100% 


EFA200807 


ECO103886 


49% 


99.4% 


97.9% 


EFA200807 


HIN100493 


52% 


99.3% 


98.1% 


EFA200807 


HPY101181 


52% 


96.7% 


51.2% 


EFA200807 


KPN300484 


41% 


12.5% 


88.9% 


EFA200807 


KPN302484 


49% 


96.8% 


96.2% 


EFA200807 


LPN100508 


65% 


44.0% 


98.7% 


EFA200S07 


LMO101517 


79% 


98.8% 


100% 


EFA200807 


MCA101004 


52% 


99.1% 


97.0% 


EFA200807 


MAV102932 


52% 


6.0% 


0.6% 


EFA200807 


MBV100906 


52% 


6.0% 


0.6% 


EFA200807 


MLP101144 


51% 


6.0% 


0.6% 


EFA2008O7 


MTU200665 


52% 


6.0% 


0.6% 
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Identity 


Query Coverage 


Homolog Coverage 


EFA200807 


MGE100349 


46% 


96.1% 


97.2% 


EFA200807 


MPN100327 


46% 


96.1% 


97.4% 


EFA200807 


NGO101637 


54% 


77.2% 


38.2% 


EFA200807 


NME200135 


51% 


97.7% 


98.1% 


EFA200807 


PMU101736 


50% 


98.8% 


97.2% 


EFA200807 


PRT104687 


55% 


77.2% 


41.2% 


EFA200807 


PAE204267 


49% 


98.8% 


98.4% 


EFA200807 


PPU104498 


49% 


98.8% 


97.7% 


EFA200807 


PSY103340 


49% 


98.8% 


98.4% 


EFA200807 


SPA101954 


39% 


64.7% 


100% 


EFA200807 


STY102668 


48% 


96.8% 


96.2% 


EFA200807 


STM102060 


48% 


96.8% 


96.2% 


EFA200807 


SAU800543 


72% 


98.8% 


99.8% 


EFA200807 


SEP201887 


73% 


98.8% 


100% 


EFA200807 


SHA100756 


54% 


6.7% 


73.6% 


EFA200807 


SHA101637 


73% 


97.4% 


98.5% 


EFA200807 


SMU100552 


78% 


99.0% 


99.5% 


EFA200807 


SPN401774 


77% 


97.7% 


97.1% 


EFA200807 


SPY200072 


77% 


99.3% 


99.8% 


EFA200807 


TPA100239 


56% 


99.3% 


99.1% 


EFA200807 


UUR100188 


45% 


96.2% 


98.2% 


EFA200807 


VCH100324 


52% 


97.1% 


96.8% 


EFA200807 


YPS000478 


52% 


99.4% 


98.0% 


EFA200811 


ABA100676 


55% 


95.9% 


98.6% 


EFA200811 


BAN101291 


66% 


97.3% 


97.9% 


EFA200811 


BAN111521 


66% 


97.3% 


97.9% 


EFA200811 


BFR11426 


51% 


97.9% 


94.8% 


EFA200811 


BPT102861 


51% 


95.2% 


97.9% 


EFA200811 


BBU100338 


52% 


92.5% 


92.5% 


EFA200811 


BCE107311 


58% 


95.9% 


79.5% 


EFA200811 


BFU103522 


60% 


95.9% 


98.6% 


EFA200811 


BMA107182 


59% 


95.9% 


78.2% 


EFA200811 


CJU101396 


53% 


91.1% 


95.0% J 


EFA200811 


CPN2O05O5 


44% 


95.9% 


94.6% 


EFA20081 1 


CTR200395 


46% 


95.2% 


94% 


EFA200811 


CAC102148 


52% 


95.9% 


97.2% 


EFA200811 


CBO103121 


58% 


95.9% 


96.6% 


EFA200811 


CDF100062 


54% 


95.2% 


97.2% 


EFA200811 


CDP100045 


52% 


95.9% 


95.2% 


EFA200811 


EBC102180 


58% 


95.9% 


98.6% 


EFA2O0811 


EFA200811 


100% 


100% 


100% 


EFA200811 


EFM201491 


95% 


100% 


83.0% 


EFA200811 


ECO103161 


58% 


95.9% 


98.6% 


EFA200811 


HIN101412 


59% 


95.9% 


98.6% 


EFA200811 


HPY100082 


48% 


91.1% 


94.3% 


EFA200811 


KPN301994 


56% 


95.9% 


98.6% 


EFA20081.1 


LPN102178 


55% 


95.9% 


97.2% 


EFA200811 


LMO100177 


76% 


97.3% 


97.9% 


EFA200811 


MCA103453 


56% 


96.6% 


98.6% 


EFA200811 


MAV103415 


60% 


92.5% 


91.8% 


EFA200811 


MBV101152 


60% 


92.5% 


69.2% 


EFA200811 


MLP100232 


59% 


95.9% 


95.2% 


EFA2O0811 


MTU203396 


60% 


92.5% 


91.8% 


EFA200811 


MGE100428 


42% 


96.6% 


97.3% 
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Identity 


Query Coverage 


Homolog Coverage 


EFA200811 


MPN100225 


45% 


88.4% 


88.4% 


EFA200811 


NGO101071 


57% 


95.9% 


97.9% 


EFA200811 


NME200352 


57% 


95.9% 


97.9% 


EFA200811 


PMU100520 


56% 


95.9% 


98.6% 


EFA200811 


PRT100489 


57% 


95.9% 


98.6% 


EFA200811 


PAE204431 


58% 


95.9% 


98.6% 


EFA200811 ! 


PPU 105984 


56% 


95.9% 


98.6% 


EFA200811 


PSY103838 


58% 


92.5% 


95.1% 


EFA200811 


SPA100958 


58% 


95.9% 


98.6% 


EFA200811 


STY101563 


58% 


95.9% 


98.6% 


EFA2008U 


SAU802218 


69% 


94.5% 


95.2% 


EFA200811 


SEP202048 • 


66% 


94.5% 


95.2% 


EFA200811 


SHA100040 


74% 


72.6% 


94.6% 


EFA200811 


SMU101369 


82% 


100% 


98.6% 


EFA200811 


SPN400271 


82% 


100% 


98.6% 


EFA200811 


SPY201486 


82% 


100% 


98.6% 


EFA200811 


TPA101015 


48% 


92.5% 


95.1% 


EFA200811 


UUR100584 


55% 


89.0% 


87.8% 


EFA200811 


VCH100560 


57% 


95.9% 


98.6% 


EFA200811 


YPS002279 


57% 


95.9% 


98.6% 


EFA200812 


ABA100673 


53% 


94.6% 


96.1% 


EFA200812 


BAN1 12009 


70% 


100% 


100% 


EFA200812 


BAN109246 


71% 


100% 


100% 


EFA200812 


BFR11427 


52% 


93.1% 


94.5% 


EFA200812 


BPT102858 


52% 


94.6% 


94.6% 


EFA200812 


BBU100337 


55% 


94.6% 


90.4% 


EFA200812 


BCE1 04886 


52% 


94.6% 


94.6% 


EFA200812 


BFU103523 


50% 


94.6% 


94.6% 


EFA200812 


BMA104857 


52% 


94.6% 


94.6% 


EFA200812 


CJU101395 


49% 


93.8% 


95.3% 


EFA200812 


CPN200506 


54% 


93.8% 


91.8% 


EFA200812 


CTR200396 


51% 


93.8% 


91.7% 


EFA200812 


CAC102494 


64% 


100% 


100% 


EFA200812 


CBO103462 


63% 


100% 


100% 


EFA200812 


CDF100063 


61% 


100% 


100% 


EFA200812 


CDP1 00047 


51% 


93.1% 


68.4% 


EFA200812 


EBC102179 


52% 


100% 


100% 


EFA200812 


EFA200812 


100% 


100% 


100% 


EFA200812 


EFM201820 


96% 


100% 


100% 


EFA200812 


ECO 103 160 


52% 


100% 


100% 


EFA200812 


HIN101411 


50% 


100% 


100% 


EFA200812 


HPY100081 


45% 


93.8% 


95.3% 


EFA200812 


KPN302005 


52% 


100% 


100% 


EFA200812 


LPN102542 


47% 


96.9% 


96.5% 


EFA200812 


LMO100441 


74% 


100% 


100% 


EFA200812 


MCA1 00086 


55% 


94.6% 


96.1% 


EFA200812 


MAV103416 


54% 


93.1% 


72.9% 


EFA200812 


MBV101153 


54% 


93.1% 


80.1% 


EFA200812 


MLP1 00233 


53% 


93.1% 


79.1% 


EFA200812 


MTU203395 


54% 


93.1% 


80.1% 


EFA200812 


MGE100427 


44% 


100% 


100% 


EFA200812 


MPN100226 


49% 


100% 


100% 


EFA200812 


NGO102668 


58% 


96.2% 


96.2% 


EFA200812 


NME200353 


58% 


96.2% 


96.2% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA20081.2 


PMU100521 


53% 


100% 


100% 


EFA200812 


PRT100490 


53% 


100% 


100% 


EFA200812 


PAE204430 


54% 


100% 


100% 


EFA200812 


PPU105982 


53% 


100% 


100% 


EFA200812 


PSY108021 


54% 


100% 


100% 


EFA200812 


SPA1O0957 


51% 


100% 


100% 


EFA200812 


STY101559 


51% 


100% 


100% 


EFA200812 


SAU802217 


72% 


100% 


100% 


EFA200812 


SEP202046 


72% 


100% 


100% 


EFA200812 


SHA100041 


73% 


100% 


100% 


EFA200812 


SMU101370 


91% 


100% 


100% 


EFA200812 


SPN400272 


89% 


100% 


100% 


EFA200812 


SPY201485 


90% 


100% 


100% 


EFA200812 


TPA101014 


54% 


94.6% 


95.3% 


EFA200812 


UUR100583 


52% 


97.7% 


95.5% 


EFA200812 


VCH100561 


51% 


100% 


100% 


EFA200812 


YPS002276 


53% 


100% 


100% 


EFA200829 


ABA100810 


27% 


84.3% 


85.6% J 


EFA200829 


BAN105237 


33% 


94.7% 


96.4% 


EFA200829 


BAN104566 


51% 


99.7% 


99.3% 


EFA200829 


BFRL1211 


23% 


79.3% 


94.8% 


EFA200829 


BPT102727 


25% 


79% 


82.6% 


EFA200829 


BBU100597 


31% 


92.3% 


92.7% 


EFA200829 


BCE105021 


34% 


87% 


92.9% 


EFA200829 


BFU1 10799 


29% 


46% 


32.1% 


EFA200829 


BMA103015 


26% 


80% 


78.7% 


EFA200829 


CJU101581 


33% 


61% 


65.9% 


EFA200829 


CPN200851 


34% 


89.7% 


87.5% 


EFA200829 


CTR200213 


35% 


92.3% 


92.6% 


EFA200829 


CAC101781 


47% 


98.3% 


96.7% . . 


EFA200829 


CBO101419 


52% 


95% 


93.1% 


EFA200829 


CDF101126 


43% 


98% 


93.1% 


EFA200829 


CDP100735 


25% 


87% 


98.2% 


EFA200829 


EBC104194 


28% 


79.3% j 


83.9% 


EFA200829 


EFA200829 


100% 


100% 


100% 


EFA200829 


EFM201956 


74% 


99.7% 


96.1% 


EFA200829 


ECO103874 


27% 


82.3% 


86.5% 


EFA200829 


H1N10O255 


27% 


84.7% 


88.9% 


EFA200829 


HPY101397 


27% 


78.7% 


85.7% ' 


EFA200829 


KPN300758 


27% 


79.3% 


83.9% 


EFA200829 


LPN101622 


35% 


96.7% 


96.0% 


EFA200829 


LMO102Q57 


57% 


95.7% 


96.3% 


EFA200829 


. MCA100620 


23% 


78.3% 


85.0% 


EFA200829 


MAV103805 


24% 


79.3% 


82.0% 


EFA200829 


MBV102338 


25% 


79.3% 


82.1% 


EFA200829 


MLP101458 


24% 


79.3% 


81.7% 


EFA200829 


MTU200480 


25% 


79.3% 


82.1% 


EFA200829 


NGO100898 


27% 


84.3% 


89.0% 


EFA200829 


NME200943 


27% 


77.7% 


83.2% 


EFA200829 


PMU101589 


27% 


89.3% 


95.6% 


EFA200829 


PRT102712 


27% 


93.7% 


96.5% 


EFA200829 


PAE202975 


26% 


86.7% 


92.3% 


EFA200829 


PPU101791 


26% 


83.3% 


89.4% 


EFA200829 


PSY101711 


27% 


86.7% 


92.3% 
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WO 02/077183 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200829 


SPA103331 


27% 


81.3% 


85.7% 


EFA200829 


STY102701 


28% 


81.3% 


85.7% 


EFA200829 


STM102039 


28% 


81% 


85.4% 


EFA200829 


SAU800738 


52% 


98.3% 


96.1% 


EFA200829 


SEP200812 


52% 


99.3% 


98.7% 


EFA200829 j 


SHA102002 


55% 


95.7% 


93.5% 


EFA200829. 


SMU1O0056 


51% 


99.7% 


97.7% 


EFA200829 


SPN401246 


55% 


98.3% 


93.4% 


EFA200829 


SPY200834 


54% 


98.3% 


100% 


EFA200829 


TPA100089 


28% 


93.7% 


92.9% 


EFA200829 


VCH100313 


31% 


60.7% 


63.6% 


EFA200829 


YPS000538 


26% 


67.3% 


72.2% 


EFA200839 


ABA106058 


62% 


100% 


99.3% 


EFA200839 


BAN106044 


77% 


80.7% 


99.1% 


EFA200839 


BFR10521 


61% 


100% 


95.2% 


EFA200839 


BPT100048 


59% 


100% 


98.6% 


EFA200839 


BBU100392 


51% 


98.6% 


97.2% 


EFA200839 


BCE100591 


60% 


100% 


98.6% 


EFA200839 


BFU104508 


62% 


100% 


92.8% 


EFA200839 


BMA106139 


61% 


100% 


98.6% 


EFA200839 


CJU100439 


60% 


97.9% 


97.2% 


EFA200839 


CPN20G686 


61% 


98.6% 


97.9% 


EFA200839 


CTR200585 


57% 


98.6% 


97.9% 


EFA200839 


CAC101038 


72% 


99.3% 


98.6% 


EFA200839 


CBO102195 


77% 


100% 


99.3% 


EFA200839 


CDF104047 


78% 


100% 


99.3% 


EFA200839 


CDP10O850 


63% 


98.6% 


97.2% 


EFA200839 


EBC102886 


65% 


100% 


99.3% 


EFA200839 


EFA200839 


100% 


100% 


100% 


EFA200839 


ECO103881 


65% 


100% 


99.3% 1 


EFA200839 


HIN100496 


66% 


100% 


99.3% 


EFA200839 


HPY10U85 


61% 


99.3% 


98.6% 


EFA200839 


KPN300527 


65% 


100% 


99.3% 


EFA200839 


LMO 100036 


84% 


100% 


99.3% 


EFA200839 


MCA100999 


64% 


100% 


98.6% 


EFA200839 


MAV102318 


68% 


98.6% 


97.2% 


EFA200839 


MBV103157 


68% 


98.6% 


97.2% 


EFA200839 


MLP101154 


66% 


98.6% 


97.2% 


EFA200839 


MTU200637 


68% 


98.6% 


97.2% 


EFA200839 


MGE100083 


50% 


99.3% 


98.5% 


EFA200839 


MPN100612 


50% 


99.3% 


98.5% 


EFA200839 


NGO101667 


59% 


100% 


97.9% 


EFA200839 


NME200140 


59% 


100% 


97.9% 


EFA200839 


PMU101743 


65% 


100% 


99.3% 


EFA200839 


PAE204272 


62% 


100% 


98.6% 


EFA200839 


PPU1 04469 


61% 


100% 


98.6% 


EFA200839 


PSY106552 


60% 


100% 


95.9% 


EFA200839 


SPA107834 


69% 


62.9% 


90.7% 


EFA200839 


STY102683 


65% 


100% 


99.3% 


EFA200839 


STM1 02055 


65% 


100% 


99.3% 


EFA200839 


SAU800537 


85% 


100% 


100% 


EFA200839 


SEP201881 


84% 


100% 


100% 


EFA200839 


SHA101488 


84% 


99.3% 


98.6% 


EFA200839 


SMU101147 


84% 


99.3% 


98.6% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200839 


SPN400555 


86% 


99.3% 


98.6% 


EFA200839 


SPY200329 


85% 


99.3% 


98.6% 


EFA200839 


TPA1 00234 


56% 


98.6% 


95.2% 


EFA200839 


UUR100547 


49% 


98.6% 


89.3% 


EFA200839 


VCH100319 


65% 


100% 


99.3% 


EFA200839 


YPS000498 


66% 


100% 


99.3% 


EFA200840 


ABA104945 


52% 


98.3% 


97.4% 


EFA200840 


BAN101496 


74% 


38.9% 


94.7% 


EFA200840 


BAN103921 


61% 


98.3% 


98.3% 


EFA200840 


BFR10522 


50% 


99.6% 


98.3% 


EFA200840 


BPT100050 


55% 


99.6% 


98.3% 


EFA200840 


BBU100391 


47% 


98.3% 


98.2% 


EFA200840 


BCE101116 


52% 


99.6% 


98.3% 


EFA200840 


BFU100848 


53% 


99.6% 


98.3% 


EFA200840 


BMA108405 


52% 


99.6% 


98.3% 


EFA200840 


CJU100440 


54% 


98.3% 


96.6% 


EFA200840 


CPN200685 


54% 


98.3% 


97.0% 


EFA200840 


CTR200584 


54% 


98.3% 


97.0% 


EFA200840 


CAC102626 


62% 


96.1% 


96.5% 


EFA200840 


CBO103496 


63% 


96.1% 


96.5% 


EFA200840 


CDF100546 


65% 


99.1% 


98.3% 


EFA200840 


CDP100852 


56% 


98.3% 


95.7% 


EFA200840 


EBC 102885 


54% 


99.1% 


97.0% 


EFA200840 


EFA200840 


100% 


100% 


100% 


EFA200840 


ECO103882 


54% 


99.1% 


97.0% 


EFA200840 


HIN100495 


52% 


99.6% 


99.6% 


EFA200840 


HPY101184 


56% 


98.3% 


96.6% 


EFA200840 


KPN300590 


57% 


49.8% 


91.1% 


EFA200840 


LMO100406 


79% 


99.6% 


99.6% 


EFA200840 


MCA101000 


51% 


98.3% 


96.6% 


EFA200840 


MAV102320 


59% 


98.3% 


95.7% 


EFA200840 


MBV103159 


58% 


98.3% 


99.1% 


EFA200840 


MLP101153 


58% 


98.3% 


95.7% 


EFA200840 


MTU200638 


59% 


98.3% 


95.7% 


EFA200840 


MGE100084 


47% 


97.8% 


98.2% 


EFA200840 


MPN100611 


50% 


97.8% 


98.2% 


EFA200840 


NGO 101665 


52% 


99.6% 


98.7% 


EFA200840 


NME200139 


53% 


99.6% 


98.7% 


EFA200840 


PMU101742 


51% 


99.6% 


99.6% 


EFA200840 


PAE204271 


50% 


99.6% 


98.7% 


EFA200840 


PPU104471 


50% 


99.6% 


98.7% 


EFA200840 


PSY103536 


50% 


99.6% 


98.7% 


EFA200840 


SPA102795 


54% 


99.1% 


97.0% 


EFA200840 


STY102680 


54% 


99.1% 


97.0% 


EFA200840 


STM102056 


54% 


99.1% 


97.0% 


EFA200840 


SAU800538 


73% 


100% 


99.6% 


EFA200840 


SEP201882 


72% 


100% 


99.1% 


EFA200840 


SHA101489 


73% 


100% 


99.1% 


EFA200840 


SMU101145 


75% 


100% 


100% 


EFA200840 


SPN400556 


74% 


98.3% 


98.3% 


EFA200840 


SPY200330 


75% 


99.6% 


99.6% 


EFA200840 


TPA1 00235 


44% 


96.9% 


96.9% 


EFA200840 


UUR100546 


48% 


97.8% 


97.8% 


EFA200840 


VCH100320 


51% 


98.7% 


97.0% 



906 
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Query LocusDD 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200840 


YPS000494 


54% 


99.1% 


97.0% 


EFA200841 


ABA104908 


38% 


97.0% 


97.0% 


EFA200841 


BAN101384 


59% 


95.8% 


95.8% 


EFA200841 


BAN1 06254 


59% 


95.8% 


95.8% 


EFA200841 


BFR101778 


25% 


89.8% 


88.2% 


EFA200841 


BPT104548 


37% 


92.8% 


87.9% 


EFA200841 


BBU100390 


31% 


96.4% 


94.6% 


EFA200841 


BCE110567 


39% 


95.2% 


95.2% 


EFA200841 


BFU104512 


40% 


93.4% 


76.6% 


EFA200841 


BMA104533 


39% 


95.2% 


85.3% 


EFA200841 


CJU100441 


30% 


94.6% 


96.9% 


EFA200841 


CPN200684 


26% 


91.0% 


89.4% 


EFA200841 


CTR200583 


25% 


91.0% 


88.4% 


EFA20084I 


CAC103420 


43% 


93.4% 


92.3% 


EFA200841 


CBO 103649 


46% 


93.4% 


93.4% 


EFA200841 


CDF100545 


45% 


95.8% 


90.9% 


EFA200841 


CDP100855 


39% 


87.3% 


90.6% 


EFA200841 


EFA200841 


100% 


100% 


100% 


EFA200841 


EFM 100720 


84% 


98.2% 


97.6% 


EFA200841 


ECO103883 


34% 


93.4% 


94.5% 


EFA200841 


HIN100621 


39% 


95.2% 


95.7% 


EFA200841 


HPY101183 


33% 


94.0% 


93.9% 


EFA200841 


KPN304658 


33% 


93.4% 


94.5% 


EFA200841 


LMO101102 


63% 


93.4% 


93.4% 


EFA200841 


MCA101001 


35% 


95.2% 


95.2% 


EFA200841 


MAV102938 


41% 


94.6% 


85.2% 


EFA200841 


MBV100919 


38% 


97.6% 


90.4% 


EFA200841 


MLP101148 


39% 


94.6% 


94.4% 


EFA200841 


MTU200648 


38% 


97.6% 


90.4% 


EFA200841 


MGE100371 


36% 


79.5% 


82.1% 


EFA200841 


MPN1 00304 


37% 


91.6% 


96.3% 


EFA200841 


NGO101663 


37% 


97.0% 


97.6% 


EFA200841 


NME200138 


37% 


97.0% 


97.6% 


EFA200841 


PMU101739 


35% 


95.2% 


95.7% 


EFA200841 


PRT1 03043 


34% 


95.2% 


95.8% 


EFA200841 


PAE204270 


39% 


95.2% 


95.2% 


EFA200841 


PPU104473 


36% 


95.2% 


81.0% 


EFA200841 


PSY1 03338 


39% 


95.2% 


95.2% 


EFA200841 


SPA102794 


33% 


93.4% 


94.5% 


EFA200841 


STY102677 


33% 


93.4% 


94.5% 


EFA200841 


STM1 02057 


33% 


93.4% 


94.5% 


EFA200841 


SAU800539 


60% 


98.2% 


98.2% 


EFA200841 


SEP201883 


60% 


98.2% 


98.2% 


EFA20084] 


SHA101633 


61% 


98.2% 


98.2% 


EFA200841 


SMU 100974 


73% 


100% 


99.4% 


EFA200841 


SPN401211 


69% 


100% 


100% 


EFA200841 


SPY200814 


71% 


100% 


100% 


EFA200841 


TPA100236 


32% 


98.8% 


88.9% 


EFA200841 


UUR100008 


38% 


96.4% 


96.4% 


EFA200841 


VCH100321 


35% 


93.4% 


94.4% 


EFA200841 


YPS000491 


32% 


95.2% 


95.8% 


EFA200842 


ABA105381 


66% 


69.7% 


100% 


EFA200842 


BAN106592 


60% 


95.9% 


97.5% 


EFA200842 


BAN1 12078 


66% 


95.9% 


97.5% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200842 


BFR106071 


51% 


97.5% 


98.4% 


EFA200842 


BPT104549 


65% 


100% 


100% 


EFA200842 


BBU100389 


55% 


100% 


100% 


EFA200842 


BCE104254 


67% 


100% 


100% 


EFA200842 


BFU104514 


64% 


100% 


100% 


EFA200842 


BMA 108492 


66% 


100% 


100% 


EFA200842 


CJU100442 


52% 


100% 


100% 


EFA200842 


CPN200683 


45% 


97.5% 


95.3% 


EFA200842 


CTR200582 


50% 


97.5% 


95.4% 


EFA200842 


CAC103770 


61% 


95.9% 


97.6% 


EFA200842 


CBO100998 


65% 


95.9% 


97.6% 


EFA200842 


CDF1 00554 


64% 


100% 


99.2% 


EFA200842 


CDP100862 


54% 


98.4% 


97.6% 


EFA200842 


EBC100455 


60% 


100% 


100% 


EFA200842 


EFA200842 


' 100% 


100% 


100% 


EFA200842 


EFM1 00721 


87% 


100% 


100% 


EFA200842 


ECO 103884 


59% 


100% 


100% 


EFA200842 


HIN100622 


63% 


100% 


100% 


EFA200842 


HPY101182 


53% 


100% 


100% 


EFA200842 


KPN205542 


57% 


100% 


100% 


EFA200842 


LMO102795 


69% 


100% 


100% 


EFA200842 


MCA101002 


60% 


100% 


100% 


EFA200842 


MAV102937 


57% 


98.4% 


97.7% 


EFA200842 


MBV100917 


56% 


98.4% 


97.7% 


EFA200842 


MLP101147 


53% 


98.4% 


97.7% 


EFA200842 


MTU200649 


56% 


98.4% 


97.7% . . 


EFA200842 


MGE100372 


43% 


98.4% 


97.5% 


EFA200842 


MPN100303 


44% 


98.4% 


97.5% 


EFA200842 


NGO101640 


61% _j 


100% 


100% 


EFA200842 


NME200137 


62% 


100% 


100% 


EFA200842 


PMU101738 


55% 


100% 


100% 


EFA200842 


PRT100056 


57% 


100% 


100% 


EFA200842 


PAE204269 


65% 


100% 


100% 


EFA200842 


PPU104475 


60% 


100% 


100% 


EFA200842 


PSY108092 


68% 


51.6% 


98.4% 


EFA200842 


SPA107849 


59% 


100% 


100% 


EFA200842 


STY102674 


59% 


100% 


100% 


EFA200842 


STM107215 


59% 


100% 


100% 


EFA200842 


SAU800540 


64% 


97.5% 


98.4% 


EFA200842 


SEP201884 


64% 


97.5% 


98.4% 


EFA200842 


SHA101634 


63% 


97.5% 


98.4% 


EFA200842 


SMU100975 


64% 


100% 


100% 


EFA2O0842 


SPN401210 


68% 


100% 


96.1% 


EFA200842 


SPY200815 


69% 


100% 


100% 


EFA200842 


TPA100237 


52% 


98.4% 


97.7% 


EFA200842 


UUR100009 


52% 


95.9% 


95.0% 


EFA200842 


VCH 100322 


65% 


100% 


100% 


EFA200842 


YPS005201 


58% 


95.9% 


95.1% 


EFA200894 


BAN 11 3200 


65% 


88.4% 


99% 


EFA200894 


BAN103787 


67% 


94.2% 


99.5% 


EFA20089.4 


CAC100985 


55% 


92.4% 


79.0% 


EFA200894 


CBO102049 


60% 


88.4% 


73.9% 


EFA200894 


CDF1 04297 


57% 


87.1% 


70.7% 


EFA200894 


CDP101225 


24% 


74.6% 


51.0% 
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Identity 


Query Coverage 
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EFA200894 


EFA200894 


100% 


100% 


100% 


EFA200894 


LMO 102016 


70% 


92.4% 


93.2% 


EFA200894 


SAU801006 


66% 


90.2% 


95.7% 


EFA200894 


SEP200232 


64% 


90.2% 


95.7% 


EFA200894 


SHA100763 


65% 


90.2% 


96.7% 


EFA200894 


SMU100221 


64% 


87.9% 


89.1% 


EFA200894 


SPN401004 


65% 


89.7% 


90.1% 


EFA200894 


SPY200855 


64% 


89.7% 


90.1% 


EFA200898 


BAN108111 


26% 


40.4% 


58.4% 


EFA200898 


BFR104427 


29% 


96.5% 


98.4% 


EFA200898 


BPT102001 


26% 


98.2% 


90.6% 


EFA200898 


BBU100379 


30% 


94.5% 


95.8% 


EFA200898 


BFU108711 


22% 


25.8% 


82% 


EFA200898 


BMA1 04773 


26% 


27.6% 


77.3% 


EFA200898 


CPN200466 


28% 


88.5% 


87.4% j 


EFA200898 


CTR200459 


27% 


78.1% 


74.5% 


EFA200898 


CAC103232 


27% 


49.4% 


85.1% 


EFA200898 


CBO103653 


29% 


96.5% 


96.9% 


EFA200898 


CDF103045 


33% 


96.2% 


95.5% • 


EFA200898 


CDP101052 


28% 


51.4% 


51.9% 


EFA200898 


EBC100989 


27% 


89.8% 


84.9% 


EFA200898 


EFA200898 


100% 


100% 


100% 


EFA200898 


KPN301564 


27% 


91.4% 


91.0% 


EFA200898 


MAV107258 


23% 


33.6% 


47.1% 


EFA200898 


MAV107193 


24% 


52.3% 


55.2% 


EFA200898 


MBV102187 


31% 


88.1% 


90.4% 


EFA200898 


MTU200361 


.31% 


88.1% 


90.4% 


EFA200898 


NGO100524 


29% 


94.5% 


88.2% 


EFA200898 


NME200413 


30% 


94.5% 


88.2% 


EFA200898 


PRT101978 


26% 


94.9% 


88.1% 


EFA200898 


PAE200912 


25% 


94.7% 


89.2% 


EFA200898 


PPU101059 


25% 


96.2% 


90.8% 


EFA200898 


PSY103108 


25% 


94.7% 


91.5% 


EFA200898 


SAU801009 


47% 


99.8% 


98.9% 


EFA200898 


SEP200235 


48% 


95.8% 


94.4% 


EFA200898 


SHA100766 


48% 


96.9% 


95.4% 


EFA200898 


TPA100907 


31% 


89.8% 


93.8% 


EFA200898 


UUR1 00007 


26% 


80.1% 


73.7% 


EFA200898 


VCH 102497 


27% 


96.2% 


96.0% 


EFA200898 


YPS003101 


24% 


97.6% 


89.6% 


EFA200916 


BBU100585 


20% 


93.3% 


93.1% 


EFA200916 


EFA200916 


100% 


100% 


100% 


EFA200916 


ECO101716 


26% 


21.4% 


23.9% 


EFA200916. 


SMU101553 


46% 


100% 


99.3% 


EFA200916 


SPN400540 


38% 


100% 


99.8% 


EFA200916 


SPY200920 


44% 


99.0% 


97.3% 


EFA200958 


ABA105050 


36% 


94.6% 


97.5% 


EFA200958 


BAN105743 


46% 


83.1% 


98.0% 


EFA200958 


BAN103527 


57% 


98.0% 


99.3% . 


EFA200958 


BPT101774 


37% 


95.6% 


97.9% 


EFA200958 


BCE105719 


38% 


94.9% 


94.0% 


EFA200958 


BFU103415 


37% 


95.6% 


91.7% 


EFA200958 


BMA101496 


38% 


94.9% 


95.6% 


EFA200958 


CAC100640 


49% 


94.9% 


95.9% 
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EFA200958 


CBO 103526 


48% 


94.9% 


95.9% 


EFA200958 


CDF101175 


44% 


96.3% 


100% 


EFA200958 


CDP100284 


40% 


93.9% 


94.2% 


EFA200958 


EBC104047 


39% 


95.9% 


98.9% 


EFA200958 


EFA200958 


100% 


100% 


100% 


FFA200958 


EFM102057 


72% 


17.3% 


100% 


EFA200958 


ECO 103 135 


39% 


95.9% 


98.9% 


EFA200958 


HIN101120 


38% 


98.3% 


99.7% 


EFA200958 


KPN301883 


38% 


95.9% 


98.9% 


EFA200958 


LMO101258 


63% 


97.3% 


98.3% 


EFA200958 


MCA100868 


38% 


94.6% 


95.6% 


EFA200958 


MAV100819 


46% 


94.9% 


91.6% 


EFA200958 


MBV102154 


44% 


94.9% 


93.4% 


FFA200958 


MLP 100349 


45% 


94.9% 


94.3% | 


FF A 2009 5 8 


MTU201402 


44% 


94.9% 


93.4% 


FFA200958 


NGO101945 


40% 


94.6% 


97.2% 


EFA200958 


NME200872 


40% 


94.6% 


97.2% 


EFA200958 


PMU100169 


40% 


96.9% 


98.6% 


EFA200958 


PRT101284 


39% 


95.9% 


99.3% 


EFA200958 


PAE204463 




94.9% 


99.0% 


EFA200958 


PPU1 03901 


40% 


94.9% 


99.6% 


EFA200958 


PSY104751 


40% 


94.9% 


99.3% 


EFA200958 


SPA101395 


39% 


95.9% 


99.3% 


EFA200958 


STY101515 


39% 


95.9% 


98.9% 


EFA200958 


STM101784 


39% 


95.9% 


98.9% 


EFA200958 


SAU800765 


50% 


94.6% 


93.4% 


EFA200958 


SEP201405 


49% 


94.6% 


93.7% 


EFA200958 


SHA1 00647 


48% 


94.6% 


94.6% 


EFA200958 


SMU1003.10 


58% 


99.3% 


99.0% 


EFA200958 


SPN401423 


58% 


99.3% 


99.0% 


EFA200958 


SPY200470 


57% 


99.3% 


99.0% 


EFA200958 


VCH 102495 


39% 


96.6% 


99.7% 


EFA200958 


YPS002374 


38% 


96.3% 


99.3% 


EFA201009 


ABA100755 


39% 


98.5% 


92.7% 


EFA201009 


BAN 102923 


61% 


97.6% 


99.4% 


EFA201009 


BAN106149 


63% 


97.6% 


97.6% 


EFA201009 


BFR12283 


. 29% 


90% 


94.7% 


EFA201009 


BPT100880 


37% 


97.4% 


96.6% 


EFA201009 


BBU100367 


29% 


90.9% 


91.7% 


EFA201009 


BCE108622 


30% 


19.1% 


84.4% 


EFA201009 


BCE1 12887 


39% 


97.1% 


99.7% 


EFA201009 


BFU102699 


39% 


97.1% 


97.6% 


EFA201009 


BMA100059 


39% 


84.4% 


92.9% 


EFA201009 


CJU101121 


31% 


95% 


98.0% 


EFA201009 


CPN200995 


35% 


97.9% 


99.4% 


EFA201009 


CTR200087 


34% 


97.9% 


99.4% 


EFA201009 


C AC 100593 


47% 


97.6% 


99.1% 


EFA201009 


CBO 102206 


48% 


97.9% 


97.3% 


EFA201009 


CDF103877 


49% 


97.9% 


96.2% 


EFA201009 


CDP100269 


43% 


97.1% 


97.6% 


EFA201009 


EBC103199 


42% 


96.8% 


96.8% 


EFA201009 


EFA201009 


100% 


100% 


100% 


EFA201009 


EFM202201 


83% 


99.4% 


95.2% 


EFA201009 


ECO 103530 


42% 


96.8% 


96.8% 



910 



WO 02/0771 83 PCT/US02/09107 
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EFA201009 


H1N100585 


42% 


96.8% 


97.9% 


EFA201009 


HPY100945 


31% 


95.6% 


99.4% 


EFA201009 


KPN303398 


41% 


96.8% 


96.8% 


EFA201009 


LPN 100608 


38% 


97.6% 


99.4% 


EFA201009 


LMO101105 


58% 


98.2% 


98.8% 


EFA201009 


MCA100182 


37% 


97.9% 


74.4% 


EFA201009 


MAV101851 


38% 


95% 


93.8% 


EFA201009 


MBV102040 


43% 


96.8% 


97.9% 


EFA201009 


MLP101025 


40% 


96.8% 


96.3% 


EFA201009 


MTU202944 


43% 


96.8% 


97.9% 


EFA201009 


NGO101070 


39% 


97.1% 


99.7% 


EFA201009 


NME200349 


39% 


97.1% 


99.7% 


EFA201009 


PMU101431 


41% 


96.8% 


97.3% 


EFA201009 


PRT100958 


41% 


99.4% 


100% 


EFA201009 


PAE201613 


39% 


98.5% 


97.4% 


EFA201009 


PPU100025 


40% 


98.5% 


97.1% 


EFA201009 


PSY106919 


39% 


98.5% 


97.1% 


EFA201009 


SPA102938 


41% 


96.8% 


96.8% 


EFA201009 


STY100361 


41% 


96.8% 


96.8% 


EFA201009 


SAU801474 


53% 


97.1% 


99.4% 


EFA201009 


SEP200460 


54% 


97.4% 


99.7% 


EFA201009 


SHA101410 


52% 


97.1% 


99.4% 


EFA201009 


SMU100645 


62% 


99.1% 


99.4% 


EFA201009 


SPN401899 


66% 


98.8% 


99.4% 


EFA201009 


SPY200164 


63% 


98.5% 


99.1% 


EFA201009 


TPA100999 


33% 


94.7% 


98.6% | 


EFA201009 


UTJR100385 


27% 


91.5% 


95.4% ! 


EFA201009 


VCH102614 


41% 


97.1% 


95.6% 


EFA201009 


YPS001566 


43% 


96.8% 


96.8% 


EFA201025 


BAN101717 


33% 


70.4% 


84.3% 


EFA201025 


BAN 104028 


48% 


82.0% 


96.7% 


EFA201025 


CAC101539 


30% 


82.0% 


98.3% 


EFA201025 


CBO 100610 


30% 


81.8% 


98.3% 


EFA201025 


CDF100046 


29% 


81.8% 


97.3% 


EFA201025 


CDP100495 


31% 


36.5% 


38.9% 


EFA201025 


EBC101306 


30% 


65.7% 


77.6% 


EFA201025 


EFA201025 


100% 


100% 


100% 


EFA201025 


EFM100281 


81% 


73.5% 


100% 


EFA201025 


ECO 102045 


27% 


78.2% 


90.6% 


EFA201025 


KPN304484 


27% 


73.8% 


86.6% 


EFA201025 


LPN1 02533 


26% 


79.6% 


96.7% 


EFA201025 


LMO101117 


59% 


84.0% 


96.5% 


EFA201025 


MTU303433 


30% 


31.8% 


36.8% 


EFA201025 


PRT102330 


29% 


65.7% 


78.1% 


EFA201025 


PAE203021 


30% 


73.5% 


85.1% 


EFA201025 


PPU103228 


25% 


73.5% 


85.8% 


EFA201025 


PSY100248 


30% 


35.6% 


92.6% 


EFA201025 


PSY102861 


26% 


82.0% 


95.1% 


EFA201025 


SPA100769 


25% 


73.8% 


86.9% 


EFA201025 


STM103922 


26% 


73.8% 


87.0% 


EFA201025 


SAU801898 


50% 


84.8% 


95.6% 


EFA201025 


SEP200546 


50% 


86.5% 


97.2% 


EFA201025 


SHA101107 


48% 


90.6% 


96.7% 


EFA201025 


SMU101024 


59% 


96.1% 


96.8% 
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EFA201025 


SPY200551 


61% 


95.6% 


97.6% 


EFA201025 


YPS003168 


30% 


73.5% 


86.1% 


EFA201028 


ABA101192 


49% 


98.5% 


96.9% 


EFA201028 


BAN1 13289 


53% 


97.1% 


97.1% 


EFA201028 


BAN103118 


72% 


100% 


100% | 


EFA201028 


BPT102505 


47% 


99.4% 


99.8% 


EFA201028 


BBU 100340 


40% 


99.6% 


99.6% 


EFA201028 


BCE1 13424 


47% 


75% 


94.5% 


EFA201028 


BFU106894 


46% 


99.2% 


98.6% 


EFA201028 


BMA107258 


47% 


98.9% 


99.2% 


EFA201028 


CJU101122 


45% 


98.9% 


99.6% 


EFA201028 


CPN200756 


42% 


99.6% 


98.6% 


EFA201028 


CTR200267 


41% 


98.1% 


97.1% 


EFA201028 


CAC103172 


51% 


100% 


100% 


EFA201028 


CBO100777 


54% 


99.8% 


99.8% 


EFA201028 


CDF 100169 


44% j 


99.2% 


96.6% 


EFA201028 


EFA201028 


100% 


100% 


100% 


EFA201028 


EFM100482 


93% 


22.9% 


100% 


EFA201028 


HPY100650 


45% 


99.4% 


99.6% 


EFA201028 


LPN 102938 


39% 


99.4% 


99.8% 


EFA201028 


LMO100253 


77% 


100% 


100% 


EFA201028 


MCA100584 


47% 


98.5% 


97.1% 


EFA201028 


MAV106350 


41% 


98.1% 


95.0% 


EFA201028 


MBV101310 


40% 


98.5% 


94.3% 


EFA201028 


MLP101041 


39% 


98.1% 


93.9% 


EFA201028 


MTU202971 


40% 


98.5% 


94.3% 


EFA201028 


MGE100102 


34% 


98.9% 


98.5% 


EFA201028 


MPN100593 


36% 


98.9% 


98.3% 


EFA201028 


NGO101113 


46% 


99.6% 


100% 


EFA201028 


NME201429 


46% 


99.6% 


100% 


EFA201028 


PAE204482 


45% 


99.4% 


99.6% 


EFA201028 


PPU103969 


45% 


99.4% 


99.6% 


EFA201028 


PSY104801 


46% 


99.4% 


94.9% 


EFA201028 


STM101344 


53% 


5.9% 


6.5% 


EFA201028 


SAU801899 


72% 


100% 


100% 


EFA201028 


SEP200547 


71% 


100% 


100% 


EFA201028 


SHA101106 


71% 


100% 


100% 


EFA201028 


SMU101137 


73% 


99.8% 


99.4% 


EFA201028 


SPN400393 


68% 


99.8% 


99.2% 


EFA201028 


SPY201364 


68% 


99.8% 


99.4% 


EFA201028 


TPA101011 


37% 


99.4% 


94.9% 


EFA201028 


UUR1 00550 


35% 


99.6% 


99.6% 


EFA201041 


ABA101195 


48% 


99.8% 


99.8% 


EFA201041 


BAN102336 


50% 


97.8% 


99.6% 


EFA201041 


BAN100349 


65% 


97.8% 


99.0% 


EFA201041 


BPT1 02507 


45% 


97.1% 


96.9% 


EFA201041 


BBU100341 


38% 


92.8% 


91.9% 


EFA201041 


BCE103922 


50% 


98.0% 


99.4% 


EFA201041 


BFU106893 


51% 


98.0% 


99.4% 


EFA201041 


BMA103667 


52% 


98.0% 


99.4% 


EFA201041 


CJU100987 


47% 


91.2% 


95.1% 


EFA201041 


CPN200757 


45% 


99.0% 


99.6% 


EFA201041 


CTR200266 


45% 


99.0% 


98.6% 


EFA201041 


CAC102417 


52% 


97.8% 


99.0% 
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Query LocusID 
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Query Coverage 


Homolog Coverage 


EFA201041 


CBO 102412 


54% 


95.7% 


96.9% 


EFA201041 


CDP100148 


48% 


95.1% 


96.4% 


EFA201041 


EBC101332 


32% 


96.5% 


97.2% 


EFA201041 


EFA201041 


100% 


100% 


100% 


EFA201041 


EFM100481 


85% 


98.6% 


100% 


EFA201041 


HPY100817 


47% 


91.8% 


98.2% 


EFA201041 


KPN302436 


32% 


95.9% 


96.6% 


EFA201041 


LPN101348 


47% 


97.1% 


98.3% J 


EFA201041 


LMO101334 


67% 


98.0% 


99.2% 


EFA201041 


MCA100258 


49% 


97.8% 


98.4% 


EFA201041 


MAV101410 


47% 


96.9% 


98.4% 


EFA201041 


MBV100289 


47% 


93.3% 


94.7% 


EFA201041 


MLP101043 


47% 


93.9% 


94.6% 


EFA201041 


MTU202973 


47% 


93.3% 


94.7% 


EFA201041 


MGE1OO101 


29% 


97.8% 


98.1% 


EFA201041 


MPN100594 


32% 


83.0% 


86.4% 


EFA201041 


NQO101120 


47% 


97.1% 


99.0% 


EFA201041 


NME201427 


48% 


97.1% 


99.0% 


EFA201041 


PAE204481 


51% 


98.0% 


99.2% ' 


EFA201041 


PPU101392 


50% 


98.0% 


99.4% 


EFA201041 


PSY105880 


48% 


98.0% 


99.4% 


EFA201041 


SAU801900 


61% 


96.5% 


97.7% 


EFA201041 


SEP200550 


62% 


96.5% 


97.7% 


EFA201041 


SHA100413 


62% 


75.9% 


97.1% 


EFA201041 


SMU101138 


69% 


98.8% 


99.0% 


EFA201041 


SPN400394 


68% 


99.0% 


99.2% 


EFA201041 


SPY201365 


69% 


98.6% 


98.8% 


EFA201041 


TPA1O101O 


44% 


84.3% 


83.4% 


EFA201041 


UUR100551 


30% 


94.9% 


97.3% 


EFA201041 


YPS002788 


32% 


95.3% 


95.9% 


EFA201047 


ABA100577 


42% 


98.4% 


98.8% 


EFA201047 


BAN102650 


43% 


96.6% 


99.9% 


EFA201047 


BAN110615 


59% 


97.1% 


99.1% 


EFA201047 


BFR102809 


41% 


96.0% 


98.6% 


EFA201047 


BPT100689 


42% 


94.9% 


96.7% 


EFA201047 


BBU100551 


31% 


96.2% 


98.5% 


EFA201047 


BCE104345 


47% 


96.9% 


97.5% 


EFA201047 


BFU101944 


47% 


97.9% 


98.5% 


EFA201047 


BMA104881 


46% 


96.6% 


97.3% 


EFA201047 


CJU100547 


37% 


94.1% 


96.6% 


EFA201047 


CPN200612 


40% 


95.9% 


97.7% 


EFA201047 


CTR200416 


39% 


95.6% 


97.6% 


EFA201047 


CAC1O1086 


38% 


96.5% 


99.1% 


EFA201047 


CAC1O1820 


39% 


95.7% 


97.5% 


EFA201047 


CBO101063 


39% 


95.7% 


98.2% 


EFA201047 


CDF103325 


47% 


96.5% 


96.8% 


EFA201047 


CDP100142 


38% 


96.0% 


97.3% 


EFA201047 


EBC101052 


44% 


96.0% 


98.7% 


EFA201047 


EFA201047 


100% 


100% 


100% 


EFA201047 


EFM100886 


71% 


31.4% 


100% 


EFA201047 


ECO102362 


45% 


96.0% 


98.4% 


EFA201047 


HIN101074 


45% 


96.9% 


97.9% 


EFA201047 


HPY100608 


38% 


95.3% 


97.3% 


EFA201047 


KPN300317 


39% 


24.0% 


92.4% 
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EFA201047 


KPN301038 


45% 


96.0% 


98.4% 


EFA201047 


LPN101707 


43% 


95.7% 


97.8% 


EFA201047 


LMO102553 


60% 


96.5% 


98.1% 


EFA201047 


MCA1 01464 


43% 


95.5% 


94.5% 


EFA201047 


MAV101428 


41% 


95.2% 


95.1% 


EFA201047 


MBV102830 


40% 


95.2% 


95.4% 


EFA201047 


MLP101046 


39% 


95.2% 


95.0% 


EFA201047 


MTU202976 


40% 


95.2% 


95.4% 


EFA201047 


MGE100258 


37% 


95.5% 


98.5% 


EFA201047 


MPN100479 


39% 


96.0% 


99.2% 


EFA201047 


NGO100904 


42% 


96.5% 


99.1% 


EFA201047 


NME200800 


43% 


96.9% 


96.9% 


EFA201047 


PMU101716 


45% 


95.2% 


97.0% 


EFA201047 


PRT102270 


46% 


96.5% 


98.4% 


EFA201047 


PAE201528 


44% 


97.2% 


98.6% 


EFA201047 


PPU107257 


44% 


96.9% 


98.8% 


EFA201047 


PSY103902 


41% 


87.8% 


97.9% 


EFA201047 


SPA103528 


44% 


96.0% 


98.5% 


EFA201047 


STY101179 


45% 


96.3% 


98.7% 


EFA201047 


SAU801904 


56% 


96.5% 


98.4% 


EFA201047 


SEP200563 


56% 


96.2% 


98.3% 


EFA201047 


SHA100321 


56% 


95.6% 


99.7% 


EFA201047 


SMU101026 


56% 


95.5% 


98.6% 


EFA201047 


SPN401024 


56% 


95.5% 


98.6% 


EFA201047 


SPY200550 


55% 


95.5% 


98.6% 


EFA201047 


TPA100627 


28% 


97.5% 


78.1% 


EFA201047 


UUR100120 


40% 


95.0% 


97.3% 


EFA201047 


VCH100955 


44% 


96.5% 


99.0% 


EFA201047 


YPS0006O6 


45% 


96.0% 


98.4% 


EFA201084 


ABA102248 


39% 


98.4% 


57.7% 


EFA201084 


BAN1 13590 


48% 


99.3% 


99.8% 


EFA201084 


BAN102128 


63% 


99.3% 


I 99.6% 


EFA201084 


BPT101969 


38% 


97.4% 


93.1% 


EFA201084 


BBU100557 


36% 


98.8% 


97.9% 


EFA201084 


BCE105897 


39% 


94.4% 


91.4% 


EFA201084 


BFU102716 


39% 


94.4% 


91.5% 


EFA201084 


BMA107198 


39% 


94.4% 


92.3% 


EFA201084 


CPN200725 


25% 


97.7% 


96.1% 


EFA201084 


CTR200605 


27% 


97.0% 


95.8% 


EFA201084 


CAC102388 


51% 


93.6% 


99.3% 


EFA201084 


CBO103848 


54% 


93.6% 


99.3% 


EFA201084 


CDF100789 


55% 


98.6% 


98.8% 


EFA201084 


CDP100363 


32% 


96.3% 


95.4% 


EFA201084 


EBC101637 


49% 


99.1% 


99.6% 


EFA201084 


EFA201084 


100% 


100% 


100% 


EFA201084 


EFM201634 


93% 


44.5% 


99.2% 


EFA201084 


ECO102367 


49% 


99.1% 


98.8% 


EFA201084 


HIN101677 


50% 


99.1% 


98.8% 


EFA201084. 


HPY100119 


26% 


66.1% 


48.4% 


EFA201084 


KPN300705 


49% 


99.1% 


98.8% 


EFA201084 


LPN100853 


34% 


93.6% 


70.0% 


EFA201084 


LMO101249 


69% 


99.8% 


99.7% 


EFA201084 


MCA100687 


27% 


65.7% 


49.2% 


EFA201084 


MOE100439 


45% 


99.0% 


98.1% 



914 



WO 02/077183 



PCTYUS02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201084 


MPN100215 


48% 


99.3% 


98.4% 


EFA201084 


NGO101819 


38% 


94.1% 


92.2% 


EFA201084 


NME200366 


36% 


99.5% 


97.3% 


EFA201084 


PMU100897 


49% 


99.1% 


98.8% 


EFA201084 


PRT102260 


49% 


99.5% 


99.1% 


EFA201084 


PAE203560 


39% 


99.0% 


57.7% 


EFA201084 


PPU109910 


38% 


99.0% 


58% 


EFA201084 


PSY105138 


39% 


98.8% 


57.7% 


EFA201084 


SPA101201 


41% 


99.1% 


98.8% 


EFA201084 


STY104022 


31% 


96.3% 


73.5% 


EFA201084 


STM101237 


49% 


99.1% 


98.8% 1 


EFA201084 


SAU801084 


63% 


100% 


100% 


EFA201084 


SEP200784 


64% 


100% 


100% 


EFA201084 


SHA101356 


65% 


93.4% 


100% 


EFA201084 


SMU100862 


77% 


99.7% 


99.3% 


EFA201084 


SPN401062 


78% 


99.7% 


99.3% 


EFA201084 


SPY201054 


76% 


99.7% 


99.3% 


EFA201084 


VCH100949 


48% 


99.1% 


99.1% 


EFA201084 


YPS000626 


49% 


99.3% 


99.7% 


EFA201087 


ABA104415 


31% 


76.1% 


75.3% 


EFA201087 


BAN108284 


62% 


97.7% 


98.9% 


EFA201087 


BAN113302 


63% 


97.7% 


98.9% 


EFA201087 


BPT101967 


38% 


87.5% 


65.3% 


EFA201087 


BBU100556 


36% 


94.3% 


100% 


EFA201087 


BCE109463 


43% 


92.0% 


91.0% 


EFA201087 


BFU102715 


41% 


92.0% 


91.0% 


EFA201087 


BMA1 01428 


41% 


92.0% 


91.0% 


EFA201087 


CPN200726 


39% 


60.2% 


49.1% 


EFA201087 


CTR200606 


29% 


84.1% 


71.2% 


EFA201087 


CAC100614 


46% 


93.2% 


95.3% 


EFA201087 


CBO101012 


43% 


93.2% 


96.6% 


EFA201087 


CDF100787 


43% 


90.9% 


93.0% 


EFA201087 


CDP100378 


31% 


89.8% 


93.2% 


EFA201087 


EFA201087 


100% 


100% 


100% 


EFA201087 


EFM100206 


89% 


100% 


100% 


EFA201087 


HIN101678 


37% 


93.2% 


100% 


EFA201087 


KPN300336 


42% 


95.5% 


33.0% 


EFA201087 


LPN103186 


41% 


92.0% 


91.0% 


EFA201087 


LMO101585 


63% 


100% 


100% 


EFA201087 


MGE100041 


46% 


94.3% 


95.5% 


EFA201087 


MPN100101 


40% 


94.3% 


95.5% 


EFA201087 


NGO102690 


38% 


92.0% 


91.0% 


EFA201087 


NME20036S 


39% 


92.0% 


91.0% 


EFA201087 


PMU100898 


37% 


93.2% 


100% 


EFA201087 


PRT102262 


40% 


92.0% 


95.3% 


EFA201087 


PPU103902 


34% 


92.0% 


91.1% 


EFA201087 


PSY104754 


34% 


95.5% 


94.4% 


EFA201087 


SPA100416 


41% 


95.5% 


29.7% 


EFA201087 


STM101235 


37% 


92.0% 


95.3% 


EFA201087 


SAU801083 


64% 


100% 


100% 


EFA201087 


SEP200782 


67% 


100% 


100% 


EFA201087 


SHA101355 


68% 


100% 


100% 


EFA201087 


SMU103189 


79% 


98.9% 


100% 


EFA201087 


SPN401063 


79% 


98.9% 


100% 
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EFA201087 


SPY201055 


78% 


98.9% 


100% 


EFA201087 


TPA100582 


42% 


95.5% 


95.5% 


EFA201087 


UUR100594 


33% 


97.7% 


98.9% 


EFA201087 


VCH100950 


34% 


94.3% 


97.6% 


EFA201122 


BCE109468 


25% 


26.3% 


37.7% 


EFA201122 


CBO 103578 


59% 


95.6% 


97.2% 


EFA201122 


CDF103357 


56% 


96.0% 


70.4% 


EFA201122 


EFA201122 


100% 


100% 


100% 


EFA201122 


EFM200703 


44% 


95.3% 


70.6% 


EFA201122 


KPN301965 


58% 


95.6% 


99.3% 


EFA201122 


SPA103916 


57% 


95.6% 


99.3% 


EFA201122 


STY100944 


58% 


95.6% 


93.9% 


EFA201122 


STM101392 


58% 


95.6% 


93.9% 


EFA201122 


SMU101447 


69% 


98.3% 


99.4% 


EFA201124 


CBO101731 


41% 


98.7% 


94.7% 


EFA201124 • 


EBC102987 


29% 


96.8% 


97.1% 


EFA201124 


EFA201124 


100% 


100% 


100% 


EFA201124 


ECO102127 


32% 


98.4% 


97.8% 


EFA201124 


KPN300446 


44% 


36.0% 


88.6% 


EFA201124 


KPN301962 


37% 


98.1% 


98.7% 


EFA201124 


SPA103914 


38% 


98.7% 


99.3% 


EFA201124 


STY100943 


37% 


98.7% 


99.3% 


EFA201124 


STM101389 


37% 


98.7% 


99.3% 


EFA201124 


SMU101446 


56% 


99.4% 


99.0% 


EFA201124 


YPS001092 


33% 


93.8% 


93.3% 


EFA201155 


ABA100567 


46% 


97.7% 


99.8% 


EFA201155 


BAN1 13732 


60% 


71.0% 


100% 


EFA201155 


BAN108180 


68% 


73.1% 


100% 


EFA201155 


BFR10168 


50% 


81.1% 


99.0% 


EFA201155 


BPT101335 


47% 


94.7% 


97.9% 


EFA201155 


BBU100693 


40% 


91.9% 


97.1% 


EFA201155 


BCE1 12884 


46% 


68.2% 


99.1% 


EFA201155 


BFU1 15323 


47% 


93.9% 


99.1% 


EFA201155 


BMA10O755 


46% 


95.8% 


99.3% 


EFA201155 


CJU100659 


42% 


93.6% 


98.2% 


EFA201155 


CPN200646 


39% 


91.3% 


96.2% 


EFA201155 


CTR200289 


40% 


94.1% 


98.9% 


EFA201155 


CAC101092 


55% 


93.2% 


98.4% 


EFA201155 


CBO101744 


58% 


95.8% 


99.6% 


EFA201155 


CDF103672 


59% 


77.5% 


95.1% 


EFA201155 


CDP101160 


50% 


100% 


89.6% 


EFA201155 


EBC100407 


51% 


73.9% 


94.6% 


EFA201155 


EFA201155 


100% 


100% 


100% 


EFA201155 


EFM202293 


90% 


82.2% 


99.7% 


EFA201155 


ECO102557 


50% 


95.1% 


99.8% 


EFA201155 


HEN100105 


50% 


94.9% 


97.6% 


EFA201155 


HPY101135 


41% 


90.9% 


94.4% ! 


EFA201155 


KPN301264 


51% 


73.9% 


94.4% 


EFA20U55 


LPN101209 


46% 


96.4% 


98.5% 


EFA201155 


LMO100196 


62% 


96.2% 


97.8% 


EFA20U55 


MCA100840 


46% 


95.6% 


99.1% 


EFA201155 


MAV103395 


50% 


99.4% 


89.6% 


EFA201155 


MBV102321 


50% 


95.8% 


87.6% 


EFA201155 


MLP 100989 


48% 


99.4% 


88.5% 
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EFA201155 


MTU202878 


50% 


95.8% 


87.6% 


EFA201155 


MGE100Q48 


39% 


90.5% 


95.3% 


EFA201155 


MPN100093 


40% 


94.9% 


98.7% 


EFA201155 


NGO101772 


47% 


95.3% 


98.5% 


EFA201155 


NME202026 


48% 


95.3% 


98.5% 


EFA201155 


PMU101183 


51% 


96.0% 


99.1% 


EFA201155 


PRT100858 


47% 


95.1% 


99.8% 


EFA201155 


PAE203743 


49% 


94.5% 


99.1% 


EFA201155 


PPU107798 


49% 


95.3% 


99.8% 


EFA201155 


PSY103783 


48% 


95.3% 


99.8% 


EFA201155 


SPA101887 


46% 


74.4% 


100% 


EFA201155 


STY102223 


50% 


95.1% 


99.8% 


EFA201155 


STM103011 


23% 


19.9% 


21.7% 


EFA201155 


SAU801237 


58% 


97.9% 


98.7% 


EFA201155 


SEP201530 


58% 


97.9% 


98.7% 


EFA201155 


SMU100253 


65% 


100% 


99.2% 


EFA201155 


SPN401165 


64% 


100% 


99.6% 


EFA201155 


SPY200915 


64% 


100% 


99.6% 


EFA201155 


TPA100412 


43% 


90.5% 


95.1% ; 


EFA201155 


UUR100090 


43% 


89.6% 


94.2% 


EFA201155 


VCH100550 


49% 


95.6% 


98.5% 


EFA201155 


YPS003448 


50% j 


95.1% 


99.8% 


EFA201163 


ABA 100463 


48% 


81.3% 


91.6% 


EFA201163 


BFR103669 


58% 


100% 


42.9% 


EFA201163 


BPT101149 


44% 


79.1% 


86.0% 


EFA201163 


BBU100694 


54% 


93.4% 


98.8% 


EFA201163 


BCE101287 


50% 


81.3% 


89.3% 


EFA201163 


BFU106133 


50% 


81.3% 


68.2% 


EFA201163 


BMA105933 


50% 


81.3% 


89.3% 


EFA201163 


CJU100660 


51% 


79.1% 


96% 


EFA201163 


CPN200645 


39% 


83.5% 


63.0% 


EFA201163 


CTR200290 


35% 


100% 


79.3% 


EFA201163 


CAC102507 


62% 


87.9% 


98.8% 


EFA20U63 


CBO102241 


60% . 


90.1% 


96.5% 


EFA201163 


CDF1 04187 


55% 


98.9% 


96.8% 


EFA201163 


CDP101155 


43% 


90.1% 


52.2% 


EFA201163 


EFA201163 


100% 


100% 


100% 


EFA201163 


ECO102556 


47% 


81.3% 


92.7% 


EFA201163 


HIN100194 


52% 


81.3% 


92.7% 


EFA201163 


HPY101134 


45% 


79.1% 


94.7% 


EFA201163 


KPN203248 


50% 


74.7% 


95.9% 


EFA201163 


LPN 102433 


47% 


81.3% 


88.4% 


EFA201163 


LMO101675 


71% 


95.6% 


96.7% 


EFA201163 


MCA100471 


51% 


79.1% 


90.2% 


EFA201163 


MAV103402 


46% 


90.1% 


48.2% 


EFA201163 


MB VI 02277 


43% 


90.1% 


50.6% 


EFA201163 


MLP100988 


42% 


90.1% 


51.2% 


EFA201163 


MTU202871 


43% 


90.1% 


50.6% 


EFA201163 


MGE100455 


46% 


91.2% 


93.3% 


EFA201163 


MPN100182 


45% 


86.8% 


89.8% 


EFA201163 


NGO102008 


49% 


82.4% 


95.1% 


EFA201163 


NME200735 


49% 


82.4% 


95.1% 


EFA201163 


PRT100822 


54% 


74.7% 


72.9% 


EFA201163 


PAE203742 


48% 


79.1% 


89.2% 
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EFA201163 


PPU107799 


52% 


81.3% 


69.7% 


EFA201163 


PSY103786 


43% 


91.2% 


92.9% 


EFA201163 


SPA101888 


46% 


81.3% 


74.5% 


EFA201163 


STY102221 


46% 


81.3% 


92.7% 


EFA201163 


SAU801238 


65% 


98.9% 


100% • 


EFA20U63 


SEP201531 


64% 


98.9% 


100% 


EFA201163 


SHA102521 


80% 


46.2% 


82.4% 


EFA201163 


SMU100800 


76% 


100% 


100% 


EFA201163 


SPN400682 


80% 


95.6% 


96.7% 


EFA201163 


SPY200625 


78% 


95.6% 


96.7% 


EFA201163 


TPA100895 


56% 


81.3% 


61.0% 


EFA201163 


UUR100575 


48% 


97.8% 


86.1% 


EFA201163 


VCH100551 


52% 


79.1% 


90.2% 


EFA201163 


YPS003446 


49% 


82.4% 


92.7% 


EFA201165 


BBU100695 


39% 


91.4% 


90.2% 


EFA201165 


CJU100661 


26% 


91.4% 


93.8% 


EFA201165 


CPN200025 


43% 


96.3% 


100% 


EFA201165 


CTR200030 


48% 


93.8% 


97.4% 


EFA201165 


CAC101280 


38% 


92.6% 


100% 


EFA201165 


CBO100415 


44% 


92.6% 


100% 


EFA201165 


CDF104379 


48% 


96.3% 


100% 


EFA201165 


EFA201165 


100% 


100% 


100% 


EFA201165 


HPY101133 


28% 


67.9% 


48.7% 


EFA201165 


LMO100358 


56% . 


93.8% 


100% 


EFA201165 


MAV1 03400 


28% 


93.8% 


91.2% 


EFA201165 


MBV102280 


29% 


96.3% 


93.8% 


EFA201165 


MLP 100987 


27% 


93.8% 


91.2% 


EFA201165 


MTU202870 


29% 


96.3% 


93.8% 


EFA201165 


SMU101983 


53% 


100% 


97.5% 


EFA201165 


SPN400683 


49% 


100% 


100% 


EFA201165 


SPY200626 


53% 


100% 


100% 


EFA201165 


TPA100896 


36% 


92.6% 


93.8% 


EFA201204 


ABA100431 


36% 


97.1% 


98.7% 


EFA201204 


BAN104776 


58% 


98.4% 


97.9% 


EFA201204 


BFU1 13278 


34% 


97.1% 


89.7% 


EFA201204 


CTR200096 


38% 


95.5% 


93.4% 


EFA201204 


CAC103133 


47% 


97.5% 


97.5% 


EFA201204 


CBO100292 


54% 


96.7% 


98.3% 


EFA201204 


CDF102819 


53% 


97.5% 


97.9% 


EFA201204 


EBC 102915 


40% 


95.5% 


96.6% 


EFA201204 


EFA201204 


100% 


100% 


100% 


EFA201204 


EFM200797 


64% 


98.0% 


100% 


EFA201204 


ECO102142 


41% 


95.5% 


98.3% 


EFA201204 


HIN101215 


39% 


96.7% 


99.1% 


EFA201204 


KPN301779 


41% 


98.4% 


97.9% 


EFA201204 


LMO101945 


62% 


98.0% 


100% 


EFA201204 


MCA103178 


36% 


96.3% 


99.6% 


EFA2012G4 


NGO 100244 


33% 


92.6% 


97.0% 


EFA201204 


NME201373 


33% 


92.6% 


97.0% 


EFA201204 


PMU100003 


39% 


95.5% 


97.8% 


EFA201204 


PRT101140 


39% 


96.7% 


98.3% 


EFA201204 


PAE200732 


38% 


95.5% 


98.7% 


EFA201204 


PPU103373 


37% 


95.5% 


98.7% 


EFA201204 


SPA100233 


41% 


95.5% 


98.3% 



918 



WO 02/077183 



PCTYUS02/09107 



Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201204 


STY1 04331 


41% 


95.5% 


98.3% 


EFA201204 


SAU801753 


47% 


98.0% 


100% 


EFA201204 


SEP202114 


45% 


97.1% 


99.6% 


EFA201204 


SHA101326 


48% 


97.1% 


99.6% 


EFA201204 


SPN400256 


56% 


97.1% 


98.3% 


EFA201204 


SPY201026 


53% 


97.5% 


97.1% 


EFA201204 


VCH101608 


43% 


96.7% 


99.1% 


EFA201204 


YPS000335 


40% 


95.5% 


96.6% 


EFA201208 


ABA100927 


25% 


89.2% 


90.8% 


EFA201208 


BAN109007 


28% 


92.3% 


97.5% 


EFA201208 


BAN102528 


30% 


79.3% 


93.5% 


EFA201208 


BAN108968 


31% 


89.8% 


94.1% 


EFA201208 


BAN109347 


31% 


92.3% 


94.7% 


EFA201208 


BFR11372 


28% 


91.5% 


94.8% 


EFA201208 


BBU100200 


26% 


86.8% 


88.2% 


EFA201208 


BCE 108649 


27% 


71.7% 


92.6% 


EFA201208 


BFU 100823 


27% 


87.8% 


89.0% 


EFA201208 


BMA1 00072 


29% 


75.6% 


75.7% 


EFA201208 


CJU101547 


29% 


81.7% 


90.6% . 


EFA201208 


CPN200331 


32% 


87.8% 


90.9% 


EFA201208 


CTR200533 


28% 


82.3% 


84.2% 


EFA201208 


CAC101131 


27% 


87.6% 


91.3% 


EFA201208 


CAC103376 


36% 


91.9% 


94.8% 


EFA201208 


CBO 100064 


33% 


88.2% 


91.7% 


EFA201208 


CDF102952 


30% 


88,8% 


92.1% 


EFA201208 


CDP1 01281 


29% 


90.6% 


95.5% 


EFA201208 


EBC1 02573 


27% 


82.7% 


85.7% 


EFA201208 


EFA201208 


100% 


100% 


100% 


EFA201208 


EFM201835 


62% 


99.6% 


100% 


EFA201208 


ECO100085 


27% 


91.1% 


94.7% 


EFA201208 


HIN101107 


27% 


91.7% 


96.3% 


EFA201208 


HPY101473 


28% 


76.0% 


83.9% 


EFA201208 


KPN301847 


26% 


82.7% 


85.7% 


EFA201208 


LPN100418 


39% 


25.8% 


79.6% 


EFA201208 


LMO101113 


29% 


88.2% 


90.8% 


EFA201208 


MCA100819 


27% 


76.6% 


73.7% 


EFA201208 


MAV104018 


33% 


79.5% 


76.9% 


EFA201208 


MBV100072 


32% 


65.2% 


74.5% 


EFA201208 


MLP100564 


29% 


83.3% 


79.1% 


EFA201208 


MTU202124 


32% 


78.3% 


73.6% 


EFA201208 


NGOl 00606 


28% 


81.3% 


82.9% 


EFA201208 


NME201913 


28% 


81.3% 


82.9% 


EFA201208 


PMU100137 


26% 


91.5% 


95.1% 


EFA201208 


PRT102626 


28% 


89.8% 


94.7% 


EFA201208 


PAE204415 


28% 


89.6% 


93.0% 


EFA201208 


PPU1 05954 


30% 


88.4% 


91.7% 


EFA2O1208 


PSY107311 


29% 


89.6% 


93.0% 


EFA201208 


SPA1 02754 


25% 


89.0% 


92.7% 


EFA201208 


STY103171 


28% 


89.0% 


92.5% 


EFA201208 


STM102863 


28% 


89.0% 


92.5% 


EFA201208 


SAU801018 


27% 


92.5% 


94.5% 


EFA201208 


SEP200270 


27% 


92.1% 


94.1% 


EFA201208 


SHA101090 


27% 


91.9% 


93.9% 


EFA201208 


SMU1 00386 


52% 


90.9% | 91.9% 



919 



WO 02/077183 PCT^SO.2/09107, 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201208 


SPN401383 


49% 


98.8% 


99.8% 


EFA201208 


SPY200283 


50% 


98.8% 


99.8% 


EFA201208 . 


TPA100923 


27% 


86.8% 


89.1% 


EFA201208 


VCH102371 


26% 


94.1% 


93.2% 


EFA201208 


YPS000993 


27% 


88.6% 


93,1% 


EFA201312 


ABA100914 


31% 


100% 


95.4% 


EFA201312 


BAN1 12047 


50% 


93.8% 


96.0% 


EFA201312 


BAN107884 


51% 


100% 


100% 


EFA201312 


BFR11934 


34% 


99.0% 


96.7% 


EFA201312 


BPT102002 


31% 


100% 


92.9% 


EFA201312 


BBU100444 


26% 


92.4% 


88.0% 


EFA201312 


BCE1 11090 


32% 


97.6% 


92.3% 


EFA201312 


BFU111409 


33% 


100% 


92.7% 


EFA201312 


BMA102172 


32% 


97.6% 


92.3% 


EFA201312 


CJU100558 


29% 


99.0% 


96.9% 


EFA201312 


CAC101944 


58% 


99.3% 


99.7% 


EFA201312 


CBO101667 


38% 


99.3% 


99.0% 


EFA201312 


CDF100408 


37% 


99.7% 


99.6% 


EFA201312 


CDF101639 


38% 


100% 


97.9% 


EFA201312 


CDP101376 


28% 


91.7% 


91.3% 


EFA201312 


EBC103878 


36% 


99.7% 


97.6% 


EFA201312 


EFA201312 


100% 


100% 


100% 


EFA201312 


EFM201881 


91% 


59.5% 


82.7% 


EFA201312 


ECO103069 


37% 


99.7% 


99.0% 


EFA201312 


HIN100503 


26% 


96.5% 


94.7% 


EFA201312 


HPY100173 


36% 


99.0% 


99.3% 


EFA201312 


KPN306125 


42% 


99.0% 


99.3% 


EFA201312 


LMO 100774 


51% 


100% 


100% 


EFA201312 


MCA100353 


32% 


100% 


95.4% 


EFA201312 


MAV105904 


30% 


19.0% 


17.6% 


EFA201312 


MBV102190 


29% 


92.0% 


91.6% 


EFA201312 


MLP1O0198 


29% 


97.9% 


96.2% 


EFA201312 


MTU200362 


29% 


92.0% 


91.6% j 


EFA201312 


MGE100023 


51% 


96.9% 


97.2% 


EFA201312 


MPN100129 


53% 


99.3% 


99.7% 


EFA201312 


NGO101574 


32% 


91.7% 


86.2% 


EFA201312 


NME200544 


32% 


92.0% 


86.4% 


EFA201312 


PMU101373 


33% 


100% 


98.0% 


EFA201312 


PRT102752 


37% 


94.1% 


94.0% 


EFA201312 


PAE200554 


30% 


100% 


92.9% 


EFA201312 


PPU104672 


31% 


100% 


94.3% 


EFA201312 


PSY100210 


32% 


100% 


92.9% 


EFA201312 


SPA103912 


38% 


94.1% 


94.0% 


EFA201312 


STY100942 


38% 


94.1% 


94.0% 


EFA201312 


STM101386 


38% 


94.1% 


94.0% 


EFA201312 


SAU802125 


48% 


100% 


99.7% 


EFA201312 


SEP20191.5 


48% 


100% 


99.7% 


EFA201312 


SHA101918 


48% 


100% 


99.6% 


EFA201312 


SMU101408 


69% 


100% 


100% 


EFA201312 


SPN400530 


71% 


100% 


100% 


EFA201312 


SPY201455 


70% 


100% 


100% 


EFA201312 


TPA1 00654 


33% 


99.3% 


97.6% 


EFA201312 


UUR100603 


50% 


99.3% 


98.6% 


EFA201312 


VCH100473 


27% 


95.5% 


93.9% 



920 



WO 02/077183 PCT/IIS02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201312 


YPS000084 


39% 


99.7% 


99.6% 


EFA201375 


ABA105021 


27% 


57.4% 


76.1% 


EFA201375 


BAN1 12531 


51% 


72.1% 


91.1% 


EFA201375 


BAN105862 


50% 


72.1% 


93.6% 


EFA201375 


EFA201375 


100% 


100% 


100% 


EFA201375 


EFM101838 


71% 


70.6% 


100% 


EFA201375 


LMO102887 


54% 


72.1% 


87.6% 


EFA201375 


SAU801446 


40% 


73.5% 


96.5% 


EFA201375 


SEP200408 


42% 


73.5% 


96.4% 


EFA201375 


SHA102651 


40% 


73.5% 


96.4% 


EFA201375 


SMU101487 


50% 


77.9% 


100% 


EFA201375 


SPN400332 


46% 


76.5% 


91.2% 


EFA201375 


SPY201268 


52% 


77.9% 


100% 


EFA201379 


ABA102299 


53% 


98.7% 


98.5% 


EFA201379 


BAN109892 


62% 


98.7% 


99.6% 


EFA201379 


BAN105788 


76% 


100% 


100% 


EFA201379 


BFR11358 


51% 


98.7% 


99.1% 


EFA201379 


BPT101706 


51% 


100% 


99.3% 


EFA201379 


BBU100574 


44% 


98.5% 


99.1% 


EFA201379 


BCE101396 


52% 


100% 


99.3% 


EFA201379 


BFU102359 


51% 


100% 


98.4% . 


EFA201379 


BMA102378 


51% 


100% 


99.1% 


EFA201379 


CJU100027 


52% 


98.7% 


98.5% 


EFA201379 


CPN200516 


48% 


98.5% 


97.8% 


EFA201379 


CTR200448 


47% 


98.5% 


97.8% 


EFA201379 


CAC102177 


62% 


99.4% 


99.4% 


EFA201379 . 


• CBO103313 


63% 


99.3% 


99.6% 


EFA201379 


EBC 102296 


54% 


98.5% 


98.0% 


EFA201379 


EFA201379 


100% 


100% 


100% 


EFA201379 


EFM200622 


90% 


100% 


100% 


EFA201379 


ECO102720 . 


53% 


98.5% 


98.0% 


EFA201379 


HIN101052 


55% 


99.1% 


98.5% 


EFA201379 


HPY100345 


48% 


98.7% 


98.9% 


EFA201379 


KPN305112 


54% 


98.5% 


92.9% 


EFA201379 


LPN 101405 


54% 


100% 


99.4% 


EFA201379 


LMO100139 


73% 


99.4% 


100% 


EFA201379 


MCA101097 


51% 


99.6% 


99.6% 


EFA201379 


MAV102050 


54% 


99.3% 


92.8% 


EFA201379 


MBV105357 


53% 


92.7% 


93.2% 


EFA201379 


MLP 100845 


53% 


99.8% 


92.2% 


EFA201379 


MTU201678 


. 54% 


99.3% 


92.3% 


EFA201379 


NGO101273 


51% 


99.8% 


100% 


EFA201379 


NME201601 


51% 


99.8% 


100% 


EFA201379 


PMU101872 


55% 


99.4% 


99.4% 


EFA201379 


PRT1 05301 


56% 


98.5% 


98.0% 


EFA201379 


PAE203635 


52% 


98.9% 


98.9% 


EFA201379 


PPU101175 


53% 


99.4% 


99.4% 


EFA201379 


PSY108013 


52% 


99.6% 


99.4% 


EFA201379 


SPA104183 


52% 


91.2% 


100% 


EFA201379 


STY103510 


54% 


98.5% 


98.0% 


EFA201379 


SAU802127 


67% 


100% 


100% 


EFA201379 


SEP201917 


67% 


98.9% 


99.1% 


EFA201379 


SHA101916 


67% 


98.7% 


98.9% 


EFA201379 


SMU101407 


78% 


99.8% 


99.8% 



921 



WO 02/077183 



PCT/US02/09107 



Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201379 


SPN400438 


79% 


99.1% 


99.3% 


EFA201379 


SPY201457 


78% 


99.3% 


99.6% 


EFA201379 


TPA100302 


45% 


99.4% 


99.1% 


EFA201379 


UUR100286 


41% 


99.6% 


98.0% 


EFA201379 


VCH102412 


54% 


98.5% 


98.0% 


EFA201379 


YPS000130 


54% 


98.5% 


98.0% 


EFA201401 


ABA103339 


32% 


63.1% 


63.4% 


EFA201401 


BAN1 12582 


58% 


100% 


98.0% 


EFA201401 


BAN103160 


70% 


100% 


97.1% 


EFA201401 


BFR104214 


34% 


44.2% 


82.7% 


EFA201401 


BPT1 00459 


33% 


60.9% 


61.5% 


EFA2O1401 


BCE103325 


33% 


60.9% 


61.1% 


EFA201401 


BFU107045 


33% 


60.9% 


61.1% 


EFA201401 


BMA103602 


34% 


60.9% 


61.1% 


EFA201401 


CAC102377 


54% 


98.3% 


96.6% 


EFA201401 


CBO 103048 


55% 


99.1% 


97.5% 


EFA201401 


CDF100334 


54% 


99.6% 


97.5% 


EFA201401 


EBC102483 


34% 


61.8% 


62.0% 


EFA201401 


EFA201401 


100% 


100% 


100% 


EFA201401 


EFM200481 


60% 


100% 


100% 


EFA201401 


ECO 100166 


34% 


61.8% 


62.0% 


EFA201401 


HIN 101600 


33% 


61.8% 


56.1% 


EFA201401 


KPN304185 


33% 


61.8% 


62.2% 


EFA201401 


LPN101240 


31% 


60.9% 


60.9% 


EFA201401 


LMO101801 


67% 


100% 


98.7% 


EFA201401 


MCA102141 


33% 


63.9% 


64.1% 


EFA201401 


NGO101587 


32% 


72.1% 


74.7% 


EFA201401 


NME201990 


32% 


72.1% 


74.7% 


EFA201401 


PMU100658 


33% 


61.8% 


62.0% 


EFA201401 


PRT101208 


33% 


61.8% 


62.0% 


EFA201401 


PAE203850 


32% 


51.1% 


58.5% 


EFA201401 


PSY104618 


36% 


52.8% 


54.0% 


EFA201401 


SPA1 02652 


33% 


61.8% 


62.3% 


EFA201401 


STY103844 


34% 


61.8% 


62.0% 


EFA201401 


SAU801397 


62% 


100% 


97.5% 


EFA201401 


SEP202107 


61% 


100% 


97.1% 


EFA201401 


SHA 100970 


62% 


100% 


97.5% 


EFA201401 


SMU1 00640 


61% 


100% 


97.8% 


EFA201401 


SPN401904 


62% 


100% 


97.8% 


EFA201401 


VCH1 00907 


45% 


40.3% 


66.4% 


EFA201401 


YPS001119 


34% 


61.8% 


62.0% 


EFA201433 


ABA103721 


36% 


77.8% 


78.9% 


EFA201433 


BAN108866 


41% 


90.5% 


100% 


EFA201433 


BAN105656 


48% 


97.1% 


98.9% 


EFA201433 


BAN100164 


48% 


91.6% 


90.6% 


EFA201433 


BAN103658 


58% 


97.1% 


98.9% 


EFA201433 


BFR102236 


37% 


94.9% 


95.7% 


EFA201433 


BPT1 01248 


21% 


45.1% 


52.0% 


EFA201433 


BBU100100 


24% 


71.3% 


72.8% 


EFA201433 


BCE107277 


34% 


70.5% 


92.3% 


EFA201433 


BFU109172 


32% 


84.7% 


90.7% 


EFA201433 


BMA106607 


32% 


93.5% 


88.6% 


EFA201433 


CJU101558 


34% 


91.3% 


98% 


EFA201433 


CAC101362 


35% 


79.6% 


85.2% 



922 



WO 02/077183 PCT/US02/09107 



Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201433 


CBO102188 


33% 


79.3% 


83.5% 


EFA201433 


CDF101024 


42% 


96.4% 


98.5% 


EFA201433 


CDP101353 


45% 


92.4% 


95.1% 


EFA201433 


EBC101695 


31% 


77.8% 


83.1% 


EFA201433 


EFA201433 


100% 


100% 


100% 


EFA201433 


EFM201002 


70% 


98.5% 


97.8% 


EFA201433 


ECO103873 


30% 


77.8% 


74.7% 


EFA201433 


H1N101705 


34% 


76.7% 


78.8% 


EFA201433 


HPY100542 


35% 


90.5% 


98.4% 


EFA201433 


KPN308897 


30% 


74.9% 


86.0% 


EFA201433 


LPN100405 


38% 


96.7% 


95.0% 


EFA201433 


LMO101688 


57% 


96.4% 


99.2% 


EFA201433 


MCA100045 


32% 


85.5% 


83.9% 


EFA201433 


MAV103533 


42% 


90.9% 


92% 


EFA201433 


MBV101876 


40% 


94.5% 


95.6% 


EFA201433 


MLP100726 


40% 


94.5% 


96.0% 


EFA201433 


MTU201321 


40% 


94.5% 


95.6% 


EFA201433 


NGO101679 


37% 


97.5% 


98.9% 


EFA201433 


NME201872 


38% 


97.5% 


98.9% ■ 


EFA201433 


PMU100917 


32% 


82.5% 


84.8% 


EFA201433 


PRT105607 


31% 


77.1% 


74.7% 


EFA201433 


PAE204659 


34% 


89.1% 


91.7% 


EFA201433 


PPU109719 j 


34% 


88.7% 


91.3% 


EFA201433 


PSY106535 


37% 


77.8% 


77.8% 


EFA201433 


SPA103848 


43% 


16% 


35.5% 


EFA201433 


STY102718 


31% 


77.8% 


83.1% 


EFA201433 


STM102035 


31% 


77.8% 


76.3% 


EFA201433 


SAU801151 


50% 


91.3% 


94.4% 


EFA201433 


SEP200875 


50% 


91.6% 


94.4% 


EFA201433 


SHA100464 


49% 


91.6% 


94.7% 


EFA201433 


SMU100491 


61% 


90.5% 


93.9% 


EFA201433 


SPN401694 


58% 


90.5% 


93.9% 


EFA201433 


SPY200261 


59% 


90.5% 


93.9% 


EFA201433 


TPA100402 


27% 


72.4% 


75% 


EFA201433 


VCH100156 


33% 


93.5% 


91.7% 


EFA201433 


YPS001748 


31% 


77.1% 


74.6% 


EFA201457 


ABA102495 


35% 


90.6% 


100% 


EFA201457 


BAN 109820 


36% 


78.7% 


80.6% 


EFA201457 


BAN101919 


46% 


100% 


99.9% 


EFA201457 


BFR11118 


37% 


100% 


100% 


EFA201457 


BPT100285 


31% 


99.3% 


99.1% 


EFA201457 


BBU100513 


23% 


36.1% 


48.8% 


EFA201457 


BCE101979 


32% 


97.4% 


97.4% 


EFA201457 


BFU107151 


28% 


43.4% 


99.2% 


EFA201457 


BMA101914 


31% 


99.3% 


99.1% 


EFA201457 


CJU100827 


27% 


98.9% 


99.0% 


EFA201457 


CPN200152 


27% 


95.5% 


95.1% 


EFA201457 


CTR200749 


29% 


98.1% 


97.7% 


EFA201457 


CAC101148 


34% 


100% 


100% 


EFA201457 


CBO103321 


37% 


100% 


99.9% 


EFA201457 


CDF1 00484 


38% 


32.8% 


100% 


EFA201457 


CDF1 03760 


35% 


100% 


99.7% 


EFA201457 


CDP100987 


31% 


97.4% 


97.4% 


EFA201457 


EBC102988 


36% 


72.2% 


99.7% 
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FFA9014V7 


FF A 20 1457 


100% 


100% 


100% 


FFA9f)14 < i7 


FFM200867 


72% 


100% 


100% 


FFA9fi14 jC I7 


FP01 01681 


35% 


100% 


99.9% 




FTTM1 01 978 

HUN luii/o 


36% 


100% 


99.9% 


FFA9014^7 


HP VI 00398 


26% 


100% 


99.9% 


PFA9014^7 


1CPN3016QS 


35% 


100% 


99.9% 




LPTs1 100643 


33% 


100% 


99.9% 


FFA9014^7 


T MO101759 


47% 


100% 


100% 


FFA901457 


MCA 1001 97 


35% 


100% 


99,9% 


FFA201457 


MA VI 06542 


29% 


100% 


99.9% 


FF A 20 1457 


MBV101271 


29% 


74.3% 


93.7% 


FFA201457 


MLP 100870 


28% 


99.3% 


99.0% 


FFA?f)14^7 


MTT T201629 

XVX X KJ V\j i- J 


28% 


99.3% 


99.2% 


FFA 9014^7 


MGF100197 

iviv II 1 11/U17 / 


23% 


89.6% 


89.6% 




MPM 100048 

1VJJT 1> IWutO 


24% 


98 9% 


99.8% 


FFA9ni4S7 


1^00101903 

1^1 VJU X U X 7vJ 


36% 


98.4% 


98.3% 


FFA9014S7 


NME200861 

X xXVXX-»a»U\JO*J i. 


35% 


98.4%> 


98.3% 


FFA9014^7 


PMT 1 100629 


36% 


100% 


99.9%> 


FFA9014^7 


PRT101304 


34% 


100% 


99.9% 


FFA201457 


PAE202737 


34% 


100% 


99.9% 


FFA201457 


PPU103715 


33% 


100% 


99.9% 


FFA201457 

i-iX. r\£.\J X*T J / 


PSY 100068 

lull WUV/U 


32% 


100% 


99.9% 


FFA9014S7 ! 


SPA 1005 16 

VJI. A X\JV/J 1 


35% 


77.3% 


98.9% 


FFA9014S7 


STY101 1 14 

OX X Jlwll X*T 


35% 


100% 


99.9% 


FFA2014S7 


STM 103450 

kJ X 1VX 1V/J7JV 


35% 


100% 


99.9% 


FFA9014^7 


SATJ801139 


45% 


99.6% 


99.8% 


FFA9014S7 

A-/A UltJ / 


lSFP200R64 


45% 


100% 


100% 


FFA9014S7 


SHA 100442 


48% 


62.5% 


94.9% 


FFA901457 


SMU 100476 


60% 


5.7% 


100% 


FFA201457 


SMU1 00483 


56% 


100% 


100% 


EFA201457 

JO A rUtU A. I — ' / 


SPN400509 


57% 


100% 


100% 


EFA^01457 


SPY200565 


55% 


100% 


100% 


FFA201457 

J__/A Omu / 


TPA1 00014 


25% 


38.5% 


49.5% 


FFA201457 


UIJR1 00462 


23% 


92.2% 


93.0% 


FFA201457 

X-»X AAultJ / 


VCH101201 

V V^X X X V A A V A 


34% 


98.9% 


98.7% 


FFA201457 

X^X AAvltJ / 


YPS003055 


34% 


100% 


99.9% 


FFA901460 

LjL f\£.\J A*TVJ V 


ABA105548 


22% 


68.7% 


69.3% 


FFA201460 


BAN111196 

JJlkil AAA X J \J 


33% 


97.8% 


99.9% 


FFA901460 


RAN1 0^909 


37% 


98.7%> 


99.9% 


FFA901460 


RRT J 100632 


22% 


67.9% 


69.1% 


FFA201460 


BMA105524 


21% 


93.2% 


91.2% 


PFA901460 


PTR200007 

V— • 1JAZ.V/UUU / 


23% 


94.9% 


95.4% 




PAC1 037^9 


31% 


97.7% 


99.4% 


FFA9fi1460 


OPO101 S40 


33% 


97.2% 


99.1% 


FFA9fi14fin 


PHF1O90Q7 


31% 


91.1% 


99.2% 


FPA9fi1il6fl 


VWC 10960^ 


22% 


18.9% 


17.3% 


FFA901460 


FFA901460 


100% 


100% 


100% 


FFA901460 


FFM200194 


56% 


98.3% 


99.6% 


EFA201460 


ECO 102757 


21% 


67.3% 


66.9% 


EFA201460 


KPN305144 


22% 


21.4% 


21.4% 


EFA201460 


LPN101834 


24% 


22.1% 


34.4% 


EFA201460 


LMO102657 


38% 


98.8% 


99.7% 


EFA201460 


PRT102297 


21% 


67.3% 


65.6% 


EFA201460 


PAE204282 


22% 


67.7% 


67.3% 
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EFA201460 


PPU101093 


22% 


67.7% 


67.2% 


EFA201460 


PSY102740 


23% 


67.7% 


67.4% 


EFA201460 


SAU800967 


32% 


98.2% 


99.8% 


EFA201460 


SEP200182 


32% 


98.3% 


99.3% 


EFA201460 


SHA101673 


32% 


97.1% 


98.0% 


EFA201460 


SMU100467 


32% 


97.1% 


97.0% 


EFA201460 


SPN401040 


33% 


96.9% 


96.9% 


EFA201460 


SPY200572 


30% 


97.7% 


97.6% 


EFA201506 


BAN101235 


49% 


100% 


100% 


EFA201506 


BAN102202 


70% 


100% 


98.8% 


EFA201506 


BFR11955 


43% 


100% 


100% 


EFA201506 


BBU100503 


43% 


99.2% 


99.8% 


EFA201506 


CJU101134 


44% 


99.8% 


100% 


EFA201506 


CAC102280 


58% 


99.2% 


98.8% 


EFA201506 


CBO100216 


48% 


45.2% 


99.1% 


EFA201506 


CDF100051 


80% 


21.8% 


93.4% 


EFA201506 


CDF100869 


59% 


99.4% 


97.7% 


EFA201506 


EFA201506 


100% 


100% 


100% 


EFA201506 


EFM100483 


88% 


97.9% 


100% 


EFA201506 


ECO201319 


29% 


18.0% 


31.4% 


EFA201506 


ECO201260 


31% 


15.8% 


35.8% 


EFA201506 


HPY100747 


38% 


84.4% 


93.5% 


EFA201506 


LMO101581 


73% 


100% 


99.6% 


EFA201506 


MGE100132 


29% 


46.3% 


49.8% 


EFA201506 


MPN100564 


24% 


68.3% 


70.4% 


EFA201506 


PSY102419 


23% 


25.1% 


40.5% 


EFA201506 


SAU801286 


65% 


99.8% 


99.6% 


EFA201506 


SEP201589 


64% 


99.8% 


99.6% 


EFA201506 


SHA101288 


65% 


99.8% 


99.6% 


EFA201506 


SMU101495 


61% 


99.8% 


100% 


EFA201506 


SPN401582 


59% 


99.8% 


99.6% 


EFA201506 


SPY201258 


60% 


99.8% 


100% 


EFA201506 


TPA101008 


47% 


100% 


100% I 


EFA201506 


UUR100083 


32% 


84.6% 


92.2% 


EFA201507 


BAN1 12473 


63% 


37.7% 


100% 


EFA201507 


BANU3311 


51% 


58.5% 


100% 


EFA201507 


BAN 107300 


64% 


100% 


100% 


EFA201507 


BBU 100504 


38% 


96.6% 


97.7% 


EFA201507 


EFA2015O7 


100% 


100% 


100% 


EFA201507 


EFM201335 


81% 


100% 


100% 


EFA201507 


LMO102094 


66% 


99.2% 


98.9% 


EFA2015Q7 


MGE1 00250 


37% 


98.1% 


94.0% 


EFA201507 


MPN100487 


36% 


98.9% 


94.7% 


EFA201507 


SAU801288 


59% 


99.2% 


98.9% 


EFA201507 


SEP201596 


58% 


99.6% 


99.6% 


EFA201507 


SHA101290 


58% 


100% 


100% 


EFA201507 


UUR100505 


38% 


97.7% 


99.6% 


EFA201512 


ABA100157 


49% 


95.7% 


100% 


EFA201512 


BAN1 12499 


. 75% 


46.1% 


97.4% 


EFA201512 


BAN106136 


50% 


97.2% 


99.4% 


EFA201512 


BAN101660 


70% 


98.5% 


99.7% 


EFA201512 


BFR10407 


48% 


94.1% 


95.8% 


EFA201512 


BPT100617 


54% 


95.0% 


97.2% 


EFA201512 


BBU 100543 


29% 


87.6% 


76.6% • 
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EFA201512 


BCE1 12713 


54% 


98.5% 


99.1% 


EFA201512 


BFU100079 


55% 


95.7% 


97.2% 


EFA201512 


BMA100055 


56% 


95.7% 


97.2% 


EFA201512 


CJU100848 


52% 


95.4% 


98.4% 


EFA201512 


CAC 100050 


58% 


96.0% 


97.2% 


EFA201512 


CBO 100851 


61% 


96.0% 


97.5% 


EFA201512 


CDF100459 


64% 


95.7% 


97.8% 


EFA201512 


CDP100215 


45% 


96.0% 


95.4% 


EFA201512 


EBC101345 


50% 


96.6% 


99.4% 


EFA201512 


EFA201512 


100% 


100% 


100% 


EFA201512 


EFM200023 


93% 


100% 


100% 


EFA201512 


ECO101180 


50% 


96.6% 


99.4% 


EFA201512 


HIN101576 


51% 


96.3% 


99.4% 


EFA201512 


HPY100730 


51% 


95.4% 


95.6% 


EFA201512 


KPN303464 


50% 


96.6% 


99.4% 


EFA201512 


LPN101587 


49% 


95.7% 


98.4% 


EFA201512 


LMO100583 


75% 


98.8% 


100% 


EFA201512 


MCA100701 


47% 


96.0% 


98.7% ■ 


EFA201512 


MAV105952 


45% 


98.8% 


99.1% 


EFA201512 


MBV105572 


45% 


95.4% 


98.7% 


EFA201512 


MLP 100179 


44% 


96.0% 


95.4% 


EFA201512 


MTU201006 


45% 


98.8% 


99.1% 


EFA201512 


MGE100060 


46% 


86.4% 


94.9% 


EFA201512 


MPN100082 


45% 


95.4% 


75.8% 


EFA201512 


NGO101084 


52% 


95.7% 


94.5% 


EFA201512 


NME201007 


52% 


95.7% 


94.5% 


EFA201512 


PMU100244 


50% 


96.3% 


99.4% 


EFA201512 


PRT101362 


50% 


96.6% 


99.4% 


EFA201512 


PAE204667 


50% 


96.0% 


99.0% 


EFA201512 


PPU104089 


51% 


75.9% 


99.6% 


EFA201512 


PSY102431 


49% 


96.0% 


99.0% 


EFA201512 


SPA100616 


49% 


96.6% 


99.7% 


EFA201512 


STY101673 


50% 


96.6% 


99.4% 


EFA201512 


STM101478 


50% 


96.6% 


99.4% 


EFA201512 


SAU800500 


68% 


98.8% 


99.7% 


EFA201512 


SEP201833 


67% 


98.8% 


99.7% 


EFA201512 


SHA 100895 


70% 


70.3% 


99.6% 


EFA201512 


SMU101229 


72% 


96.0% 


96.9% 


EFA201512 


SPN400028 


73% 


97.2% 


93.2% 


EFA201512 


SPY200014 


73% 


96.9% 


98.4% 


EFA201512 


TPA100291 


30% 


87.3% 


74.1% 


EFA201512 


UUR100193 


46% 


91.3% 


89.7% 


EFA201512 


VCH102150 


51% 


96.3% 


99.4% 


EFA201512 


YPS003242 


50% 


96.6% 


99.4% 


EFA201523 


BFU107317 


30% 


81.4% 


93.2% 


EFA201523 


EFA201523 


100% 


100% 


100% 


EFA201523 


EEM201546 


28% 


81.6% 


94.1% 


EFA201523 


MBV105206 


36% 


83.3% 


57.5% 


EFA201523 


MTU201973 


36% 


83.3% 


57.5% 


EFA201523 


PRT101425 


52% 


88.6% 


89.5% 


EFA201523 


PAE109042 


27% 


10.8% 


39.4% 


EFA201601 


ABA102251 


41% 


76.7% 


90.2% 


EFA201601 


BAN106145 


55% 


69.2% 


100% 


EFA201601 


BAN102864 


60% 


72.9% 


97.3% 
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EFA2016G1 


BFR103244 


46% 


69.9% 


96.6% 


EFA201601 


BPT103145 


44% 


72.6% 


53.0% 


EFA201601 


BBU1 00076 


39% 


63.8% 


96.8% 


EFA201601 


BCE109396 


43% 


73.8% 


92.3% 


EFA201601 


BFU1 00592 


38% 


91.0% 


90.2% 


EFA201601 


BMA103170 


37% 


97.7% 


91.2% 


EFA201601 


CJU101131 


40% 


66.7% 


95.1% 


EFA201601 


CPN200871 


37% 


65.8% 


97.2% 


EFA201601 


CTR200202 


37% 


64.7% 


96.8% 


EFA201601 


CAC103551 


51% 


68.3% 


98.0% 


EFA201601 


CBO103745 


50% 


68.3% 


98.0% 


EFA201601 


CDF101891 


43% 


95.5% 


95.8% 


EFA201601 


CDP101168 


39% 


91.6% 


80.0% 


EFA201601 


EBC104170 


39% 


98.2% 


97.7% 


EFA201601 


EFA201601 


100% 


100% 


100% 


EFA201601 


EFM200001 


86% 


2.3% 


32.5% 


EFA201601 


ECO103387 


41% 


93.2% 


85.1% 


EFA201601 


HIN100748 


42% 


82.6% 


88.2% 


EFA201601 


HPY1 00750 


39% 


59.7% 


86.7% 


EFA201601 


KPN308256 


38% 


95.5% 


94.1% 


EFA201601 


LMO101591 


66% 


70.1% 


94.2% 


EFA201601 


MCA1 01469 


42% 


68.3% 


95.5% 


EFA201601 


MAV103813 


41% 


84.4% 


83.9% 


EFA201601 


MBV1 00063 


33% 


75.1% 


91.0% 


EFA201601 


MLP100992 


40% 


90.7% 


90.5% 


EFA201601 


MTU202883 


38% 


91.4% 


91.2% 


EFA201601 


MGE100303 


41% 


73.1% 


93.4% 


EFA201601 


MPN100416 


43% 


72.4% 


92.0% 


EFA201601 


NME200274 


37% 


97.7% 


98.8% 


EFA201601 


PMU101519 


40% 


95.5% 


89.5% 


EFA201601 


PRT1 00781 


42% 


31.4% 


3.8% 


EFA201601 


PAE200372 


39% 


96.8% 


93.4% 


EFA201601 


PPU102117 


38% 


93.4% 


81.6% 


EFA201601 


PSY102772 


42% 


86.4% 


72.3% 


EFA201601 


SPA100292 


52% 


47.1% 


83.5% 


EFA201601 


STY101273 


40% ; 


96.4% 


88.6% 


EFA201601 


SAU801235 


48% 


99.5% 


94.0% • 


EFA201601 


SEP201528 


47% 


99.5% 


94.9% 


EFA201601 


SHA101742 


53% 


84.8% 


92.6% 


EFA201601 


SMU100011 


49% 


97.3% 


84.1% 


EFA201601 


SPN401122 


52% 


99.3% 


100% 


EFA201601 


SPY200409 


48% 


97.1% 


82.4% 


EFA201601 


TPA100571 


40% 


65.4% ■ 


96.3% 


EFA201601 


UUR100140 


42% 


74.9% 


96.6% 


EFA201601 


VCH1 00146 


42% 


86.4% 


93.6% 


EFA201601 


YPS000724 


39% 


97.5% 


84.5% 


EFA201611 


ABA104194 


46% 


97.0% 


100% 


EFA201611 


BAN100780 


55% 


98.8% 


98.2% 


EFA201611 


BAN104280 


65% 


98.4% 


97.5% 


EFA201611 


BPT102115 


'45% 


97.7% 


99.5% 


EFA201611 


BBU100471 


33% 


97.5% 


96.6% 


EFA201611 


BCE107676 


46% 


91.0% 


99.7% 


EFA201611 


BFU102916 


47% 


97.0% 


91.8% 


EFA201611 | 


BMA1 04589 


46% 


96.8% 


92.4% 
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FFA9H1 rt1 1 

Etrr\.£\J JLU1 1 


CJU100797 


43% 


95.4% 


98.3% 


FFA9M 61 1 


CTR200730 

X> llu>UU / JU 


37% 


94.2% 


96.6% 


FFA901 61 1 


CAC 103585 


50% 


96.8% 


99.8% 


FFA90161 1 


CBO 100954 


54% 


97.0% 


100% 


FFA90161 1 

X-jL l\~£.\J 1111 1 


CDF1 00485 


56% 


30.9% 


100% ; 




CDF102163 


57% ! 


97.2% 


98.6% 


EFA201611 

U/l 1 U 1 A 


CDP101476 


44% ! 


96.5% 


99.0% 


EFA201611 


EFA201611 


100% 


100% 


100% 


FFA201611 

i-L/JL lull 


EFM201945 


84% 


99.8% 


99.8% j 


FFA201611 


ECO103119 


48% 


95.6% 


98.3% 


FFA201611 

U/l iiiiU lull 


HIN101057 

X X XX ^ x v X V/*/ / 


49% 


94.7% 


96.7% 


FFA90161 1 

AXu lull 


HPY 100640 

AAA A A VVV~V 


43% 


95.6% 


98.3% 


FFA90161 1 


KPN301069 

IVL 1 t J U 1 U U_-* 


48% 


95.6% 


98.3% 


FFA201611 

J_/l /Tk.A»V/ lull 


LPN1 03006 


46% 


97.2% 


99.8% 


FFA201 61 1 


LMO101018 


69% 


98.2% 


98.1% 


FFA20161 1 

xZix jc\£*\j lull 


MCA100762 


46% 


94.9% 


97.9% 


EFA201611 

-L/l C\.4m\J lull 


MAV102894 


43% 


52.0% 


99.6% 


EFA201611 

1—iX AAiUlUl I 


MBV 100208 


45% 


96.5% 


99.0% 


EFA201611 


MLP100716 


44% 


96.5% 


99.0% 


FFA201611 

i_> i nzi u x u i i 


MTU201298 


45% 


96.5% 


99.0% 


EFA201611 


NGO102024 


46% 


94.9% 


97.8% 


FFA201611 

UfJL ikitU lUll 


NME200242 


47% 


94.9% 


97.8% 


EFA201611 


PMU100180 


48% 


96.3% 


98.1% 


FFA201 61 1 

U/l r\J*\J lull 


PAE204448 

A X LA^4 * vr T i TV 


48% 


96.8% 


99.5% 


FFA201611 


PPU1 09849 

A X V-/ X V ✓ w * 


47% 


96.8% 


99.5% 


EFA201611 


PSY1 04793 


45% 


88.2% 


98.7% 


EFA201611 

i_>i ruiv i v i i 


SPA100481 


46% 


44.1% 


100% 


EFA201611 


STY101491 


48% 


95.6% 


98.3% 


EFA201611 

I - * 1 ft iffwr^ r A V/ X X 


SAU802100 


58% 


83.8% 


94.8% 


ui rvfau iuii 


SEP202410 


61% 


97.0% 


99.8% 


EFA201611 
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99.3% 


97.9% 


EFA201869 


NGO100973 


38% 


48.3% 


44.7% 


EFA201869 


NME200969 


37% 


48.3% 


43.9% 


EFA201869 


PMU100864 


36% 


48.8% 


41.7% 


EFA201869 


PRT102520 


36% 


48.3% 


46.6% 


EFA201869 


PAE204723 


34% 


53.2% 


48.8% 


EFA201869 


PPU108737 


36% 


51.2% 


47.1% 


EFA201869 


PSY105160 


35% 


51.7% 


46.9% 


EFA201869 


SPA104027 


35% 


49.8% 


47.1% 


EFA201869 


STY103428 


35% 


49.8% 


45.1% ' 


EFA201869 


STM101254 


32% 


60.3% 


59.6% 


EFA201869 


SAU801457 


37% 


95.1% ! 


97% 


EFA201869 


SEP200430 


37% 


95.1% 


97% 


EFA201869 


SHA101762 


37% 


95.8% 


97.8% 


EFA201869 


SMU100881 


50% 


97.0% 


99.5% 


EFA201869 


SPN401412 


49% 


98.5% 


100% 


EFA201869 


SPY200644 


46% 


97.0% 


99.2% 


EFA201869 


TPA100267 


32% 


94.6% 


96.9% 


EFA201869 


VCH1O0583 


37% 


48.8% 


45.7% 


EFA201869 


YPS000784 


35% 


48.3% 


47.7% 


EFA201878 


ABA1O5360 


30% 


99.2% 


95.6% 


EFA201878 


BAN1O290O 


46% 


99.6% 


98.5% 


EFA201878 


BAN1O7078 


51% 


99.6% 


98.5% 


EFA201878 


BFR10828 


28% 


92.7% 


90.9% 


EFA201878 


BPT102724 


28% 


99.2% 


96.7% 


EFA201878 


BCE105684 


33% 


99.6% 


98.9% 


EFA201878 


BMA108656 


30% 


95.4% 


98.8% 


EFA201878 


CJU100185 


27% 


100% 


99.2% 


EFA201878 


CPN200790 


25% 


90.0% 


81.8% 


EFA201878 


CTR200633 


28% 


74.9% 


74.8% 


EFA201878 


CAC1O0895 


26% 


100% 


99.2% 


EFA201878 


CBO102353 


30% 


99.6% 


99.2%- 


EFA201878 


CDF100169 


34% 


45.6% 


95% 


EFA201878 


CDF103888 


27% 


100% 


99.6% 


EFA201878 


CDF101971 


30% 


100% 


99.6% 


EFA201878 


CDP100444 


43% 


99.6% 


98.4% 


EFA201878 


EBC102147 


29% 


99.6% 


96.3% 


EFA201878 


EFA201878 


100% 


100% 


100% 


EFA201878 


EFM201574 


27% 


96.1% 


94.5% 


EFA201878 


ECO 100031 


30% 


99.6% 


96.3% 


EFA201878 


HIN101274 


30% 


99.6% 


97.4% 


EFA201878 


HPY 100505 


26% 


73.7% 


73.6% 


EFA201878 


KPN306527 


30% 


99.6% 


96.3% 


EFA201878 


LPN1 03391 


45% 


99.2% 


98.8% 


EFA201878 


LMO101881 


60% 


99.6% 


99.6% 
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EFA201878 


MCA1 02220 


30% 


99.6% 


97.7% 


EFA201878 


MAV101194 


42% 


99.6% 


98.8% 


EFA201878 


MBV101254 


42% 


99.6% 


98.8% 


EFA201878 


MTU202735 


43% 


99.6% 


98.8% 


EFA201878 


NGO 100748 


29% 


99.6% 


97.0% I 


EFA201878 


NME200061 


29% 


99.6% 


97.0% 


EFA201878 


PMU100726 


29% 


99.6% 


97.4% 


EFA201878 


PRT101653 


31% 


75.3% 


71.4% 


EFA201878 


PAE204755 


29% 


100% 


98.9% 


EFA201878 


PPU111382 


33% 


75.3% 


92.0% 


EFA201878 


PSY1 04750 


28% 


100% 


98.8% 


EFA201878 


SPA101380 


33% 


75.3% 


71.7% 


EFA201878 


STY101155 


29% 


99.6% 


96.3% 


EFA201878 


STM100870 


29% 


99.6% 


96.3% 


EFA201878 


SAU801396 


25% 


99.2% 


100% 


EFA201878 


SEP202106 


25% 


97.3% 


97.9% 


EFA201878 


SHA100969 


25% 


99.2% 


100% 


EFA201878 


SMU100878 


61% 


99.6% 


99.2% 


EFA201878 


SPN401413 


63% 


99.6% 


99.2% 


EFA201878 


VCH102356 


29% 


100% 


98.1% 


EFA201878 


YPS000815 


28% 


99.6% 


96.3% 


EFA201883 


ABA1 03631 


57% 


96.7% 


97.8% 


EFA201883 


BAN1 10875 


78% 


97.8% 


98.9% . 


EFA201883 


BFR100422 


50% 


97.8% 


98.9% 


EFA201883 


BPT100124 


53% 


96.7% 


97.8% 


EFA201883 


BBU100231 


32% 


95.6% 


86.1% 


EFA201883 


BCE1 10670 


58% 


97.8% 


98.9% 


EFA201883 


BFU100991 


53% 


96.7% 


97.8% 


EFA201883 


BMA101790 


50% 


96.7% 


95.7% 


EFA201883 


CJU1 00843 


56% 


95.6% 


88.8% 


EFA201883 


CPN200333 


25% 


96.7% 


89% 


EFA201883 


CTR200531 


24% 


96.7% 


89% 


EFA201883 


CAC100114 


57% 


96.7% 


96.7% 


EFA201883 


CBO102675 


56% 


96.7% 


78.6% 


EFA201883 


CDF102299 


57% 


96.7% 


96.7% 


EFA201883 


EBC 102270 


55% 


96.7% 


97.8% 


EFA201883 


EFA201883 


100% 


100% 


100% 


EFA201883 


EFM100184 


90% 


100% 


92.9% 


EFA201883 


ECO 100432 


55% 


96.7% 


97.8% 


EFA201883 


HIN100410 


64% 


97.8% 


65.4% 


EFA201883 


HPY100822 


38% 


97.8% 


95.7% 


EFA201883 


KPN302503 


56% 


97.8% 


98.9% 


EFA201883 


LPN101041 


38% 


93.4% 


95.5% 


EFA201883 


LMO100364 


74% 


100% 


100% 


EFA201883 


MCA101444 


57% 


96.7% 


97.8% 


EFA201883 


MAV101405 


45% 


96.7% 


41.5% 


EFA201883 


MBV102079 


46% 


96.7% 


41.1% 


EFA201883 


MLP101029 


46% 


96.7% 


44% 


EFA201883 


MTU202948 


46% 


96.7% 


41.1% 


EFA201883 


NGO100251 


48% 


96.7% 


98.9% 


EFA201883 


NME201722 


47% 


96.7% 


96.7% 


EFA201883 


NME201276 


50% 


96.7% 


98.9% 


EFA201883 


PMU101732 


62% 


97.8% 


98.9% 


EFA201883 


PRT101499 


60% 


96.7% 


91.7% 
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EFA201883 


PAE201803 


56% 


96.7% 


97.8% 


EFA201883 


PPU1 11425 


54% 


96.7% 


97.8% 


EFA201883 


PSY1 08978 


52% 


96.7% 


97.8% 


EFA201883 


SPA102996 


56% 


96.7% 


97.8% 


EFA201883 


STY100727 


56% 


96.7% 


97.8% 


EFA201883 


STM100440 


56% 


96.7% 


97.8% 


EFA201883 


SAU801473 


78% 


97.8% 


98.9% 


EFA201883 


SEP200458 


78% 


97.8% 


98.9% 


EFA201883 


SHA101411 


77% 


97.8% 


98.9% 


EFA201883 


SMU100719 


80% 


100% 


100% 


EFA201883 


SPN401020 


75% 


100% 


100% 


EFA201883 


SPY201144 


82% 


100% 


100% 


EFA201883 


TPA100248 


32% 


93.4% 


81.0% 


EFA201883 


UUR100284 


28% 


95.6% 


66.9% 


EFA201883 


VCH100270 


55% 


97.8% 


98.9% 


EFA201883 


YPS001873 


53% 


96.7% 


97.8% 


EFA201884 


ABA100688 


41% 


97.9% 


91.0% 


EFA201884 


BAN111369 


58% 


99.8% 


100% 


EFA201884 


BAN1 12079 


70% 


99.8% 


99.8% ; 


EFA201884 


BFR10077 


47% 


28.4% 


72.5% 


EFA201884 


BPT100007 


39% 


97.9% 


96.2% 


EFA201884 


BBU1 00507 


33% 


77.8% 


35.6% 


EFA201884 


BCE100856 


36% 


26.6% 


65.6% 


EFA201884 


BFU105505 


37% 


97.9% 


96.6% 


EFA201884 


BMA102074 


37% 


97.9% 


96.6% 


EFA201884 


CJU1 00354 


35% 


98.9% 


97.8% 


EFA201884 


CPN201006 


33% 


71.1% 


27.9% 


EFA201884 


CTR200076 


. 33% 


80.7% 


33.9% 


EFA201884 


CAC100098 


53% 


100% 


99.8% 


EFA201884 


CBO101866 


51% 


100% 


99.5% 


EFA201884 


CDF1 02465 


53% 


99.8% 


98.9% 


EFA201884 


CDP101065 


39% 


67.4% 


21.8% | 


EFA201884 


EBC102035 


38% 


97.9% 


92.4% 


EFA201884 


EFA201884 


100% 


100% 


100% 


EFA201884 


ECO102462 


38% 


97.9% 


90.1% 


EFA201884 


H1N100129 


37% 


98.9% 


93.1% 


EFA201884 


HPY1O0821 


36% 


99.1% 


96.9% 


EFA201884 


KPN305977 


38% 


97.9% 


92.5% 


EFA201884 


LPN101429 


39% 


97.9% 


92.0% 


EFA201884 


LMO102523 


74% 


100% 


100% 


EFA201884 


MCA101523 


40% 


97.9% 


90.7% 


EFA201884 


MAV102019 


40% 


99.3% 


92.3% 


EFA201884 


MBV 105348 


37% 


69.5% 


27.6% 


EFA201884 


MLP 100852 


39% 


99.3% 


93.1% 


EFA201884 


MTU201691 


37% 


69.5% 


27.6% 


EFA201884 


MGE100337 


43% 


27.1% 


66.5% 


EFA201884 


MPN1 00366 


42% 


7.8% 


47.9% 


EFA201884 


NGO101003 


41% 


27.3% 


60.8% 


EFA201884 


NME200978 


41% 


27.3% 


60.8% 


EFA201884 


PMU100105 • 


35% 


98.9% 


93.1% . 


EFA201884 


PRT102921 


37% 


97.9% 


92.5% 


EFA201884 


PAE203796 


39% 


97.9% 


90.9% 


EFA201884 


PPU1 12339 


40% 


97.9% 


91.0% 


EFA201884 


PSY1 06808 


48% 


68.6% 


83.2% 
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EFA201884 


PSY103809 


41% 


97.9% 


90.3% 


EFA201884 


SPA102739 


38% 


97.9% 


90.2% 


EFA201884 


STY101715 


38% 


97.9% 


92.4% 


EFA201884 


SAU801475 


68% 


99.8% 


99.8% 


EFA201884 


SEP200461 


68% 


99.8% 


99.8% 


EFA201884 


SHA101409 


69% 


99.8% 


99.8% 


EFA201884 


SMU101355 


78% 


100% 


100% 


EFA201884 


SPN401552 


78% 


100% 


100% 


EFA201884 


SPY200248 


77% 


100% 


100% 


EFA201884 


TPA100681 


33% 


98.9% 


94.6% 


EFA201884 


UUR100386 


48% 


97.7% 


96.8% 


EFA201884 


VCH1O0750 


38% 


97.9% 


92.3% 


EFA201884 


YPS003216 


36% 


97.9% 


92.5% 


EFA201886 


BFR100706 


48% 


93.1% 


29.3% 


EFA201886 


EFA201886 


100% 


100% 


100% 


EFA201888 


ABA105798 


37% 


99.8% 


100% 


EFA201888 


ABA100324 


39% 


99.5% 


99.8% 


EFA201888 


BAN1 12689 


49% 


96.6% 


97.3% 


EFA201888 


BAN107953 


51% 


99.3% 


99.3% 


EFA201888 


BFR12010 


47% 


99.8% 


99.5% 


EFA201888 


BPT102618 


48% 


98.8% 


99.3% 


EFA201888 


BCE1 13298 


47% 


74.3% 


98.7% 


EFA201888 


BFU100675 


49% 


98.8% 


95.3% 


EFA201888 


BMA102164 


49% 


98.8% 


99.0% 


EFA201888 


CJU100410 


48% 


99.0% 


99.5% 


EFA201888 


CPN2O0933 


44% 


99.0% 


98.8% 


EFA201888 


CTR200146 


44% 


99.3% 


98.6% 


EFA201888 


CAC100013 


56% 


99.3% 


99.5% 


EFA201888 


CBO102384 


59% 


99.5% 


98.8% 


EFA201888 


CDF101773 


52% 


99.0% 


99.3% 


EFA201888 


CDP100587 


25% 


98.8% 


27.7% 


EFA201888 


EBC100090 


47% 


63.8% 


98.9% 


EFA201888 


EFA201888 


100% 


100% 


100% 


EFA201888 


ECO 101068 


50% 


98.8% 


99.0% 


EFA201888 


HPY100551 


45% 


99.0% 


99.8% 


EFA201888 


KPN301302 


50% 


98.8% 


99.0% 


EFA201888 


LPN100053 


48% 


98.8% 


99.0% 


EFA201888 


LMO100394 


52% 


99.5% 


99.3% 


EFA201888 


MCA101479 


46% 


98.8% 


100% 


EFA201888 


MAV103067 


36% 


98.3% 


100% 


EFA201888 


MBV100653 


38% 


98.5% 


96.9% 


EFA201888 


MLP101008 


36% 


98.5% 


96.9% 


EFA201888 


MTU202211 


38% 


98.5% 


96.9% 


EFA201888 


NGO100696 


51% 


99.3% 


91.9% 


EFA201888 


NME200042 


50% 


99.3% 


99.0% 


EFA201888 


PAE202963 


49% 


99.5% 


99.3% 


EFA201888 


PPU104840 


49% 


99.0% 


98.8% 


EFA201888 


PSY101697 


48% 


99.5% 


99.3% 


EFA201888 


SPA100629 


47% 


98.8% 


99.0% 


EFA201888 


STY102533 


49% 


98.8% 


99.0% 


EFA201888 


STM102723 


50% 


98.8% 


99.0% 


EFA201888 


SAU800984 


53% 


99.3% 


98.8% 


EFA201888 


SEP200206 


52% 


99.3% 


98.8% 


EFA201888 


SHA101847 


52% 


99.5% 


99.0% 
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EFA201888 


VCH101989 


49% 


98.8% 


99.0% 


EFA201888 


YPS003134 


49% 


98.8% 


99.0% 


EFA201905 


ABA 103706 


43% 


98.6% 


95.8% 


EFA201905 


BAN112289 


80% 


12.2% 


87.8% 


EFA201905 


BAN 1081 59 


45% 


95.3% 


100% 


EFA201905 


BAN100668 


56% 


100% 


100% 


EFA201905 


BFR100314 


21% 


36.5% 


34.4% 


EFA201905 


BFR102798 


36% 


12.8% 


74.5% 


EFA201905 


BFR104729 


31% 


27.0% 


26.3% 


EFA201905 


BFR102402 


35% 


16.9% 


69.9% 


EFA201905 


BFR103498 


33% 


18.2% 


17.6% 


EFA201905 


BFR104188 


31% 


18.2% 


14.4% 


EFA201905 


BFR101898 


22% 


97.6% 


74.5% 


EFA201905 


BFR102942 


36% 


23.6% 


79.8% 


EFA201905 


BFR104190 


20% 


97.0% 


59.5% 


EFA201905 


BFR10665 


23% 


65.5% 


45.4% 


EFA201905 


BFR102711 


40% 


20.3% 


15.8% 


EFA201905 


BFR102682 


38% 


23.3% 


56% 


EFA201905 


BFR104935 


23% 


86.8% 


60.3% 


EFA201905 


BFR11037 


24% 


93.6% 


54.5% 


EFA201905 


BFR100113 


27% 


81.1% 


56.1% 


EFA201905 


BFR102796 


25% 


71.6% 


51.3% 


EFA201905 


BFR102991 


30% 


59.8% 


39.2% 


EFA201905 


BFR101296 


30% 


61.1% 


39.8% 


EFA201905 


BFR12371 


25% 


94.3% 


68.0% 


EFA201905 


BFR11529 


28% 


81.1% 


62.4% 


EFA201905 


BFR10734 


43% 


97.3% 


90.2% 


EFA201905 


BPT102059 


41% 


97.6% 


95.2% 


EFA201905 


BCE108192 


33% 


99.7% 


98.0% 


EFA201905 


BFU102341 


41% 


95.9% 


90.4% 


EFA201905 


BMA105859 


41% 


95.3% 


83.8% 


EFA201905 


CJU100802 


29% 


90.2% 


78.0% 


EFA201905 


CPN200813 


34% 


96.3% 


93.4% 


EFA201905 


CTR200250 


34% 


100% 


97.3% 


EFA201905 


CAC100867 


42% 


95.3% 


95.5% 


EFA201905 


CBO103235 


41% 


100% 


100% 


EFA201905 


CDF101842 


35% 


96.3% 


93.1% 


EFA201905 


CDP101043 


41% 


91.9% 


99.0% 


EFA201905 


EBC102954 


41% 


97.6% 


96.6% 


EFA201905 


EFA201905 


100% 


100% 


100% 


EFA201905 


EFM100706 


74% 


91.9% 


100% 


EFA201905 


ECO102830 


40% 


99.0% 


98.0% 


EFA201905 


HIN 100295 


38% 


98.3% 


98.0% 


EFA201905 


HPY100992 


26% 


41.9% 


69.4% 


EFA201905 


HPY100979 


24% 


81.8% 


70.1% 


EFA201905 


HPY100667 


29% 


84.5% 


72.9% 


EFA201905 


KPN303337 


42% 


97.6% 


96.6% 


EFA201905 


LMO101203 


53% 


100% 


100% 


EFA201905 


MCA1 00972 


39% 


95.3% 


90.2% 


EFA201905 


MAV1 02006 


37% 


100% 


93.6% 


EFA201905 


MBV100093 


27% 


52.4% 


96.5% 


EFA201905 


MBV105361 


39% 


99.0% 


97.7% 


EFA201905 


MLP1 00846 


38% 


100% 


98.1% 


EFA201905 


MTU201680 


39% 


99.0% 


97.7% 
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FF A901 005 


NfiO 102003 


40% 


99.7% 


99.7% 


ffa901 905 


NME200887 


38% 


99.7% 


99.7% 


PFA901 905 


PMU 100093 


37% 


97.3% 


96.6% 


FFA901 905 


PRT102352 


41% 


97.3% 


91.7% 


FFA901905 


PAE203735 i 


43% 


99.7% 


98.7% 


FFA901905 


PPU107818 I 


42% 


99.7% 


98.7% 


FFA901 905 


PSY103793 


43% 


99.7% 


98.7% 


FF A 20 1905 


SPA102980 


41% 


100% 


100% 


FFA901 905 


STY104150 


41% 


100% 


100% 


FFA201905 


STM101083 


38% ! 


100% 


97% 


FFA201905 


SAU801497 


52% 


100% 


100% 


FFA901905 


SEP200487 


50% 


100% 


100% 


FF A 90 1905 


SHA101162 


52% 


100% 


100% 


FFA901905 


SPN401046 


23% 


93.9% 


85.7% 


FFA9010O5 


SPY200913 


22% 


85.8% 


75.6% 


FFA901QO5 


TP A 100387 


38% 


80.4% 


78.8% 1 


FFA901905 


TJTJR100535 


24% 


91.2% 


90.8% 


FFA901 905 


VOH 102384 

Y V^XX i v*»J U i 


39% 


97.6% 


95.4% 


FFA901905 


YPS000164 

Jl JL UVIv/V/ JL ITT 


42% 


97.6% 


96.3% 


FFA901990 


ABA102020 


43% 


90.2% 


96.6% 


FFA901920 


BAN 108425 


58% 


99.3% 


100% 


FFA901990 


BAN1 10337 


69% 


99.5% 


100% 


FFA201920 


BFR10585 


42% 


77.9% 


94.5% 


FFA901990 


BPT 102468 

JLJJV x i w*i»nrv#u 


48% 


76.7% 


88.6% 


FFA901920 


BBU 100780 


40% 


75.6% 


97.0% 


FFA901920 


BCE1 09750 


46% 


76.5% 


89.5% 


FFA901990 


BFU1 06483 


44% 


82.9% 


96.2% 


FFA201920 


BMA107520 


46% 


76.5% 


89.0% 


FFA201920 


CJU 100085 


43% 


74.9% 


94.3% 


FFA201920 


CPN200205 


44% 


74.9% 


94.8% 


EFA201920 

X_/X JC\£*\J X S 4*\J 


CTR200689 


44% 


74.9% 


97.0% 


EFA201920 


CAC103735 


49% 


99.5% 


100% 


EFA201920 


CBO102816 


49% 


99.3% 


99.8% 


FFA201920 


CDF101736 


47% 


99.3% 


99.1% 


FF A 20 1920 


CDP101218 

W J— /JL i v 1. i< 1 w 


43% 


99.5% 


87.0% 


FFA901970 


PRC 102677 


44% 


84.0% 


90.0% 


FFA901 990 


FFA201920 


100% 


100% 


100% 


FFA901 990 


EFM201911 


88% 


91.1% 


100% 


FFA901 990 


FCO103113 

xiv^vy x vjj j. u 


43% 


90.2% 


95.4% 


FFA901 990 


H1N1 00857 

XXXi> 1 UUOJ / 


42% 


85.6% 


95.9% 


FFA901 Q90 


RPY 100299 

XXX X 1UVA77 


46% 


67.4% 


81.1% 


FFA901 990 


KPN3 00686 


45% 


84.0% 


89.8% 


FFA901 990 


LPN101316 


49% 


63.7% 


99.3% 


FFA901 990 


T MO102191 


71% 


99.5% 


100% 


PFA901 Q90 
nr/vzu i yz.\j 


MPA101313 

IVX ^fV lUU X .7 


44% 


81.3% 


86.9% 


FFA901 090 


MAV104121 


44% 


99.5% 


88.6% 


FFA201920 


MBV 104432 


43% 


98.9% 


89.0% 


FFA901990 


MLP 100902 


42% 


99.5% 


90.8% 


EFA201920 


MTU202404 


43% 


99.5% 


90.6% 


EFA201920 


MGE100395 


36% 


96.1% 


96.3% 


EFA201920 


MPN100279 


36% 


96.1% 


96.3% 


EFA201920 


NGO100959 


45% 


75.1% 


88.3% 


EFA201920 


NME200322 


46% 


75.1% 


88.3% 


EFA201920 


PMU1O0351 


44% 


81.3% 


89.5% 
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EFA201920 


PRT100791 


44% 


84.5% 


95.4% 


EFA201920 


PAE204564 


47% 


79.9% 


86.2% 


EFA201920 


PPUl 10997 


44% 


79.9% 


85.5% 


EFA201920 


PSY102705 


43% 


69.9% 


84.5% 


EFA201920 


SPA100458 


43% 


84.0% 


96.4% 


EFA201920 


STY101485 


44% 


84.0% 


90.3% 


EFA201920 


SAU801644 


61% 


99.5% 


100% 


EFA201920 


SEP201605 


60% 


99.5% 


100% 


EFA201920 


SHA 100640 


60% 


84.9% 


100% 


EFA201920 


SMU100127 


73% 


100% 


100% 


EFA201920 


SPN400984 


77% 


100% 


100% 


EFA201920 


SPY201023 


73% 


100% 


100% 


EFA201920 


TPA100734 


43% 


68.7% 


79.5% 


EFA201920 


TJUR100466 


35% 


99.3% 


99.5% 


EFA201920 


VCH100432 


42% 


81.3% 


88.1% 


EFA201920 


YPS002137 


44% 


80.1% 


88.7% 


EFA201926 


ABA102635 


47% 


97.6% 


94.0% 


EFA201926 


BAN101985 


47% 


96.4% 


100% 


EFA201926 


BAN1 13496 


72% 


98.2% 


98.0% 


EFA201926 


BFR102757 


. 47% 


98.0% 


86.1% 


EFA201926 


BPT101799 


49% 


98.2% 


97.4% 


EFA201926 


BCE109946 


50% 


99.6% 


98.4% 


EFA201926 


BFU108644 


48% 


98.0% 


94.3% 


EFA201926 


BMA108408 


49% ] 


99.6% 


98.4% 


EFA201926 


CJU100369 


45% 


96.4% 


96.2% 


EFA201926 


CPN200915 


40% 


97.6% 


96.8% 


EFA201926 


CTR200158 


41% 


97.6% 


97.3% 


EFA201926 


CAC101713 


53% 


97.8% 


94.0% 


EFA201926 


CBO101347 


54% 


98.2% 


96.4% 


EFA201926 


CDF101016 


54% 


99.6% 


96.1% 


EFA201926 


CDP100639 


38% 


98.2% 


98.1% 


EFA201926 


EBC102996 


51% 


99.4% 


99.0% 


EFA201926 


EFA201926 


100% 


100% 


100% 


EFA201926 


EFM102056 


58% 


23.5% 


98.3% 


EFA201926 


ECO102826 


52% 


98.0% 


96.8% 


EFA201926 


HIN101184 


52% 


99.4% 


99.2% 


EFA201926 


HPY100179 


45% 


97.6% 


97.0% 


EFA201926 


KPN302939 


51% 


100% 


99.4% 


EFA201926 


KPN303317 


51% 


100% 


99.4% 


EFA201926 


LPN 100325 


50% 


99.4% 


99.4% 


EFA201926 


LMO102242 


69% 


98.2% 


98.2% 


EFA201926 


MCA100679 


47% 


97.6% 


96.4% . 


EFA201926 


MAV100921 


41% 


98.0% 


98.0% 


EFA201926 


MBV102374 


41% 


94.4% 


98.5% 


EFA201926 


MLP100165 


40% 


97.8% 


97.0% 


EFA201926 


MTU203546 


41% 


98.2% 


97.8% 


EFA201926 


MGE100138 


45% 


97.8% 


98.6% 


EFA201926 


MPN100558 


48% 


97.8% 


98.6% 


EFA201926 


NGO101519 


50% 


100% 


99.6% 


EFA201926 


NME201498 


50% 


100% 


99.6% 


EFA201926 


PMU100189 


51% 


99.2% 


99.2% 


EFA201926 


PRT100474 


51% 


100% 


98.6% 


EFA201926 


PAE203698 


51% 


99.4% 


98.2% 


EFA201926 


PPU107895 


49% 


99.4% 


98.2% 
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EFA201926 


PSY104934 


49% 


99.4% 


98.2% 


EFA201926 


SPA102976 


52% 


98.0% 


96.8% 


EFA201926 


STY104136 


52% 


98.0% 


96.8% 


EFA201926 


STM103496 


31% 


64.7% 


96.3% 


EFA201926 


SAU800517 


68% 


98.2% 


99.2% 


EFA201926 


SEP201850 


68% 


98.2% 


99.2% 


EFA201926 


SHA100105 


70% 


45.2% 


99.1% 


EFA201926 


SMU100072 


69% 


98.6% 


98.4% 


EFA201926 


SPN400626 


71% 


98.6% 


99.2% 


EFA201926 


SPY200429 


70% 


98.6% 1 


99.0% 


EFA201926 


TPA101030 


22% 


61.2% 


95.7% 


EFA201926 


UUR100060 


53% 


97.6% 


98.2% 


EFA201926 


VCH100651 


46% 


99.2% 


97.1% 


EFA201926 


YPS000160 


51% 


98.2% 


97.0% 


EFA201946 


ABA102546 


34% 


16.4% 


100% 


EFA201946 


ABA101608 


34% 


90.0% 


92.4% 


EFA201946 


BAN104617 


37% 


94.0% 


95.8% 


EFA201946 


BAN104798 


52% 


96.2% 


97.4% 


EFA201946 


BFR106066 


35% 


88.1% 


88.6% 


EFA201946 


BPT100078 


36% 


90.8% 


92.9% 


EFA201946 


BBU100622 


36% 


86.0% 


87.0% 


EFA201946 


BCE107511 


35% 


89.3% 


90.5% 


EFA201946 


BFU101876 , 


37% 


73.8% 


90.6% 


EFA201946 


BMA109410 


35% 


89.7% 


90.0% 


EFA201946 


CJU101011 


33% 


17.0% 


10.1% 


EFA201946 


CPN200958 


40% 


10.5% 


5.7% 


EFA201946 


CTR200123 


41% 


18.8% 


15.3% 


EFA201946 


CAC101838 


43% 


90.5% 


92.1% 


EFA201946 


CBO103147 


40% 


96.5% 


98.4% 


EFA201946 


CDF103177 


41% 


91.3% 


95.5% 


EFA201946 


CDP 100876 


36% 


91.8% 


88.5% 


EFA201946 


EBC101582 


37% 


81.7% 


94.5% 


EFA201946 


EFA201946 


100% 


100% 


100% 


EFA201946 


EFM201703 


74% 


98.4% 


99.7% 


EFA201946 


ECO 101087 


36% 


89.7% 


92.2% 


EFA201946 


H1N101230 


37% 


88.3% 


91.1% 


EFA201946 


HPY101518 


37% 


17.7% 


11.7% 


EFA201946 


KPN300307 


60% 


9.8% 


82.4% 


EFA201946 


KPN302590 


35% 


90.6% 


93.2% 


EFA201946 


LPN102055 


35% 


91.3% 


94.0% 


EFA201946 


LMO101320 


53% 


95.9% 


96.8% 


EFA201946 


MCA102969 


32% 


88.6% 


91.4% 


EFA201946 


MAV105497 


35% 


91.8% 


90.7% 


EFA201946 


MBV103326 


36% 


88.9% 


87.8% 


EFA201946 


MLP100181 


35% 


89.7% 


89.5% 


EFA201946 


MTU201009 


36% 


88.9% 


87.8% 


EFA201946 


NGO101007 


42% 


13.2% 


20.2% 


EFA201946 


NME201357 


40% 


9.4% 


20.0% 


EFA201946 


PMU101041 


37% 


85.6% 


88.4% 


EFA201946 


PRT100883 


36% 


91.8% 


93.0% 


EFA201946 


PAE203000 


35% 


89.0% 


91.7% 


EFA201946 


PPU1 00453 


35% 


90.5% 


94.0% 


EFA201946 


PSY102964 


36% 


87.0% 


93.1% 


EFA201946 


SPA102802 


35% 


87.5% 


91.1% 
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EFA201946 


STY102552 


36% 


89.7% 


92.2% 


EFA201946 


SAU800503 


48% 


95.1% 


96.3% 


EFA201946 


SEP201836 


49% 


94.2% 


95.7% 


EFA201946 


SHA101206 


51% 


89.0% 


98.9% 


EFA201946 


SMU1 00032 


51% 


98.7% 


99.7% 


EFA201946 


SPN400006 


50% 


96.0% 


96.9% 


EFA201946 


SPY200006 


51% 


98.5% 


99.4% 


EFA201946 


TPA100340 


36% 


85.1% 


86.1% 


EFA201946 


VCH101856 


36% 


90.6% 


92.9% 


EFA201946 


YPS003221 


35% 


90.5% 


93.0% 


EFA201951 


ABA100619 


44% 


97.8% 


96.8% 


EFA201951 


BAN108237 


36% 


98.0% 


96.3% 


EFA201951 


BAN113091 


39% 


95.2% 


97.1% 


EFA201951 


BAN1 12735 


41% 


97.4% 


97.6% 


EFA2019S1 


BAN1 13417 


42% 


98.2% 


98.4% 


EFA201951 


BFR103003 


24% 


23.0% 


81.9% 


EFA201951 


BPT103076 


45% 


97.4% 


92.2% 


EFA201951 


BCE 103462 


45% 


97.4% 


96.1% 


EFA201951 


BFU102740 


44% 


97.4% 


96.4% 


EFA201951 


BFU107758 


45% 


98.0% 


97.0% 


EFA201951 


BMA106098 


45% 


97.4% 


86.1% 


EFA201951 


CJU100455 


35% 


76.8% 


96.4% 


EFA201951 


CAC103154 


34% 


95.4% 


97.5% 


EFA201951 


CBO103360 


34% 


95.4% 


96.9% 


EFA201951 


CDF103906 


33% 


96.2% 


97.5% 


EFA201951 


CDP101458 


44% 


97.4% 


96.2% 


EFA201951 


EBC 104578 


47% 


97.4% 


91.4% 


EFA201951 


EFA201951 


100% 


100% 


100% 


EFA201951 


ECO103510 


48% 


97.4% 


90.0% 


EFA201951 


HPY100055 


24% 


91.5% 


37.0% 


EFA201951 


KPN305829 


45% 


95.8% 


94.9% 


EFA201951 


LPN101129 


42% 


97.4% 


99.4% 


EFA201951 


LMO102125 


40% 


94.8% 


96.1% 


EFA201951 


MCA101417 


43% 


97.4% 


96.4% 


EFA201951 


MAV101769 


46% 


97.8% 


96.6% 


EFA201951 


MBV105125 


43% 


97.8% 


96.6% 


EFA201951 


MLP101520 


28% 


91.9% 


99.3% 


EFA201951 


MTU200456 


43% 


97.8% 


96.6% 


EFA201951 


NGO100472 


36% 


91.1% 


91.8% 


EFA201951 


NME200446 


36% 


95.4% 


98.5% 


EFA201951 


PMU101530 


36% 


94.8% 


96.7% 


EFA201951 


PRT105557 


59% 


96.4% 


97.0% 


EFA201951 


PAE204019 


48% 


95.4% 


94.5% 


EFA201951 


PAE201982 


48% 


95.4% 


94.5% 


EFA201951 


PPU108163 


49% 


95.8% 


94.9% 


EFA201951 


PSY105710 


48% 


95.4% 


94.5% 


EFA201951 


SPA101536 


48% 


84.5% 


93.0% 


EFA201951 


STY100416 


47% 


97.4% 


95.3% 


EFA201951 


STM102230 


38% 


94.8% 


96.3% 


EFA201951 


SAU800167 


57% 


99.0% 


99.2% 


EFA201951 


SEP201069 


56% 


100% 


100% 


EFA201951 


SHA101810 


56% 


100% 


100% 


EFA201951 


SMU1 00865 


32% 


95.8% 


98.9% 


EFA201951 


SPN401028 


33% 


96.0% 


99.4% 
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EFA201951 


SPY201053 


32% 


95.8% 


98.9% 


EFA201951 


UUR100364 


30% 


95.6% 


99.4% 


EFA201951 


VCH101789 


48% 


95.8% 


94.9% 


EFA201951 


VCH100804 


48% 


97.4% 


90.2% 


EFA201951 


YPS002165 


39% 


95.2% 


96.7% 


EFA201954 


ABA104342 


28% 


42.7% 


95.8% 


EFA201954 


BCE107126 


36% 


42.3% 


90.2% 


EFA201954 


BMA105276 


34% 


42.3% 


97.2% 


EFA201954 


EBC100624 - 


37% 


42.3% 


97.3% ' 


EFA201954 


EFA201954 


100% 


100% 


100% 


EFA201954 


ECO100786 - 


37% 


42.3% 


97.3% 


EFA201954 


KPN303596 


37% 


42.3% 


97.3% 


EFA201954 


SPA101970 


37% 


42.3% 


97.7% 


EFA201954 


STY102374 


37% 


42.3% 


97.3% 


EFA201954 


SMU101490 


57% 


98.3% 


99.2% 


EFA201954 


SPN400409 


58% 


54.8% 


93.2% 


EFA201954 


SPY200205 


54% 


96.6% 


96.4% 


EFA201954 


YPS000343 


34% 


40.2% 


92.7% 


EFA201968 


BAN100415 


49% 


99.2% 


100% 


EFA201968 


BAN103869 


49% 


100% 


100% 


EFA201968 


BFR102096 


37% 


98.4% 


99.6% 


EFA201968 


BPT101929 


38% 


99.2% 


91.1% 


EFA201968 


BCE1 10533 


36% 


96.4% 


87.8% 


EFA201968 


BFU112278 


35% 


99.2% 


90.4% 


EFA201968 


BMA105147 


34% 


99.2% 


90.0% 


EFA201968 


CJU100766 


29% 


99.2% 


100% 


EFA201968 


CPN200166 


39% 


100% 


93.3% 


EFA201968 


CTR200737 


38% 


96.4% 


89.9% 


EFA201968 


EFA201968 


100% 


100% 


100% 


EFA201968 


EFM202456 


83% 


99.6% 


100% 


EFA201968 


HIN101610 


34% 


96.4% 


88.1% 


EFA201968 


HPY100357 


32% 


98.0% 


98.8% 


EFA201968 


LMO101804 


48% 


99.6% 


100% 


EFA201968 


MGE100185 


31% 


99.6% 


99.6% 


EFA201968 


MPN100635 


35% 


99.6% 


100% 


EFA201968 


NGOl 00854 


35% 


98.4% 


91.7% 


EFA201968 


NME200375 


34% 


98.4% 


91.7% 


EFA201968 


PMU100637 


35% 


96.4% 


89.8% 


EFA201968 


SAU802219 


41% 


95.6% 


88.0% 


EFA201968 


SEP202050 


39% 


95.6% 


88.0% 


EFA201968 


SHA100342 


41% 


42.6% 


94.6% 


EFA201968 


SMU101378 


60% 


100% 


95.0% 


EFA201968 


SPN401450 


63% 


99.6% 


99.6% 


EFA201968 


SPY201464 


57% 


100% 


100% 


EFA201968 


TPA100821 


35% 


90.8% 


81.8% 


EFA201970 


BAN100358 


47% 


96.6% 


95.9% 


EFA201970 


BAN103832 


51% 


99.6% 


100% 


EFA201970 


BPT103246 


31% 


82.3% 


97.5% 


EFA201970 


CAC102712 


45% 


99.2% 


98,5% 


EFA201970 


CBO 102260 


46% . 


yo.j/o 


OR 1% 

70, 1 /O 


EFA201970 


CDF102434 


45% 


89.8% 


88.8% _j 


EFA201970 


CDP100414 


29% 


85.7% 


98.5% 


EFA201970 


EFA201970 


100% 


100% 


100% 


EFA201970 


EF3V[201224 


82% 


99.6% 


97.4% 
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EFA201970 


ECO203822 


26% 


44.2% 


49.4% 


EFA201970 


KPN305161 


33% 


24.5% 


27.6% 


EFA201970 


LMO102464 


63% 


100% 


99.6% 


EFA201970 


MBV105674 


27% 


83.0% 


78.4% 


EFA201970 


MLP100512 


27% 


81.9% 


77.0% 


EFA201970 


MTU202291 


27% 


83.0% 


78.4% 


EFA201970 


MGE100184 


39% 


9.1% 


35% 


EFA201970 


MPN100636 


38% 


8.3% 


36.4% 


EFA201970 


SPA101299 


23% 


53.6% 


95.9% 


EFA201970 


STY1 04521 


23% 


53.6% 


62.9% 


EFA201970 


STM100519 


23% 


53.6% 


60% 


EFA201970 


SAU802220 


46% 


99.6% 


98.5% 


EFA201970 


SEP202052 


46% 


99.6% 


98.5% 


EFA201970 


SHA100341 


45% 


98.5% 


98.5% 


EFA201970 


SMU1D1384 


60% 


99.2% 


99.6% 


EFA201970 


SPN402021 


54% 


99.6% 


100% 


EFA201970 


SPY201676 


62% 


99.6% 


99.2% 


EFA201970 


TPA100223 


28% 


54.7% 


61.8% 


EFA201970 


UUR100543 


41% 


61.1% 


36.8% 


EFA201974 


ABA100130 


44% 


96.1% 


86.4% 


EFA20197.4 


BAN103288 


74% 


99.2% 


100% 


EFA201974 


BAN 102478 


74% 


99.2% 


100% 


EFA201974 


BFR100896 


37% 


97.6% 


68.3% 


EFA201974 


BPT1 00897 


46% 


96.9% 


83.2% 


EFA201974 


BBU100502 


32% 


100% 


91.9% 


EFA201974 


BCE109774 


46% 


96.9% 


83.2% 


EFA201974 


BFU101597 


45% 


96.9% 


83.8% 


EFA201974 


BMA104335 


47% 


96.9% 


83.2% 


EFA201974 


CJU101502 


45% 


97.6% 


94.0% 


EFA201974 


CPN200120 


43% 


96.1% 


93.0% 


EFA201974 


CTR200782 


43% 


96.1% 


93.0% 


EFA201974 


CAC100809 


50% 


97.6% 


96.5% 


EFA201974 


CBO 102497 


53% 


97.6% 


97.3% 


EFA201974 


CDF1021 69 


51% 


97.6% 


97.3% 


EFA201974 


CDP100024 


41% 


96.1% 


68.8% 


EFA201974 


EBC103646 


48% 


98.4% 


87.4% 


EFA201974 


EFA201974 


100% 


100% 


100% 


EFA201974 


EFM201685 


89% 


99.2% 


100% 


EFA201974 


ECO103217 


48% 


98.4% 


87.4% 


EFA201974 


HIN100784 


48% 


98.4% 


86.7% 


EFA201974 


HPY101274 


41% 


97.6% 


94.8% 


EFA201974 


KPN300813 


48% 


98.4% 


86.7% 


EFA201974 . 


LMO 100340 


67% 


99.2% 


100% 


EFA201974 


MCA100427 


43% 


96.1% 


90.8% 


EFA201974 


MAV101006 


43% 


96.9% 


74.7% 


EFA201974 


MBV100492 


43% 


96.9% 


60.6% 


EFA201974 


MLP101193 


41% 


96.9% 


64.1% 


EFA201974 


MTU203409 


43% 


96.9% 


60.6% 


EFA201974 


MGE100181 


31% 


99.2% 


96.7% 


EFA201974 


MPN 100639 


32% 


97.6% 


94.4% 


EFA201974 


NGOl 00883 


48% 


96.9% 


89.3% 


EFA201974 


NME200096 


48% 


96.9% 


89.3% 


EFA201974 


PMU101389 


47% 


98.4% 


86.0% 


EFA201974 


PRT101773 


46% 


98.4% 


86.7% 
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Homolog LocusID 
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EFA201974 


PAE204235 


43% 


98.4% 


86.0% 


EFA201974 


PPU104535 


46% 


98.4% 


86.7% 


EFA201974 


PSY105785 


44% 


98.4% 


86.7% 


EFA201974 


SPA104312 


46% 


98.4% 


87.4% 


EFA201974 


STY101829 


48% 


98.4% 


87.4% 


EFA201974 


SAU802223 


65% 


99.2% 


100% 


EFA201974 


SEP202058 


65% 


99.2% 


100% 


EFA201974 


SHA1005O3 


65% 


99.2% 


99.2% 


EFA201974 


SMU100584 


75% 


99.2% 


100% 


EFA201974 


SPN400216 


76% 


99.2% 


100% 


EFA201974 


SPY101855 


75% 


99.2% 


100% 


EFA201974 


TPA100211 


41% 


97.6% 


67.1% 


EFA201974 


UUR100260 


38% 


99.2% 


100% 


EFA201974 


VCH1 02533 


48% 


98.4% 


86.7% _j 


EFA201974 


YPS002494 


48% 


98.4% 


86.0% 


EFA201975 


ABA100129 


40% 


98.1% 


9L3% 


EFA201975 


BAN107601 


56% 


99.7% 


100% 


EFA201975 


BAN108468 


75% 


100% 


100% 


EFA201975 


BFR10426 


42% 


99.7% 


96.7% 


EFA201975 


BPT100896 


43% 


97.8% 


93.9% 


EFA201975 


BBU100501 


41% 


98.7% 


92.2% 


EFA201975 


BCE 103299 


41% 


97.1% 


93.8% 


EFA201975 


BFU101596 


41% 


97.1% 


93.8% 


EFA201975 


BMA100053 


41% 


97.1% 


93.8% 


EFA201975 


CJU101501 


34% 


95.2% 


87.2% 


EFA201975 


CPN200119 


39% 


94.2% 


80.3% 


EFA201975 


CTR200783 


36% 


93.6% 


79.2% 


EFA201975 


CAC100456 


62% 


100% 


99.7% 


EFA201975 


CBO100600 


64% 


100% 


99.7% 


EFA201975 


CDF104551 


64% 


100% 


99.1% 


EFA201975 


CDP 100022 


47% 


99.0% 


91.1% 


EFA201975 


EBC 103650 


45% 


99.4% 


95.4% 


EFA201975 


EFA201975 


100% 


100% 


100% 


EFA201975 


EFM200465 


93% 


100% 


100% 


EFA201975 


ECO103218 


45% 


99.4% 


95.4% 


EFA201975 


HIN100783 


45% 


99.4% 


95.4% 


EFA201975 


HPY101275 


34% 


95.2% 


87.8% 


EFA201975 


KPN300703 


47% 


76.3% 


95.7% 


EFA201975 


LMO 100649 


73% 


100% 


100% 


EFA201975 


MCA100426 


44% 


99.4% 


93.4% 


EFA201975 


MAV101008 


47% 


99.0% 


89.0% 


EFA201975 


MBV100494 


46% 


99.0% 


89.0% 


EFA201975 


MLP101194 


47% 


99.0% 


89.0% 


EFA201975 


MTU203410 


46% 


99.0% 


89.0% 


EFA201975 


MGE100180 


38% 


94.6% 


93.9% 


EFA201975 


MPN100640 


38% 


96.2% 


95.7% 


EFA201975 


NGO100885 


43% 


98.1% 


93.6% 


EFA201975 


NME200097 


42% 


98.1% 


93.6% 


EFA201975 


PMU101390 


45% 


99.4% 


95.4% 


EFA201975 


PRT101775 


45% 


99.4% 


y j .4 /o 


EFA201975 


PAE204236 


44% 


99.4% 


94.0% 


EFA201975 


PPU104534 


44% 


99.4% 


94.0% 


EFA201975 


PSY100281 


38% 


48.4% 


91.5% 


EFA201975 


SPA104314 


45% 


99.4% 


95.4% 
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FFA 20197^ 


STY101828 


45% 


99.4% 


95.4% 


EFA201975 


SAU802224 


71% 


100% 


100% . 


EFA201975 


SEP202O59 


71% 


100% 


100% 


EFA201975 


SHA100502 


71% 


100% 


100% 


EFA201975 


SMU1 00586 


68% 


99.7% 


99.7% 


EFA201975 


SPN400215 


69% 


99.0% 


99.4% 


EFA201975 


SPY200063 


68% 


99.7% 


99.7% 


FFA201975 


TPA100210 


40% 


99.0% 


91.7% 


FFA201975 


UUR100259 


39% 


99.0% 


97.9% 


FFA201975 


VCH102534 


43% 


99.4% 


95.5% 


FFA201975 


YPS002493 


45% 


99.4% 


95.4% 


FFA201976 


ABA 100 127 


61% 


98.4% 


99.2% 


EFA201976 


BAN102381 


78% 


100% 


100% 


EFA201976 


BAN110714 


83% 


100% 


100% 


EFA201976 


BFR10424 


57% ! 


100% 


100% 


EFA201976 


BPT 100894 


61% 


93.8% 


91.0% 


EFA201976 


BBU 100500 


53% 


99.2% 


95.5% 


FFA201976 


BCE109619 


62% 


99.2% 


94.7% 


FFA201976 

XJjX AaV L y / \J 


BFU101594 


64% 


99.2% 


94.0% • 


EFA201976 


BMAl 09746 


63% 


99.2% 


94.7% 


FFA201976 ' 


CJU101499 


61% 


100% 


100% 


EFA201976 


CPN200118 


60% 


99.2% 


96.2% 


EFA201976 


CTR200784 


59% 


97.7% 


95.5% 


EFA201976 


CAC100574 


80% 


96.9% 


95.4% 


EFA201976 


CBO101814 


76% 


96.9% 


94.7% 


EFA201976 


CDF101597 


77% 


97.7% 


96.2% 


EFA201976 


CDP100018 


71% 


95.3% 


91.8% 


EFA201976 


EBC103656 


59% 


100% 


100% 


EFA201976 


EFA201976 


100% 


100% 


100% 


FFA201976 


EFM200112 


93% 


100% 


100% 


EFA201976 


ECO 103220 


59% 


100% 


100% 


EFA201976 

Jul ***»\/ * y t \/ 


HIN100781 


62% 


100% 


100% 


EFA201976 


HPY101277 


61% 


100% 


100% 


EFA201976 


KPN300701 


59% 


100% 


100% 


EFA201976 


LMO102707 


87% 


100% 


100% 


EFA201976 


MCA1 00424 


61% 


100% 


100% 


EFA201976 


MAV101012 


70% 


99.2% 


94.2% 


EFA201976 


MBV 100327 


68% 


99.2% 


92.1% 


FFA201976 


MLP101196 


72% 


93.8% 


87.7% 


EFA201976 

Awl /V<<v x y 1 \J 


MTU203412 


69% 


99.2% 


92.1% 


FFA201976 


MGE100179 


43% 


87.6% 


86.3% 


FFA201976 


MPN100641 


48% 


92.2% 


98.3% 


FFA201976 


NGO100889 


59% 


93.8% 


92.4% 


FFA201976 


NME200099 


59% 


93.8% 


92.4% 


EFA201976 


PMU101392 


63% 


100% 


100% 


FFA201976 


PRT105644 


59% 


100% 


100% 


EFA201976 


PAE204238 


60% 


100% 


100% 


EFA201976 


PPU 104532 


59% 


100% 


100% 


EFA201976 


PSY106472 


59% 


100% 


100% 


EFA201976 


SPA104318 


58% 


99.2% 


100% 


EFA201976 


STY101826 


60% 


100% 


100% 


EFA201976 


SAU802225 


85% 


100% 


100% 


EFA201976 


SEP200240 


85% 


100% 


100% 


EFA201976 


SHA100501 


85% 


100% 


100% 
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XTV/XIXL/AUg XvWVUaXL/ 


Identitv 


Query Coverage 


Homolog Coverage 


t?T7 A oni OTA 

jbrAzuiy to 


OXVAU I \/V JOO 


86% 


96.9%> 


98.4% 




SPN400214 


84% 


96.9% 


98.4% j 


PT7A901 076 


SPY200062 

OX X tWUUAi 


87% 


96.9% 


98.4% 


nr/v^u iy i\j 


TP Al 00209 

X X x\.X\J\J*»\J 7 


60% 


96.1% 


98.4% 


FFA901976 


UUR100258 


56% 


92.2% 


98.3% 


FFA901Q76 


VCH102536 


60% 


100% 


100% 


FFA201976 


YPS002491 


59% 


100% 


100% 


FFA201977 

XJ/X £ \£*\J 1.7 1 1 


ABA100126 


62% 


95.9% 


97.5% 


FFA901977 


BAN1 13421 


85% 


33.9% 


100% 


FFA901977 


BAN1 12977 


76% 


100% j 


100% 


FFA901Q77 


BFR10423 


61% 


98.3% 


95.2% 


FFA901977 


BPT1 00893 


53% 


100% 


100% 


FFA901Q77 


BBU 100499 

A— ' J-J v> J. \J\J~ 7 7 


52% 


99.2% 


96.8% 


FFA901977 


BCE106205 


52% 


100%o 


100% 


FFA901977 

X-iA /A^V A ✓ / / 


BFU100384 


52% 


100% 


100% 


FFA201977 

1_jX xx£-i\J x 7 1 1 


BMA110016 


53% 


100% 


100% 


FFA201977 

xjx ru>v 1 7 / t 


CJU1 01498 


59% 


98.3% 


99.2% 


FFA201977 

X-<x AuU k 7 I t 


CPN200117 


50% 


100% 


100% 


FFA201977 


CTR200785 


51% 


100% 


100% 


FFA201977 

X-<X JrxJ-\J X 7 1 1 


CAC101837 


65% 


100% 


99.2% 


FFA901977 


CBO102219 


63% 


100% 


99.2% 


FFA901977 


CDF103596 


61% 


100% 


99.2% 


FFA201977 


CDP100016 


62% 


100% 


100% 


FFA201977 

A-<A /VLV X 7 1 1 


EBC103659 


59% 


95.9% 


98.3% 


FFA201977 


EFA201977 


100% 


100% 


100% 


FFA201977 


EFM200415 


91% 


100% 


100% 


FFA201977 


ECO103221 


58% 


95.9% 


98.3% 


FF A 20 1977 


HIN100780 


60% 


90.9% 


90.2% 


FFA201977 


HPY101278 


57% 


98.3% 


100% 


FFA901Q77 


KPN3 00700 


57% 


81.8% 


98.0% 


FFA201977 


LMO 102428 


79% 


100% 


100% 


FFA901Q77 


MCA100423 


62% 


95.9% 


98.3% 


FFA201977 


MAV101014 


61% 


100% 


98.4% 


FFA201977 

A-rA AAU i / / 


MBV100329 


62% 


100% 


98.4% 


FFA201977 


MLP101197 


63% 


100% 


98.4% 


FFA201977 

A_j A XA^m v/ X ^ / / 


MTU203413 


62% 


100% 


98.4% 


FFA201977 

X— 'X Aiu x7 1 I 


MGE100178 


59% 


99.2% 


96.8% 


FFA901Q77 

J_>X?xAXv A.7 / / 


MPN 100642 

XT JUL. 1^ xwv^r** 


57% 


99.2% 


96.8% 


FFA901 Q77 


TSTGO 100891 


57% 


99.2% 


100% 


FFA9fl1 077 




57% 


99.2% 


100% 


FFA901 077 


P]VflI101393 

XT XY1W IV A J7»J 


61% 


95.9% 


98.3% 


FT?A9fl1 Q77 


XT XV X X 


56% 


88.4% 


98.2% 


PC a 901 077 


PAF2042^9 

XT AXv Zr U*TAi J ^ 


62% 


95.9% 


98.3% 


FFA901077 


PPU1 04531 

J. J. u i irt jj x 


59% 


95.9% 


98.3% 


FFA901077 


PSY1 05783 


60%o 


61.2% 


97.4% 


FFA901077 


SPA1 04321 


58% 


95.9% 


98.3% 


FFA201977 

X_/X AXU17 / f 


STY101825 


58% 


95.9% 


98.3% 


FFA201977 


SAU802226 


75% 


100% 


100% 


EFA201977 


SEP200241 


72% 


100% 


100% 


EFA201977 


SHA100500 


73% 


100% 


100% 


EFA201977 


SMU100590 


80% 


100% 


100% 


EFA201977 


SPN400213 


80% 


100% 


100% 


EFA201977 


SPY200061 


78% 


100% 


100% 


EFA201977 


TPA100208 


59% 


100% 


100% 
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Homolog Coverage 


EFA201977 


UUR100257 


64% 


99.2% 


97.0% 


EFA201977 


VCH102537 


60% 


95.9% 


98.3% 


EFA201977 


YPS002490 


56% 


95.9% 


98.3% 


EFA201978 


ABA102578 


45% 


99.5% 


100% 


EFA201978 


BAN108855 


53% 


98.6% 


98.2% 


EFA201978 


BAN106781 


61% 


98.6% 


98.1% 


EFA201978 


BFR10586 


38% 


99.1% 


98.4% 


EFA201978 

XWX m lit w X ✓ # w 


BPT101280 


49% 


86.6% 


83.5% 


EFA201978 

XwX * l t»V i ✓ / w 


BBU100416 


39% 


98.6% 


98.1% 


EFA201978 


BCE1 14693 


53% 


86.6% 


82.7% 


EFA201978 


BFU106856 


52% 


86.6% 


82.4% 


EFA201978 


BMA1 02106 

X*/ XTXJl X X \Jm0 AW 


53% 


86.6% 


82.7% 


EFA201978 


CJU100600 


33% 


97.2% 


94.3% 


EFA201978 


CPN200508 


39% 


97.2% 


95.8% 


EFA201978 


CTR200398 


33% 


99.1% 


87.4% 


EFA201978 


CAC102891 


48% 


99.5% 


99.5% 


EFA201978 


CBO103787 


53% 


98.6% 


98.1% ! 


EFA201978 


CDF1 02350 


51% 


96.8% 


94.1% 


EFA201978 


CDP 100003 


40% 


93.1% 


93.4% 


EFA201978 


EBC 103984 


44% 


98.6% 


99.5% 


EFA201978 


EFA201978 


100% 


100% 


100% 


EFA201978 


EFM200623 


86% 


99.5% 


100% 


EFA201978 


ECOl 00465 


45% 


98.6% 


99.5% 


EFA201978 


HIN100331 


46% 


98.6% 


99.5% 


EFA201978 


HPY100611 


30% 


97.2% 


94.8% 


EFA201978 


KPN303865 


44% 


98.6% 


99.5% 


EFA201978 


LPN102084 


45% 


99.1% 


99.5% 


EFA201978 


LMO102187 


64% 


98.6% 


98.6% 


EFA201978 


MCA1 01231 


45% 


98.6% 


98.6% 


EFA201978 

xwx x x^«\s l ^ 1 \j 


MAV 102071 


42% 


95.8% 


95.6% 


EFA201978 

X^X X ■ m V X ✓ J 


MBV101628 


40% 


95.8% 


95.6% 


EFA201978 


MLP101114 


39% 


95.8% 


95.6% 


EFA201978 


MTU200730 


40% 


95.8% 


95.6% 


EFA201978 


MGE100174 


34% 


97.2% 


95.8% 


EFA201978 


MPN100646 


32% 


97.2% 


96.3% 


EFA201978 


NGO100911 


47% 


96.8% 


97.2% 


EFA201978 


NME200954 


48% 


96.8% 


97.2% 


EFA201978 


PMU 100284 


44% 


98.6% 


99.5% 


EFA201978 


PRT104973 


44% 


98.6% 


99.5% 


EFA201978 


PAE203684 


48% 


87.5% 


85.6% 


EFA201978 


PPU107935 


49% 


87.5% 


85.2% 


EFA201978 


PSY104919 

X X XV X ✓ 


45% 


72.2% 


83.0% 


EFA201978 


SPA 100230 


45% 


88.0% 


79.7% 


EFA201978 


STY100842 

U XXX UuU 14^ 


43% 


98.6% 


99.5% 


EFA201978 


STM100555 


43% 


98.6% 


99.5% 


EFA201978 


SAU802229 

k-JX*> S^/ W \/ A* A* ✓ 


64% 


99.1% 


99.1% 


EFA201978 


SEP200243 


63% 


99.1% 


99.1% 


EFA201978 


SHA100179 


63% 


99.5% 


99.1% 


EFA201978 


SMU100597 


60% 


98.6% 


98.1% 


EFA201978 


SPN400210 


59% 


98.6% 


98.1% 


EFA201978 


SPY200058 


61% 


99.5% 


99.1% 


EFA201978 


TPA1 00588 


42% 


94.9% 


94.3% 


EFA201978 


UUR100253 


32% 


100% 


99.5% 


EFA201978 


VCH100969 


48% 


98.6% 


99.5% 
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FFA701Q7R 


YPS001716 


44% 


98.6% 


99.5% 


FFA701Q70 


ABA100105 


37% 


96.5% 


92.0% 


FFA701 070 


BAN100422 


46% 


52.8% 


97.0% 


FFA701 070 


BAN100831 


37% 


98.6% 


98.4% 


FF A 701 070 


RAN109756 


48% 


100% 


99.5% 


FFA701 070 


RAN 106840 


51% 


100% 


100% 


FFA701 070 


RFR12413 


37% 


98.6% 


94.9% 


FFA701 Q70 

\tri\jAJiy iy 


RPT 100873 
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77% 


100% \ 


100% 


EFA201993 


SMU 100609 


88% 


100% 


100% 


FFA201993 


SPN400195 


87% 


100% 


100% 


FFA201993 


SPY200043 


86% 


100% 


100% ! 


EFA201993 


TPA100193 


50% 


93.6% 


83.8% 


EFA201993 


UUR100239 


47% 


96.3% 


83.3% 


EFA201993 


VCH 102553 


58% 


95.0% 


89.3% 


EFA201993 


YPS002439 


60% 


95.0% 


89.7% 


EFA201997 


ABA100084 


69% 


100% 


100% 


EFA201997 


BAN101977 


63% 


98.9% 


100% t 


EFA201997 


BAN110916 


78% 


100% 


100% 


EFA201997 


BFR1 04321 


61% 


96.7% 


100% 


EFA201997 


BPT 104048 


68% 


100% 


100% 


EFA201997 

iji v x. y y t 


BBU 100481 


56% 


100% 


100% 


EFA201997 


BCE1 12635 


69% 


98.9% 


100% 


EFA201997 


BFU104367 


69% 


98.9% 


100% 


EFA201997 


BMA100281 


69% 


98.9% 


100% 


EFA201997 


CJU101607 


60% 


96.7% 


95.7% 


EFA201997 


CPN200102 


59% 


90.2% 


94.3% 


EFA201997 


CTR200800 


59% 


90.2% 


94.3% 


EFA20199.7 


CAC101096 


65% 


97.8% 


96.8% 


EFA201997 


CBO 102193 


62% 


98.9% 


86.4% 


EFA201997 


CDF1 03424 


67% 


100% 


98.9% 


EFA201997 


CDP101567 


68% 


100% 


100% 


EFA201997 


EBC103663 


66% 


100% 


100% 


FFA201997 


EFA201997 


100% 


100% 


100% 


EFA201997 


EFM202484 


93% 


100% 


100% 


EFA201997 

X—iX x *-x* v/ x y y i 


ECO 103239 


66% 


100% 


100% 


EFA201997 


HIN100761 


68% 


98.9% 


100% 


FFA201997 

XyL r\M\J xy y 1 


HPY 101297 


58% 


96.7% 


95.7% 


EFA201997 

X-JX nil \j x y y i 


KPN300699 


66% 


100% 


100% 


FFA201997 


LMO 100277 


89% 


100% 


100% 


FFA201997 

AAu lyy f 


MCA1 00252 


65% 


100% 


100% 


FFA201997 


MAV1 02090 


71% 


100% 


98.9% 


FFA201997 


MBV101015 


70% 


100% 


98.9% 


EFA201997 


MLP101133 


71% 


100% 


98.9% 


EFA201997 


MTU200702 


70% 


100% 


98.9% 


EFA201997 


MGE100158 


60% 


93.5% 


98.9% 


EFA201997 


MPN100662 


61% 


93.5% 


98.9% 


EFA201997 


NGO102970 


64% 


100% 


100% 


EFA201997 


NME200119 


64% 


100% 


100% 
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OiiArtr T f\s*iic 1 1 '1 

V^uery j-ajcusul' 


T-Tnmrvlno' T neuRiTD 


Identity 


Query Coverage 


Homolog Coverage 


PF A 901 007 


PMU101411 

X 1YX VJ X W JL~X A 


68% 


98.9%) 


100% 


FFA901 007 


PRT1 00323 


68% 


100%> 


100% 


pr> a oni O07 
jar/\^u 177 / 


PAF204257 


69% 


100% 


100% 


FFA701 QQ7 


PPTT1 1 1009 
Jr Jr U 1 1 luvjz. 


69% 


100% 


100% 


sir PsJ.\j tyy / 


PCV101086 

JTO x lu luou 


68% 


100% 


100% 


r?T7 a OA1 QQ7 


<2PA 1 0431 3 


66% 


100% 


100% 


FFA 0O1 QQ7 

sir jf\l\j syy / 


^TV1 01 son 


66% 


100% 


100% 


FFA701 QQ7 


9ATTR09946 


83% 


100% 


100% 


rye 1 a 901 QQ7 


SFP200271 


83% 


100% 


100% 


FFA901 007 
x^r/V£Uiyy / 


SH A 1 00772 

kJLJLti. X \J\J 1 I** 


83% 


100% 


100% 


FFA901 007 
sz>r I yy i 


SMT J 102869 


89% 


41.3% 


95% 


FFA901 007 
jqjtazu iyy / 


SPN400192 


90% 


100% 


98.9% 


r?u A 901007 


SPY200041 


90% 


100% 


100% 


FFA901QQ7 


TPA100191 

JL X jTV JL V/V/ JL w x. 


57% 


100% 


100% 


FFA901 007 


T IT IR 1 00237 

U UXV.1v/V/a»~' / 


60% 


902% 


94.3% 


r7T7 A 901 QQ7 
Sir Ps.A\) Yyy I 


VPWI 09555 


65% 


100% 


100% 


FFA901 007 


YPS001864 

X X kJuU X OUT 


67% 


100% 


100% 


FFA901QQQ 


ARA 100083 


54% 


100% 


100% 


PF A901 000 
liJT-rvZv/ 1 y y y 


RAN 100305 


77% 


59.1% 


100% 


FFA9O1Q00 


BFR10675 

XJX 1V1UU / ^ 


60% 


100% 


100% 


FFA201999 

JC/J/ r\.** v jl 7 7 7 


BPT1OO850 


57% 


100% 


100% 


FFA901 099 


BBU100480 


58% 


100% 


100% 


FFA 90 1099 
Jirnxv i 777 


BCE100228 


60% 


100% 


99.6% 


FFA901Q09 


BFU1 00271 

XJX w IvwA / L 


60% 


100% 


99.6% 


FFA901QQQ 
J3" azu iyyy 


RMA 102202 


60% 


100% 


99.6% 


FFA 901 QQQ 
E,r r\£\) i yyy 


rnjioi608 


57% 


99.3% i 


98.9% 


PF A 901 000 
LfiiAv i. y yy 


CPN200101 


52% 


98.9% 


99.3% 


PPA901 000 
cr /\xu l y yy 


CTR200801 


50% 


98.9% 


99.3% 


FF A 90 1000 
Hix: r\.£t\j \.yyy 


CAC101509 


67% 


99.3% 


98.9% 


PFA901000 


CBO101184 


67% 


99.3% 


98.9% 


PFA901Q99 


CDF100747 


65% 


100% 


100% 


FFA201999 


CDP101565 


62% 


99.3% 


97,1% 


PFA901000 
urnxu i y yy 


FRC1 03628 


58% 


100% 


100% 


PFA901 000 
xir/Yiiu l y y y 


PFA201999 

XJiX ii*iu JL 777 


100% 


100% 


100% 


PFA901 000 


FFM200310 


94% 


82.2% 


98.7% 


PF A 901 000 

JirAZui77y 


prry 10394.0 




100% 


100% 


PF A 701 QQQ 
s^rJt\U.\Jlyyy 


MTK1 00760 


57% 


100% 


100% 


PF A901 000 
sir axu i y yy 


HPV101908 

JCXX X lulA70 


59% 


99.3% 


98.9% 


FFA901 000 


K"PN300698 


58% 


100% 


100% 


PFA901 000 
nr r\jsj iyyy 


T MO100S07 

JL^IVXW X W^7 / 


84% 


100% 


99.6% 


PFA901 000 
Cir/ii-u l y yy 


MCA 100251 


56% 


99.3% 


98.5% 


PFA901 000 
xir/\xi/ 1 y y y 


MAV1 02089 


63% 


99.3% 


97.1% 


PFA901 QQQ 

JC.jr/\ZUl777 


MTW101016 

1V1X7 V X \J I y JL \J 


63% 


99.3% 


97.1% 


PF A 701 000 

jC.r/VZl/1777 


MT P101 1 34 


61% 


99.3% 


97.1% 


T7F A0O1 OOO 


\/lTl T9 00701 


63% 


99.3% 


97.1% 


PF A 901 QQQ 
Sir f\jL\J lyyy 


MOP 1001 S7 


57% 


99.3% 


98.2% 


PFA901 000 
sir azu iyyy 


lVXJTii 1V/UUUJ 


53% 


99.3% 


98.3% 


PFA901 000 
13 r /\zvj i yyy 


"KTGO101613 

X i\JV7 Iw 1 V JLJ 


62% 


99.3% 


98.2% 


EFA201999 


NME200120 


62% 


99.3% 


98.2% 


EFA201999 


PMU101412 


58% 


100% 


100% 


EFA201999 


PRT100324 


58% 


100% 


99.6% 


EFA201999 


PAE204258 


56% 


99.3% 


99.6% 


EFA201999 


PPU104505 


57% 


99.3% 


99.6% 


EFA201999 


PSY107059 


57% 


99.3% 


99.6% 
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Query LocusED 


Homolog LocusED 


Identity 


Query Coverage 


Homolog Coverage 


EFA201999 


SPA104315 


57% 


100% 


100% 


EFA201999 


STY101789 


57% 


100% 


100% 


EFA201999 


SAU802247 


78% 


100% 


99.6% 


EFA201999 


SEP200273 


77% 


100% 


99.6% 


EFA201999 


SHA100771 


78% 


100% 


99.6% 


EFA201999 


SPN400191 


83% 


100% 


99.6% 


EFA201999 


SPY200040 


84% 


100% 


99.6% 


EFA201999 


TPA100190 


57% 


99.3% 


99.6% 


EFA201999 


UUR1 00236 


59% 


99.3% 


99.6% 


EFA201999 


VCH102556 


60% 


100% 


100% 


EFA201999 


YPS001863 


59% 


100% 


99.6% 


EFA202001 


ABA100081 


42% 


90.3% 


93% 


EFA202001 


BFR10676 


44% 


98.1% 


98.6% 


EFA202001 


BPT100849 


37% 


95.2% 


96.1% 


EFA202001 


BBU100478 


39% 


96.1% 


96.2% 


EFA202001 


BCE103118 


36% 


97.6% 


98.1% 


EFA202001 


BFU100270 


34% 


97.6% 


98.1% 


EFA202001 


BMA104332 


37% 


62.3% 


97.0% 


EFA202001 


CJU101610 


36% 


97.6% 


98.0% 


EFA202001 


CPN200099 


32% 


96.6% 


94.6% 


EFA202001 


CTR200803 


33% 


96.6% 


94.6% 


EFA202001 


CAC100377 


43% 


100% 


100% 


EFA202001 


CBO103307 


44% 


100% 


100% 


EFA202001 


CDF100746 


49% 


100% 


95.4% 


EFA202001 


CDP101562 


39% 


91.8% 


88.0% 


EFA202001 


EBC101609 


43% 


91.8% 


94.0% 


EFA202001 


EFA202001 


100% 


100% 


100% 


EFA202001 


ECO103242 


42% 


92.3% 


94.5% 


EFA202001 


HEN100758 


42% 


92.3% 


95% 


EFA20200.1 


HPY101300 


35% 


77.8% 


78.6% 


EFA202001 


KPN300696 


41% 


92.3% 


94.5% 


EFA202001 


LMO102640 


67% 


100% 


100% 


EFA202001 


MCA100249 


44% 


92.3% 


95% 


EFA202001 


MAV1 02087 


44% 


91.3% 


87.6% .) . 


EFA2020G1 


MBV101018 


43% 


91.3% 


85.2% 


EFA202001 


MLP101136 


42% 


91.8% 


83.0% 


EFA202001 


MTU200699 


43% 


91.3% 


85.2% 


EFA202001 


MGE100155 


37% 


99.5% 


99.5% 


EFA202001 


MPN 100665 


39% 


98.1% 


98.1% 


EFA202001 


NGO101615 


35% 


93.7% 


94.2% 


EFA202001 


NME200122 


36% 


93.7% 


94.2% 


EFA202001 


PMU101414 


42% 


92.3% 


95% 


EFA202001 


PRT103342 


43% 


93.2% 


95.5% 


EFA202001 


PAE204260 


44% 


91.8% 


94.5% 


EFA202001 


PPU104504 


42% 


91.8% 


94.5% 


EFA202001 


PSY108736 


42% 


91.8% 


94.5% 


EFA202001 


SPA104319 


42% 


92.3% 


95% 


EFA202001 


STY101787 


42% 


92.3% 


94.5% 


EFA202001 


SAU802249 


61% 


99.5% 


99.5% 


EFA202001 


SEP200280 


63% 


100% 


100% 


EFA202001 


SHA100769 


61% 


99.5% 


99.5% 


EFA202001 


SMU101861 


67% 


15.0% 


100% 


EFA202001 


SPN400189 


73% 


100% 


100% 


EFA202001 


SPY200038 


74% 


100% 


100% 
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p 

Query Locus ID 




Identitv 


Ouery Coverage 


Homolog Coverage 


brAZUZUUl 


TPA1001 XX 

L LJr\L\J\J LOO 


36% 


96.1% 


92.1% 


TJ-p A O AOAA1 

brAZUZvUx 


TITItt 100234 


38% 


96.6% 


96.2% 


brAZUZUUx 


vppji 09558 

v vvniuAJjo 


46% 


92.3% 


95% 


■err a oaoaai 
br AZUZUU i 


VP 9001 862 


43% 


93.2% 


95.5% 


brAZUZUuo 


ARA 100080 


45% 


45.9% 


100% 


T?T? a o aoaa*} 


"RTT0 1 0677 


52% 


95.7% 


98.5% 


br AZUZUUo 


RPT 100848 


49% 


98.1% 


91.7% 


brAZUZUUJ 


TVRT 1 100477 


50% 


97.6% 


99.0% 


br AZUZUU .3 


QpF1 12456 


46% 


100% 


98.2% 


•ex? a imnm 
brAZUZUUo 


TIFT 11 00269 


45% 


100%> 


97.3% 


T717A0A9AA7 ! 


A 106660 


45% 


100% 


97.3% 


brAZUZUUJ 


PTTT10161 1 


34% 


94.7% 


96.9% 


brAZUZUUJ 


PPN9 0009R 


41% 


95.2% 


95.0% 


rri7A 9A9AA'? 


CTR200804 


41% 


95.2% 


94.1% 


T7T? a 9A9AA** 


PAO103369 


58% 


99.5% 1 


100% 


brAZUZUUJ 


PROlOlOfil 


59% 


99.5% 


96.8% 


xir azuzuuo 


CDF1 00745 


66% 


98.1% 


98.1% 


T7T7 a on?nn^ 

rLr AZUZUUj 


PDP100915 


54% 


98.1% 


95.0% 


lir AZUZUU j 


PRC 101 610 


50% 


98.1% 


99.0% 


br AZUZUvJ 


FFA202003 


100% 


100% 


100% 


T7T? a omnm 
br azuzuuj 


FPO 103243 


50% 


98.1% 


99.0% 


br azuzuuj 


FTTN1 00757 

XXll 1 WW / J / 


49% 


98,1% 


99.0% 


E,r AZUZUUJ 


HPY101301 

XXX 1 Awl-* VI 


31% 


90.4% 


92.7% 


171? A OAOfkDi^ 

rir AZUZUUJ 


KPN300695 


48% 


43.1% 


100% 


CT? A OA9AAO 

EJPAZUZUU.D 


t MO102018 


77% 


100% 


100% 


iir azuzuu:> 


MCA1 00248 


48% 


99.5% 


100% 


rLJr AZUZUU j 


MAV1 02086 


52% 


98.1% 


96.8% 


vtv A909noi 

Eir AZUZUv/J 


MBV1 00990 


50% 


98.1% 


96.8% 


PI? A 909001 

nr azuzuw 


MT P101137 

iVlJL^JL JL \J X 1 J / 


50% 


98.1% 


96.3% 


a 909001 

brAZUZUvJJ 


MTU200698 


50% 


98.1% 


96.8% ! 


PTTA 909001 

or azuzuuj 


MGE100154 


40% 


98.1% 


81.3% 


m? A909oni 

Xir AZUZI/Uj 


MPN 100666 

1 YJLA 1 ' 1UV/UUU 


38% 


98.1% 


72.8% 


ni? a 909001 

brAZUZUUl 


N(tO101617 


48% 


99.0% 


98.6% 


T7T? A 0A9AA1 

br AZUZUUJ 




48% 


99.0% 


98.6% 


T?T? A 909001 

brAZUZUU^ 


PMtI10l415 


50% 


98.1% 


99.0% 


t?p a 909001 
cr Azuzuuj 


P"RT 102977 


51% 


98.1% 


99.0% 


T7T7 a 909001 
Jbr AZUZUU.5 


PAF^04261 


51% 


100% 


99.5% 


t?t? a 909001 
xir azuzuuo 


PPTI1 1 151 1 


51% 


100% 


99.5% 


T7T7A 909001 

l^r azuzuuj 


PSY 106254 


51% 


100% 


94.6% 


TpT? a 909001 
Jbr Azuzuuj 


cpA 104320 


48% 


98.1% 


99.0% 


PTT A 909001 
Jc.r AZUZUU.3 


9TY101786 

O X X X v X 1 o\j 


50% 


98.1% 


99.0% 


T7T7A 9O90O1 

jbr azuzuuo 


SAT 1802250 


64% 


99.0% 


98.2% 


T?T7 A 9A9A01 

brAZUZUUl 


WP90O9R1 


62% 


99.0% 


98.2% 


tjT?\ 0A9AO1 

br AzUZUUJ 




62% 


60.3% 


96.9% . 


T7U A *)ATOO*l 

brAZUZUvo 


qmi -ti nofii i 


86% 


99.5% 


99.0% 


T7T7 A OATOOI 

br azuzuuj 


ijjr P<*tUU x oo 


87% 


99.5% 


99.0% 


tjt? A 909001 


SPY200037 

OX X puuWJ / 


85% 


99.5% 


99.0% 


t?fa9090oi 


TPA100187 


41% 


97.6% 


97.6% 


EFA202003 


UURl 00233 


50% 


98.1% 


88.8% 


EFA202003 


VCH102559 


53% 


98.1% 


99.0% 


EFA202003 


YPS001861 


50% 


98.1% 


99.0% 


EFA202006 


ABA100233 


75% 


33.4% 


98.5% 


EFA202006 


ABA100062 


76% 


99.5% 


99.5% 


EFA202006 


BAN106076 


82% 


100% 


100% 
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Query LdcusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA202006 


BFR12122 


73% 


99.7% 


99.7% 


EFA202006 


BPT100O44 


77% 


100% 


100% 


EFA202006 


BPT100847 


77% 


100% 


100% 


EFA202006 


BBU100475 


64% 


100% 


98.3% 


EFA202006 


BCE1 12288 


67% 


15.7% 


100% 


EFA202006 


BCE106056 


79% 


51.9% 


99.0% 


EFA202006 


BCE108906 


77% 


100% 


100% 


EFA202006 


BFU 100267 


71% 


36.5% 


97.3% 


EFA202006 


BFU 100847 


76% 


100% 


100% 


EFA202006 


BMA107343 


77% 


95.9% 


100% 


EFA202006 


BMA106305 


77% 


100% 


100% 


EFA202006 


CJU100435 


75% 


100% 


100% 


EFA202006 


CPN200689 


69% 


99.5% 


99.5% 


EFA202006 


CTR200588 


68% 


99.7% 


98.5% 


EFA202006 


CAC103049 


76% 


100% 


100% 


EFA202006 


CBO100671 


69% 


10.9% 


95.6% 


EFA202006 


CBO101209 


78% 


59.0% 


100% 


EFA202006 


CBO101304 


75% 


99.5% 


99.5% 


EFA202006 


CDF1 00547 


75% 


100% 


96.1% 


EFA202006 


CDP100912 


71% 


100% 


100% 


EFA202006 


EBC101615 


74% 


33.7% 


99.3% 


EFA202006 


EBC100362 


81% 


47.6% 


100% 


EFA202006 


EBC102891 


76% 


99.7% 


99.7% 


EFA202006 


EFA202006 


100% 


100% 


100% 


EFA202006 


EFM100161 


81% 


71.4% 


100% 


EFA202006 


ECO103262 


77% 


99.7% 


99.7% ! 


EFA202006 


ECO103878 


77% 


99.7% 


99.7% 


EFA202006 


HIN100558 


78% 


100% 


100% 


EFA202006 


H1N100613 


78% 


100% 


100% 


EFA202006 


HPY101188 


77% 


100% 


100% 


EFA202006 


KPN300520 


80% 


23.5% 


100% 


EFA202006 


KPN300653 


77% 


80% 


99.7% 


EFA202006 


KPN300869 


77% 


99.7% 


99.7% 


EFA202006 


LMO102516 


84% 


100% 


100% 


EFA202006 


MCA100162 


76% 


99.5% 


99.5% 


EFA202006 


MAV102941 


72% 


100% 


100% 


EFA202006 


MBV103318 


72% 


100% 


100% 


EFA202006 


MLP101139 


72% 


100% 


100% 


EFA202006 


MTU200682 


72% 


100% 


100% J 


EFA202006 


MGE100460 


69% 


100% 


100% 


EFA202006 


MPN100177 


70% 


100% 


100% 


EFA202006 


NGO101673 


79% 


99.7% 


99.7% 


EFA202006 


NGO101620 


79% 


99.7% 


99.7% 


EFA202006 


NME200128 
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94.2% 


EFA202022 


» jfT»XT1 A AH A 

MPN 100220 


4 J /o 


01 0% 


94.2% 


EFA202022 


NGO 100722 


JO/0 


100% 


100% 


EFA202022 


NMJb200 /34 


5fi% 


100% 


100% 


EFA202022 


T»TV /TTT1 A AO A1 

PMU1UU3U1 


Jid /o 


100% 


100% 


EFA202022 


PR I 102433 


57% 

J / /o 


100% 


100% 


EFA202022 


D A C7A/1737 

r Ac204 /3 / 


55% 
J J /o 


100% 


100% 


EFA202022 


DDI T1 A5A5 5 


55% 


100% 


100% 


EFA202022 


nnyi A/1 BOS 

PisY lU4oZo 


59% 

3<£ /0 


70.8% 


100% 


EFA202022 


CD A 1 A1 

SPA 10 123V 


AQ% 

41 17 /0 


100% 


100% 


EFA202022 


OTV1 A1 /IIA 

SI Y1014/U 


510/, 


100% 


100% 


EFA202022 


OAT TOA1 Oil 

SAU801273 


/ / /o 


1 00% 


100% 


EFA202022 


SEr20l3oo 


/ J /o 


1 00% 

AW /O 


100% 


EFA202022 


OTT A t AA1 T 1 

SHA1001 /l 


75% 
/ J /0 


100% 


100% 


EFA202022 


cm /rr T1 A1 in 

SMU10132/ 


770/ 
/ / /0 


100% 


100% 


EFA202022 


rin\T/l A1 

SPN401400 


770/ 


100% 


100% 


EFA202022 


QDV7A1 *\(W 

or Y 20 1 j.U J 


78% 
/ 0 /o 


100% 


100% 


T—i T-i a r» AO AO O 

EFA202022 


TTJ A 1 AAQ7T 


47% 

H / /0 


100% 


100% 


EFA202022 


TTTTO 1 AA0AA 
UUK1UUZU4 


A^% 

nr J /0 


98.9% 


98.9% 


T-"»T"> A 1 A^ ATI 

EFA202022 


VCrilUU0^4 


57% 


100% 


100% 


EFA202022 


Yro00o344 


59% 

JZ /O 


100% 


100% 


EFA202028 


ABA106110 


49% 


97.2% 


97.6% 


EFA202028 


BAN109088 


44% 


99.7% 


99.6% 


EFA202028 


BAN100469 


68% 


99.7% 


98.0% 


EFA202028 


BFR11379 


45% 


98.2% 


90.1% 


EFA202028 


BPT102560 


50% 


98.4% 


96.5% 


EFA202028 


BBU100804 


42% 


97.7% 


98.8% 
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Query Locus ED 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA202028 


BCE107587 


49% 1 


99.3% 


98.2% 


EFA202028 


BFU1 06344 


49% 


99.3% 


98.0% 


EFA202028 


BMA106616 


50% 


97.7% 


90.3% 


EFA202028 


CJU10U78 


40% 


95.6% 


97.5% 


EFA202028 


CPN200839 


45% 


97.3% 


98.1% 


EFA202028 


CTR200225 


44% 


97.2% 


98.0% 


EFA202028 


CAC102635 


51% 


99.0% 


99.3% 


EFA202028 


CBO 102281 


52% 


99.0% 


99.0% 


EFA202028 


CDF1 00877 


55% 


100% 


100% 


EFA202028 


CDP100447 


43% 


96.9% 


95.4% 


EFA202028 


EBC103885 


50% 


97.9% 


96.2% 


EFA202028 


EFA202028 


100% 


100% 


100% 


EFA202028 


EFM200260 


89% 


100% 


95.7% 


EFA202028 


ECO103096 


50% 


97.9% 


93.3% 


EFA202028 


HJN100220 


50% 


98.4% 


97.2% 


EFA202028 


HPY101196 


37% 


95.0% 


96.9% 


EFA202028 


KPN301429 


50% 


97.9% 


96.3% 


EFA202028 


LPN101324 


48% 


98.4% 


94.5% 


EFA202028 


LMO100657 


71% 


99.7% 


96.8% 


EFA202028 


MCA100390 


49% 


97.4% 


98.4% 


EFA202028 


MAV100299 


43% 


99.3% 


97.1% 


EFA202028 


MBV101241 


44% 


97.9% 


96.5% 


EFA202028 


MLP100515 


43% 


97.9% 


94.3% 


EFA202028 


MTU202745 


44% 


97.9% 


96.5% 


EFA202028 


NGOl 02045 


48% 


100% 


99.3% 


EFA202028 


NME200892 


48% 


100% 


99.4% 


EFA202028 


PMU101114 


50% 


97.2% 


95.7% 


EFA202028 


PRT102434 


49% 


98.6% 


97.3% 


EFA202028 


PAE204736 


50% 


97.2% 


97.3% 


EFA202028 


PPU105054 


49% 


97.9% 


98.1% 


EFA202028 


PSY104827 


48% 


23.2% 


81.6% 


EFA202028 


SPA101063 


46% 


2.0% 


78.3% 


EFA202028 


STY100979 


50% 


97.2% 


95.6% 


EFA202028 


SAU801274 


62% 


98.6% 


99.3% 


EFA202028 


SEP201567 


63% 


99.3% 


99.6% 


EFA202028 


SHA100393 


41% 


26.3% 


99.5% 


EFA202028 


SHA101099 


64% 


98.2% 


99.7% 


EFA202028 


SMU101329 


67% 


98.6% 


95.1% 


EFA202028 


SPN400516 


69% 


98.6% 


89.5% 


EFA202028 


SPY201498 


67% 


98.6% 


97.7% 


EFA202028 


TPA100876 


45% 


97.0% 


96.7% 


EFA202028 


VCH100635 


50% 


98.6% 


97.5% 


EFA202028 


YPS001047 


49% 


97.6% 


96.9% 


EFA202110 


BAN111119 


49% . 


11.2% 


82.8% 


EFA202110 


BAN 105234 


55% 


85.4% 


99.0% 


EFA202110 


BAN 11 3086 


66% 


99.2% 


99.8% 


EFA202110 


BFR101518 


50% 


98.7% 


96.1% 


EFA202110 


BBU1 00560 


47% 


97.9% 


99.1% 


EFA202110 


BCE101525 


69% 


99.2% 


99.8% 


EFA202110 


BFU1 10445 


68% 


99.2% 


99.8% 


EFA202110 


BMA101484 


68% 


99.2% 


99.6% 


EFA202110 


CPN200393 


49% 


97.9% 


96.9% 


EFA202110 


CTR200328 


48% 


99.2% 


98.1% 


EFA202110 


CDP101096 


52% 


98.3% 


96.5% 
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Identity 


Query Coverage 


Homolog Coverage 


EFA202115 


MLP100747 


30% 


95.9% 


95.8% 


EFA202115 


MTU201526 


30% 


95.9% 


95.4% 


EFA202115 


MGE100266 


32% 


73.6% 


89.8% 


EFA202115 


MPN100459 


33% 


72.9% 


89.1% 


EFA202115 


NGO101860 


32% 


91.8% 


91.6% 


EFA202115 


NME200585 


33% 


91.8% 


91.6% 


EFA202115 


PMU1 00034 


32% 


99.5% 


99.1% 


EFA202115 


PRT101242 


33% 


94.7% 


95.6% 


EFA202115 


PAE203638 


34% 


97.9% 


97.6% 


EFA202115 


PPU100137 


32% 


99.8% 


99.5% 


EFA202115 


PSY104339 


32% 


99.9% 


99.6% 


EFA202115 


SPA100912 


31% 


99.3% 


99.6% 


EFA202115 


STY103914 


32% 


96.7% 


96.2% 


EFA202115 


STM103627 


32% 


96.7% 


96.2% 


EFA202115 


SAU8O1703 


37% 


96.8% 


97.0% 


EFA202115 


SEP201707 


39% 


93.6% 


94.1% 


EFA202115 


SHA100359 


38% 


96.7% 


94.3% 


EFA202115 


SMU101018 


35% 


98.9% 


99.1% 


EFA202U5 


SPN400795 


35% 


98.6% 


97.9% 


EFA202115 


SPY200987 


35% 


97.5% 


97.7% 


EFA202115 


TPA100661 


33% 


95.9% 


95.5% 


EFA202115 


UUR100419 


33% 


90.1% 


97.8% 


EFA202115 


VCH102211 


33% 


99.5% 


98.7% 


EFA202115 


YPS001155 


33% 


96.7% 


95.3% 


EFA202136 


EBC104273 


60% 


99.6% 


100% 


EFA202136 


EFA202136 


100% 


100% 


100% 


EFA202136 


EFM202058 


70% 


99.8% 


99.1% 


EFA202136 


KPN303718 


48% 


99.8% 


98.7% 


EFA202136 


LMO 100287 


63% 


100% 


99.6% 


EFA202136 


SPA103555 


58% 


100% 


99.8% 


EFA202136 


STY1 04414 


57% 


100% 


99.8% 


EFA202136 


STM 100091 


58% 


100% 


99.8% 


EFA202136 


SPN400244 


53% 


99.4% 


99.6% 


EFA202136 


SPY201020 


55% 


99.8% 


98.3% 


EFA202160 


ABA103852 


41% 


97.8% 


98.3% 


EFA202160 


BAN106248 


53% 


95.1% 


98.9% 


EFA202160 


BAN106209 


62% 


86.7% 


99.8% 


EFA202160 


BFR10500 


27% 


92.8% 


87.9% 


EFA202160 


BPT1 00432 


40% 


98.2% 


98.5% 


EFA202160 


BBU 100832 


30% 


83.7% 


75.7% 


EFA202160 


BCE1 11670 


42% 


94.2% 


95.8% 


EFA202160 


BFU101230 


40% 


97.0% 


96.4% 


EFA202160 


BMA102496 • 


34% 


98.1% 


94.7% 


EFA202160 


BMA109115 


41% 


98.6% 


98.0% 


EFA202160 


CJU 100989 


38% 


96.8% 


99.8% 


EFA202160 


CPN200653 


28% 


92.8% 


82.4% 


EFA202160 


CTR200283 


29% 


91.1% 


82.0% 


EFA202160 


CAC 102765 


33% 


83.6% 


75.3% 


EFA202160 


CBO 100873 


35% 


54.1% 


95.1% 


EFA202160 


CDF104554 


33% 


83.6% 


74.9% 


EFA202160 


CDP101247 


27% 


94.6% 


84.7% 


EFA202160 


EBC102151 


42% 


97.7% 


99.8% 


EFA202160 


EFA202160 


100% 


100% 


100% 


EFA202160 


EFM201425 


84% 


100% 


99.8% 
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tInmAl/\fV T r\r*\ to I 1 1 
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TH^ntitv 
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Homolog Coverage 


EFA202160 


r>AA1 AAAO#C 


*rr /a 


97.8% 


98.1% 


EFA202160 


TJDV1 A1 A A1 


J / /□ 


98.5% 1 


99.5% 


EFA202160 


VDXTI AAO A A 




4.8% 


100% 


EFA202160 


JvrNjUoolU 


HO /0 


96.5% 


98.5% 


EFA202160 


T "DXT1 A1 RIO 


to /o 


97.8% | 


98.1% 


EFA202160 


bMlJlUlO/7 


Cr+ /0 


99.0% 


99.8% 


EFA202160 


\>T^ A 1 A1/C71 

ML/AIU30/ 1 


jy /o 


0.8% 


16.4% 


EFA202160 


Ayr A \/i A^RR 
MAY XUj^oo 


?8% 

z.o /o 


91.3% 


80.7% 


EFA20216U 


JVlrJ V IKJZjDD 


28% 


89.3% 


81.0% 


T^T? A A AO 1 A 

EFA202160 


A/fT 01 A07A1 
JVLLr 1UU /*0 


77% 


93.2% 


85.4% 


T^T7 A AAA 1 £LC\ 

EFA202160 


Ml UZU1D 1 J 


£o /o 


89.3% 


81.0% 


EFA202160 






98.2% 


99.6% 


EFA202160 


Mr IN LUUj/z 


"*R% 
3o /o 


89.7% 


96.1% 


EFA202160 




47% 


98.2% 


98.7% 


T^T? A O AA 1 /TA 

EFA202160 


XTX/TCO AA< 7 R 
INMtiZUUj /o 


42% 


98.2% 


98.4% 


IT"* A AAA 1 /CA 

EFA202160 




41% 


97.8% 


98.0% 


T~>T^ A O AA 1 C A 

EFA20216U 




4^% 


98.9% 


99.1% 


EFA202loU 




42% 


98.4% 


98.6% 


T7T7 A AAA 1 A 

br-AzUzloU 


PPT T1 00805? 


43% 


97.8% 


98.1% 


T2T? A OAO 1 £A 

brAzUZlou 




40% 


96.5% 


98.5% 


LFA2021OO 


op A 1 A0fifi7 


43% 


80.7% 


96.6% 


rju A AAA 1 C{\ 

brAzUZlOU 


QTV1 0.1 
jI I lul Iuj 


43% 


98.6% 


98.8% 


T7T? A A AA 1 CC\ 

EFA2021oU 


QTl^yf 1 H0R1 R 


4^% 


98,6% 


98.8% 


T?T? A AAA 1 C(\ 


Q ATTR01 10^ 


61% 


98.7% 


99.7% 


T?T? A OA A 1 /CA 

EFA2021oli 


OppOAAQOR 
oEiJr/v/vyZo 


60% 


98.7% 


99.3% 


TTC A AAA 1 CC\ 

brAzOZloU 


QUA IOIO^aI 


60% 


98.4% 


99,9% 


A O AA 1 C A 

ErA2021oO 


<3\yfT 7 1001*00 


6S% 


100% 


99.8% 


T7T7 A AAA 1 /CA 

EFA20210U 


QpXT^.01 ^01 


64% 
ui /o 


100% 


99.8% 


A AAA 1 C(\ 

brAzUzloU 




64% 


100% 


99.6% 


T"?T? A AAA 1 Ct\ 

EFA2021o(J 


TP A 1 00AAR 


96% 


81.3% 


74.2% 


T>T7 A AAA 1 H(\ 

EFA202160 


T TTTP. 1 00A1 4 
UUJtv 11^1/^1*+ 


41% 

*T 1 /0 


89.7% 


92% 


A AAA 1 Cf\ 

EFA202loO 




42% 


98.4% 


98.6% 


EFA202160 


Ir 0UUU0IU 


4^% 


97.8% 


98.1% 


TJTT 1 A AAA1 /T/T 

EFA202166 


Ad a 1 A0A0Q 


12% 


95.6% 


92.2% 


f»T7 A AAA 1 C C 

EFA202166 


D A XT 1 AO 0 OS 


JJ/O 


87.1% 


97% 


rrfn ,a <^ A O 1 C C 

EFA202166 


r> a XT1 A^Q 1 3 


59% 


97.8% 


97.3% 


t-»t-i a /inn i 

EFA202166 




JJ /o 


87.1% 


90.1% 


i ' 1 > a AAA 1 CC 

EFA2021OO 


T3PT1 00*^ ^R 


12% 


96.9% 


81.5% 


T?T7 A AAA 1 ^T^T 

EFAzOzloo 


qppi AOAAil 




98.2%> 


95.7% 


T"?T? A AAA 1 CC 


p-CTTI AA^oi 
JdJtU LKJZOjL 


AO /Q 


98.2% 


95.7% 1 


a /> AA 1 CC 

EFA2021DO 




90% 

£✓ /o 


88.4% 


93.8% 


EFA202166 


•oAOiuzzyj 


14% • 


91.1% 


92.8% 


T^T? A AAA 1 /T^ 

EFA202166 


•OJdUIUUZjZ 


1R% 
JO /o 


87.6% 


89.2% 


T"T? A A AA 1 CC 

EFA202166 




40% 


98.2% 


94.1% 


T"JT^ A AAA 1 

EFA202166 


Af\T)1 AA/^1 1 


1R% 

JO/0 


95.1% 


94.9% 


EFA202166 


rnpi AIjIAO 

bxJC 1 U J4UZ 


9fi% 
ZD /0 


98.2% 


95.7% 


T7T? A AAA 1 CC 

EFA202166 


T3T7A 0A01 
iirAZUZ lOO 


1 00% 


100% 


100% 


TI'D A AAA1 CC 


T5T7TV>f 0 0 000 0 


69% 


99.6% 


99.6% 


EFA202166 


ECO102886 


27% 


98.2% 


95.3% 


EFA202166 


HIN100089 


31% 


98.2% 


94.5% 


EFA202166 


HPY100391 


30% 


88% 


87.8% 


EFA202166 


KPN302105 


28% 


98,2% 


95.7% 


EFA202166 


LPN100888 


29% 


98.2% 


95.7% 


EFA202166 


LMO101181 


54% 


97.8% 


95.6% 
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Homolog Coverage 


EFA2021 66 


MCA1 00523 


27% 


86.2% 


80.1% 


EFA202166 i 


MAV103261 


26% 


96% 


88.5% 


EFA2071 66 


MBV100535 


24% 


96% 


87.5% 


EFA202166 


MLP 100574 


26% 


96% 


88.5% 


EFA202166 


MTU202114 j 


24% 


96% 


89.5% 


EFA202166 


NGO101964 


29% 


98.7% 


97.4% 


EFA2021 66 


NME200206 


29% 


98.7% 


97.4% 


EFA202166 


PMU100112 


29% 


98.2% 


96.1% 


EFA2021 66 


PRT105809 


27% 


98.2% 


95.3% 


EFA2021 66 


PAE200393 


30% 


98.2% 


94.3% i 


EFA202166 


PPU1 02082 


30% • 


98.2% 


95.2% 


EFA2021 66 


PSY103724 


27% 


98.2% 


95.2% 


EFA2021 66 


SPA1 02546 


23% 


95.1% 


96.8% 


EFA202166 


STY 104582 


27% 


98.2% 


95.3% 


EFA2021 66 


STM100599 


27% 


98.2% 


95.3% 


EFA2021 66 


SAU80U88 


49% 


97.8% 


96.9% 


EFA202166 


SEP200921 


51% 


97.8% 


97.7% 


EFA202166 


SHA100042 


45% 


43.1% 


97.9% 


EFA2021 66 


SMU100094 


50% 


97.3% 


97.8% 


EFA202166 


SPN401508 


51% 


98.7% 


99.1% 


EFA202166 


SPY201169 


50% 


96.9% 


97.3% 


EFA202166 


VCH 100456 


28% 


98.2% 


94.9% 


EFA202166 


YPS000235 


25% 


98.2% 


95.3% 


EFA202168 


ABA100622 


46% 


92.2% 


96.4% 


EFA202168 


BAN103024 


59% 


97.1% 


96.6% 


EFA202168 


BANl 12439 


60% 


97.1% 


96.6% 


EFA202168 


BFR12421 


41% 


86.3% 


83.3% 


EFA202168 


BPT102981 


42% 


94.1% 


97.2% 


EFA202168 


BBU100298 


49% 


97.8% 


93.1% 


EFA202168 


BCE103310 


50% 


69.8% 


98.6% 


EFA202168 


BFU100408 


44% 


94.6% 


97.2% 


EFA202168 


BMA104500 


44% 


94.6% 


97.2% 


EFA202168 


CJU100646 


45% 


78.8% 


87.0% 


EFA202168 


C AC 100838 


60% 


85.6% 


91.2% 


EFA202168 


CBO103263 


52% 


98.8% 


98.6% 


EFA202168 


CDF102447 


52% 


100% 


98.0% 


EFA202168 


CDP101254 


51% 


96.3% 


98.1% 


EFA202168 


EBC101797 


60% 


37.3% 


93.9% 


EFA202168 


EFA202168 


100% 


100% 


100% 


EFA202168 


EFM200220 


80% 


100% 


100% 


EFA202168 


ECO 100095 


51% 


84.1% 


90.1% 


EFA202168 


HIN101117 


46% 


82.7% 


84.6% 


EFA202168 


HPY 100963 


43% 


75.1% 


80.8% 


EFA202168 


KPN30053O 


60% 


37.6% 


96.2% 


EFA202168 


LPN100473 


71% 


6.8% 


71,8% 


EFA202168 


LMO101235 


57% 


98.5% 


98.0% 


EFA202168 


MCA101528 


48% 


76.1% 


87.4% 


EFA202168 


MAV103265 


60% 


76.3% 


80.9% 


EFA202168 


MBV100533 


61% 


76.3% 


82.6% 


EFA202168 


MLP100572 


59% 


76.3% 


82.6% 


EFA202168 


MTU202116 


61% 


76.3% 


82.6% 


EFA202168 


MGE1 00229 


27% 


54.4% 


59.3% 


EFA202168 


MPN100519 


29% 


52.7% 


55.8% 


EFA202168 


NGO100577 


50% 


83.9% 


89.3% 
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93% 
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TPA100200 


55% 


100% 


100% 


EFA202953 
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90.9% 


90.9% 


EFA203061 


BCE106262 
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83.1% 


EFA203061 


PRT 103408 


51% 
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33.9% 
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EFA203607 
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CAC100454 


30% 


9.8% 


29.8% 


EFA203904 


EFA204186 


47% 


11.4% 


37.7% 


EFA203904 


EFA204183 


46% 


13.6% 


36.9% 


EFA203904 


EFA202631 


45% 


12.7% 


37.5% 


EFA203904 


EFA202629 


46% 


37.0% 


65.5% 


EFA203904 


EFA204185 


39% 


30.8%> 


7.9% 


EFA203904 


EFA203904 


100% 


100% 


100% 


EFA203904 


HPY100177 


23% i 


11.8% 


23.8% 


EFA203904 


LPN101476 


20% 


25.4% 


32.5% 


EFA204122 


EFA204122 


100% 


100% 


100% 


EFA204122 


HPY100361 


76% 
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83.3% 


EFA204646 


BAN109062 


21% 


28.7% 


50.4% 


EFA2Q4646 


BAN 102928 


21% 


28.7%) 


82.7% 


EFA2Q4646 


EFA205116 


38% 


97.2% 


95.8% 


EFA204646 


EFA204646 1 


100% 


100% 


100% 


EFA204646 


MGE100429 


24% 


28.9% 


31.4% 


EFA204646 


SHA1 02595 


28%> 


19.4% 


16.4% 


EFA205207 


BAN107825 


37% 


62.6% 


84.2% j 


EFA205207 


BAN1 11609 


37% 


62.6% 


82.1% 


EFA205207 


CAC101019 


26% 


61.2% 


87.9% 


EFA205207 


CBO102919 


29% 


56.1% 


78% 


EFA205207 


CDF103744 


28% 


75.7% 


88.2% 


EFA205207 


CDP101251 


23% 


88.3% 


86.6% 


EFA205207 


EFA205207 


100% 
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100% 


EFA205207 


EFM202104 


43% 


99.5% 


99.5% 


EFA205207 


LMO100809 


35% 


75.2% 


91.4% 


EFA205207 


MAV103259 


25% 


100% 


99.5% 


EFA205207 


MBV100536 n 


25% n 


100%o 


90.0% j 


EFA205207 


MLP100575 


29% 


41.6% 


42.4% 


EFA205207 


MTU202113 


25% 
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90.0% 


EFA205207 


SAU801189 


33% 


95.8% 


94.7% 


EFA205207 


SEP200923 


33% 


88.8% 


95.9% 


EFA205207 


SHA100165 


34% 


90.2% 


88.5% 


EFA205207 


SMU100097 


31% 


88,8% 


90.6% 


EFA205207 


SPN401507 


26% 


68.7% 


77.7% 


EFA205207 


SPY201168 


25% 


81.8% 


84.9% 


EFA205225 


ABA102422 


70% 


94.4% 


93.2% 


EFA205225 


BAN103338 


86% 


59.7% 


100% 


EFA205225 


BFR100583 


66% 


100% 


100% 


EFA205225 


BPT100892 


69% 


100% 


100% 


EFA205225 


BBU100168 


68% 


97.2% 


77.8% 


EFA205225 


BCE109557 


69% 


100% 


100% 


EFA205225 


BFU100382 


69% 


100% 


94.7% j 


EFA205225 


BMA107769 


68% 


100% 


100% 


EFA205225 


CJU101496 


66% 


100% 


100% 


EFA205225 


CPN200690 


54% 


97.2% 


95.9% 


EFA205225 


CTR200589 


54% 


97.2% 


95.9% 


EFA205225 


CAC103209 


75% 


100% 


100% 1 


EFA205225 


CBO100838 


73% 


100% 


100% 


EFA205225 


CDF104286 


75% 


100% 


100% 


EFA205225 


CDP100014 


75% 


100% 


100% 


EFA205225 


EBC100928 


71% 


97.2% 


97.2% 


EFA205225 


EFA205225 


100% 


100% 


100% 


EFA205225 


EFM200666 


98% 


100% 


100% 



992 



0 02/077183 








PCT/U802/OV107 


Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA205225 


ECO100859 


72% 


97.2% 


97.2% 


EFA205225 


HIN100527 


70% 


97.2% 


83.3% 


EFA20S225 


HPY101280 


63% 


100% 


100% 


EFA205225 


KPN301361 


70% 


86.1% 


96.9% 


EFA205225 


LPN102139 


68% 


100% 


98.6% 


EFA205225 


LMO101112 


93% 


100% 


100% 


EFA205225 


MCA100273 


67% 


97.2% 


95.9% 


EFA205225 


MAV101015 


75% 


100% 


100% 


EFA205225 


MBV100332 


75% 


100% 


100% 


EFA205225 


MLP101199 


75% 


100% 


100% 


EFA205225 


MTU203415 


75% 


100% 


100% 


EFA205225 


MGE100176 


45% 


94.4% 


97.1% 


EFA205225 


MPN1 00644 


49% 


95.8% 


88.5% 


EFA205225 


NGO100894 


71% 


97.2% 


97.2% 


EFA205225 


NME200102 


71% 


97.2% 


97.2% 


EFA205225 


PMU101031 


68% 


97.2% 


97.2% 


EFA205225 


PRT101847 


71% 


97.2% 


97.2% 


EFA205225 


PAE202617 


72% 


97.2% 


97.2% 


EFA205225 


PPU1 10129 


72% 


97.2% 


97.2% 


EFA205225 


PSY108380 


71% 


97.2% 


97.2% 


EFA205225 


SPA101389 


72% 


97.2% 


97.2% 


EFA205225 


STY102886 


72% 


97.2% 


97.2% 


EFA205225 


SAU802228 


84% . 


100% 


100% 


EFA205225 


SEP200242 


83% 


100% 


100% 


EFA205225 


SHA1 00498 


83% 


100% 


98.6% 


EFA205225 


SMU100596 


86% 


100% 


100% 


EFA205225 


SPN400211 


81% 


100% 


80% 


EFA205225 


SPY200059 


84% 


100% 


100% 


EFA205225 


TPA100096 


62% 


97.2% 


97.2% 


EFA205225 


UUR100255 


55% 


100% 


97.3% 


EFA205225 


VCH101709 


70% 


97.2% 


97.2% 


EFA205225 


YPS003792 


71% 


97.2% 


97.2% 


EFA205229 


ABA1001.08 


31% 


98.3% 


100% 


EFA205229 


.BAN104365 


67% 


94.9% 


93.3% 


EFA205229 


BFR100963 


41% 


94.9% 


96.6% 


EFA205229 


BPT104115 


39% 


94.9% 


91.8% 


EFA205229 


BBU100495 


35% 


94.9% 


55.4% 


EFA205229 


BFU104042 


41% 


89.8% 


84.1% 


EFA205229 


BMAl 07387 


41% 


89.8% 


84.1% 


EFA205229 


CAC103086 


43% 


96.6% 


100% 


EFA205229 


CBO100965 


48% 


98.3% 


98.3% 


EFA205229 


CDF1 02795 


49% 


100% 


96.7% 


EFA205229 


CDP102962 


41% 


94.9% 


91.8% 


EFA205229 


EBC103644 


43% 


93.2% 


93.2% 


EFA205229 


EFA205229 


100% 


100% 


100% 


EFA205229 


EFM200795 


81% 


100% 


100% 


EFA205229 


ECO 103225 


45% 


93.2% 


93.2% 


EFA205229 


HIN 100776 


40% 


93.2% 


93.2% 


EFA205229 


KPN300492 


43% 


89.8% 


93.0% 


EFA205229 


LPN102267 


50% 


94.9% 


91.8% 


EFA205229 


LMO100063 


69% 


100% 


100% 


EFA205229 


MCA102911 


34% 


98.3% 


98.3% 


EFA205229 


MAV1 02080 


39% 


94.9% 


78.9% 


EFA205229 


MBV101607 


40% 


96.6% 


87.7% 



993 



WO 02/077183 



PCT7US02/09107 




994 



WO 02/077183 PCT/US02/09107 



Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA205255 


PAE204250 


48% 


92.2% 


91.3% 


EFA205255 


PPU104522 


46% 


97.1% 


96.2% 


EFA205255 


PSY100105 


45% 


97.1% 


96.2% 


EFA205255 


SPA104335 


48% 


96.1% 


95.2% 


EFA205255 


STY 101 806 


50% 


96.1% 


95.2% 


EFA205255 


SAU802239 


65% 


96.1% 


94.3% 


EFA205255 


SEP200261 


66% 


96.1% 


94.3% 


EFA205255 


SHA101599 


64% 


63.1% 


91.5% 


EFA205255 


SMU100605 


70% 


99.0% 


100% 


EFA205255 


SPN400200 


69% 


99.0% 


100% 


EFA205255 


SPY200048 


69% 


99.0% 


100% 


EFA205255 


TPA100198 


48% 


96.1% 


94.2% 


EFA205255 


UUR100244 


50% 


97.1% 


93.6% 


EFA205255 


VCH102548 


47% 


96.1% 


94.3% 


EFA205255 


YPS002450 


50% 


96.1% 


95.2% 


EFA205257 


BAN105005 


85% 


89.5% 


97.7% 


EFA205257 


BFR100428 


60% 


87.4% 


97.6% 


EFA205257 


BPT104067 


46% 


95.8% 


97.8% 


EFA205257 


BBU100486 


56% 


84.2% 


95.2% 


EFA205257 


BCE100913 


54% 


85.3% 


90% 


EFA205257 


BFU103897 


59% 


33.7% 


71.1% 


EFA205257 


BMA102592 


54% 


85.3% 


90% 


EFA205257 


CJU101602 


48% 


83.2% 


95.2% 


EFA205257 


CPN200107 


53% 


85.3% 


93.0% 


EFA205257 


CTR200795 


49% 


85.3% 


96.4% 


EFA205257 


CAC101333 


64% 


86.3% 


97.6% 


EFA205257 


CBO101908 


65% 


86.3% 


97.6% 


EFA205257 


CDF102812 


67% 


85.3% 


96.4% 


EFA205257 


CDP102662 


55% 


87.4% 


90.2% 


EFA205257 


EBC1 03647 


54% 


83.2% 


94.0% 


EFA205257 


EFA205257 


100% 


100% 


100% 


EFA205257 


EFM201704 


94% 


92.6% 


100% 


EFA205257 


ECO 103234 


54% 


83.2% 


94.0% 


EFA205257 


HIN100766 


57% 


80% 


89.4% 


EFA205257 


HPY101292 


43% 


86.3% 


95.3% 


EFA205257 


KPN204999 


53% 


83.2% 


94.0% 


EFA205257 


LMO101712 


83% 


89.5% 


97.7% 


EFA205257 


MCA101811 


56% 


83.2% 


87.8% 


EFA205257 


MAV102052 


58% 


85.3% 


69.2% 


EFA205257 


MBV101010 


55% 


90.5% 


63.2% 


EFA205257 


MLP101128 


59% 


85.3% 


63.8% 


EFA205257 


MTU200707 


55% 


90.5% 


63.2% 


EFA205257 


MGE100163 


48% 


86.3% 


97.6% 


EFA205257 


MPN100657 


55% 


86.3% 


97.6% 


EFA205257 


NGO102122 


55% 


89.5% 


96:6% 


EFA205257 


NME200114 


56% 


89.5% 


96.6% 


EFA205257 


PMU101406 


57% 


80% 


89.4% 


EFA205257 


PRT103498 


45% 


71.6% 


100% 


EFA205257 


PAE204252 


53% 


90.5% 


97.7% 


EFA205257 


PPU 104520 


56% 


90.5% 


95.6% 


EFA205257 


PSY 107655 


52% 


90.5% 


97.7% 


EFA205257 


SPA104305 


41% 


83.2% 


94.0% 


EFA205257 


STY101804 


54% 


83.2% 


94.0% 


EFA205257 


SAU802241 


80% 


89.5% 


97.7% 



995 



WO 02/077183 



PCT7US02/09107 




WO 02/077183 



PCT/US02/09107 



Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA205285 


ABA100082 


36% 


97.9% 


91.5% 


EFA205285 


BFR102748 


32% 


84.4% 


89.6% 


EFA205285 


BPT104043 


39% 


94.8% 


92.9% 


EFA205285 


BBU100479 


32% 


90.6% 


91.3% 


EFA205285 


BCE100645 


43% 


95.8% 


87.5% 


EFA205285 


BFU1 03900 


43% 


95.8% 


87.5% 


EFA205285 


BMA108040 


43% 


95.8% 


87.5% 


EFA205285 


CPN200100 


35% 


80.2% 


88.3% 


EFA205285 


CTR200802 


32% 


83.3% 


91.0% 


EFA205285 


CAC102428 


53% 


95.8% 


93.9% 


EFA205285 


CBO102507 


52% 


92.7% 


91.8% 


EFA205285 


CDF1 01975 


57% 


92.7% 


92.7% 


EFA205285 


CDP102947 


43% 


91.7% 


87.1% 


EFA205285 


EBC101608 


37% 


85.4% 


83.8% 


EFA205285 


EFA205285 


100% 


100% 


100% 


EFA205285 


ECO103241 


38% 


85.4% 


83% 


EFA205285 


HIN 100759 


33% 


97.9% 


94.9% 


EFA205285 


KPN300697 


38% 


85.4% 


83% 


EFA20528S 


LMO100631 


69% 


96.9% 


98.9% 


EFA205285 


MCA100250 


43% 


87.5% 


78.9% 


EFA205285 


MAV102088 


47% 


93.8% 


90% 


EFA205285 


MBV101017 


47% 


93.8% 


90% 


EFA205285 


MLP101135 


47% 


91.7% 


88% 


EFA205285 


MTU200700 


47% 


93.8% 


90% 


EFA205285 


MGE1 00156 


38% 


85.4% 


80.2% 


EFA205285 


MPN100664 


36% 


85.4% 


35.9% 


EFA205285 


NGO102702 


40% 


96.9% 


89.4% j 


EFA205285 


NME200121 


38% 


96.9% 


87.7% 


EFA205285 


PMU101413 


35% 


97.9% 


94% 


EFA205285 


PRT100325 


37% 


85.4% 


83% 


EFA205285 


PAE204259 


36% 


94.8% 


91.9% 


EFA205285 


PPU102891 


35% 


94.8% 


91.9% 


EFA205285 


PSY107072 


35% 


94.8% 


91.9% 


EFA205285 


SPA104317 


38% 


85.4% 


83% 


EFA205285 


STY101788 


38% 


85.4% 


83% 


EFA205285 


SAU802248 


68% 


92.7% 


97.8% 


EFA205285 


SEP200275 


69% 


92.7% 


97.8% 


EFA205285 


SHA100770 


73% 


92.7% 


97.8% 


EFA205285 


SPN400190 


65% 


97.9% 


96.9% 


EFA205285 


SPY200039 


68% 


97.9% 


96.9% 


EFA205285 


TPA100189 


42% 


83.3% 


85.1% 


EFA205285 


UUR100235 


33% 


85.4% 


81.9% 


EFA205285 


VCH 102557 


38% 


85.4% 


83% 


EFA205285 


YPS005095 


38% 


85.4% 


83% 


EFA205288 


ABA100720 


56% 


64.7% 


100% 


EFA205288 


BAN1 12470 


85% 


82.4% 


100% 


EFA205288 


BFR102501 


64% 


97.1% 


98.0% 


EFA205288 


BPT104019 


64% 


100% 


85.7% 


EFA205288 


BBU100476 


57% 


99.0% 


98.1% 


EFA205288 


BCE1 14850 


64% 


100% 


82.3% 


EFA205288 


BFU100268 


64% 


100% 


71.3% 


EFA205288 


BMA104676 


64% 


100% 


99.0% 


EFA205288 


CJU101612 


56% 


96.1% 


95.1% 


EFA205288 


CPN200200 


66% 


97.1% 


94.3% 



997 



WO 02/077183 



PCT/US02/09107 



Homolog LocusID Identity 



Query Coverage 



Homolog Coverage^ 



Query LocusID 
EFA205288 



CTR200710 



67% 



97.1% 



EFA205288 
EFA205288 



CAC101769 



77% m 
16% 



100% 
100% 



94.3% 



100% 
100% 



CBO101448 



EFA205288 



CDF104153 



EFA205288 
EFA205288 



CDP100914 



76% 
71% 



61.8% 



99.0% 



100% 



100% 
99.0% 
100% 



EBC101611 



63% 



100% 



EFA205288 



EFA205288 



100% 



100% 



EFA205288 



ECO103244 



61% 



100% 



EFA205288 



HIN100756 



63% 



100% 



EFA205288 



HPY101302 



58% 



95.1% 



EFA205288 



KPN304660 



IMP 100137 



63% 



100% 



100% 
100% 



99.0% 



86.4% 



93.3% 



94.4% 
100% 



EFA205288 



MCA101858 



62% 



EFA205288 



MAV102085 



MBV100992 



71% 



99.0% 



71% 
71% 



99.0% 



99.0% 



100% 



100% 
100% 



EFA205288 



MLP101138 



EFA205288 



MTU200697 



71% 



99.0% 
99.0% 



EFA205288 



MGE100153 



41% 



92.2% 



EFA205288 



MPN100667 



39% 



92.2% 



EFA205288 



NGO102546 



64% 



100% 



EFA205288 



NME200127 



64% 
63% 



100% 



100% 



88.7% 



87.0% 
99.0% 



99.0% 
99.0% 



EFA205288 



PMU101416 



100% 



EFA205288 



PRT100142 



EFA205288 



PAE204262 



PPU104502 



63% 
63% 



100% 



100% 



62% 



91.2% 



99.0% 



99.0% 



98.9% 



EFA205288 



PSY106273 



63% 



EFA205288 



SPA104323 



53% 



EFA205288 



STY101785 



63% 



EFA205288 



SAU80225.1 



86% 



EFA205288 



SEP200282 



87% 



SHA102423 



84% 



100% 
100% 



100% 



100% 



100% 



100% 
100% 



82.3% 



94.6% 



99.0% 



100% 



100% 



100% 



EFA205288 



SMU100612 



EFA205288 



SPN400187 



EFA205288 



SPY200036 



EFA205288 



TPA100186 



EFA205288 



UUR100232 



EFA205288 



VCH102560 



YPS005092 



87% 



87% 



85% 



50% 



50% 



61% 



63% 



100% 



100% 



99.0% 
97.1% 



100% 



100% 
100% 



100% 



100% 



100% 



99.0% 



98.0% 



99.0% 



99.0% 
100% 



KPN 103883 



KPN 103883 



100% 



KPN103883 



LPN101995 



40% 



84.9% 
91.6% 



36.6% 
60.8% 



KPN103883 



NGO102594 



30% 



KPN103883 



PAE107208 



51% 



KPN103883 



SPA101733 



88% 



84.9% 
100% 



ABA105528 



71% 



71.6% 
75.5% 



98.1% 



47.6% 



100% 
100% 



KPN108099 



ABA106151 



KPN108099 



ABA105551 



KPN108099 



ABA101831 



KPN108099 



BAN100346 



KPN108099 



BAN1 05253 



KPN108099 



BAN105419 



KPN108099 



KPN108099 



KPN108099 



KPN108099 



BAN101836 



BAN103430 



BAN100749 



74% 
82% 



100% 



82% 



68% 



73% 



73% 



73% 



73% 



BAN1 06478 



73% 



73% 



100% 



71.6% 
100% 



100% 



100% 



100% 



100% 



100% 



91.1% 



83.6% 



76.0% 



83.6% 



83.6% 
85% • 



83.6% 



83.6% 



83.6% 



998 



